GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score .58 

.185. .296, 1992. .2026, 2402, .2479, 2607. .2637, 3690. .3805 



10573 
22428 
5250 

OJ990520_27. 9922.C15.o2.gs 

5250 

none 

5250. .7559 



Seq. ID OJ990520_27.9922.C15 
Strand 

End 7559 

Method GENSCAN 

End 7559 

Score .81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10573 
22428 
5250 

OJ990520_27.9922.C15.ol.tm 

6993 

none 



Seq. ID OJ990520_27.9922.C15 
Strand 

End 7559 

Method TBLASTX : Mai ze 

End 7475 ■ 

Score 77 



6993. .7157, 7158. .7316, 7162. .7314, 7356. .7475 



10574 
22429 
1 

OJ990520_27. 9922.C16.ol.np 
1 

5852180 
1..52, 451. .622 

(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ990520_27. 9922.C16 
Strand 

End 622 

Method AAT/NAP 

End 622 

Score 180 



10574 
22429 
1 

OJ990520_27 . 9922 . C16. ol . gs 

136 

none 

136. .206 



Seq. ID OJ9'90520_27. 9922.C16 
Strand 

End 622 

Method GENSCAN 

End 206 

Score .59 



Seq. No. 1057.5^'. - 

Gene No. 224W ' 

Start- 439 

Name OJ990520_27 . 9922 . C18 . ol . gs 

Start 439 

GI none 

Exons 439.. 578 



Seq. ID OJ990520_27.9922.C18 

Strand + 

End 578 

Method GENSCAN 

End 578 

Score .49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



10575 
22431 
1 

OJ990520_27 . 9922 . C18 . ol . np 
1 

6907087 
1..90, 130. .552 

(AP001129) ESTs C72771 (E2215 ) , AU082313 {E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. ID OJ990520_27. 9922.C18 
Strand 

End 552 

Method AAT/NAP 

End 552 

Score 222 



10576 
22432 



Seq. ID OJ990520_27. 9922.C19 
Strand + 



11001 




start 


1 




End 


849 




Name 


OJ990520 27.9922.C19.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


849 




GI 


4544372 




Score 


396 




Exons 


1..521, 582. .849 










GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidops, 




thaliana] 










Seq. No. 


10576 




Seq. ID 


OJ990520 27.9922, 


.C19 


Gene No. 


22432 




Strand 


+ 




Start 


1 




End 


849 




Name 


OJ990520 27.9922.C19.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


2 




End 


165 




GI 


none 




Score 


181 




Exons 


2. .106, 3. .125, 3. .128, 


82 . . 


165 






Seq. No. 


10576 




Seq. ID 


OJ990520 27.9922, 


.C19 


Gene No. 


22432 




Strand 


+ ~ 




Start 


1 




End 


849 




Name 


OJ990520 27.9922.C19.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


48 




End 


509 




GI 


none 




Score 


536 




Exons 


48 . . 509, 50 . . 106, 197 . , 


508 








Seq. No. 


10576 




Seq. ID 


OJ990520 27.9922. 


.C19 


Gene No. 


22432 




Strand 


+ ~~ 




Start 


1 




End 


849 




Name 


OJ990520 27.9922.C19.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


171 




End 


578 




GI 


none 




Score 


211 




Exons 


171 . . 500, 252 . . 410, 477 


. . 578 








Seq. No. 


10576 




Seq. ID 


OJ990520 27.9922. 


.C19 


Gene No. 


22432 




Strand 


+ 




Start 


1 




End 


849 




Name 


■ OJ990520 27.9922.C19.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


195 




End 


662 




GI 


none 




Score 


230 




Exons 


195. .476, 230. .487, 477* 


. .662 








Seq, No. 


10577 




Seq. ID 


OJ990520_27. 9922. 


.C20 


Gene No. 


22433 




Strand 






Start 


60 




End 


1123 




Name 


OJ990520 27.9922.C20.ol 


.np 


Method 


AAT/NAP 




Start 


60 




End 


1123 




GI 


6907087 




Score 


533 




Exons 


60. .161, 713. .1123 











GI Descrip. (AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215 ) correspond to a 
region o.f the predicted gene.; hypothetical protein [Oryza 
sativa] 

Seq. No. 10578 Seq. ID OJ990520_27 . 9922 . C21 

Gene No. 22434 Strand + 

Start 49 End 315 

Name OJ990520_27 . 9922 . C2 1 . ol . gs Method GENSCAN 

Start 49 End 315 

GI none Score .91 



11002 



Exons 



49. .145, 218. .315 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10579 
22435 
1 

OJ990520_27. ?922.C22.ol.np 
1 

4680179 
l.,193, 607. .655 

{AF111709) polyprotein [Oryza sativa' subsp. indica] 



Seq. ID OJ990520_27.9922.C22 
Strand + 

655 

AAT/NAP 
655 
218 



End 

Method 

End 

Score 



10579 
22435 
1 

OJ990520_27. 9922.C22,ol.ts 
3 

none 

3. .191, 8. .199 



Seq. ID OJ990520_27.9922.C22 

Strand + 

End 655 

Method TBLASTX : Soybean 

End 199 

Score 221 



Seq. No. 10579 

Gene No. 22435 

Start 1 

Name OJ990520_27 , 9922 . C22 . ol . tw 

Start 8 

GI none 

Exons 8. .190, 9. .191 



Seq. ID OJ990520_27.9922.C22 

Strand -f 

End 655 

Method TBLASTX : Wheat 

End 191 

Score 211 



Seq. No. 10580 

Gene No. 22436 

Start 1 

Name OJ990410_28 . 9922 . CI . ol . np 

Start 1 

GI 4512242 

Exons 1..50, 457.. 1001 

GI Descrip. (AB014750) polyprotein [Nicotiana tabacum] 



Seq. ID OJ990410_28. 9922.C1 
Strand 

End 1001 

Method AAT/NAP 

End 1001 

Score 632 



Seq. No. 10580 

Gene No. 22436 

Start 1 

Name OJ990410_28 . 9922 . CI . ol . gs 

Start 434 

GI none 

Exons 434. .877 



Seq. ID OJ990410_28. 9922.C1 
Strand 

End 1001 

Method GENSCAN 

End 877 

Score .74 



Seq. No. 10580 

Gene No. 22436 

Start 1 

Name OJ9904 10_28 . 9922 . CI . ol . tm 

Start 4 61 

GI none 

Exons 4 61. .862, 494. .763, 498. .782 



Seq. ID OJ990410__28. 9922.C1 
Strand 

End 1001 

Method TBLASTX : Maize 

End 8 62 

Score 66 



Seq. No. 10580 

Gene No. 22436 

Start 1 

Name OJ9904 10_28 , 9922 . CI . ol . tw 

Start 536 



Seq. ID OJ990410_28.9922.C1 
Strand 

End 1001 

Method TBLASTX : Wheat 

End 8 68 



11003 



GI 


none 


Score 


24 6 


1«J Vi^ X. 1 


536 868 537 866 






Seq. No. 


10580 


Seq. ID 


OJ990410_28.9922.C1 


Gene No. 


22436 


Strand 




Start 


1 


End 


1001 


NsiTie 


OJ990410 28 9922 CI ol ts 


Mpt hod 


TRTiASTX • ^ovhf^sn 

X Lj ± £\ . \>j v/ y o ci i 1 


Start 


650 ~ 


End 


O V ^ 


GI 


none 


Score 


117 




650 868 651 866 678 


8 69 






10581 


C . J. 


\JVJ Z/ J \J ^ A. \J £^ \J * Z/ ^ £^ * \^ 


Gene No . 


22437 


Strand 


+ ~ 


Start 


448 


End 


831 


Name 


OJ990410 28. 9922.C2.ol.gp 


Method 


AAT/GAP 


Start 


448 


End 


831 


GI 


uC-osflcyp033a04bl 


Score 


661 


F! vnn 


448. .831 






Cil DpspriD 

\J ^ ^ VMir ^ ^ kp/ * 


• 601684 5/dbj | AP000570 . 1 1 AP000570 3.0e- 


5Q Otv73 t "i v;=9 rr*=^nnT 




DNA, chromosome 1, clone: 


P0711E10* 




O C VJ^ • L>l W . 


10581 


Seq. ID 




Gene No. 


22438 


Strand 


^ — . 


Start 


2107 


End 


2318 


Name 


OJ990410 28. 9922.C2.o3.gp 


Method 


AAT/GAP 


Start 


2107 


End 


2318 


GI 


1631463 


Score 


333 


Exons 


2107. .2318 






GI Descrip. 


4 680178/gbrAF111709.1 IAF111709 5. Oe-81 


Oryza sativa subsp. 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



U 
Ml 



Seq. No. 


10581 




Seq. ID 


OJ990410_28. 


9922 


.C2 


Gene No. 


22439 




Strand 


+ 






Start 


2947 




End 


3819 






Name 


OJ990410 28.9922.C2.o2. 


np 


Method ' 


AAT/NAP 






Start 


2947 




End 


3819 






GI 


5042448 




Score 


1264 






Exons 


2947. .3819 












GI Descrip. 


(AC007789) putative ORFO protein of RIRE8B gypsy-type 






retrotransposon [Oryza 


sativa^ 


1 








Seq. No. 


10581 




Seq. ID 


OJ990410_28. 


9922 


.02 


Gene No. 


22440 




Strand 


+ 






Start 


4073 




End 


8635 






Name 


OJ990410 28.9922.C2.o3. 


np 


Method 


AAT/NAP 






Start 


4073 




End 


8635 






GI 


4680179 




Score 


7837 






Exons 


4073. .8635 












GI Descrip. 


{AF111709) polyprotein 


[Oryza 


sativa , 


subsp. indica] 






Seq. No. 


10581 




Seq. ID 


OJ990410_28. 


9922 


.C2 


Gene No. 


22441 




Strand 








Start 


381 




End 


1468 






Name 


OJ990410 28. 9922.C2.ol. 


np 


Method 


AAT/NAP 






Start 


381 




End 


1468 






GI 


4680186 




Score 


309 







11004 



Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



381. .582, 1417. .1468 

(AF111709) unknown [Oryza sativa subsp. indica] 



End 

Method 
End 
Score 
.4698 



10581 
22442 
4340 

OJ990410_28.9922.C2.o7.tw 
4340 
none 

4340. .4699, 4366. .4440, 4465, 

10581 
22442 
4340 

OJ990410_28.9922.C2.o6.tm 
4580 
none 

4580. .4912, 4597. .4767 

10581 
22443 
5219 

OJ990410_28.9922,C2.o8.tw 
5219 
none 

5219. .5410, 5254. .5367, 5453. 

10581 
22444 
5798 

OJ990410_28 . 9922.C2.o4 . tw 
5798 
none 

5798. .6280, 5902. .6237, 5927. .6271 



Seq. ID OJ990410_28.9922.C2 
Strand 

4912 

TBLASTX: Wheat 
4699 
303 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990410_28.9922.C2 
4912 

TBLASTX: Maize 

4912 

213 



OJ990410_28. 9922.C2 
5635 

TBLASTX: Wheat 

5635 

151 



5635, 5479.. 5634 

OJ990410 28. 9922. C2 



Seq. ID 
Strand 
End 

Method 
End 
Score 



10581 Seq. ID 

22444 Strand 

5798 End 

OJ990410_28. 9922.C2.o5. tm Method 

5810 End 

none Score 

5810. .6097, 5908. .6099 

10581 Seq. ID 

22444 Strand 

5798 End 

OJ990410_28. 9922.C2.o4 .ts Method 

5834 End 

none Score 

5834. .6148, 5950. .6147 

10581 Seq. ID 

22444 Strand 

5798 End 

OJ990410_28. 9922.C2.o3. tm Method 

6167 End 

none Score 



6667 

TBLASTX: Wheat 

6280 

549 



OJ990410_28. 9922.C2 

6667 . . 
TBLASTX: Maize 
6099 
325 



OJ990410_28.9922.C2 
6667 

TBLASTX : Soybean 

6148 

183 



OJ990410_28. 9922.C2 
6667 

TBLASTX: Maize 

6667 

160 



11005 




Exons 


6167 . . 6346, 


6332 


. . 6667, 


6418. 


.6549, 6^ 


119. .6628 




Seq. No. 


10581 








Seq. ID 


OJ990410_28. 9922 


.C2 


Gene No. 


22444 








Strand 






Start 


5798 








End 


6667 




Name 


OJ990410 28 


. 9922 


.C2.01. 


ts 


Method 


TBLASTX : Soybean 




Start 


6221 








End 


6616 




GI 


none 








Score 


57 




Exons 


6221. .6253, 


6221 


. . 6265, 


6257. 


.6616, 6257.. 6337, 6352.. 6615 


Seq. No. 


10581 








Seq. ID 


OJ990410_28.9922 


.C2 


Gene No. 


22444 








Strand 






Start 


5798 








End 


6667 




Name 


OJ990410 28 


.9922 


.C2.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


6329 








End 


6631 




GI 


none 








Score 


402 




Exons 


6329. .6631, 


6349 


. .6630 










Seq. No. 


10581 








Seq. ID 


OJ990410_28. 9922 


.C2 


Gene No. 


22445 








Strand 






Start 


6632 








End 


7141 




Name 


OJ990410 28 


.9922 


.C2.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


6632 








End 


7141 




GI 


none 








Score 


617 




Exons 


6632 . .7141, 


6664 


. . 7140 










Seq. No. 


10581 








Seq. ID 


OJ990410_28.9922 


.C2 


Gene No. 


22445 








Strand 






Start 


6632 








End 


7141 




Name 


OJ990410 28 


.9922 


.C2.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


6638 








End 


6883 




GI 


none 








Score 


203 




Exons 


6638. .6883 














Seq. No. 


10581 








Seq. ID 


OJ990410_28.9922 


.C2 


Gene No. 


22445 








Strand 






Start 


6632 








End 


7141 




Name 


OJ990410 28 


.9922 


.C2.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


6704 








End 


7069 




GI 


none 








Score 


479 




Exons 


6704 . .7057, 


6706 


. .7053, 


6740. 


.7069, 6^ 


J65 . . 7062 




Seq. No. 


10581 








Seq. ID 


OJ990410_28.9922 


.C2 


Gene No. 


22446 








Strand 






Start 


7145 








End 


8611 




Name 


OJ990410 28 


.9922 


.C2.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


7145 








End 


7624 




GI 


none 








Score 


576 




Exons 


7145. .7624, 


7178 


. .7591, 


7369. 


.7623 






Seq. No. 


10581 








Seq. ID 


OJ990410_28.9922 


.C2 


Gene No. 


22446 








Strand 






Start 


7145 








End 


8611 




Name " 


OJ990410 28 


.9922 


.C2.01. 


tc 


Method 


TBLASTX: Cress 




Start 


7331 








End 


7648 




GI 


none 








Score 


89 




Exons 


7331. .7504, 


7505 


. .7648, 


7507. 


.7647 







11006 





Seq. No. 


10581 








Seq. ID 


OJ990410_28 . 9922 .C2 




Gene No. 


22446 








Strand 






Start 


7145 








End 


8611 




Name 


OJ990410 28 


. 9922. 


C2.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


7412 








End 


7672 




GI 


none 








Score 


299 




Exons 


7412. .7672, 


7417 . 


.7671, 


7481. 


.7672 






Seq. No. 


10581 








Seq. ID 


OJ990410_28 . 9922 .C2 




Gene No. 


22446 








Strand 






Start 


7145 








End 


8611 




Name 


OJ990410 28 


.9922. 


C2.04 . 


tm 


Method 


TBLASTX: Maize 




Start 


7471 








End 


7762 




GI 


none 








Score 


384 




Exons 


7471. .7758, 


7472. 


.7762 










Seq. No. 


10581 








Seq. ID 


OJ990410_28 . 9922 .02 




Gene No. 


22446 








Strand 






Start 


7145 








End 


8611 




Name 


OJ990410 28 


. 9922. 


C2.01. 


tw 


Method 


TBLASTX: Wheat 




Start 


7631 








End 


8257 




GI 


none 








Score 


715 


or 


Exons 


7631. .8257, 


7633 . 


. 8256 








fi 


Seq. No.' 


10581 








Seq. ID 


OJ990410_28.9922.C2 


i ! 
1 : 


Gene No. 


22446 








Strand 




Sf 


Start 


7145 








End 


8611 


l\ 


Name 


OJ990410 28 


. 9922. 


C2.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7811 








End 


8410 


'A 


GI 


none 








Score 


226 




Exons 


7811. .7972, 


7819. 


.7965, 


7970. 


.8410, 7972.. 8397 




oeq. NO. 


lUOol 








Seq. ID 


OJ990410_28.9922.C2 


:i 


Gene No. 


22446 








Strand 






Start 


7145 








End 


8611 


Si 


Name 


OJ990410 28 


.9922. 


C2.06. 


tw 


Method 


TBLASTX: Wheat 


?! 


Start 


8257 








End 


8590 


=i 


GI 


' none 








Score 


366 


:i 


Exons 


8257. .8310, 


8258. 


.8590, 


8285. 


.8365, 8350.. 8526, 8408.. 8569 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10581 
22446 
7145 

OJ990410_28. 

8414 

none 

8414 . .8611 



9922.C2.o7.tm 



Seq. ID OJ990410_28. 9922.02 
Strand 

End 8611 

Method TBLASTX : Mai ze 

End 8611 

Score 188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10582 
22447 
13 

OJ990410_28, 
13 

none 
13. . 156 



9922,03.ol.gs 



Seq. ID OJ990410_28. 9922.03 

Strand + 

End 156 

Method GENSOAN 

End 156 

Score .89 



11007 




Seq. No. 


10582 












Seq. ID 


OJ990410_ 


_28, 


,9922 


.C3 


Gene No. 


22448 












Strand 










Start 


436 












End 


552 








Name 


OJ990410 


28. 


9922. 


.C3, 


.o2. 


. gs 


Method 


GENSCAN 








Start 


436 












End 


552 








GI 


none 












Score 


.49 








Exons 


436. .552 






















Seq. No. 


10583 












Seq. ID 


OJ990410_ 


_28, 


, 9922 


.04 


Gene No. 


22449 












Strand 










Start 


22 












End 


229 








Name 


OJ990410 


28. 


9922, 


.C4. 


.ol. 


■ gs 


Method 


GENSCAN 








Start 


22 












End 


229 








GI 


none 












Score 


.87 








Exons 


22. .229 























Seq. No. 


10584 


Seq. ID 


OJ990410_28, 


.9922. C5 


Gene No. 


22450 


Strand 


+ 




Start 


1 


End 


317 




Name 


OJ990410 28.9922.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


317 




GI 


4680186 


Score 


202 




Exons 


1..48, 113. .317 








GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 




Seq. No. 


10584 


Seq. ID 


OJ990410_28. 


.9922,C5 


Gene No. 


22451 


Strand 


+ 




Start 


714 


End 


820 




Name 


OJ990410 28.9922.C5,ol.gs 


Method 


GENSCAN 




Start 


714 


End 


820 




GI 


none 


Score 


.86 




Exons 


714 . .820 








Seq. No. 


10584 


Seq. ID 


OJ990410_28. 


.9922.C5 


Gene No. 


22452 


Strand 


+ 




Start 


1046 


End 


1536 




Name 


OJ990410 28.9922,C5.o2,gs 


Method 


GENSCAN 




Start 


1046 


End 


1536 




GI 


none 


Score 


.93 




Exons 


1046. .1088, 1097. .1536 








Seq. No. 


10584 


Seq. ID 


OJ990410_28, 


, 9922, C5 


Gene No. 


22453 


Strand 






Start 


1 


End 


246' 




Name 


OJ990410 28.9922,C5.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


246 




GI 


uC-osflcyp033a04bl 


Score 


427 




Exons 


1. .246 








GI* Descrip.- 


'6016845/dbj IAP000570.1IAP000570 3.0e- 


59 Oryza sativa genomic 



DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 10584 Seq. ID OJ9904 10_28 . 9922 . C5 

Gene No. 22454 Strand 

Start 713 End 1635 

Name OJ9904 10_28 . 9922 . C5 . o2 . np Method AAT/NAP 

Start 713 End 1635 

GI 6907087 Score 404 



11008 



Exons 713.. 814, 1368.. 1635 

GI Descrip. (AP001129) ESTs C7277 1 (E2215 ) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 10585 Seq. ID 

Gene No. 22455 Strand 

Start 7252 . End 

Name OJ9904 10_28 . 9922 . C6 . o2 . gs ' . Method 

Start 7252 End 

GI none Score 

Exons 7252.. 7383 



OJ990410_28.9922.C6 
+ 

7383 
GENSCAN 
7383 
.45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990410 28. 9922. C6 



10585 Seq. ID 

22456 Strand 

1 End 6815 

OJ990410_28.9922.C6.ol.np Method AAT/NAP 

1 End 4 4 91 

4680179 Score 5386 
1..3390, 3424. .4491 

{AF111709) polyprotein [Oryza sativa subsp. indica] 



10585 Seq. ID 

22456 Strand 

.1 End 

OJ990410_28 . 9922.C6.ol .gs Method 

21 - End 

none Score 



OJ990410_28.9922.C6 

6815 
GENSCAN 
6710 
.52 



21. .4488, 4660. .4742, 4781 .. 5546, 6645 .. 6710 



Seq. No. 10585 Seq. ID OJ9904 10_28 . 9922 . C6 

Gene No. 22456 Strand 

Start 1 End 6815 

Name OJ9904 10_28 . 9922 . C6 . ol . gp Method AAT/GAP 

Start 4817 End 5271 

GI 95437_1.R1084 Score 786 

Exons 4817.. 5271 

GI Descrip. ' 4512226/dbj | AB014738 . 1 | AB014738 l.Oe-134 Oryza sativa 

gypsy-type retrotransposon RIRE3 DNA, internal region, complete 
sequence ' 

Seq. No. 10585 Seq. ID OJ9904 10_28 . 9922 . C6 

Gene No. 22456 Strand 

Start 1 End 6815 

Name OJ9904 10__28 . 9922 . C6 . o2 . gp Method AAT/GAP 

Start 6431 End 6815 

GI uC-osflcyp033a04bl Score 616 

Exons 6431.. 6815 

GI Descrip. ' 6016845/dbj | AP000570'. 1 1 AP000570 3.0e-59 Oryza -sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 10585 Seq. ID 

Gene No. 22457 Strand 

Start 7695 End 

Name OJ9904 10_28 . 9922 . C6 . o6 . tw Method 

Start 34 End 

GI none Score 



OJ990410_28.9922.C6 
9463 

TBLASTX: Wheat 

367 

151 



11009 




Exons 34., 366, 98.. 367 





Seq. No. 


10585 


Seq. ID 


OJ990410 28.9922 


.C6 




Gene No. 


22457 


Strand 


_ 






Start 


7695 


End 


9463 






Name 


OJ990410 28,9922.C6.ol.tm 


Method 


TBLASTX: Maize 






Start 


235 


End 


813 






GI 


none 


Score 


211 






Exons 


235. .654, 239. .655, 652, .813 


, 659,, 805 








Seq. No. 


10585 


Seq, ID 


OJ990410 28,9922 


.C6 




Gene No. 


22457 


Strand 


_ 






Start 


7695 


End 


9463 






Name 


OJ990410 28.9922.C6.ol.tw 


Method 


TBLASTX: Wheat 






Start 


367 


End 


993 






GI 


none 


Score 


84 






Exons 


367. .993, 370. .621, 479. .937 










Seq. No. 


10585 


Seq, ID 


OJ990410 28.9922 


.C6 




Gene No. 


22457 


Strand 








Start 


7695 


End 


9463 






Name 


OJ990410 28.9922.C6.o4.tm 


Method 


TBLASTX: Maize 






Start 


862 


End 


1154 






GI 


none 


Score 


211 




'I 

'-,11 


Exons 


862. .1152, 866. .1153, 966. .1154 






gi 


Seq. No. 


10585 


Seq. ID 


OJ990410__28.9922 


.C6 




Gene No . 


22457 


Strand 








Start 


7695 


End 


9463 






Name 


OJ990410 28,9922.C6.o2.ts 


Method 


TBLASTX : Soybean 




''9 vr 


Start 


952 


End 


1212 




'iJ 


GI 


none 


Score 


160 




-.1 1 f 

I LI 


Exons 


952. .1212, 953. .1207 








is 


Seq. No. 


10585 


Seq. ID 


OJ990410_28. 9922 


.C6 


*; i 


Gene No, 


22457 


Strand 








Start 


7695 


End 


9463 






Name 


OJ990410 28, 9922.C6.ol.tc 


Method 


TBLASTX: Cress 






Start 


976 


End 


1293 






GI 


none 


Score 


79 




Q 


Exons 


976. .1119, 977. .1117, 1120.. 


1293 








Seq. No. 


10585 


Seq. ID 


OJ990410_28. 9922 


.C6 




Gene No. 


22457 


Strand 








Start 


7695 


End 


9463 






Name 


OJ99Q410 28.9922.C6.o2. tw 


Method 


TBLASTX: Wheat 






Start 


999 


End 


1567 






GI 


none 


Score 


84 






Exons 


999". .1247, 1000.. 1536, 1004. 


.1567 








Seq. No. 


10585 


Seq. ID 


OJ990410_28.9922 


.C6 




Gene No. 


22457 


Strand 








Start 


7695 


End 


9463 






Name 


OJ990410 28.9922.C6.o2.tm 


Method 


TBLASTX: Maize 






Start 


1558 


End 


1921 






GI 


none 


Score 


173 






Exons 


1558.. 1920, 1567.. 1920, 1571 


. .1921 







11010 



Seq. No. 


10585 








Gene No. 


22457 








Start 


7695 








Name 


OJ990410 28 


. 9922 


.C6.o3. 


tw 


Start 


1570 








GI 


none 








Exons 


1570. ;'1992, 


1571 


. .1960 




Seq. No. 


10585 








Gene No. 


22457 








Start 


7695 








Name 


OJ990410 28 


. 9922 


.06. o3. 


ts 


Start 


1741 








GI 


none 








Exons 


1741. .1986, 


1742 


. . 1969 




Seq. No. 


10585 








Gene No. 


22457 








Start 


7695 








Name 


OJ990410 28 


. 9922 


.C6.o3. 


tm 


Start 


1957 








GI 


none 








Exons 


1957 . . 2271, 


2000 


. . 2050, 


2078. 


Seq. No. 


10585 








Gene No. 


22457 








Start 


7695 








Name 


■ 'OJ990410 28 


. 9922 


. 06 . o5 . 


tw 


Start 


1993 








GI 


none 








Exons 


1993. .2295, 


2009 


. . 2293, 


2214 . 


Seq. No. 


10585 








Gene No. 


22457 








Start 


7695 








Name 


OJ990410 28 


.9922 


.06. ol. 


ts 


Start 


2008 








GI 


none 








Exons 


2008. .2367, 


2009 


. .2299, 


2327. 


Seq. No. 


10585 








Gene No. 


22457 








Start 


7695 








Name 


OJ990410 28 


.9922 


.O6.o4 . 


tw 


Start 


2344 








GI 


none 








Exons 


2344 . .2721, 


2387 


. .2722, 


2776. 


Seq. No. 


10585 








Gene No. 


22457 








Start 


7695 








Name 


OJ990410 28 


.9922 


.06.05. 


tm 


Start 


2525 








GI 


none 








Exons 


2525. .2716, 


2527 


. .2718, 


2527. 



Seq. ID OJ990410_28. 9922.06 
Strand 

End 94 63 

Method TBLASTX : Wheat 

End 1992 

Score 364 



Seq. ID OJ990410_28. 9922.06 
Strand 

End 9463 

Method TBLASTX : Soybean 

End 1986 

Score 93 



Seq. ID OJ990410_28. 9922.06 
Strand 

End 94 63 

Method TBLASTX: Maize 

End 2457 

Score 50 

.2206, 2278. .2457, 2303. .2449 

Seq. ID OJ990410_28. 9922.06 
Strand 

9463 

TBLASTX: Wheat 
2295 
257 



End 

Method 
End 
Score 
.2294 



Seq. ID OJ990410_28. 9922.06 
Strand 

End 9463 

Method TBLASTX : Soybean 

End 2403 

Score 190 

.2365, 2371. .2403, 2372. .2401 

Seq. ID OJ990410_28.9922.O6 
Strand 

9463 

TBLASTX: Wheat 
2826 
226 



End 

Method 
End 
Score 
.2826 



Seq. ID OJ990410_28.9922.C6 
Strand 

End 9463 

Method TBLASTX : Mai ze 

End 2817 

Score 137 
.2817 



11011 




Seq. No. 


10585 








Seq. ID 


OJ990410_28.9922 


.06 


Gene No. 


22457 








Strand 






Start 


7695 








End 


9463 




Name 


OJ990410 28 


.9922 


.06. o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


2941 








End 


3363 




GI 


none 








Score 


69 




Exons 


2941. .3108, 


2996 


. .3109, 


■3154 . 


.3363, 3155.. 3307 




Seq. No. 


10585 








Seq. ID 


OJ990410 28.9922 


.06 


Gene No, 


22457 








Strand 






Start 


7695 








End 


9463 




Name 


OJ990410 28 


.9922 


.C6.07, 


tm 


Method 


TBLASTX : Mai ze 




Start 


3046 








End 


o o n n 

3399 




GI 


none 








Score 


18 9 




Exons 


3046. .3399 














Seq. No. 


10585 








Seq. ID 


OJ990410 28.9922 


.06 


Gene No. 


22457 








Strand 






Start 


7695 








End 


9463 




Name 


OJ990410 28 


. 9922 


.06. o7. 


tw 


Method 


TBLASTX : Wheat 




Start 


3682 








End 


4040 




GI 


none 








Score 


112 




Exons 


3682, .4032, 


3839 


.4033, 


3906. 


.4040 






Seq. No. 


10585 








Seq. ID 


OJ990410_28 . 9922 


.06 


Gene No. 


22457 








Strand ' 






Start 


7695 








End 


9463 




Name 


OJ990410 28 


.9922 


06. o6. 


tm 


Method 


TBLASTX: Maize 




Start 


3727 








End 


4032 




GI 


none 








Score 


90 




Exons 


3727. .4032, 


3902 


.4018 










Seq. No. 


10585 








Seq. ID 


OJ990410_28.9922 


.06 


Gene No. 


22457 








Strand 






Start 


7695 








End 


9463 




Name 


OJ990410 28 


.9922 


06. o9. 


tw 


Method 


TBLASTX: Wheat 




Start 


4066 








End 


4430 




GI 


none 








Score 


64 




Exons 


4066. .4263, 


4067 


.4264, 


4069. 


.4266, 4-392.. 4430 




Seq. No. 


10585 








Seq. ID 


OJ990410_28.9922 


.06 


Gene No. 


22457 








Strand 






Start 


7695 








End 


9463 




Name 


OJ990410 28 


.9922 


06. o3. 


gs 


Method 


GENSOAN 




Start 


7695 








End 


9463 




GI 


none 








Score 


.55 




Exons 


7695. .8194, 


9421 


. 9463 










Seq. No. 


10585 








Seq. ID 


OJ990410_28, 9922 


.06 


Gene No. 


22457 








Strand 






Start 


7695 








End 


9463 




Name 


OJ990410 28 


,9922. 


06. o2. 


np 


Method 


AAT/NAP 




Start 


7722 








End 


9237 




GI 


6907087 








Score 


456 




Exons 


7722. .8470, 


8869. 


. 9237 











GI Descrip. (AP001129) ESTs 072771 (E2215 ), AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 



11012 



sativa] 



Seq. No. 10586 

Gene No. 22458 

Start 403 

Name OJ990410_28 . 9922 . C7 . ol . gs 

Start 403 

GI none 

Exons 403.. 518 



Seq. ID OJ990410_28.9922.C7 

Strand 

End 518 

Method GENSCAN 

End 518 

Score . 9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10587 
22459 
1 

OJ990410_28.9922.C8.o2.np 
1 

6063554 



Seq. ID OJ990410_28.9922.C8 

Strand + 

End 2511 

Method AAT/NAP 

End 2511 

Score 258 



1..26, 700.. 986, 1104. .1305, 2188. .2237, 2338. .2511 
(AP000615) ESTs AU075609 {C6334 4 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


10587 




Seq. ID 


OJ990410_28. 


9922 


.C8 


Gene No. 


22460 




Strand 


+ 






Start 


3758 




End 


4519 






Name 


OJ990410 28 


.9922.C8.o3.np 


Method 


AAT/NAP 






Start 


3758 




End 


4519 






GI 


4512229 




Score 


1240 






Exons 


3758. .4519 












GI Descrip. 


(AB014740) 


ORFO protein [Oryza sativa] 








Seq. No. 


10587 




Seq. ID 


OJ990410_28. 


9922 


.C8 


Gene No. 


22461 




Strand 


+ 






Start 


4747 




End 


9094 






Name 


OJ990410 28 


.9922.C8.o4.np 


Method 


AAT/NAP 






Start 


4747 




End 


9094 






GI 


4680179 




Score 


5408 






Exons 


4747. .9094 












GI Descrip. 


(AF111709) 


polyprotein [Oryza 


sativa subsp. indica] 






Seq. No. 


10587 




Seq. ID 


OJ990410_28. 


9922 


.C8 


Gene No. 


22462 




Strand 








Start 


1 




End 


6909 






Name 


OJ990410 28 


.9922.C8.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


2596 






GI 


4680179 




Score 


282 






Exons 


1..339, 2556. .2596 










GI Descrip. 


(AF111709) 


polyprotein [Oryza 


sativa subsp. indica] 






Seq. No. 


10587 




Seq. ID 


OJ990410_28. 


9922 


.C8 


Gene No. 


22462 




Strand 








Start 


1 




End 


6909 






Name 


OJ990410 28 


. 9922.C8.o7. tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


6465 






GI 


none 




Score 


62 






Exons 


1..165, 2.. 


148, 6268. .6465, 6306. .6464 








Seq. No. 


10587 




Seq. ID 


OJ990410_28. 


9922 


.C8 



11013 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22462 Strand 

1 End 

OJ9904 10_28 . 9922 . C8 . o4 . tw Method 

1 End 

none Score 



6909 

TBLASTX: Wheat 

6879 

541 



1..66, 6393.. 6686, 6397.. 6879, 6511.. 6837 



10587 
22462 
1 

OJ990410_28.9922.C8.o8.tw 

199 

none 

199.. 333, 5911.. 6264, 6087, 

10587 
22462 
1 

OJ990410_28, 9922.C8.o9.tw 

4977 

none 

4977, .5159, 4979. .5158 



Seq. ID OJ990410_28.9922.C8 
Strand 

6909 

TBLASTX: Wheat 
6264 
240 



End 

Method 
End 
Score 
,6221 



Seq. ID OJ990410_28. 9922.C8 
Strand 

End 6909 

Method TBLASTX : Wheat 

End 5159 

Score 196 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10587 
22462 
1 

OJ990410_28. 9922.C8.o6,tm 

5211 

none 



Seq. ID OJ990410_28 . 9922.C8 
Strand 

End 6909 

Method TBLASTX: Maize 

End 5510 

Score 245 



5211, ,5510, 5237. .5341, 5332. .5367, 5441. ,5506 



10587 
22462 
1 

OJ990410_28.9922.C8.o6.tw 

5211 

none 



Seq. ID OJ990410__28.9922.C8 
Strand 

End 6909 

Method TBLASTX : Wheat 

End 5555 

Score 320 



5211.. 5555, 5237.. 5341, 5238,. 5354, 5314.. 5406 



10587 
22462 
1 

OJ990410_28 . 9922.C8,o4 .ts 

6433 

none 

6433. . 6747 



Seq. ID OJ990410_28.9922.C8 
Strand 

End 6909 

Method TBLASTX : Soybean 

End 6747 

Score 196 



Seq. No. 10587 

Gei;ie No. 22462 

Start 1 

Name OJ9904 10_28 . 9922 . 08 . o4 , tm 

Start 6466 

GI none 

Exons 6466.. 6909, 6535.. 6900 

Seq. No. 10587 

Gene No. 22463 



Seq. ID OJ990410_28.9922.C8 
Strand 

End 6909 

Method TBLASTX : Mai ze 

End 6909 

Score 373 



Seq. ID OJ990410_28, 9922,08 
Strand 



11014 



ij 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



6820 

OJ990410_28, 

6820 

none 

6820. .6852, 
6970. .7215 

10587 
22463 
6820 

OJ990410_28, 

6939 

none 

6939. .7229, 

10587 
22463 
6820 

OJ990410_28. 

6967 

none 

6967. .7296, 

10587 
22464 
7230 

OJ990410_28. 

7230 

none 

7230. .7388, 

10587 
22464 
7230 

OJ990410_28. 

7240 

none 

7240. .7485, 

10587 
22464 
7230 

OJ990410__28. 

7303 

none 

7303. .7656, 

10587 
22465 
"7 682 

OJ990410_28. 

7682 

none 

7682. .7918, 

10587 
22465 



9922.C8.ol.ts 



6820.. 6852, 6856. 



9922.C8.o5.tw 
6959.. 7204, 6966, 

9922.C8.o5. tm 
7017. .7301 

9922.C8.o2.tw 
7230.. 7649, 7231, 

9922.C8.o3.ts 
7240. .7485 

9922.C8.o2.tm 
7308. .7571, 7309. 

9922.C8.o3. tw 
7687. .8223, 7690. 



End 7301 

Method TBLASTX : Soybean 

End 7215 

Score 57 

.6909, 6856.. 6936, 6858. .7205, 



.^eq. ID OJ990410_28.9922.C8 
""'Strand 

End 7301 

Method TBLASTX : Wheat 

End 7229 

Score 107 
.7223, 6970.. 7227 

Seq. ID OJ990410_28.9922.C8 
Strand 

End 7301 

Method TBLASTX : Maize 

End 7301 

Score 319 



Seq. ID OJ990410_28.9922.C8 
Strand 

End 7656 

Method TBLASTX : Wheat 

End 7656 

Score 62 
.7656, 7270.. 7656 

Seq. ID OJ990410_28. 9922.C8 
Strand 

End 7656 

Method TBLASTX : Soybean 

End 7485 

Score 213 



Seq. ID OJ990410_28.9922.C8 
Strand 

End . 7656 

Method TBLASTX : Mai ze 

End 7656 

Score 475 
.7641, 7617. .7649 

Seq. ID OJ990410_28.9922.C8 
Strand 

End 9093 

Method TBLASTX : Wheat 

End 8223 

Score 575 
.8217, 7941. .8222 

Seq. ID OJ990410_28. 9922.C8 
Strand 



11015 




start 


7682 








End 


9093 






OJ990410 28 


. 9922 


.C8 .o2. 


ts 


Method. 


TBLASTX : Soybean 




Start 


8011 ~ 








End 


8271 




GI 


none 








Score 


300 




F.5f on 


8011 8271, 


8013 


. . 8270 










Seq. No. 


10587 








Seq. ID 


OJ990410_28.9922 


.08 


Gene No. 


22465 








Strand 






Start 


7682 








End 


9093 




Name 


OJ990410 28 


. 9922 


.C8 .o3. 


tm 


Method 


TBLASTX: Maize 




Start 


8069 ~ 








End 


8361 




GI 


none 








Score 


164 




Exons 


8069. . 8329, 


8070 


. . 8342, 


8070. 


.8357, 8071. .8361 




Seq. No. 


10587 








Seq. ID 


OJ990410_28.9922 


.08 


Gene No. 


22465 








Strand 






Start 


7682 








End 


9093 




Name 


OJ990410 28 


. 9922 


.C8 .ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


8230 ~ 








End 


8856 




GI 


none 








Score 


732 




F.xnn 


8230 8856. 


8232 


. .8744, 


8605 . 


.8850, 8787. .8855 




>J ^ W • 1 << w « 


10587 








Seq. ID 


OJ990410_28.9922 


.08 


Gene No. 


22465 








Strand 






Start 


7682 








End 


9093 




Name 


OJ990410 28 


. 9922 


. C8 . ol . 


tm 


Method 


TBLASTX: Maize 






ft 4 1 D ~ 

O 1 X 








End 


8994 




O J. 


none 








Score 


230 






8410 8571 


8416 


8526, 


8418 . 


.8573, 8418. .8564, 8568. .8870, 




8569 8994 


8898 


8993 










Seq. No. 


10587 








Seq. ID 


OJ990410_28.9922 


.08 


Gene No. 


22465 








Strand 






Start 


7682 








End 


9093 




Name 


OJ990410 28 


. 9922 


. 08 . o7 . 


tw 


Method 


TBLASTX: Wheat 




Start 


8856 ~ 








End 


9093 




GI 


none 








Score 


268 




Rxon 


8856 '8930. 


8857 


. . 9093 










Sea No 


10588 








Seq. ID 


OJ990410_28.9922 


.09 


Gene No. 


22466 








Strand 


+ 




Start 


1 








End 


206 




Name 


OJ990410 28 


.9922 


.09. ol. 


np 


Method 


AAT/NAP 




Start 


1 ~ 








End 


206 




GI 


5852180 








Score 


144 




Exon 

iwJ 1 i 1^ 


1 . .206 














GT Dp s p r Id 


(AL117265 ) 


zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


10588 








Seq. ID 


OJ990410_28. 9922 


.09 


Gene No. 


22467 








Strand 






Start 


40 








End 


297 




Name 


OJ990410 28 


.9922 


.09.01. 


gs 


Method 


GENSCAN 




Start 


40 








End 


297 




GI 


none 








Score 


.48 




Exons 


40. .297 














Seq. No. 


10589 








Seq. ID 


OJ990410_28.9922 


.011 



11016 



Gene No. 22468 Strand + 

Start 1 End 720 

Name OJ9904 10_28 . 9922 . Cll . ol . np Method AAT/NAP 

Start 1 End 432 

GI 5852180 Score 414 

Exons 1..4 32 

GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. No. 10589 Seq. ID 

Gene No. 22468 Strand 

Start 1 End 

Name OJ9904 10_28 . 9922 . Cll . ol . gs Method 

Start 91 End 

GI none Score 

Exons 91.. 720 



OJ990410_28. 9922. Cll 
+ 

720 

GENSCAN 

720 

.92 





Seq. No. 


10590 




Seq. ID 


OJ990410 


28 


. 9922 


.C12 




Gene No. 


22469 




Strand 












Start 


2368 




End 


3601 










Name 


OJ990410 28. 9922.C12.ol 


.gs 


Method 


GENSCAN 










Start 


2368 ~ 




End 


3601 










GI 


none 




Score 


.67 










Exons 


2368; .2741, 3301. .3601 














Q 
. °i 


Seq. No. 


10591 




Seq. ID 


OJ990410_ 


28 


. 9922 


.C13 




Gene No. 


22470 




Strand 


+ 










Start 


391 




End 


419 








ty 


Name 


OJ990410 28.9922.C13.ol 


. gs 


Method 


GENSCAN 








Q 


Start 


391 




End 


419 










GI 


none 




Score 


■ .51 








, =i 

'id 


Exons 


391. .419 














rii 


Seq. No. 


10591 




Seq. ID 


OJ990410_ 


_28 


.9922 


.C13 




Gene No. 


22471 




Strand 












Start 


1 




End 


765 










Name 


OJ990410 28.9922.C13.ol 


. np 


Method 


AAT/NAP 








ts it 


Start 


1 




End 


7.65 










GI 


4512237 




Score 


:i57 










Exons 


1..25, 657. .765 














B 


GI Descrip. 


(AB01474 6) poiyprotein 


[Hordeum vulgare] 










Seq. No. 


10592 




Seq. ID 


OJ990410^ 


_28 


.9922 


.C14 




Gene No. 


22472 




Strand 












Start 


1 




End 


2596 










Name 


OJ990410 28.9922.C14.ol 


.np 


Method 


AAT/NAP 










Start 


1 




End 


2596 










GI 


6705984 




Score 


698 










Exons 


1..1226, 2464. .2596 
















GI Descrip. 


(AB033235) gag-pol poiyprotein [Oryza 


sativa] 









Seq. No. 10592 Seq. ID 

Gene No. 22472 Strand 

Start 1 End 

Name OJ9904 10_28 . 9922 . C14 . o2 . tw Method 

Start 13 End 

GI none Score 

Exons 13.. 294, 46.. 282 



OJ990410_28.9922.C14 
2596 

TBLASTX: Wheat 

294 

143 



11017 






Seq. No. 


10592 


Seq. ID 


OJ990410_28,9922 


. C14 




Gene No. 


22472 


Strand 








Start 


1 


End 


2596 






Name 


OJ990410 28.9922.C14.ol.gs 


Method 


GENSCAN 






Start 


148 


End 


1375 






GI 


none 


Score^ 


.57 






Exons 


148. .213, 271. .456, 805, .950, 


1075. .1375 






Seq. No. 


10592 


Seq. ID 


ojyyu4iu . yyzz 


.C14 




Gene No. 


22472 


Strand 








Start 


1 


End 


2596 






Name 


OJ990410 28.9922.C14.ol.tw 


Method 


1 oLAb i A : wnea u 






Start 


670 


End 


1 o n o 






GI 


none 


Score 


o o 
o o 






Exons 


670. .939, 770. .946, 788. .937, 


920. .101 


o, 9oD . . lUlo, y34 


. .1061 






1043. .1207, 1044. .1208 










Seq. No. 


10592 


Seq. ID 


OJ990410_28.9922 


. C14 




Gene No. 


22472 


Strand 








Start 


1 


End 


2596 






Name 


OJ990410 28.9922.C14.ol.ts 


Method 


TBLASTX : Soybean 






Start 


787 


End 


1177 






GI 


none 


Score 


100 






Exons 


787. .936, 935. .1009, 1001. .1177 








Seq. No. 


10592 


Seq. ID 


OJ9904 10 28 . 9922 


. 014 


y 


Gene No. 


22472 


Strand 






J 


Start 


1 


End 


2596 






Name 


OJ990410 28.9922.C14.ol.tm 


Method 


TBLASTX: Maize 






Start 


1043 


End 


126'9 






GI 


none 


Score 


140 




c? 


Exons 


1043.. 1225, 1044. .1226, 1219. 


.1269 






«i 


Seq. No. 


10593 


Seq. ID 


OJ990410_28.9922 


.C15 


^1 


Gene No. 


22473 


Strand 


+ 




di 


Start 


207 


End 


296 






Name 


OJ990410 28.9922..C15.ol.np 


Method 


AAT/NAP 




sf 


Start 


207 


End 


296 






GI 


4680183 


Score 


128 






Exons 


207. .296 










GI Descrip. 


{AF111709) gag-pol protein [Oryza sativa subsp. indica] 






Seq. No. 


■ 10593 


Seq. ID 


OJ990410_28.9922 


.C15 




Gene No. 


22474 


Strand 


+ 






Start 


2300 


End 


2681 






Name 


OJ990410 28.9922.C15.ol.gp 


Method 


AAT/GAP 






Start 


2300 


End 


2681 






GI 


uC-osflcyp033a.04bl 


Score 


667 






Exons 


2300. .2681 










GI Descrip. 


' 601684 5/dbj | AP00057 0. 1 IAP00057 0 3. Oe- 


59 Oryza sativa genomic 






DNA, chromosome 1, clone: P0711E10 ' 








Seq. No. 


10593 


Seq. ID 


OJ990410_28.9922 


.015 




Gene No. 


22475 


Strand ■ 


+ 






Start 


4852 


End 


6325 






Name 


OJ990410 28.9922.C15.o3.np 


Method 


AAT/NAP 





11018 



start 


4852 


End 


6325 


GI 


6907087 


Score 


1065 


Exons 


4852. .5235, 5444. .6111, 6242. 


.6325 




GI Descrip, 


(AP001129) ESTs C72771 (E2215) ,AU082313 (E2215) correspond to a 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 






Seq. No. 


10593 


Seq. ID 


.OJ990410_28.9922.C15 


Gene No. 


22476 


Strand 




Start 


2233 


End 


6325 


Name 


OJ990410 28.9922.C15.o2.np 


Method 


AAT/NAP 


Start 


2233 


End 


6325 


GI 


4680186 


Score 


380 


Exons 


2233. .2433, 3273. .3334, 5608. 


.5885, 6199. .6325 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


10594 


Seq. ID 


OJ990410_28.9922.C16 


Gene No. 


22477 


Strand 


+ 


Start 


1 


End 


277 


Name 


OJ990410 28. 9922.C16.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


274 


GI 


6907087 


Score 


141 


Exons 


1..97, 173. .274 






GI Descrip. 


{AP001129) ESTs C7277 1 {E2215 ) 


, AU082313 (E2215) correspond to a 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 






Seq. No. 


10594 


Seq. ID 


OJ990410_28.9922.C16 


Gene No. 


22477 


Strand 


+ 


Start 


1 


End 


277 


Name 


OJ990410 28. 9922.C16.ol.gs 


Method 


GENSCAN 


Start 


173 


End 


277 


GI 


none 


Score 


.98 


Exons 


173. .277 






Seq. No. 


10594 


Seq. ID 


OJ990410_28.9922.C16 


Gene No. 


22478 


Strand 


+ 


Start 


739 


End 


1121 


Name 


OJ990410 28.9922.C16.ol.gp 


Method 


AAT/GAP 


Start 


739 


End 


1121 


GI 


uC-osflcyp033a04bl 


Score 


696 


Exons 


739. .1121 






GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 




Seq. No. 


10594 


Seq. ID 


OJ990410_28. 9922.C16 


Gene No. 


22479 


Strand 




Start 


668 


End 


2961 


Name 


OJ990410 28.9922.C16.o2.np 


Method 


AAT/NAP 


Start 


668 


End 


2616 


GI 


4680186 


Score 


229 


Exons 


668. .889, 2516. .2616 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


10594 


Seq. ID 


OJ990410_28. 9922.C16 


Gene No. 


22479 


Strand 




Start 


668 


End 


2961 



11019 




Name 


OJ990410 28.9922.C16.o3.np 


Method 


AAT/NAP 






Start 


970 


End 


2961 






GI 


5852180 


Score 


34 






Exons 


970. .1040, 2924. .2961 










GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 








Seq. No. 


10595 


Seq. ID 


OJ990410_28 


.9922. 


C17 


Gene No. 


22480 


Strand 


+ 






Start 


609 


End 


5007 






Name 


OJ990410 28.9922.C17.ol.gs 


Method 


GENSCAN 






Start 


609 


End 


5007 






GI 


none 


Score 


.94 






Exons 


609. .660, 1234. .1336, 2694.. 


2854, 2929 


..3252, 4325 


. .5007 




Seq. No. 


10595 


Seq. ID 


OJ990410_28 


.9922. 


C17 


Gene No. 


22480 


Strand 


+ 






Start 


609 


End 


5007 






Name 


OJ990410 28.9922.C17.ol.np 


Method 


AAT/NAP 






Start 


1644 


End 


4594 






GI 


5852179 


Score 


506 






Exons 


1644. .1664, 2657. .2854, 2929 


..3169, 4564. .4594 






GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 








Seq. No. 


10595 


Seq. ID 


OJ990410_28 


.9922. 


C17 


Gene No. 


22481 


Strand 


+ 






Start 


6997 


End 


7419 






Name 


OJ990410 28.9922.C17.o2.gp 


Method 


AAT/GAP 






Start' 


5499 


End 


5730 






GI 


101153 1.R1084 


Score 


369 






Exons 


5499. .5730 










GI Descrip. 


•5852170/embl AL117265.1 IOST17804 1 . Oe- 


115 Oryza sativa 






indica{GLA4) genomic DNA, chromosome 4 


, BAG clone: 


tl7804 




Seq. No. 


10595 


Seq. ID 


OJ990410_28 


.9922. 


C17 


Gene No. 


22481 


Strand 


+ 






Start 


6997 


End 


7419 






Name 


OJ990410 28.9922.C17.o2.gs 


Method 


GENSCAN 






Start 


6997 


End 


7419 






GI 


none 


Score 


.46 






Exons 


6997. .7419 










Seq. No. 


10595 


Seq. ID 


OJ990410_28 


.9922. 


C17 


Gene No. 


22482 


Strand 








Start 


2831 


End 


5101 






Name 


OJ990410 28.9922.C17.o2.np 


Method 


AAT/NAP 






Start 


2831 


End 


5101 






GI 


5852179 


Score 


252 






Exons 


2831. .2977, 4417. .4640, 4876 


. .5101 








GI Descrip. 


(AL117265) 2hb0009.1 [Oryza 


sativa] 








Seq. No. 


10595 


Seq. ID 


OJ990410_28 


. 9922. 


C17 


Gene No. 


22483 


Strand 








Start 


6722 


End 


6972 






Name 


OJ990410 28.9922.C17.o4.gp 


Method 


AAT/GAP 






Start 


6722 


End 


6972 






GI 


61605 3.R1084 


Score 


364 






Exons 


6722. .6972 











11020 




GI Descrip. ' 14 02920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq. No. 


10596 




Seq. ID 


OJ990410 28.9922. 


018 


Gene No . 


22484 




Strand 


+ 




Start 


1 




End 


5407 




Name 


OJ990410 28. 9922. CIS. ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


5404 




GI 


4680179 




Score 


2563 




Exons 


1..21, 279. .1364, 4625. 


.5404 








GI Descrip. 


(AFl 11709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


10596 




Seq. ID 


OJ990410_28.9922. 


018 


Gene No . 


22484 




Strand 


+ 




Start 


1 




End 


5407 




Name 


OJ990410 28 . 9922 .C18 . ol 


. as 


Method 


GENSOAN 




Start 


281 




End 


1211 




GI 


none 




Score 


.47 




Exons 


281. .1211 










Seq. No. 


10596 




Seq. ID 


OJ990410 28.9922. 


018 


Gene No . 


22484 




Strand 


+ 




Start 


1 




End 


5407 




Name 


OJ990410 28. 9922. 018. ol 


.gp 


Method 


AAT/GAP - 




Start 


2378 




End 


4619 




GI 


61605 1.R1084 




Score 


1235 




Exons 


2378. .2684, 3128. ,3208, 


4347. 


.4619 






GI Descrip. 


' 5852170/emb|AL117265. 1 IOST17804 1 . Oe- 


137 Oryza sativa 






indica(GLA4) genomic DNA, chromosome 4 


, BAG clone: tl7804 • 


Seq. No. 


10596 




Seq. ID 


OJ990410_28.9922. 


018 


Gene No . 


22484 




Strand 


+ 




Start 


1 




End 


5407 




Name 


OJ990410 28.9922.C18.o3 


. gs 


Method 


GENSOAN 




Start 


3763 




End 


5407 




GI 


none 




Score 


.78 




Exons 


3763. .3834, 4625. .5407 










Seq. No. 


10596 




Seq. ID 


OJ990410_28.9922. 


018 


Gene No. 


22485 




Strand 






Start 


2031 




End 


5359 




Name 


OJ990410 28. 9922. 018. o3 


. tm 


Method 


TBLASTX: Maize 




Start 


314 




End 


575 




GI 


none 




Score 


352 




Exons 


314. .562, 315. .566, 324 


. .575 








Seq. No. 


10596 




Seq. ID 


OJ990410_28.9922. 


018 




22485 




Strand 






Start 


2031 




End 


5359 . 




Name 


OJ990410 28. 9922. 018. o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


315 




End 


554 




GI 


none 




Score 


366 




Exons 


315. .554, 317. .553 










Seq. No.' 


10596 




Seq. ID 


OJ990410_28. 9922. 


018 


Gene No. 


22485 




Strand 






Start 


2031 




End 


5359 





11021 




N 3.1116 


OJ990410 28 


. 9922 


.C18 . ol 


. tw 


Method 


TBLASTX : Wheat 




Start 


555 ~ 








End 


1133 




GI 


none 








Score 


656 




Exons 


555 . . 1133, 


566. . 


1132 










Seq. No. 


10596 








Seq. ID 


OJ990410_28. 9922. 


018 


Gene No. 


22485 








Strand 






Start 


2031 








End 


5359 




Name 


OJ990410 28 


. 9922 


.C18 . ol 


. tc 


Method 


TBLASTX : Cress 




Start 


.840 ~ 








End 


1157 




GI 


none 








Score 


94 




Exons 


840. . 1013, 


1014 . 


.1157, 


1016. . 


1156 






Seq. No. 


10596 








Seq. ID 


OJ990410_28.9922. 


018 


Gene No. 


22485 








Strand 






Start 


2031 








End 


5359 




Name 


OJ990410 28 


. 9922 


.C18 . ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


921 ~ 








End 


1181 




GI 


none 








Score 


300 




Exons 


921 . .1181, 


926. . 


1180 










Seq. No. 


10596 








Seq. ID 


OJ990410_28.9922. 


018 


Gene No. 


22485 








Strand 






Start 


2031 








End 


5359 




Name 


OJ990410 28 


. 9922 


.018 . o2 


. tm 


Mp t hod 


TBLASTX • Mai ze 




Start 


9*8 0 ■ ~ 








End 


1271 




GI 


none 








Score 


359 




Exon *5 

J-J 1 1 


980 1267, 


981 . . 


1271 










Seq. No. 


10596 








Seq. ID 


OJ990410_28.9922. 


018 


Gene No. 


22485 








Strand 






Start 


2031 








End 


5359 




Name 


OJ990410 28 


. 9922 


.018. o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


1140 ~ 








End 


5026 




GI 


none 








Score 


232 




Exons 


1140. . 1367, 


4622 


. . 5026, 


4626. 


.4790, 4663. .4914, 4772. .5023 


Seq. No. 


10596 








Seq. ID 


OJ990410_28.9922. 


018 


Gene No. 


22485 








Strand 






Start 


2031 








End 


5359 




Name 


OJ990410 28 


. 9922 


.018.01 


. tm 


Method 


TBLASTX: Maize 




Start 


1320 








End 


5178 




GI 


none 








Score 


75 




Exons 


1320. . 1364, 


4621 


, . 4734, 


4622. 


.4741, 4739. .5158, 4741. .5154, 




4909. .5178 














Seq. No. 


10596 








Seq. ID 


OJ990410_28.9922. 


018 


Gene No. 


22485 








Strand 






Start 


2031 








End 


5359 




Name 


OJ990410 28 


. 9922 


. 018 . o2 


. g^s 


Method 


GENSOAN 




Start 


2031 ~ 








End 


2601 




GI 


none 








Score 


.65 




Exons 


2031. .2204, 


2353 


. .2601 










Seq. No. 


10596 








Seq. ID 


OJ990410_28.9922. 


018 


Gene No. 


22485 








Strand 






Start 


2031 








End 


5359 





11022 








OJ990410 28 9922 C18 o4 tw 


Methofi 


TBLASTX: Wheat 






Start 


5026 ~ 


End 


5359 








GI 


none 


Score 


312 








Exons 


5 02 6.. 52 95, 5027.. 5 35 9 












Seq. No. 


10597 


Seq. ID 


OJ990410_28 


. 9922 


.C19 




Gene No. 


22486 


Strand 


+ 








Start 


343 


End 


445 








Name 


OJ990410 28. 9922. CI 9. ol. as 


Method 


GENSCAN 








Start 


343 ~ 


End 


445 








GI 


none 


Score 


. 84 








Exons 


343. .445 












Seq. No. 


10597 


Seq. ID 


OJ990410_28 


. 9922 


C19 




Gene No. 


22487 


Strand 


+ 








Start 


1398 


End 


3777 








Name 


OJ990410 28.9922.C19.ol.np 


Method 


AAT/NAP 








Start 


1398 ~ 


End 


3777. 








GI 


5852180 


Score 


560 








Exons 


1398. .1475, 2462. .2571, 2623 


.3031, 3738.. 3777 








GI DescriiD - 

\J J- 4>/ w O V_-i ^ wL* kip/ « 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 










Sea No . 


10597 


Seq. ID 


OJ990410_28 


.9922 


C19 




(^pnp No . 


22488 


Strand 










start 


1316 


End 


1700 








Name 


OJ990410 28. 9922.C19.ol.gp 


Method 


AAT/GAP 








Start 


1316 


End 


1700 








GI 


uC-osflcyp033a04bl 


Score 


644 






r 'I 


Exon s 


1316. .1700 














* 601684 5/dbj | AP000570 . 1 ! AP000570 3.0e- 


59 Oryza sativa genomic 


"i =? 




DNA, chromosome 1, clone : P07 IIEIO ' 








1" t J 
1 U 


Seq. No. 


10597 


Seq. ID 


OJ990410_28 


.9922 


C19 




Gene No . 


22489 


Strand 










Start 


5789 


End 


7060 








Name 


OJ990410 28.9922.C19.o3.gs 


Method 


GENSCAN 








Start 


5789 


End 


7060 








GI 


none 


Score 


.52 






'■A 

.C SI 


Exons 


5789. .7060 










s; 

u 


Seq. No. 


10598 


Seq. ID 


OJ990410_28 


.9922 


C20 


Gene No. 


22490 


Strand 


+ 








Start 


110 


End 


955 








Name 


OJ990410 28.9922.C20.ol.gs 


Method 


GENSCAN 








Start 


110 


End 


955 








GI 


none 


Score 


.67 








Exons 


110. .955 












Seq. No. 


10598, 


Seq. ID 


OJ990410_28 


.9922 


C20 




Gene No. 


22491 


Strand 










Start 


44 


End 


480 








Name 


OJ990410 28. 9922.C20.ol.np 


Method 


AAT/NAP 








Start 


44 


End 


480 








GI 


4680185 


Score 


475 








Exons 


44. .480 












GI Descrip. 


{AF111709) unknown [Oryza sativa subsp 


. indica] 







11023 



Seq. No. 10599 Seq. ID 

Gene No. 224 92 Strand 

Start 827 End 

Name OJ990410_28 . 9922 . C22 . ol . np Method 

Start 824 End 

GI 4680179 ■ Score 

Exons . 824 . . 1552 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ990410_28.9922.C22 
+ 

1552 
AAT/NAP 
1552 
655 



Seq. No. 10599 

Gene No. 224 92 

Start 827 

Name OJ9904 10_28 . 9922 . C22 . o2 . gs 

Start 827 

GI none 

Exons 827.. 1540 



Seq. ID OJ990410_28.9922.C22 

Strand + 

End 1552 

Method GENSCAN 

End 1540 

Score . 64 



Seq. No. 


10599 




Seq. ID 


OJ990410_28. 9922 


.C22 


Gene No. 


22492 




Strand 


+ 




Start 


827 




End 


1552 




Name 


OJ990410 28.9922.C22.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1060 




End 


1420 




GI 


none 




Score 


289 




Exons 


1060.. 1419, 1061.. 1420 










Seq. No. 


10600, 




Seq. ID 


OJ990410_28. 9922 


.C23 


Gene No. 


22493 




Strand 


+ 




Start 


1 




End 


1325 




Name 


OJ990410 28.9922.C23.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1325 




GI 


4680179 




Score 


307 




Exons 


1..337, 371. .666, 1295. 


.1325 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


10600 




Seq. ID 


OJ990410_28. 9922 


.C23 


Gene No. 


22493 




Strand 


+ 




Start 


1 




End 


1325 




Name 


OJ990410 28.9922.C23.ol 


.gs 


Method 


GENSCAN 




Start 


96 




End 


449 




GI 


none 




Score 


.76 




Exons 


96. .449 










Seq. No. 


10600 




Seq. ID 


OJ990410_28.9922 


.C23 


Gene No. 


22493 




Strand 


+ 




Start 


1 




End 


1325 




Name 


OJ990410 28.9922.C23.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


278 




End 


655 




GI 


none 




Score 


60 




Exons 


278. .373, 401. .655, 454 


. .594 








Seq. No. 


10601 




Seq. ID 


OJ990410_28. 9922 


.C24 


Gene No. 


22494 




Strand 


+ 




Start 


199 




End 


477 




Name 


OJ990410 28.9922.C24.ol 


.gs 


Method 


GENSCAN 




Start 


199 




End 


477 




GI 


none 




Score 


.74 




Exons 


199. .253, 365. .477 











11024 




Seq. No. 


10602 


Seq. ID 


OJ990410_28 . 


9922 


.025 


Gene No. 


22495 


Strand 








Start 


184 


End 


991 






Name 


OJ990410 28.9922.C25.ol.gs 


Method 


GENSCAN 






Start 


184 


End 


991 






GI 


none 


■^■-"Score 


.71 






Exons 


184.. 306, 896.. 991 










Seq. No. 


10603 


Seq. ID 


OJ990410_28 . 


9922 


.026 


Gene No. 


22496 


Strand 


+ 






Start 


65 


End 


540 






Name 


OJ990410 28.9922.C26.ol.gs 


Method 


GENSCAN 






Start 


65 


End 


540 






GI 


none 


Score 


.78 






Exons 


65. .265, 434. .540 










Seq. No. 


10603 


Seq. ID 


OJ990410_28. 


9922 


.026 


Gene No. 


22497 


Strand 








Start 


1 


End 


396 






Name 


OJ990410 28.9922,C26.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


396 






GI 


4680185 


Score 


4 61 






i^p-j Exons 


1. .396 










GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 






Seq. No. 


10604 


Seq. ID 


OJ990410_25. 


9922 


.02 


ry Gene No. 


22498 


Strand 


+ 






rJi Start 


3691 


End 


5117 






A"; Name 


OJ990410 25.9922.C2.o2.np 


Method 


AAT/NAP 






Start 


3691 


End 


5117 






:!:! GI 


6862925 


Score 


88 






rl! Exons 


3691. .3815, 4358. .4661, 5101. .5117 








ij GI Descrip. 


(AC018907) hypothetical protein [Arabidopsis thaliana] 




,-J"l Seq. No. 


10604 


Seq. ID 


OJ990410_25. 


9922 


.02 


. Gene No . 


22498 


Strand 


+ 






H* start 


3691 


End 


5117 






'is! Name 


OJ990410 25. 9922.C2.o3.np 


Method 


AAT/NAP 






r| Start 


4621 


End 


5117 






n GI 


6006381 


Score 


80 






Exons 


4621.. 4667, 5029.. 5117 










GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 






Seq. No. 


10604 


Seq. ID 


OJ990410_25. 


9922 


.02 


Gene No. 


22499 


Strand 








Start 


1 


End 


4596 






Name 


OJ990410 25. 9922.C2.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2769 






GI 


6691716 


Score 


1973 






Exons 


1..69, 121. .258, 331. .443, 


594. .697, 773. .951, 1147 


. . 1430, 




1512. .1701, 1899. .2769 










GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 








gi| 6691717 Idbj | BAAS 9397.11 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


10604 


Seq. ID 


OJ990410_25. 


9922 


.02 



11025 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



22499 Strand 

1 End 4596 

OJ9904 10_25 . 9922 . C2 . ol . gs Method GENSCAN 

26 End 4596 

none Score .53 

26. .258, 331. .435, 508. .621, 760. .960, 1035. .1188, 1193. .1666, 
1885.. 2808, 4381.. 4596 



Seq. No. 10604 Seq. ID 

Gene No. 22499 Strand 

Start 1 End 

Name OJ9904 10_25 . 9922 . C2 . ol . tw Method 

Start 2359 End 

GI none Score 

Exons 2359.. 2649 



OJ990410_25.9922.C2 
4596 

TBLASTX: Wheat 

2649 

220 





Seq. No. 


10604 


Seq. ID 


OJ990410_25.9922.C2 




Gene No . 


22499 


Strand 






Start 


1 


End 


4596 




Name 


OJ990410 25. 9922.C2.ol.gp 


Method 


AAT/GAP 




Start 


4081 


End 


4228 




GI 


uC-osflcypl77g01al 


Score 


241 




Exons 


4081.. 4228 








GI Descrip. 


M884 8 64/gb|AAD3184 6.1 |AF133530_1 4 . Oe- 


■12 (AF133530) water 


Q 




channel protein MipH [Mesembryanthemum 


crystallinum] * 


m 


Seq. No. 


10605 


Seq. ID 


OJ990410_25.9922.C3 


i if 


Gene No. 


22500 


Strand 


+ 




Start 


2 


End 


2297 


: . J 


Name 


OJ990410 25. 9922.C3.ol.np 


Method 


AAT/NAP 




Start 


2 


End 


2003 




GI 


5852180 


Score 


39 




Exons 


2. .46, 1940. .2003 








GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




=1. I 


Seq. No. 


10605 


Seq. ID 


OJ990410_25.9922.C3 




Gene No. 


22500 


Strand 


+ 


M: 


Start 


2 


End 


2297 


: 


Name 


OJ990410 25.9922.C3.o2.np 


Method 


AAT/NAP 


SI 


Start 


344 


End 


2297 


Q 


GI 


4680186 


Score 


223 




Exons 


344. .376, 2093. .2297 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 




Seq. No. 


10605 


Seq. ID 


OJ990410_25. 9922.C3 




Gene No, 


22500 


Strand 


+ 




Start 


2 


End 


2297 




Name 


OJ990410 25. 9922.C3.ol.gp 


Method 


AAT/GAP 




Start 


974 


End 


1131 




GI 


3761181 


Score 


279 




Exons 


974. .1131 








GI Descrip. 


4521193/dbj IAB013450.1IAB013450 l.Oe-99 Oryza sat-iva DNA, 






similar sequence to Pib gene 








Seq. No. 


• 10605 


Seq. ID 


OJ990410_25. 9922.C3 




Gene No. 


22501 


Strand 






Start 


1842 


End 


2226 



11026 



Name OJ9904 10_25 . 9922 . C3 , o2 . gp Method AAT/GAP 

Start 1842 End 2226 

GI uC-osflcyp033a04bl Score 666 

Exons 1842, .2226 

GI Descrip. * 6016845/dbj I AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. d0606 

Gene No. 22502 

Start 381 

Name OJ990410_25 . 9922 . C4 . ol . gs 

Start 381 

GI none 
Exons 



.Seq. ID OJ990410_25.9922.C4 

Strand + 

End 1938 

Method GENSCAN 

End 1690 

Score . 63 



381. .465, 974. .1073, 1142. .1202, 1286. .1690 



i;fi 
■rll 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10606 Seq. ID 

22502 Strand 

381 End 

OJ990410_25. 9922.04 .o2.np Method 

1129 End 

5091513 Score 
1129. .1167, 1788. .1938 

(AB023482) Hypothetical protein [Oryza sativa] 



OJ990410_25.9922.C4 
+ 

1938 
AAT/NAP 
1938 
193 



10606 
'22503 
1 

OJ9904 
1 

690708 
1. .278 
(APOOl 
region 
sativa 



10_25.9922.C4.ol.np 
7 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990410_25. 9922.C4 
278' 

AAT/NAP 

278 

350 



129) ESTs C72771 {E2215) ,AU082313 {E2215) correspond to a 
of the predicted gene.; hypothetical protein [Oryza 

] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



10607 Seq. ID 

22504 Strand 

747 . End 

OJ990410_25. 9922.C6.ol.gs Method' 

747 End 

none Score 

747. .809, 1004. .1214, 1501. .1571 



OJ990410__25. 9922.C6 

1571 
GENSCAN 
1571 
.56 



10608 



Seq. ID OJ990410_25. 9922.C7 



22505 Strand 
60 End 
OJ990410_25. 9922.C7.ol.np Method 
60 End 
6069646 ' Score 

60.. 1036, 1319.. 1767 

(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



1767 
AAT/NAP 
1767 
741 • 

transcriptase 
1 1 (AP001129) 
F9013 genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 



10608 



Seq. ID OJ990410_25. 9922.C7 



11027 




Gene No. 


22505 




Strand 






Start 


60 




End 


1767 




Name 


OJ990410 25. 9922.C7.ol 


crs 


Method 


GENSCAN 




Start 


125 




End 


1750 




GI 


none 




Score 


. 52 




Exons 


125. .780, 1369. .1750 










Seq. No. 


10608 




Seq. ID 


OJ990410__25.9922 


.C7 


Gene No. 


22505 




Strand 






Start 


60 




End 


1767 




Name 


OJ990410 25. 9922. 07. o2 


tm 


Method 


TBLASTX: Maize 




Start 


144 




End 


643 




GI 


none 




Score 


90 




Exons 


144. .263, 161. .292, 299. .535, 


365. .406 


, 423. . 527, 539. . 


643 


Seq. No. 


10608 




Seq. ID 


OJ990410_25.9922 


.C7 


Gene No. 


22505 




Strand 






Start 


60 




End 


1767 




Name 


OJ990410_25. 9922.C7.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


344 




End 


526 




GI 


none 




Score 


55 




Exons 


344. .526, 435. .521 










Seq. No. 


10608 




Seq. ID 


OJ990410_25. 9922 


.C7 


Gene No. 


22505 . 




Strand 






Start 


60 • 




End 


1767 




Name 


OJ990410_25. 9922.C7.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


818 




End 


1102 




GI 


none 




Score 


102 




Exons 


818 . . 1102, 828 . . 1091 










Seq. No. ■ 


10608 




Seqt ID 


OJ990410_25. 9922 


.C7 


Gene No. 


22505 




Strand 






Start 


60 




End 


1767 




Name 


OJ990410_25. 9922.C7.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


944 




End 


1381 




GI 


none 




Score 


143 




Exons 


944. .1057, 1133. .1381 










Seq. No. 


10608 




Seq. ID 


OJ990410_25.9922 


.C7 


Gene No, 


22505 




Strand 






Start 


60 




End 


1767 




Name 


OJ990410 25. 9922.C7.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1022 




End 


1462 




GI 


none 




Score 


71 




Exons 


1022. .1150, 1160. .1462, 


1170. 


, 1460 






Seq. No. 


10608 




Seq. ID 


OJ990410_25.9922 


.C7 


Gene No. 


22505 




Strand 






Start 


60 




End 


1767 




Name 


OJ990410 25.9922.C7.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1103 




End 


1766 




GI 


none 




Score 


78 




Exons 


1103. .1474, 1112. .1558, 


1131. 


.1559, 1571, .1765, 1575. .1766 


Seq. No. 


10609 




Seq. ID 


OJ990410_25. 9922 


.C8 


Gene No. 


22506 




Strand 







11028 




start 


149 


End 


1619 




Name 


OJ990410 25.9922.C8.ol.tm 


Method 


TBLASTX : Maize 




Start 


38 ~ 


End 


331 




GI 


none 


Score 


194 




Exons 


38. .331, 39. .329, 47. .331 








Seq. No. 


10609 


Seq. ID 


OJ990410_25.9922 


.C8 


Gene No. 


22506 


Strand 






Start 


149 


End 


1619 




Name 


OJ990410 25.9922.C8.ol.gs 


Method 


GENSCAN 




Start 


149 


End 


1619 




GI 


none 


Score 


. 69 




Exons 


149. .352, 388. .597, 743. .800, 


1044. .1267, 1504. .1619 




Seq. No. 


10609 


Seq. ID 


OJ990410_25. 9922 


.C8 


Gene No. 


22506 


Strand 


— 




Start 


149 


End 


1619 




Name 


OJ990410 25. 9922.C8.o2.tm 


Method 


TBLASTX: Maize 




Start 


479 


End 


790 




GI 


none 


Score 


79 




Exons 


479. .790, 488. ,790 








Seq. No. 


10610 


Seq. ID 


OJ990410_25.9922 


.C9 


Gene No. 


22507 


Strand 


+ 




Start 


2294 


End 


3436 




Name 


OJ990410 25. 9922 .C9.ol.gs 


Method 


GENSCAN 




Start 


2294 ~ 


End 


3436 




GI 


none 


Score 


.92 




Exons 


2294. .2377, 2843. .3436 








Seq. No. 


10610 


Seq. ID 


OJ990410_25.9922 


..C9 


Gene No. 


22508 


Strand 


+ 




Start 


6202 


End 


6841 




Name 


OJ990410 25.9922.C9.ol.gp 


Method 


AAT/GAP 




Start 


5931 


End 


6005 




GI 


uC-osroM202024h08al 


Score 


88 




Exons 


5931.. 6005 








GI Descrip. 


'5852170/emb|AL117265. 1 |0ST17( 


304 5.0e- 


•84 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4, BAG clone : t 17 804 ' 


Seq. No. 


10610 


Seq. ID 


OJ990410_25.9922 


.C9 


Gene No. 


22508 


Strand 


+ 




Start 


6202 


End • 


6841 




Name 


OJ990410 25. 9922.C9.o2.gs 


Method 


GENSCAN 




Start 


6202 


End 


6841 




GI 


none 


Score 


.7 




Exons 


6202. .6451, 6477. .6841 








Seq. No. 


10610 . 


Seq. ID 


OJ990410_25.9922. 


.C9 


Gene No. 


22509 


Strand 


+ 


Start 


11249 


End 


11521 




Name 


OJ990410 25.9922.C9.o2.gp 


Method 


AAT/GAP 




Start 


11249 


End 


11521 




GI 


61605 1.R1084 


Score 


462 




Exons 


11249. .11521 








GI Descrip. 


'5852170/emb|AL117265. 1 I0ST17E 


304 l.Oe- 


137 Oryza sativa 





indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



11029 




Seq. No. 


10610 




Seq. ID 


OJ990410_25 . 9922 


.C9 


Gene No. 


22510 




Strand 






Start 


7311 




End 


14407 




Name 


OJ990410 25. 


9922.C9.o3.gs 


Method 


GENSCAN 




Start 


7311 




End 


9497 




GI 


none 




Score 


.47 




Exons 


7311. .8113, 


8772.. 8932, 9088. 


.9497 






Seq. No. 


10610 




Seq. ID 


OJ990410_25.9922 


.C9 


Gene No. 


22510 




Strand 






Start 


7311 




End 


14407 




Name 


OJ990410 25. 


9922.C9.ol.np 


Method 


AAT/NAP 




Start 


7314 




End 


14407 




GI 


4680179 




Score 


4861 




Exons 


7314. .8101, 


11525. . 14139, 14167. ,14407 






GI Descrip, 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


10610 




Seq. ID 


OJ990410_25. 9922 


. C9 


Genei No. 


22510 




Strand 






Start 


7311 




End 


14407 




Name 


OJ990410 25. 


9922.C9.o5.tw 


Method 


TBLASTX: Wheat 




Start 


7359 




End 


7692 




GI 


none . 




Score 


41 




Exons 


7359J .7691, 


7552 . .7599, 7584 . 


.7688,-7618. -.7692 




Seq. No. 


10610 




Seq. ID 


OJ990410_25.9922 


.C9 


Gene No. 


22510 




Strand 






Start 


7311 




End 


14407 




Name 


OJ990410_25. 


9922.C9.ol.tm 


Method 


.TBLASTX: Maize 




Start 


7554 




End 


11561 




GI 


none 




Score 


69 




Exons 


7554 . .7979, 


7677. .7865, 7678. 


.7980, 7975. .8103, 7977. .8105, 




7984 . .8106, 


7986.. 8108, 11481 


. .11561 






Seq. No. 


10610 




Seq. ID 


OJ990410_25.9922 


.C9 


Gene No. 


22510 




Strand 






Start 


7311 




End 


14407 




Name 


OJ990410 25. 


9922.C9.o4 .tw ' 


Method 


TBLASTX: Wheat 




Start 


7692 




End 


11741 




GI 


none 




Score 


51 




Exons 


7692. .8105, 


7693.. 7761, 7698. 


.7943, 7804. .8106, 11517.. 


1164 




11526. .11741 


, 11527.. 11739 








Seq. No. 


10610 




Seq. ID 


OJ990410_25. 9922 


.C9 


Gene No. 


22510 




Strand 






Start 


7311 




End 


14407 




Name 


OJ990410 25. 


9922.C9.o4.gs 


Method 


GENSCAN 




Start 


10531 




End 


14298 




GI 


none 




Score 


.82 




Exons 


10531. . 10732 


, 11449. . 12822, 12902. .14298 




Seq. No. 


10610 




Seq. ID 


OJ990410_25.9922 


.C9 


Gene No. 


22510 




Strand 






Start 


7311 




End 


14407 




Name 


OJ990410 25. 


9922.C9.o3. tm 


Method 


TBLASTX: Maize 




Start 


11610 




End 


11901 





11030 




GI 


none 






Score 


287 




Exons 


11610. 


.11900, 11614 


. .11901 








Seq. No. 


10610 






Seq. ID 


OJ990410_25.9922, 


.09 


Gene No. 


22510 






Strand 






Start 


7311 






End 


14407 




Name 


OJ990410 25.9922.09 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


11700 






End 


11960 




GI 


none 






Score 


84 




Exons 


11700. 


.11936, 11700 


. .11960, 


11701. .11958 




Seq. No. 


10610 






Seq. ID 


OJ990410_25.9922, 


.09 


Gene No. 


22510 






Strand 






Start 


7311 






End 


14407 




Name 


OJ990410 25.9922.09 


. ol . tc 


Method 


TBLASTX: Ores s 




Start 


11724 






End 


12050 




GI 


none 






Score 


86 




Exons 


11724. 


.11867, 11743 


. .11865, 


11868. .12050 




Seq. No. 


10610 






Seq. ID 


OJ990410_25. 9922, 


.09 


Gene No. 


22510 






Strand 






Start 


7311 






End 


14407 




Name 


OJ990410 25.9922.09 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


11748 






End 


12284 




GI 


none 






Score 


219 




Exons 


11748. 


.12206, 11748 


. .12284, 


11749. . 12282 




Seq. No. 


10610 






Seq. ID 


OJ990410_25. 9922, 


.09 


Gene No. 


22510 






Strand 






Start 


7311 






End 


14407 




Name 


OJ990410 25.9922.09 


.o2 .tm 


Method 


TBLASTX: Maize 




Start 


12315 






End 


12668 




GI 


none 






Score 


49 




Exons 


12315. 


.12668, 12322 


. .12354, 


12330. .12632, 12400.. 12648 




Seq. No. 


10610 






Seq. ID 


OJ990410_25.9922, 


.09 


Gene No. 


22510 






. Strand 






Start 


7311 






End 


14407 




Name 


OJ990410 25.9922.09 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


12355 






End 


12771 • 




GI 


none 






Score 


246 




Exons 


12355. 


.12612, 12357 


. .12770, 


12372. .1274 6, 124 00. .12771 




Seq. No. 


10610 






Seq. ID 


OJ990410_25.9922, 


.09 


Gene No. 


22510 






Strand 






Start 


7311 






End 


14407 




Name 


OJ9904 


[10_25. 9922.09 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


12486 






End 


12734 




GI 


none 






Score 


196 




Exons 


12486. 


.12734 










Seq. No. 


10610 






Seq. ID 


OJ990410_25.9922. 


.09 


Gene No. 


22510 






Strand 






Start 


7311 






End 


14407 




Name 


OJ990410 25.9922.09 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


12670 






End 


13014 




GI 


none 






Score 


125 





11031 



Exons 



12670. . 12879, 12675 12878 , 12880 13014 , 12886. .13008 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



10610 
22510 
7311 

OJ990410_25. 9922.C9.ol.ts 

12756 

none 

12756. ,12884, 12766. .12885, 
1288 6. .13011, 12972. .13112, 
13120, .13152, 13120. .13152 



Seq. ID OJ990410_25.9922,C9 
Strand 

End 14407 

Method TBLASTX : Soybean 

End 13152 

Score 97 
12883. . 13008, 12884 .. 12997 , 
13036, . 13113, 13063. .13116, 



Seq. No. 10610 

Gene No. 22510 

Start 7311 

Name OJ9904 10_25 . 9922 . C9 . o6 , tw 

Start 12774 

GI none 

Exons 12774 .. 12884, 12784 .. 1287 9, 
12880. .13005, 12887, .12997 



Seq. ID OJ990410_25. 9922.C9 
Strand 

End 14407 

Method TBLASTX : Wheat 

End 13005 

Score 133 
12797, .12895, 12800 .. 128 92 , 



U 



m 



Seq. No. 10610 

Gene No. 22510 

Start 7311 

Name OJ9904 10_25 . 9922 .09 . o4 . tm 

Start 13063 

GI none 

Exons 13063. .13506, 13072 .. 13434 , 



Seq. ID OJ990410_25. 9922,C9 
Strand 

End 14407 

Method TBLASTX: Maize 

End 13510 

Score 122 
13328. .13510 



Seq. No. 10610 

Gene No. 22510 

Start 7311 

Name OJ9904 10_25 . 9922 . C9 . o3 . tw 

Start 13093 

GI none 

Exons 13093. ,13575, 13135 ,, 134 64 , 

Seq. No. 10610 

Gene No. 22510 

Start 7311 

Name OJ9904 10_25 . 9922 . C9 . o4 , ts 

Start 13225 

GI none 

Exons 13225. . 13539 



Seq. ID OJ990410_25.9922.C9 
Strand 

End 14407 

Method TBLASTX : Wheat 

End 13579 

Score 211 
13286, .13579 

Seq. ID OJ990410_25.9922,C9 
Strand 

End 14407 

Method TBLASTX : Soybean 

End 13539 

Score 196 



Seq. No. 10610 

Gene No. 22510 

Start 7311 

Name OJ9904 10_25 . 9922 . C9 . o7 . tw 

Start 13714 

GI none 

Exons 13714 .. 14061, 13751.. 13882 



Seq. ID OJ990410_25.9922.C9 
Strand 

End 14407 

Method TBLASTX : Wheat 

End 14061 

Score 55 



Seq. No. 10611 

Gene No. 22511 

Start 140 

Name OJ9904 10_25 . 9922 . CIO . ol , gs 



Seq, ID OJ990410_25. 9922. CIO 

Strand + 

End 1670 

Method GENSCAN 



11032 




starts 


140 


End 


1255 




GI 


none 


Score 


.75 




Exons 


140. . 1255 








Seq. No. 


10611 


Seq. ID 


OJ990410 25.9922 


. CIO 


Gene No. 


22511 


Strand 


+ ~ 




Start 


140 


End 


1670 




Name 


OJ990410 25.9922.C10.ol.np 


Method 


AAT/NAP 




Start 


186 


End 


1670 




GI 


4680179 


Score 


757 




Exons 


186. .1189, 1642. .1670 








GI Descrip. 


(AF111709.) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


10611 


Seq. ID 


OJ990410_25. 9922 


.CIO 


Gene No. 


22511 


Strand 


+ 




Start 


140 


End 


1670 




Name 


OJ990410 25.9922.C10-.ol.tw 


Method 


TBLASTX: Wheat 




Start 


302 


End 


658 




GI 


none 


Score 


289 




Exons 


302. .658, 310. .480, 509. .649, 


517. .657 






Seq. No. 


10611 


Seq. ID 


OJ990410_25.9922 


.CIO 


Gene No. 


22511 


Strand 


+ 




Start 


140 


End 


1670 




Name 


OJ990410" 25. 9922.C10.ol. tm 


Method 


TBLASTX: Maize 




Start 


539 ~ 


End 


829 




GI 


none 


Score 


217 




Exons 


539.. 802, 562.. 726, 767.. 829 








Seq. No. 


10612 


Seq. ID 


OJ990410_25.9922, 


.Cll 


Gene No. 


22512 


Strand 


+ 




Start 


1 


End 


4193 




Name 


OJ990410 25.9922.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3989 




GI 


161752 


Score 


127 




Exons 


1..48, 829. .927, 1075. .1211, 


1245. .1320, 1466. .1544, 1812. .1898, 




3951. .3989 








GI Descrip. 


(L03710) cnjB [.Tetrahymena thermophila] 


gi|737494|prf 1 I1922371A 




cnjB gene [Tetrahymena thermophila] 






Seq. No. 


10612 


Seq. ID 


OJ990410 25.9922. 


.Cll 


Gene No. 


22512 


Strand 


+ 




Start 


1 


End 


4193 




Name 


OJ990410 25. 9922.Cll.ol.gs 


Method 


GENSCAN 




Start 


132 


End 


4193 




GI 


none 


Score 


.57 




Exons 


132. .197, 564. .1967, 2134. .2407, 3303.. 


3473, 3964. .4193 




Seq. No. 


10613 


Seq. ID 


OJ990410_25.9922. 


.C12 


Gene No. 


22513 


Strand 






Start 


919 


End 


1011 




Name 


OJ990410 25. 9922.C12.ol.gs 


Method 


GENSCAN 




Start 


919 


End 


1011 




GI 


none 


Score 


.68 




Exons 


919. .1011 








Seq. No. 


10614 


Seq. ID 


OJ990410__25.9922. 


C13 



11033 



Gene No. 


22514 




Strand 


+ 


Start 


2892 




End 


3098 


Name 


OJ990410 25 


. 9922.C13.o2.np 


Method 


AAT/NAP 


Start 


2892 




End 


3098 


GI 


4680186 




Score 


206 


Exohs 


2892. .3098 








GI Descrip, 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


10614 




Seq. ID 


OJ990410 


Gene No. 


22515 




Strand 


+ 


Start 


3823 




End 


12696 


Name 


OJ990410 25 


.9922.C13.o2.gs 


Method 


GENSCAN 


Start 


3823 




End 


12696 


GI 


none 




Score 


.48 


Exons 


3823. .3905, 


3920. .4584, 4602. 


.5074, 5601.. 6270, 



7752. .8007, 8054, .8216, 8221. .8309, 8592. .8661, 8951. .9079, 
10820. .10897, 11236. . 11418, 11964 .. 12006, 12561. ,12696 



Seq. No. 


10614 




Seq. ID 


OJ990410_25 


9922 


.C13 


Gene No . 


22515 




Strand 


+ 






Start 


3823 




End 


12696 






Name 


OJ990410 25. 9922.C13.o3 


.np 


Method 


AAT/NAP 






Start 


5621 




End 


9193 






GI 


5091513 




Score 


1873 






Exons 


5621. . 6377, .7032. .7837, 


8041. 


.8244, 8 


972, , 9193 






GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza sativa] 






Seq. No. 


10614 




Seq, ID 


OJ990410__25 


9922 


.C13 


Gene No. 


22515 




Strand 


+ 






Start 


3823 




End 


12696 






Name 


OJ990410 25.9922.C13.o3 


.gp 


Method 


AAT/GAP 






Start 


10543 




End 


10789 






GI 


3761181 




Score 


420 






Exons 


10543. .10789 












GI Descrip, 


4 521193/dbj |AB013450.1| 


AB013450 l.Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib 


gene 










Seq. No. 


, 10614. 




Seq. ID 


.OJ990410_25. 


9922 


.C13 


Gene No. 


22516 




Strand 








Start 


1 




End 


1803 






Name 


OJ990410 25. 9922.C13.ol 


,np 


Method 


AAT/NAP 






Start 


1 




End 


1803 






GI 


4680179 




Score 


572 






Exons 


1. .286, 437'. . 1337, 1719 


. .1803 










GI Descrip. 


{AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica; 







Seq. No. 10614 Seq. ID 0 J9904 10_25 . 9922 . C13 

Gene No. 22517 Strand 

Start 2654 End 3026 

Name ' OJ9904 10_25 . 9922 .C13 . ol . gp Method AAT/GAP 

Start 2654 End 3026 

GI uC-osf Icyp033a04bl Score 512 

Exons 2654.. 3026 

GI Descrip, ' 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 * 



Seq. No. 10614 Seq. ID OJ9904 10_25 . 9922 , C13 

11034 






Gene No. 


22518 




Strand 








Start 


12888 




End 


19410 






Name 


OJ990410 25.9922.C13 


. o6 . tm 


Method 


TBLASTX: Maize 






Start 


637 




End 


936 






GI 


none 




Score 


67 






Exons 


637. .936, 833.-913 












Seq. No. 


10614 




Seq. ID 


OJ990410_25.9922. 


C13 




Gene No. 


22518 




Strand 








Start 


12888 




End 


19410 






Name 


OJ990410 25.9922.C13, 


.o2 . tw 


Method 


TBLASTX: Wheat 






Start 


817 




End 


1176 






GI 


none 




Score 


156 






Exons 


817. .1176, 821. .1174 












Seq. No. 


10614 




Seq. ID 


OJ990410_25. 9922. 


C13 




Gene No. 


22518 




Strand 








Start 


12888 




End 


19410 






Name 


OJ990410 25.9922.C13, 


. o3 . gs 


Method 


GENSCAN 






Start 


12888 




End 


19175 






GI 


none 




Score 


.51 






Exons 


12888. .13050, 13136. , 


. 13290, 


13383. .13503, 13607, .13725, 








14133. . 14176, 14245. , 


. 14518, 


14 609. . 14759, 16983. . 17889, 




31. 
[ I 
•t ai 




18071. . 19175 












Seq. No. 


10614 




Seq. ID 


OJ990410_25. 9922. 


C13 




Gene No. 


22518 




Strand 






rl! 


Start 


12888 




End 


19410 






Name 


OJ990410 25.9922.C13. 


. o4 . np 


Method 


AAT/NAP 






Start 


15061 




End 


19410 




. =i 


GI 


4585985 




Score 


2449 






Exons 


15061. .15941, 15969.. 


.16407, 


16642. .17988, 1807 1 . . 1854 7 , 




iU 




18770. .19283, 19330.. 


.19410 








*: 


GI Descrip. 


(AC005287) Hypothetical protein [Arabidopsis thaliana] 




''\,\ 


Seq. No. 


10614 




Seq. ID 


OJ990410_25. 9922. 


C13 




Gene No. 


22518 




Strand 






i 


Start 


12888 




End 


19410 






Name 


OJ990410 25.9922.C13. 


.ol.ts 


Method 


TBLASTX : Soybean 




Q 


Start 


15157 




End 


15339 






GI 


none 




Score 


79 






Exons 


15157. .15339, 15161.. 


.15337 










Seq. No. 


10614 




Seq. ID 


OJ990410_25.9922. 


C13 




Gene No. 


22518 




Strand 








Start 


12888 




End 


19410 






Name 


OJ990410 25.9922.C13, 


, o5 . tm 


Method 


TBLASTX: Maize 






Start 


15265 




End 


15585 






-,GI 


none 




Score 


99 






Exons 


15265. .15339, 15358. . 


,15585, 


15365. .15583 






Seq. No. 


10614 




Seq. ID 


OJ990410_25.9922. 


C13 




Gene No . 


22518 




Strand 








Start 


12888 




End 


19410 






Name 


OJ990410 25.9922.C13. 


ol.tc 


Method 


TBLASTX: Cress 






Start 


15331 




End 


15588 






GI 


none 




Score 


111 





11035 



Exons 


15331. 


.15588, 15380. 


. 15580 








Seq. No. 


10614 






Seq. ID 


. OJ990410_25.9922 


.C13 


Gene No. 


22518 






Strand 






Start 


12888 






End 


19410 




Name 


OJ990410 25.9922.C13 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


15892 






End 


162 61 




GI 


none 






Score 


111 




Exons 


15892. 


.16233, 15910. 


.16236, 


15977. .16261 




Seq. No. 


10614 






Seq. ID 


OJ990410_25.9922 


.C13 


Gene No. 


22518 






Strand 






Start 


12888 






End 


19410 




Name 


OJ990410 25.9922.C13 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


16405 






End 


16791 




GI 


none 






Score 


95 




Exons 


16405. 


.16620, 16654. 


.16791 








Seq. No. 


10614 






Seq. ID 


OJ990410_25.9922 


.C13 


Gene No. 


22518 






Strand 






Start 


12888 






End 


19410 




Name 


OJ990410 25.9922.C13 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


17915 






End 


18324 




GI 


none 






Score 


87 




Exons 


17915. 


.17995, 18052. 


; 18204, 


18057. .18191, 18195. .18320, 






18202. 


.18324 










Seq. No. 


10614 






Seq. ID 


OJ990410_25.9922 


.C13 


Gene No. 


22518 






Strand 






Start 


12888 






End 


19410 




Name 


OJ990410 25.9922.C13 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


18075 






End 


18503 




GI 


none 






Score 


65 




Exons 


18075. 


.18182, 18088. 


. 18183, 


18207. .18503, 18208 .. 18423, 






18216. 


.18470 










Seq. No. 


10614 






Seq. ID 


OJ990410_25.9922 


.C13 


Gene No. 


22518 






Strand 






Start ■ 


12888 






End 


19410 




Name 


OJ990410 25.9922.C13 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


18327 






End 


19130 




GI 


none 






Score 


49 




Exons 


18327. 


.18608, 18451. 


. 18591, 


18597. . 18' 


965, 18612. .19061, 






18730. 


.19062, 19077. 


.19130 








Seq. No. 


10615 






Seq. ID 


OJ990410_25.9922 


.C15 


Gene No. 


22519 






Strand 


+ 




Start 


1245 






End 


3005 




Name 


OJ990410 25.9922.C15 


. ol . gs 


Method 


GENSCAN 




Start 


1245 






End 


2971 




GI 


none 






Score 


.59 




Exons 


1245. . 


1543, 1643.. 1733, 1845 


..1910, 2295, .2971 




Seq. No. 


10615 






Seq. ID 


OJ990410_25.9922 


.C15 


Gene No. 


22519 






Strand 


+ 




Start 


1245 






End 


3005 




Name 


OJ990410_25.9922.C15 


. ol . np 


Method 


AAT/NAP 





11036 






start 


1245 




End 


2006 






GI 


4512229 




Score 


1199 






Exons 


1245. .2006 












GI Descrip. 


(AB014740) ORFO protein 


[Oryza sativa] 








Seq. No. 


10615 




Seq. ID 


OJ990410_25.9922 


.C15 




Gene No. 


22519 




Strand 


+ 






Start 


1245 




End 


3005 






Name 


OJ990410 25.9922.C15.o2 


.np 


Method 


AAT/NAP 






Start 


2245 




End 


3005 






GI 


4680179 




Score 


661 






Exons 


2245. .3005 












GI Descrip. 


(AF1117 09) polyprotein 


[Oryza 


sativa subsp. indica] 






Seq. No. 


10615 




Seq. ID 


OJ990410_25.9922 


.C15 




Gene No. 


22519 




Strand 


+ 






Start 


1245 




End . 


3005 






Name 


OJ990410 25. 9922.C15.ol 


. tw 


Method 


TBLASTX: Wheat 






Start 


2466 




End 


2822 






GI 


none 




Score 


287 






Exons 


2466. .2822, 2468.-2644, 


2517 . 


.2810, 2672. .2821 






Seq. No. 


10615 




Seq. ID 


OJ990410_25.9922 


.C15 


I : 


Gene No. 


22519 




Strand 


+ 




•:sr 


Start ; 


1245 




End 


3005 






Name 


OJ990410 25.9922.C15.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


2703 




End 


3005 




III 


GI 


none 




Score 


231 






Exons 


2703.. 3005, 2729.. 2833, 


2921, 


.3001 








Seq. No. 


10616 




Seq. ID 


OJ990410_25.9922 


.C16 




Gene No. 


22520 




Strand 


+ 




Mi 

; KF 


Start 


1 




End 


619 






Name 


OJ990410 25.9922.C16.ol 


. np 


Method 


AAT/NAP 




CI! 


Start 


1 




End 


305 




i, 1 
' ■ s 


GI 


5902444 




Score 


334 






Exons 


1. .305 










Q 


GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


10616 




Seq. ID 


OJ990410_25.9922 


.C16 




Gene No. 


22520 




Strand 


+ 






Start 


1 




End 


619 






Name 


OJ990410 25.9922.C16.ol 


. gs 


Method 


GENSCAN 






Start 


27 




End 


599 






GI 


none 




Score 


.49 






Exons 


27. .183, 310. .599 












Seq. No. 


10616 




Seq. ID 


OJ990410_25.9922 


.C16 




Gene No. 


22520 




Strand 


+ 






Start 


1 




End 


619 






Name 


OJ990410 25. 9922.C16.ol 


,tw 


Method 


TBLASTX: Wheat 






Start 


289 




End 


618 






GI 


none 




Score 


49 






Exons 


289. .405, 305. .445, 306 


. .443, 


306. .446, 


448. .618, 475.. 


618 




Seq. No. 


10616 




Seq. ID 


OJ990410_25.9922 


.C16 




Gene No. 


22520 




Strand 


+ 





11037 




start 


1 


End 


619 








Name 


OJ990410 25.9922.C16.o2.np 


Method 


AAT/NAP 








Start 


372 


End 


619 








GI 


5902445 


Score 


292 








Exons 


372. . 619 












GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 








Seq. No;' 


10617 


Seq. ID 


OJ990410_ 


_25 


.9922 


.C17 


Gene No. 


22521 


Strand 


+ 








Start 


1202 


End 


1752 








Name 


OJ990410 25. 9922.C17.ol.gs 


Method 


GENSCAN 








Start 


1202 


End 


1752 








GI 


none 


Score 


. 5 








Exons 


1202. .1278/ 1638. .1752 












Seq. No. 


10617 


Seq. ID 


OJ990410 


_25 


,9922 


.C17 


Gene No. . 


22522 


Strand 










Start 


667 


End 


1884 








Name 


OJ990410 25.9922.C17.ol.np 


Method 


AAT/NAP 








Start 


667 


End 


1884 








GI 


4680186 


Score 


139 








Exons 


667. .853, 1839. .1884 












GI Descrip. 


(AF111709) unknown [Oryza sativa subsp, 


, indica] 








Seq. No. 


10618 


Seq. ID 


OJ990410_ 


_25 


. 9922 


.C18 


Gene No. 


22523 


Strand 


+ 








;;!! start 


1 


End 


188 








\ LI Name 


OJ990410 25.9922.C18.ol.np 


Method 


AAT/NAP 








r^i Start 


1 


End 


188 








i li GI 


5902446 


Score 


276 








,'=i Exons 


1. .188 












GI Descrip. 

j'li 


(AB030283) orf5 [Oryza sativa 


] 










!i Seq. No. 


10618 


Seq. ID 


OJ990410_ 


_25 


.9922 


.C18 


j'j Gene No. 


22524 


Strand 


+ 








\l Start 


89 


End 


191 








i_j Name 


OJ990410 25.9922.C18.ol.gs 


Method 


GENSCAN 








Start 


89 


End 


191 








';;! GI 


none 


Score 


.58 








Exons 

,3 S\ 


89. .191 












Seq. No. 


10618 


Seq. ID 


OJ990410 


_25 


.9922 


.C18 


Gene No. 


22525 


Strand 


+ 








Start 


6571 


End 


12219 








Name 


OJ990410 25. 9922.C18.o3.np 


Method 


AAT/NAP 








Start 


6571 


End 


9538 








GI 


4680186 


Score 


184 








Exons 


6571. .6623, 7964. .8125, 8670. 


.8805, 9491. .9538 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


. indica] 








Seq, No. 


10618 


Seq. ID 


OJ990410_ 


_25 


.9922 


.C18 


Gene No. 


22525 


Strand 


+ 








Start 


6571 


End 


12219 








Name 


OJ990410 25.9922.C18.o4.gs 


Method 


GENSCAN 








Start 


7166 


End 


11617 








GI 


none 


Score 


.63 








Exons 


7166. .7174, 7231. .7403, 7952. 


.8152, 8426.. 8529, 


8687. .8744, 



11038 




9050.. 9322, 9896.. 9977, 10092 .. 10195, 10371 10476, 
10606. .10862, 10903. .11153, 11408. .11617 



Seq. No. 


10618 


Seq. ID 


OJ990410_25.9922 


.C18 


Gene No . 


.22525 


Strand 


4- 




Start 


6571 


End 


12219 




Name 


OJ990410 25.9922.C18.o4.np 


Method 


AAT/NAP/' 




Start 


8799 


End 


12167 




GI 


^ 6069653 


Score 


1137" 




Exons 


8799. .8819, 10098 10883, 11000 .. 11134 , 


11208. .12167 




GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 




Seq. No, 


10618 


Seq. ID 


OJ990410_25.9922 


.018 


Gene No. 


22525 


Strand 


+ 




Start 


6571 


End 


12219 




Name 


OJ990410 25.9922.C18.o5.np 


Method 


AAT/NAP 




Start 


10178 


End 


12219 




GI 


6907086 


Score 


240 




Exons 


10178. .10918, 11149.-11465, 


11807. .12066, 12125. .12219 




GI Descrip. 


{AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


10618 


Seq. ID 


OJ990410_25.9922 


.C18 


Gene No . 


22526 


Strand 






Start 


508 


End 


6795 




Name 


.OJ990410 25.9922.C18.o2.gs 


Method 


GENSCAN 




Start 


508 


End 


1077 




GI 


none 


Score 


.84 




Exons 


508. .1077 








Seq. No. 


10618 


Seq. ID 


OJ990410_25. 9922 


.C18 


Gene No. 


22526 


Strand 






Start 


508 


End 


6795 




Name 


OJ990410 25.9922.C18.o4.tw 


Method 


TBLASTX: Wheat 




Start 


520 


End 


1134 




GI 


none 


Score 


80 




Exons 


520. .657, 643. .801, 856. .1134, 872. .973, 1025. .1114 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10618 
22526 
508 

OJ990410_2 
544 

5922631 
544. .3049, 
5971. .6215 
(AP000492) 
region of 
retrotrans 
gi|6016864 
C26347 (012 
predicted 
Oinful-1. 



5.9922.018.o2.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990410_25. 9922.018 

6795 
AAT/NAP 
6598 
6586 



3657. .4581, 4708. .4859, 4902;. 5473, 5519. .5721, 
6474. . 6598 

ESTs 026347 (012145) ,AU078074 (012145) correspond to 
the predicted gene.; similar to prpol; Zea mays 
poson Oinful-1. (AF049110) [Oryza sativa] 
I dbj IBAA85207.il (AP000570) ESTs 

145) , AU078074 (C12145) correspond to a region of the 
gene.; Similar to prpol; Zea mays retrotransposon 
(AF049110) [Oryza sativ 



Seq. No. 10618 Seq. ID 

Gene No. 22526 Strand 

Start 508 End 

Name OJ990410 25 . 9922 . 018 . o4 . tm Method 



OJ990410_25. 9922.018 
6795 

TBLASTX: Maize 



11039 




start 


559 








End 


792 


GI 


none 








Score 


101 


Exons 


559. .660, 560. .661, 640 


.792, 


641. .700 




Seq. No. 


10618 








Seq. ID 


OJ990410_25.9922.C18 


Gene No. 


22526 








Strand 




Start 


508 








End 


6795 


Name 


OJ990410 25 


. 9922 


.C18.07 


tm 


Method 


TBLASTX: Maize 


Start 


904 








End 


1173 


GI 


none 








Score 


57 


Exons 


904. .990, 1000.. 


1083, 1013.. 1087, 1070 


..1168, 1078. .1173 


Seq. No. 


10618 








Seq. ID 


OJ990410_25.9922.C18 


Gene No. 


22526 








Strand 




Start 


508 








End 


6795 


Name 


OJ990410 25 


. 9922 


.018 .o3 


gs 


Method 


GENSCAN 


Start 


1166 








End 


6598 


GI 


none 








Score 


.77 


Exons 


1166. .2626, 


2748 


. .3227, 


3295, 


.3568, 3744. .5202, 5257. .6598 


Seq. No. 


10618 








Seq. ID 


OJ990410_25.9922.C18 


Gene No. 


22526 








Strand 




Start. 


508 








End 


67 95 


Name 


OJ990410 25 


. 9922 


.C18 .o2 


. tw 


Method 


TBLASTX: Wheat 


Start, 


1250 








End 


1637 


GI 


none 








Score 


109 


Exons 


1250. .1441, 


1250 


. .1636, 


1326. 


.1637 




Seq. No. 


10618 








Seq. ID 


OJ990410_25.9922.C18 


Gene No. 


22526 








Strand 




Start 


508 








End 


6795 


Name 


OJ990410 25 


. 9922 


. C18 . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1280 








End 


1643 


GI 


none 








Score 


67 


Exons 


1280. .1327, 


1281 


. .1328, 


1299. 


.1622, 1319. .1642, 1332. .1643 


Seq. No. 


10618 








Seq. ID 


OJ990410_25.9922.C18 


Gene No. > 


22526 








Strand 




Start 


508 








End 


6795 


Name 


OJ990410 25 


. 9922 


.C18 .08 


. tw' 


Method 


TBLASTX: Wheat 


Start 


1778 








End 


2095 


GI 


none 








Score 


84 


Exons 


1778. .2095, 


1998 


. .2087 








Seq. No. 


10618 








Seq. ID 


OJ990410_25.9922.C18 


Gene No. 


22526 








Strand 




Start 


508 








End 


6795 


Name 


OJ990410 25 


. 9922 


.C18.05 


.tm 


Method 


TBLASTX: Maize 


Start 


1871 








End 


2125 


GI 


none 








Score 


193 


Exons 


1871. .2125 












Seq. No. 


10618 








Seq. ID 


OJ990410_25.9922.C18 


Gene No. 


22526 








Strand 




Start 


508 








End 


6795 


Name 


OJ990410 25 


.9922 


.CI8.0I 


.ts 


Method 


TBLASTX: Soybean 


Start 


1998 








End 


2386 



11040 





GI 


none 








Score 


157 






Exons 


1998 . . 2378, 


2000 


. . 2242, 


2282 . 


. 2386 








Seq. No. 


10618 








Seq. ID 


OJ990410_25.9922. 


C18 




Gene No. 


22526 








Strand 








Start 


508 








End 


6795 






Name 


OJ990410 25. 


9922 


.C18 .o3 


. tw 


Method 


TBLASTX: Wheat 






Start 


2096 








End 


2504 






GI 


none 








Score 


127 






Exons 


2096. .2242, 


2097 


. .2243, 


2259. 


.2504, 2273. .2503 






Seq. No. 


10618 








Seq. ID 


OJ990410_25.9922. 


C18 




Gene No. 


22526 








Strand 








Start 


508 








End 


6795 






Name 


OJ990410 25. 


9922 


.018. o7 


. tw 


Method 


TBLASTX: Wheat 






Start 


2513 








End 


2841 






GI 


none 








Score 


140 






Exons 


2513. .2767, 


2514 


. .2768, 


2751. 


.2840, 2752. .2841 






Seq. No. 


10618 








Seq. ID 


OJ990410_25.9922. 


C18 




Gene No. 


22526 








Strand 








Start 


508 








End 


6795 






Name 


OJ990410 25. 


9922 


.C18 .o3 


. tm 


Method 


TBLASTX: Maize 




•tsf 


Start 


2537 








End 


2886 




s; 

:. I 


GI 


none 








Score 


7 9 






ExDns 


2537 . . 2737, 


2538 


. .2669, 


2672 . 


.2803, 2673. .2792, 2721. .28 


85, 


m 
rii 




2758 . . 2886 














:■ 


Seq. No. 


10618 








Seq. ID 


OJ990410_25.9922. 


C18 


■: , t 


Gene No. 


22526 








Strand 








Start 


508 








End 


6795 




•is? 


Name 


OJ990410 25. 


9922 


.C18.02 


. ts 


Method 


TBLASTX : Soybean 




rii 


Start 


2612 








End 


2990 






GI 


none 








Score 


36 






Exons 


2612 . .2860, 


2646 


. .2786, 


2763. 


.2873, 2877.. 2990, 2878.. 2973 


• 

; t 


Seq. No. 


10618 








Seq. ID 


OJ990410_25.9922. 


C18 


t 


Gene No. 


. 22526 








Strand 








Start 


508 








End 


6795 




Q 


Name 


OJ990410 25. 


9922 


.CI8.06 


. tw 


Method 


TBLASTX: Wheat 






Start 


2877 








End 


3183 






GI 


none 








Score 


94 






Exons 


2877. .3179, 


2877 


. .3182, 


2878 . 


.3183 








Seq. No. 


10618 








Seq. ID 


OJ990410_25. 9922. 


C18 




Gene ,No. 


22526 








Strand 








Start 


508 








End 


6795 






Name 


OJ990410 25. 


9922 


.CI8.06 


. tm 


Method 


TBLASTX: Maize 






Start 


2892 ~ 








End 


3149 






GI 


none 








Score 


191 






Exons 


2892 . . 3149 
















Seq. No. 


10618 








Seq. ID 


OJ990410_25. 9922. 


C18 




Gene No. 


22526 








Strand 








Start 


508 








End 


6795 






Name 


OJ990410 25. 


9922 


.C18.02 


.tm 


Method 


TBLASTX: Maize 






Start 


3153 








End 


3510 





11041 




GI 


none 




Score 


71 




Exons 


3153. .3254, 3163. .3258, 


3254 . 


.3469, 3268.. 3510 




Seq. No. 


10618 




Seq. ID 


OJ990410_25.9922. 


C18 


Gene No. 


22526 




Strand 






Start 


508 




End 


6795 




Naine 


■ OJ990410 25.9922.C18.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


3183 




End 


3640 




GI 


none 




Score 


170 




Exons 


3183. .3257, 3252. .3605, 


3253. 


.3612, 3268.. 3639, 3269.. 3640 


Seq. No. 


10618 




Seq. ID 


OJ990410_25. 9922 . 


C18 


Gene No. 


22526 




Strand 






Start 


508 




End 


6795 




Name 


OJ990410 25.9922.C18.o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


3861 ~ 




End 


4318 




GI 


none 




Score 


148 




Exons 


38 61 .. 4097, 38 63. . 4093, 


4142. 


.4318. 






Seq. No. 


10618 




Seq. ID 


OJ990410_25. 9922. 


C18 


Gene No. 


22526 




Strand 


— 




Start 


508 




End 


6795 




Name 


OJ990410 25 .9 92 2, CI 8 .08 


. tm 


Method 


TBLASTX: Maize 




Start 


3863 ~ 




End 


4010 




GI 


none 




Score 


114 




Exons 


3863.. 4009, 3864.. 4010 










Seq. No. 


10618 




Seq. ID 


OJ990410_25. 9922. 


C18 


Gene No. 


22526 




Strand 






Start 


508 




End 


6795 




Name 


OJ990410 25. 9922.C18.o9 


. tw 


Method 


TBLASTX: Wheat 




Start 


4895 ~ 




End 


5297 




GI 


none 




Score 


113 




Exons 


4895.. 52 96, 5028.. 52 97 










Seq. No. 


10618 




Seq. ID 


OJ990410_25.9922. 


C18 


Gene No . 


22526 




Strand 






Start 


508 




End 


6795 




Name 


OJ990410 25.9922.C18.ol 


.gp 


Method 


AAT/GAP 




Start 


6334 




End 


6795 




GI 


uC-osf Icypl7 7g01al 




Score 


248 




Exons 


6334. .6363, 6640. .6795 










GI Descrip. 


M8848 64/gb|AAD3184 6.1 |AF133530_1 4.0e- 


-12 {AF133530) water 




channel protein MipH [Mesembryanthemum 


crystallinum] * 




Seq. No. 


10619 




Seq. ID 


OJ990410_25.9922. 


C19 


Gene No. 


22527 




Strand 


+ 




Start 


77 




End 


769 




Name 


OJ990410 25.9922.C19.ol 


.-gs 


Method 


GENSCAN 




Start 


77 




End 


769 




GI 


none 




Score 


.77 




Exons 


77. .468, 600. .769 










Seq. No. 


10619 




Seq. ID 


OJ990410_25.9922. 


C19 


Gene No. 


22528 




Strand 






Start 


1 




End 


798 




Name 


OJ990410 25.9922.C19.ol 


.np 


Method 


AAT/NAP 





11042 



start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1 End 
5852180 Score 
1..25, 208. .623, 675. .798 
(AL117265) zhbOOOlO.l [Oryza sativa] 



798 
651 



10620 
22529 
371 

OJ990410_25.9922.C20.ol.gs 

371 

none 

371. .509, 768. .883 



Seq. ID OJ990410_25.9922.C20 

Strand + 

End 883 

Method- GENSCAN 

End 883 

Score .88 



Seq. ID OJ990410_25. 9922.C21 
Strand 

760 

AAT/NAP 
760 
637 



10621 
22530 
1 

OJ990410_25.9922.C21.ol.np 
1 

6907087 
1..32, 163. .760 

(AP001129) ESTs C72771 (E2215) ,AU082313(E2215) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



End 

Method 

End 

Score 



Seq. No. 


10621 




Seq. ID 


OJ990410_25 


. 9922, 


021 


Gene No . 


22530 




Strand 








Start 


1 




End 


760 






Name 


OJ990410 25.9922.021. 


ol . gs 


Method 


GENSOAN ■ 






Start 


166 




End 


666 






GI 


none 




Score 


.82 






Exons 


166. . 666 












Seq. No. 


10622 




Seq. ID 


OJ990410_25 


. 9922. 


023 


Gene No. 


22531 




Strand 


+ 






Start 


1 




End 


668 






Name 


OJ990410 25.9922.023. 


ol .np 


Method 


AAT/NAP 






Start 


1 




End 


668 






GI 


106322 




Score 


451 






Exons 


1. .668 












GI Descrip. 


hypothetical protein 


(LIH 3* 


region) - 


human 






Seq. No, 


10623 




Seq. ID 


OJ990410_25 


.9922. 


025 


Gene No. 


22532 




Strand 


+ 






Start 


1 




End 


400 






Name 


OJ990410 25.9922.025. 


ol.gp 


Method 


AAT/GAP 






Start 


1 




End 


400 






GI 


61605 1.R1084 




Score 


469 






Exons 


1..18, 127. .400 












GI Descrip. 


• 5852170/emb.|,AL117265 


.1IOST17804 l.Oe- 


137 Oryza sativa 






indica(GLA4) genomic 


DNA, chromosome 4 


, BAO clone: 


tl7804 


t 


Seq. No. 


10624 




Seq. ID 


OJ990410_25 


. 9922. 


026 


Gene No. 


22533 




Strand 


+ 






Start 


51 




End 


767 






Name 


OJ990410 25.9922.026. 


ol .gs 


Method 


GENSCAN 






Start 


51 




End 


767 






GI 


none 




Score 


.99 







11043 



Exons 



51. .119, 321. .767 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10625 
22534 
1 

OJ9904 10_25 . 9922 . C27 . ol . np 
1 

4234852 
1. .1016 

(AF082133) gag-pol polyprotein [Zea mays] 



Seq. ID OJ990410_25. 9922.C27 
Strand 

1016 
AAT/NAP 
1016 
1232 



End 

Method 
End . 
Score 



End 

Method 

End 

Score 



10625 
22534 
1 

OJ990410_25.9922.C27,ol.tm 
2 

none 

2. .172, 207. .398, 381. .563 

10625 
22534 
1 

OJ990410_25. 9922.C27.o2.tw 
2 

none 

2. .208, 216. .389, 217. .393 

10625 
22534 
1 

OJ990410_25. 9922.C27 .ol.ts 
2 

none 

2. .187, 216. .368, 271. .372, 381. .563 



Seq. ID OJ990410_25.9922.C27 
Strand 

1016 

TBLASTX: Maize 
563 
111 



Seq. ID OJ990410_25.9922.C27 
Strand 

1016 

TBLASTX: Wheat 
393 
101 



End 

Method 

End 

Score 



Seq. ID OJ990410_25. 9922 .C27 
Strand 

End 1016 

Method TBLASTX : Soybean 

End 563 

Score 60 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10625 
22534 
1 

OJ990410_25.9922.C27.ol.tw 

549 

none 



Seq. ID OJ990410_25. 9922.C27 
Strand 

End 1016 

Method TBLASTX: Wheat 

End 1000 

Score 105 



549.. 623, 607.. -915, 613.. 999, 647.. 1000 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



10626 
22535 
1 

OJ990410_25.9922.C28 .ol.np 
1 

4,234852 

1..46, 629.. 1882, 1916.. 2092 

{AF082133) gag-pol polyprotein [Zea mays] 



Seq. ID OJ990410_25.9922.C28 
Strand 

End 2103 

Method AAT/NAP 

End 2092 

Score 808 



10626 
22535 
1 

OJ990410_25. 9922.C28.ol.tm 
1059 



Seq. ID OJ990410_25.9922.C28 
Strand 

End 2103 

Method TBLASTX : Maize 

End 1999 



11044 






GI 


none 




Score 


72 






Exons 


1059.. 1139, 1078 


..1140, 1246. 


. 1320, 1397. .1675, 


1421. . 1999, 






1431. .1877 












Seq. No. 


10626 




Seq. ID 


OJ990410_ 


_25.9922.C28 




Gene No. 


22535 




Strand 


- 






Start 


1 




End 


2103 






Name 


OJ990410 25.9922 


.C28.o2.gs 


Method 


GENSCAN 






Start 


1274 




End 


2086 






GI 


none 




Score 


. 67 






Exons 


1274 . .2086 












Seq. No. 


10626 




Seq. ID 


OJ990410_ 


25. 9922.C28 




Gene No. 


22535 




Strand 








Start 


1 




End 


2103 






Name 


OJ990410 25.9922 


.C28.ol.gp 


Method 


AAT/GAP 






Start 


1990 




End 


2103 






GI 


43117 2.R1084 




Score 


194 






Exons 


1990. .2103 












GI Descrip. 


'5670155/gb|AF161269.1 IAF1612 69 3.0e-; 


24 Oryza sativa subsp. 






japonica BAG clone 34K24, complete sequence' 






Seq. No. 


10627 




Seq. ID 


OJ990410_ 


_25.9922.C29 


U=F 


Gene No. 


22536 




Strand 






{. '\ 


Start 


1 




End 


217 




s c- 

rfj 


Name 


OJ990410_25 . 9922 


.C29.ol.np 


Method 


AAT/NAP 




i^: I 


Start 


1 




End 


217 




ti s : 
1 i 3 


GI 


166211 




Score 


334 




CI! 


Exons 


1. .217 










ill 


GI Descrip. 


(J02448) protein 


IV [Bacteriophage fi; 


] 




■;5? 
: : 


Seq. No. 


10628 




Seq. ID 


OJ990410_ 


_25.9922.C30 


: it 
: s? 


Gene No. 


22537 




Strand 


+ 






Start 


544 




End 


625 






Name 


OJ990410 25.9922 


.C30.ol.gs 


Method 


GENSCAN 






Start 


544 




End 


625 




-i 

Is St 


GI 


none 




Score 


.57 






Exons 


544. .625 












Seq. No. 


10629 




Seq. ID 


OJ990410_ 


_25.9922.C31 




Gene No. 


22538 




Strand 


+ 






Start 


2668 




End 


5852 






Name 


OJ990410 25.9922 


.C31.ol.gs 


Method 


GENSCAN 






Start 


2668 


End 


5852 






GI 


none 




Score 


. 4 






Exons 


2668.. 2930, 3022 


..3163, 3672. 


.4368, 4438. .4610, 


4722. .5225, 






5436. .5852 












Seq. No. 


10629 




Seq. ID 


OJ990410_ 


25. 9922.C31 




Gene No. 


22539 




Strand 








Start 


6249 




End 


6837 






Name 


OJ990410 25.9922 


.C31.o2.gs 


Method 


GENSCAN 






Start 


6249 




End 


6837 






GI 


none 




Score 


. 4 






Exons 


6249.. 6363, 6506 


..6606, 6639. 


. 6837 







Seq. No. 10630 Seq. ID OJ990430_24 . 9924 . CI 



11045 




Gene No. 


22540 




Strand 


+ 






Start 


1 




End 


4501 






Name 


OJ990430 24. 9924 .01. ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


4501 






GI 


4234852 




Score 


835 






Exons 


1..27, 3600. .4501 . 












GI Descrip. 


(AF082133) gag-pol polyprotein [Zea mays] 






Seq. No. 


10630 




Seq. ID 


OJ990430^ 


_24 


. 9924 .01 


Gene No. 


22541 




Strand 


+ 






Start 


4841 




End 


9396 






Name 


OJ990430 24. 9924. CI. o2. 


np 


Method 


AAT/NAP 






Start 


4841 




End 


9396 






GI 


2135765 




Score 


72 






Exons 


4841. .5018, 5263. .5531, 


8652. , 


.9176, 9273. .9396 






GI Descrip. 


mucin 2 precursor, intestinal 


- human ( 


[fragments) 




Seq. No. 


10630 




Seq. ID 


OJ990430_ 


_24 


.9924.01 


Gene No. 


22542 




Strand 








Start 


8567 




End 


9800 






Name 


OJ990430 24 . 9924 .C1.03. 


gs 


Method 


GENSCAN 






Start 


8567 




End 


9800 






GI 


none 




Score 


.67 






Exons 


8567, ,8797, 9080. .9234, 


9752. . 


.9800 








Seq. No. 


10631 




Seq. ID 


OJ990430_ 


_24 


. 9924 .02 


Gene No. 


22543 




Strand 








Start 


1296 




End 


2147 






Name 


OJ990430 24. 9924. 02. ol. 


gp 


Method 


AAT/GAP 






Start 


1099 




End 


2147 






GI 


72738 1.R1084 




Score 


1382 






Exons 


1099. .1521, 17 31. .17 92, 


1909. , 


,2147 








GI Descrip. 


* 1877026/dbj | BAA11351 | 


3.0e-42 (D78336) 


ribosomal 


protein S19 




[Oryza sativa] * 












Seq. No. 


10631 




Seq. ID 


OJ990430_ 


_24 


. 9924 .02 


Gene No, 


22543 




Strand 








Start 


1296 




End 


2147 






Name 


OJ990430 24. 9924. 02. ol. 


gs" 


Method 


GENSCAN ' 






Start 


1296 




End 


2002 






GI 


none 




Score 


.86 






Exons 


1296. .1403, 1439, .1521, 


1909. . 


2002 








Seq. No. 


10631 




Seq. ID 


OJ990430_ 


_24 


, 9924 .02 


Gene No. 


22544 




Strand 








Start 


2389 




End 


8146 






Name 


OJ990430 24. 9924. 02. o2. 


gs 


Method 


GENSCAN 






Start 


2389 




End 


6523 






GI 


none 




Score 


,6 






Exons 


2389. .2642, 2749. .2826, 


2940. . 


3047, 3967.. 4076, 


4586. .4694, 




6194. .6523 












Seq. No. 


10631 




Seq. ID 


OJ990430_ 


_24 


. 9924 .02 


Gene No. 


22544 




Strand 








Start 


2389 




End 


8146 






Name 


OJ990430 24 . 9924 .C2.ol. 


np 


Method 


AAT/NAP 






Start 


2619 




End 


8146 







11046 



GI 1076802 Score 65 

Exons 2619.. 2735, 2913.. 2972, 5885.. 6068, 8037.. 8146 

GI Descrip. extensin-like protein - maize gi | 600118 | emb | CAA84230 | (Z34465) 
extensin-like protein [Zea mays] gi | 1096557 | prf | | 2111476A 
extensin-like domain [Zea mays] 



Seq. No. 10632 Seq. ID 

Gene No. 22545 Strand 

Start 339 End 

Name OJ990430_24 . 9924 .C3.ol.gs Method 

Start 339 End 

GI none Score 
Exons 



OJ990430_24.9924.C3 
+ 

6567 
GENSCAN 
6567 
.53 

. 1748, 1786. .1856, 



339.. 545, 599.. 1293, 1311.. 1447, 1556. 
1862. .2361, 2398. .2712, 2739. .2951, 3030. .3212, 3296. .6216, 
6429. .6567 



Seq. No. 10632 

Gene No. 22545 

Start 339 

Name OJ9904 30_24 . 9924 . C3 . ol . np 

Start 1122 

GI 6498441 

Exons 1122.. 2173, 2504. 

4793. .6190, 6284. 

GI Descrip. 



Seq. ID OJ990430_24.9924.C3 

Strand + 

End 6567 

Method AAT/NAP 

End 6564 

Score 7068 



.2966, 3030.. 3405, 3589.. 3723, 3898.. 4621, 
.6564 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 





retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 




Seq. No. 


10632 


Seq. ID 


OJ990430_24, 


.9924 


.C3 


Gene No. 


22546 


Strand 


+ 






Start 


11600 


End 


12226 






Name 


OJ990430 24 . 9924 .C3.o3.gs 


Method 


GENSCAN 






Start 


11600 


End 


12226 






GI 


none 


Score 


.43 






Exons 


11600. .11660, 11985. .12053, 


12078. .12226 






Seq. No. . 


10632 


Seq. ID 


OJ990430_24 , 


.9924 


.C3 


Gene No." 


22547 


Strand 








Start 


7187 


End 


10432 






Name 


OJ990430 24.9924.C3.o2.gs 


Method 


GENSCAN 






Start 


7187 


End 


10432 






GI 


none 


Score 


.48 






Exons 


7187. .7546, 7648. .9067, 9171. .10432 








Seq. No. 


10632 


Seq. ID 


OJ990430_24, 


.9924 


.C3 


Gene No. 


22547 


Strand 








Start 


7187 


End 


10432 






Name 


OJ990430 24.9924.C3.o2.np 


Method 


AAT/NAP 






Start 


7190 


End 


10432 






GI 


6907089 


Score 


4277 






Exons 


7190. .9067, 9171. .10432 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


10632 


Seq. ID 


OJ990430_24. 


.9924 


.C3 


Gene No. 


22548 


Strand 








Start 


14923 


End 


16137 






Name 


OJ990430 24.9924.C3.o5.gs 


Method 


GENSCAN 







11047 



l!fl 

rii 

:- _! 

Ul 
Q 



Start 


14923 








End 


16137 




GI 


none 








Score 


,78 




Exons 


14923. .14987 


, 15862. ,15960, 


16053. ,16137 




Seq. No. 


10632 








Seq. ID 


OJ990430_24', 9924 


.C3 


Gene No. 


22549 








Strand 






Start 


17245 








End 


19130 




Name 


OJ990430 24. 


9924 


.C3. o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


1300 








End 


1548 




GI 


none 








Score 


190 




Exons 


1300. .1548, 


1302 


. . 1547 










Seq. No. 


10632 








Seq. ID 


OJ990430_24.9924 


.03 


Gene No. 


22549 








Strand 






Start 


17245 








End 


19130 




Name 


OJ990430 24, 


9924 


.C3, o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


1312 








End 


1650 




GI 


none 








Score 


117 




Exons 


1312. . 1410, 


1329 


. . 1409, 


1377 


.,1616, 1393, .1650 




Seq. No. 


10632 








Seq, ID 


OJ990430_24.9924 


.03 


Gene No. 


22549 








Strand 






Start 


17245 








End 


19130 




Name 


OJ990430 24. 


9924 


.C3. o4 . 


tw 


Method 


TBLASTX -.Wheat 




Start 


2388 ~ 








End 


2873 




GI 


none 








Score 


282 




Exons 


2388 . .2561, 


2389 


. .2727, 


2401 


,.2721, 2583, .2738, 2718. .2873 


Seq. No. 


10632 








Seq. ID 


OJ990430_24.9924 


.03 


Gene No. 


22549 








Strand 






Start 


17245 








End 


19130 




Name 


OJ990430 24. 


9924 


03 . ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


3038 








End 


3502 




GI 


none 








Score 


226 




Exons 


3038. .3235, 


3039 


.3245, 


3240 


.,3482, 3247. ,3498, 3250. .3495, 




3251. .3502 














Seq. No. 


10632 








Seq. ID 


OJ990430_24. 9924 


.03 


Gene No. 


22549 








Strand 






Start 


17245 








End 


19130 




Name 


OJ990430 24. 


9924 


C3.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


3168 








End 


3526 




GI 


none 








Score 


55 




Exons 


3168. .3248, 


3247 


.3516, 


3248 


..3526, 3410. .3526 




Seq. No. 


10632 








Seq. ID 


OJ990430_24.9924 


03 


Gene No. 


22549 








Strand 






Start 


17245 








End 


19130 




Name 


OJ990430 24. 


9924 


C3.02. 


tm 


Method 


TBLASTX: Maize 




Start 


3553 








End 


3937 




GI 


none 








Score 


358 




Exons 


3553. .3918, 


3554 


.3937 










Seq. No. 


10632 








Seq.- ID 


OJ990430_24,9'924 


03 


Gene No. 


22549 








Strand 






Start 


17245 








End 


19130 




Name 


OJ990430 24. 


9924. 


C3,o2. 


tw 


Method 


TBLASTX: Wheat 





11048 



start 
GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3610 
none 

3610.. 4035, 3611. 

10632 
22549 
17245 

OJ990430_24.9924, 

3689 

none 

3689.. 4060, 3706. 



End 
Score 



4035 
493 



,4033 



C3.ol.ts 



Seq. ID OJ990430_24.9924.C3 
Strand 

End 19130 

Method TBLASTX : Soybean 

End 4060 

Score 275 



,3849 



10632 
22549 
17245 

OJ990430_24. 9924 .C3.o5.tw 
4469 
none 

4469. .4690, 4493. .4717, 4558. ,4734, 4778.-4927, 4787. .4912, 
4789. .4926 



Seq. ID OJ990430_24 . 9924 .C3 
Strand 

End 19130 

Method TBLASTX : Wheat 

End 4 927 

Score 236 



1 



hit 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10632 
22549 
17245 

OJ990430_24.9924. 

4616 

5666795 

4616. .4714, 4790, 
4206306 2,0e-10 

10632 
22549 
17245 

OJ990430_24.9924. 

4930 

none 

4930. .5118, 4943. 



Seq. ID 

Strand 

End 

C3.o2.ts Method 
End 
Score 
.4927, 4982. .5182 
AF049110) prpol [Zea 

Seq. ID 

Strand 

End 

C3.o8.tw Method 
End 
Score 

.5131, 4982. .5242 



OJ990430_24.9924.C3 
19130 

TBLASTX : Soybean 

5182 

68 

mays] 

OJ990430_24.9924.C3 
19130 

TBLASTX: Wheat 

5242 

190 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



10632 
22549 
17245 

OJ990430_24.9924, 

5435 

none 

5435. .5758, 5464, 

10632 
22549 - 
17245 

OJ990430_24.9924. 

5572 

none 

5572.. 5973, 5573. 

10632 
22549 
17245 



Seq. ID 

Strand 

End 

C3.ol.tm Method 
End 
Score 

.5745, 5555. .5767 

Seq. ID 
Strand 
End ■ 

C3.o3.tw Method 
End 
Score 

.5953 

Seq. ID 

Strand 

End 



OJ990430_24.9924.C3 
19130 

TBLASTX: Maize 

5767 

374 



OJ990430_24.9924.C3 
19130 

TBLASTX: Wheat 

5973 

378 



OJ990430_24.9924.C3 
19130 



11049 



rl! 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ9904 30_24 .9924 .C3.o7.tw 
5978 
none 

5978.. 6238, 5980.. 6243, 6002, 

10632 Seq. ID 

22549 r Strand 

17245 End 

OJ9904 30_24 . 9924 . C3 . o6 . gs Method 

17245 End 

none Score 

17245. .17338, 18179. . 18214, 18994. .19130 



Method TBLASTX : Wheat 
End 6555 
Score 246 

.6370, 6429. .6551, 6430. .6555 



OJ990430_2.4.9924.G3 

19130 
GENSCAN 
19130 
.58 



10633 Seq. ID OJ990430_24 . 9924 . C4 

22550 Strand + 

9193 End 12447 

OJ9904 30_24 . 9924 . C4 . ol . gp Method AAT/GAP 

9193 End 12447 

16970_1.R1084 Score 1571 

9193.. 9279, 10538 .. 10575, 107 69 .. 1084 4 , 10932 .. 11033, 

11519. .11667, 12042. .12447 

' 1710521/spl P50888 I RL24_HORVU 4.0e-58 60S RIBOSOMAL PROTEIN L24 
>gi_1154859_emb_CAA63960_ (X94296) L24 ribosomal protein 
[Hordeum vulgare] ' 



10633 
22550 
9193 

OJ9904 30_24 .9924 .C4 .ol.np 

10758 

1710521 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10758. .10844, 10932 .. 11033, 11519. . 11667, 12042. .12186 

60S RIBOSOMAL PROTEIN L24 gi | 1154859 | emb | CAA63960 | (X94296) L24 

ribosomal protein [Hordeum vulgare] 



OJ990430_24 . 9924. C4 

-H 

12447 
AAT/NAP 
12186 
660 



Seq. No. 


10633 






Seq. ID 


OJ990430_24.9924.C4 


Gene No. 


22551 






Strand 


+ 


Start 


14485 






End 


20646 


Name 


OJ990430 24. 9924. C4 


. o2 ■ np 


Method 


AAT/NAP 


Start 


14327 






End 


20322 


GI 


3377941 






Score 


220 


Exons 


14327. . 


14499, 17437 


. .17537, 


18248. . 184 


70, 18500. .18645, 




19194. . 


19309, 19489 


. .19655, 


20278. .20322 


GI Descrip. 


{AL021960) putative 


protein 


(fragment) 


[Arabidopsis thaliana] 


Seq. No. 


10633 






Seq. ID 


OJ990430_24.9924.C4 


Gene No. 


22551 






Strand 


+ 


Start 


14485 






End 


20646 


Name 


OJ990430 24. 9924. C4 


. o3 . gs 


Method 


GENSCAN 


Start 


14485 






End 


20646 


GI 


none 






Score 


. 95 


Exons 


14485. . 


14834, 14919 


. . 15050, 


15309. .15648, 15752. .15790, 




17088. . 


17342, 17431 


. . 17537, 


19174 . . 19309, 1948 9. . 19654, 




19838. . 


19962, 20227 


. .20646 






Seq. No. 


10633 






Seq. ID 


OJ990430_24.9924.C4 


Gene No. 


22551 






Strand 


+ 



H0'50 



start 


14485 






End 


20646 


Name 


OJ990430 24. 9924. C4 


. o3 . np 


Method 


AAT/NAP 


Start 


17435 






End 


20616 


GI 


3377941 




Score 


212 


Exons 


17435. . 


17537, 18248 


. .18470, 


18500. ,18645, 19194. .19309, 




19489. . 


19646, 20093 


. .20214, 


20284. ,20388, 20426.. 20616 


GI Descrip. 


(AL021960) putative 


protein 


(fragment) 


[Arabidopsis thaliana] 


Seq. No. 


10633 






Seq. ID 


OJ990430 24. 9924. C4 


Gene No. 


22552 






Strand 


+ 


Start 


21235 






End 


21330 


Name 


OJ990430 24. 9924. C4 


. o2 . gp 


Method 


AAT/GAP 


Start 


21235 






End 


21330 


GI 


uC-osflcyp022c06b2 




Score 


142 


Exons 


21235. . 


21330 








GI Descrip, 


'5042437/gb|AC00778 


9.1IAC007789 8.0e-25 Oryza sativa BAG T49B20 




genomic 


sequence, complete 


sequence ' 




Seq. No. 


10633 






Seq, ID 


OJ990430_24,9924.C4 


Gene No. 


22553 






Strand 




Start 


21867 






End 


22837 


Name 


OJ990430 24. 9924. C4 


. o4 . gs 


Method 


GENSCAN 


Start 


21867 






End 


22837 


GI 


none 






Score 


.45 


Exons 


21867. . 


2203,0, 22750 


. .22837 






Seq. No. 


10633 






Seq. ID 


OJ990430_24.9924,C4 


Gene No. 


22554 






Strand 




Start 


24091 






End 


28008 


Name 


OJ990430 24. 9924. C4 


. o5 . gs 


Method 


GENSCAN 


Start 


24091 






End 


28008 


GI 


none 






Score 


.88 


Exons 


24091. . 


24666, 24790 


. .25199, 


26050. .26485, 27970.. 28008 


Seq. No. 


10633 






Seq. ID 


OJ990430_24 . 9924 .04 


Gene No. 


22555 






Strand 




Start 


28780 






End 


31638 


Name 


OJ990430 24. 9924. C4 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


10766 






End 


11668 


GI 


none 






Score 


141 


Exons 


10766. . 


10846, 10767 


. .10859, 


10929. .11033, 10929. .11033, 




10930. . 


11034, 10931 


. .11035, 


10949. .11047, 11519. .11668, 




11530. . 


11631 








Seq. No. 


10633 






Seq. ID 


OJ990430_24 . 9924 ,C4 


Gene No. 


22555 






Strand 




Start 


28780 






End 


31638 


Name 


OJ990430 24. 9924. C4 


.ol. ts 


Method 


TBLASTX : Soybean 


Start 


10766 . 






End 


11668 


GI 


none 






Score 


134 


Exons 


10766. . 


10846, 10767 


. . 10856, 


10929. .11033, 10931. .11035, 




11519. . 


11668, 11530 


. . 11631 






Seq. No, 


10633 






Seq. ID 


OJ990430_24.9924.C4 


Gene No. 


22555 






Strand 




Start 


28780 






End 


31638 


Name 


OJ990430 24. 9924. C4 


. ol . tm 


Method 


TBLASTX: Maize 



11051 



start 


10766 






End 


12191 


GI 


none 






Score 


79 


Exons 


10766. . 


10846, 10767. 


. 10856, 


10768. .10845, 10769. .1084 6, 




10928 . . 


11035, 10929. 


. 11048, 


10929. .11033, 10930. .11034, 




10931 . . 


11047, 11516. 


. 11593, 


. 11517. .11591, 11518. .11631, 




11518. . 


11631, 11519. 


. 11668, 


12042. .12071, -12102. .12191, 




12104. . 


12190 








Sea No 


10633 






Seq. ID 


OJ990430_24,9924 


Gene No. 


22555 






Strand 




Start 


28780 






End 


31638 


Name 


OJ990430 24. 9924. C4. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


10767 






End 


11584 


GI 


none 






Score 


136 


Exons 


10767. . 


10856, 10769. 


. 10846, 


10928. .11047, 10929. .1104 8, 




11517. . 


11582, 11518. 


. 11583, 


11519. .11584 


Seq. No. 


10633 






Seq. ID 


OJ990430_24.9924 


Gene No. 


22555 






Strand 




Start 


28780 






End 


31638 


Name 


OJ990430 24.9924.04. 


o3 . tm 


Method 


TBLASTX: Maize 


Start 


27127 






End 


27603 


GI 


none 






Score 


193 


Exons 


27127. . 


27378, 27128. 


.27412, 


27415. .27498, 27556. .27603 


Seq. No. 


10633 






Seq. ID 


OJ990430_24.9924 


Gene No. 


22555 






Strand 




Start 


28780 






End 


31638 


Name 


OJ990430 24. 9924. C4. 


o2 . tw 


Method 


TBLASTX: Wheat 


Start 


27415 






End 


27690 


GI 


none 






Score 


102 


Exons 


27415. . 


27564, 27556. 


. 27639, 


27643. .27690 


Seq. No. 


10633 






Seq. ID 


OJ990430_24.9924 


Gene No. 


22555 






Strand 




Start 


28780 






End 


31638 


Name 


OJ990430 24. 9924. C4. 


o6 . gs 


Method 


GENSOAN 


Start 


28780 






End 


31560 


GI 


none 






Score 


.78 


Exons 


28780. . 


29018, 29075. 


.29126, 


29232. .29610, 29700 .. 29801, 




30155. . 


30207, 30695. 


. 30839, 


31061. .31113, 31222. .31560 


Seq. No. 


10633 






Seq. ID 


OJ990430_24. 9924 


Gene No. 


22555 






Strand 




Start 


28780 






End 


31638 


Name 


OJ990430 24.9924.04. 


o3.gp 


Method 


AAT/GAP 


Start 


29941 






End 


30729 


GI 


77266 1 


.R1084 




Score 


814 


Exons 


29941. . 


30207, 30315. 


.30384, 


30502. .30612, 30695.. 30729 


GI Descrip. 


'3176667 l.Oe-17 (AC004393) 


Similar to 


hypothetical 41. 




protein 


gb_1001369 


from sequence of Synechocystis sp. 




gb_D64006. [Arabidopsis thaliana] ' 




Seq. No. 


10633 






Seq. ID 


OJ990430_24.9924 


Gene No. 


22555 






Strand 




Start 


28780 






End 


31638 


Name 


OJ990430_24 . 9924 .04 . 


o4 . np 


Method 


AAT/NAP 



9KD 



11052 




start 


30520 




End 


31638 




GI 


6856203 




Score 


193 




Exons 


30520, ,30609, 30695. 


.30892, 


31061. .31145, 31248.. 31638 




GI Descrip. 


(AF180473) Not2p [Homo sapiens] 






Seq. No. 


10633 




Seq. ID 


OJ990430_24 .9924 


,C4 


Gene No. 


22555 




Strand 






Start 


28780 




End 


31638 




Naine 


OJ990430 24, 9924. C4. 


o2 . ts 


Method 


TBLASTX : Soybean 




Start 


30788 




End 


31465 




GI 


none 




Score 


177 




Exons 


30788. .30829, 30948. 


.30992, 


31063. .31104, 31217, .31459, 






31223. .31465, 31225. 


. 31464 








Seq. No. 


10633 




Seq. ID 


OJ990430_24 ,9924 


.C4 


Gene No . 


22555 




Strand 






Start 


28780 




End 


31638 




Name 


OJ990430 24.9924.04. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


31061 




End 


31519 




GI 


none 




Score 


46 




Exons 


31061 . . 31102, 31062 . 


.31097, 


31222. .31446, 31223 .. 31447, 






31223, .31459, 31278. 


.31460, 


31282. ,314 


85, 31414 . .31518, 






31436. .31519, 31440. 


.31502 








Seq. No. 


10634 




Seq. ID 


Oj990430_24.9924 


,C5 


Gene No. 


22556 




Strand 


+ 




Start 


143 




End 


3588 




Naihe 


OJ990430 24,9924,05, 


ol . gs 


Method 


GENSCAN 




Start 


143- 




End 


3588 




GI 


none 




Score 


.57 




Exons 


143. .242, 893, .1032, 


1713. .1925, 3189. 


.3454, 3553. .3588 




Seq. No. 


10634 




Seq. ID 


OJ990430_24,9924 


.05 


Gene No . 


22557 




Strand 






Start 


1595 




End 


2365 




Name 


OJ990430 24. 9924. C5. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


12 




End 


2346 




GI 


none 




Score 


69 




Exons 


12. .113, 270. .305, 292. .345, 


295. .348, 


296, .346, 432. .509, 




432, .503, 437. .505, 


439. .516, 639. .707 


, 644. .709, 645.. 


704, 




655, .732, 804. .1019, 


815. .1018, 820.. .1020, 820. .1020, 






1609.. 1899, 1620.. 1895, 1621 


..1899, 1967. .2131, 1982. .2161, 




1995.. 2135, 2238.. 2345, 2239 


. .2346 






Seq. No, 


10634 




Seq. ID 


OJ990430_24.9924 


.05 


Gene No, 


22557 




Strand 






Start 


1595 




End 


2365 




Name 


OJ990430 24. 9924. C5. 


ol.gp 


Method 


AAT/GAP 




Start 


1595 




End 


2365 




GI 


3761975 




Score 


770 




Exons 


1595. .1748, 1839, ,1902, 1985 


..2106, 2240. .2365 




Seq. No. 


10635 




Seq. ID 


OJ990430_24 .9924 


.06 


Gene No. 


22558 




Strand 


+ 




Start 


4454 




End 


8391 




Name 


OJ990430 24. 9924. C6. 


ol . gs 


Method 


GENSCAN 




Start 


4454 




End 


8391 





11053 






GI 


none 


Score 


.9 






Exons 


4454. .4536, 5895. .5932, 6027 


. .6076, 6172. .6330, 


7320. .7371 






7455. .7521, 8301. .8391 










Seq. No. 


10635 


Seq. ID 


OJ990430_ 


24. 9924. C6 




Gene No. 


22558 


Strand 


+ 






Start 


4454 


End 


8391 






Name 


OJ990430 24 . 9924 .C6.o2.gp 


Method 


AAT/GAP 






Start 


5942 


End 


6263 






GI 


LIB34 33-04 6-P1-K1-C9 


Score 


339 






Exons 


5942. .6052, 6172. .6263 










GI Descrip. 


•576771/gb|U16256|OSU16256 0 


. Oe+00 Oryza sativa 


cone SRI 






sucrose-regulated mRNA, 3*'- 


end sequence' 






Seq. No. 


10635 


Seq. ID 


OJ990430_ 


_24 . 9924.C6 




Gene No-. 


22559 


Strand 


+ 






Start 


11158 


End 


16851 






Name 


OJ990430 24.9924.C6.o3.gp 


Method 


AAT/GAP 






Start 


11054 


End 


11248 






GI 


none 


Score 


285 






Exons 


11054. .11248 










Seq. No. 


10635 


Seq. ID 


OJ990430_ 


_24 . 9924 .G6 


''^.^} 


Gene No . 


22559 


Strand 


+ 






Start 


11158 


End 


16851 




" f\ 


, Name 


OJ990430 24.9'924.C6.o2.gs 


Method 


GENSCAN 




Start 


11158 


End 


16851 




" ' I 
k? 


GI 


none 


Score 


.88 






Exons 


11158 . . 1124 5, 11395. . 11515, 


11610. .11681, 12439. 


. . 12510, 


_ t 




12609. .12770, 13200. .13271, 


13346. .13414, 13821. 


. . 13952, 


" 




14 061. .14 539, 14 822. .14 980, 


15157. .15516, 15641. 


. .15873, 






16327 . .16851 










Seq. No. 


10635 


Seq. ID 


OJ990430_ 


_24.9924.C6 


3 Br 


Gene No. 


22559 


Strand 


+ 




' • f 


Start 


11158 


End 


16851 






Name 


OJ990430 24.9924.C6.ol.np 


Method 


AAT/NAP 






Start 


12277 


End 


16810 






GI 


6729510 


Score 


706 




■ -t 

!K? 


Exons 


12277. .12341, 12609. .12753, 


12878. .12S 


)48, 13029. 


. .13100, 






13200. .13271, 13346. .13414, 


13821. .13982, 14069. 


. .14664, 






15199. .15534, 15635. .15873, 


16327. .16810 






GI Descrip. 


(AL132966) receptor protein 


kinase-like protein 


[Arabidops. 






thaliana] 










Seq. No. 


10635 


Seq. ID 


OJ990430_ 


_24 . 9924. C6 




Gene No. 


22559 


Strand 


+ 






Start 


11158 


End 


16851 






Name 


OJ990430 24.9924.C6.o5.gp 


Method 


AAT/GAP 






Start 


13902 


End 


14465 






GI 


2427735 


Score 


805 






Exons 


13902. .13952, 14061. .14465 










Seq. No. 


10635 


Seq. ID 


OJ990430_ 


_24 . 9924.C6 




Gene No. 


22560 


Strand 








Start 


12570 


End 


12992 






Name 


OJ990430 24.9924.C6.o4.gp 


Method 


AAT/GAP 





11054 




start 


12570 




End 


12992 






GI 


none 




Score 


648 






Exons 


12570. . 12750, 12838 


. . 12992 










Seq. No. 


10635 




Seq. ID 


OJ990430 


_24.9924, 


.C6 


Gene No. 


22561 




Strand 








Start 


16555 




End 


16991 






Name 


OJ990430 24. 9924. C6 


.06. QP 


Method 


AAT/GAP 






Start 


16555 ~ 




End 


16991 






GI 


none 




Score 


862 






Exons 


16555. . 16991 












Seq. No. 


10635 




Seq. ID 


OJ990430 


_24.9924 


.C6 


Gene No. 


22562 




Strand 








Start 


18332 




End 


18909 






Name 


OJ990430 24. 9924. C6 


. o3 . gs 


Method 


GENSCAN 






Start 


18332 ~ 




End 


18909 






GI 


none 




Score 


.58 






Exons 


18332 . . 18447, 18575 


. . 18835, 


18879. .18909 






Seq. No. 


10635 




Seq. ID 


OJ990430 


24 . 9924 


.C6 


Gene No . 


22563 




Strand 








Start 


19965 




End 


26466 






Name 


OJ990430 24. 9924. C6 


. o7 . gp 


Method 


AAT/GAP 






Start 


19649 




End 


21464 






GI 


LIB3431-04 5-P1-N1-A10 


Score 


825 






Exons 


19649. .19758, 21121 


. .21464 










GI Descrio- 

-I- \^ tn^ \^ J* «1> t 


'5441876/dbj IAP000367.1IAP000367 O.Oe+00 Oryza , 


sativa genomic 




DNA, chromosome 2 , < 


clone:P0437H03 (contig b) ' 






Seq. No. 


10635 




Seq. ID 


OJ990430 


_24.9924, 


.C6 


Gene No. 


22563 




Strand 








Start 


19965 




End 


26466 






Name 


OJ990430 24. 9924. C6 


. o4 . gs 


Method 


GENSCAN 






Start 


19965 




End 


21062 






GI 


none 




Score 


.45 






Exons 


19965. .20123, 20575 


. .20652, 


20719. .20877, 21060 


. .21062 




Seq. No. 


10635 




Seq. ID 


OJ990430 


_24.9924 


.C6 


Gene No. 


22563 




Strand 








Start 


19965 




End 


26466 






Name 


OJ990430 24. 9924. C6 


. o5 . gs 


Method 


GENSCAN 






Start 


21289 




End 


25849 






GI 


none 




Score 


.52 






Exons 


21289. .21449, 21585 


. .21618, 


21685. .21802, 21807 


. .21854, 






21918. .22049, 22312 


. .22393, 


22398. .225^ 


15, 22638 


. .22896, 






22973. .23271, 23363 


. .23488, 


23726. .23855, 24066 


. .24271, 






'24437. .25849 












Seq. No. 


10635 




Seq. ID 


OJ990430 


_24.9924, 


.C6 


Gene No. 


22563 




Strand 








Start 


19965 




End 


26466 






Name 


OJ990430 24. 9924. C6 


. o2 . np 


Method 


AAT/NAP 






Start 


21568 




End 


25396 






GI 


5441880 




Score 


3251 






Exons 


21568. .21802, 21918 


. .22049, 


22296. .22393, 22638 


. .22896, 






22973. .23916, 24257 


. .25396 











11055 



GI Descrip. (AP000367) EST C28 952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
{AC003981) [Oryza sativa] 



Seq. No. 10635 Seq. ID 

Gene No. 22563 Strand 

Start 19965 End 

Name OJ990430_24 . 9924 . C6 . o8 . gp Method 

Start 22646 End 

GI LIB34 7 5-007-P1-K1-G8 Score 

Exons 22646. .22896, 22973.. 23145 

GI Descrip. ' 54 4 1880/db j | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C62945) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



OJ990430_24.9924.C6 

26466 
AAT/GAP^^ 
23145 
797 





Seq. No. 


10635 


Seq. ID 


OJ990430_24 . 


9924. C6 




Gene No. 


22563 


Strand 








Start 


19965 


End 


26466 






Name 


OJ990430 24 . 9924 .C6.o9.gp 


Method 


AAT/GAP 






Start 


24361 


. End 


24792 






GI 


5701669 


Score 


849 






Exons 


24361. .24792 










GI Descrip. 


5441880/dbj IBAA82378.il 5.0e-75 {AP000367) EST C28952 (C629 






corresponds to a region of 


the predicted gene.; Similar to 






transposon MuDR mudrA protein. (AC0039E 


11) [Oryza sativa] 


Ijl 

I'll 


Seq, No. 


10635 • 


Seq. ID 


OJ990430_24. 


9924.06 


1 3r 


Gene No. 


22563 


Strand 






;- _! 


Start 


19965 


End 


26466 




i I 


Name 


OJ990430 24.9924.C6.o3.np 


Method 


AAT/NAP 






Start 


25409 


End 


26466 




i'\ s 


GI 


6721543 


Score 


171 






Exons 


25409. .25525, 26338.. 26466 










GI Descrip. 


{AP001073) hypothetical protein [Oryza 


sativa] 




;m 


Seq. No. 


10635 


Seq. ID 


OJ990430_24 . 


9924 .06 


i- J. 


Gene No. 


22563 


Strand 








Start 


19965 


End 


26466 




■q 


Name 


OJ990430 24.9924.C6.ol0.gp 


Method 


AAT/GAP 




ill 


Start 


26302 


End 


26452 






GI 


7406 1.R1084 


Score 


230 






Exons 


26302. .26452 










GI Descrip. 


*1122315/emb|CAA63901| 7 . Oe 


-10 (X94191) 


heat shock protein 






[Pennisetum glaucum] * 










Seq. No. 


10635 


Seq. ID 


OJ990430_24. 


9924.06 




Gene No. 


22564 


Strand 








Start 


27646 


End 


28192 






Name 


OJ990430 24 . 9924 .C6.o3.ts 


Method 


TBLASTX : Soybean 




Start 


11403 


End 


27083 






GI 


none 


Score 


127 






Exons 


114 03. .11516, 12268. .12357, 


12443. .12511, 12589. .12723, 






12609. .12722, 12622 .. 12753, 


12628. .12753, 12735. .12803, 






12736. .12768, 12916. . 12945, 


13030. .13101, 13201. .13272, 






26962. .27075, 26970.. 27083 










Seq. No. 


10635 


Seq. ID 


OJ990430_24. 


9924.06 



11056 




Gene No. 


22564 






Strand 








Start 


27646 






End 


28192 






Name 


OJ990430 24. 9924. C6. 


ol . tc 


Method 


TBLASTX: 


Cress 




Start 


12613 






End 


16446 






GI 


none ■ 






Score 


77 






Exons 


12613. 


.12753, 12613. 


.12717, 


15213. .15257, 15273 


. . 15314, 






' 15318. 


.15527, L5643. 


.15873,. 


16326. .16433, 16327 


. .16446 


- 


Seq. No. 


10635 






Seq. ID 


OJ990430 


24 . 9924 , 


.C6 


Gene No . 


22564 






Strand 








Start 


27646 






End 


28192 






Name 


OJ990430 24.9924.06. 


o3 . tw 


Method 


TBLASTX: 


Wheat 




Start 


12637 






End 


13574 






GI 


none 






Score 


59 






Exons 


12637. 


.12717, 12688. 


.12768, 


12690. .12800, 12702 


. .12797, 






12873. 


.12947, 12877. 


.12948, 


12878. .12949, 12897 


. .12962, 






13030. 


.13101, 13201. 


. 13236, 


13201. .13236, 13248 


. .13274, 






13345. 


.13413, 13346. 


.13414, 


13346. .13426, 13348 


. .13440, 






13353. 


.13439, 13475. 


.13558, 


13500. .13574 






Seq. No. 


10635 






Seq. ID 


OJ990430 


_24.9924, 


.C6 


Gene No. 


22564 






Strand 








Start 


27646 






End 


28192 






Name 


OJ990430 24. 9924. C6. 


o2 . ts 


Method 


TBLASTX: 


Soybean 




Start 


14098 






End 


14526 






GI 


none 






• Score 


360 






Exons 


14098. 


.14526, 14127. 


.14522 










Seq. No. 


10635 






Seq. ID 


OJ990430 


24 . 9924 , 


.C6 


Gene No. 


22564 






Strand 








Start 


27646 






End 


28192 






Name 


OJ990430 24. 9924. C6. 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


15156 






End 


15849 






GI 


none 






Score 


409 






Exons 


15156. 


,15518, 15162. 


. 15506, 


15179. .15520, 15645 


. . 15842, 






15646. 


.15849 












Seq. No.- 


10635 






Seq. ID 


OJ990430 


24 . 9924 , 


.06 


Gene No. 


22564 






Strand 








Start 


27646 






End 


28192 






Name 


OJ990430 24. 9924. C6. 


ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


15300 






End 


16455 






GI 


none 






Score 


257 






Exons 


15300. 


.15524, 15305. 


. 15523, 


15643. .15873, 15645 


. ,15869, 






16326. 


.16433, 16327. 


.16455 










Seq. No. 


10635 






Seq. ID 


OJ990430 


24 . 9924 , 


.06 


Gene No. 


22564 






Strand 








Start 


. 27646 






End 


28192 






Name 


OJ990430 24. 9924. C6. 


ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


15320 






End 


15765 






GI 


none 






Score 


273 






Exons 


15320. 


.15526, 15321. 


.15527, 


15598. .15735, 15624 


. .15761, 






15646. 


.15765 












Seq. No. 


10635 






Seq. ID 


OJ990430 


_24.9924, 


,ce 


Gene No. 


22564 






Strand 









11057 






Start 


27646 




End 


28192 








Name 


OJ990430 24.9924.06. 


o2 . tm 


Method 


TBLASTX: 


Maize 






Start 


16326 




End 


16623 








GI 


none 




Score 


242 








Exons 


16326. .16478, 16327. 


.16500, 


16498. .16623, 16503 


. .16622 






Seq. No. 


10635 




Seq. ID 


OJ990430 


_24.9924. 


06 




Gene No. 


22564 




Strand 










Start 


27646 




End 


28192 








Name 


OJ990430 24.9924.06. 


o2. tw 


Method 


TBLASTX: 


Wheat 






Start 


24161 




End 


24541 








GI 


none 




Score 


109 








Exons 


24161. .24337, 24162. 


.24341, 


24335. .24532, 24347 


. .24541 






Seq. No, 


10635 




Seq. ID 


OJ990430 


_24.9924. 


06 




Gene No. 


22564 




Strand 










Start 


27646 




End 


28192 








Name 


OJ990430 24.9924.06. 


o3 . tm 


Method 


TBLASTX: 


Maize 






Start 


24374 




End 


24835 








GI 


none 




Score 


151 








Exons 


24374 . .24673, 24435. 


.24656, 


24707. .248 


35, 24729 


. .24827 






Seq. No. 


10635 




Seq. ID 


OJ9904 30 


_24.9924. 


06 


Q 


Gene No. 


22564 




Strand 








hll 


Start 


27646 




End' 


28192 






iJl 


Name 


OJ990430 24. 9924.061 


o4 . np 


Method 


AAT/NAP 






i=) ( 


Start 


27646 




End 


28192 






i H 


GI 


5042454 




Score 


176 








Exons 


27646. .27706, 28026. 


.28192 










i J I 


GI Descrip. 


(AGO 0778 9) putative 


polyprotein [Oryza 


sativa] 








Seq. No. 


10636 




Seq. ID 


OJ990430 


_24.9924. 


07 


i ; i 
: ill 


Gene No. 


22565 




Strand 


+ 








Start 


1035 




End 


1288 






.3 = J 

•:=* 


Name 


OJ990430 24.9924.07. 


ol . gs 


Method 


GENSOAN 






"'•J 


Start 


1035 




End 


1 O Q Q 






': J 


GI 


none 




Score 


.7 






!. J 


Exons 


1035. .1288 












St. 


Seq. No. 


10636 




Seq. ID 


OJ990430 


_24.9924. 


07 


l!) 


Gene No. 


22566 




Strand 


+ 








Start 


2003 




End 


4236 








Name 


OJ990430 24.9924.07. 


o2 . gs 


Method 


GENSOAN 








Start 


2003 




End 


3421 








GI 


none 




Score 


.87 








Exons 


2003. .2641, 2648. .3421 












Seq. No. 


10636 




Seq. ID 


OJ990430 


_24.9924. 


07 




Gene No. 


22566 




Strand 


+ 








Start 


2003 




End 


4236 








Name 


OJ990430 24.9924.07. 


ol . np 


Method 


AAT/NAP 








Start 


2015 




End 


4236 








GI 


99809 




Score 


1744 








Exons 


2015.. 3368, 3933.. 4236 












GI Descrip. 


gene BplO protein - 


rape gi | 17795 | emb | 


OAA47177 1 


(X66608) 


Bplo 



[Brassica napus] 



11058 



Seq, No. 10636 Seq. ID 

Gene No. 22566 Strand 

Start 2003 End 

Name OJ990430_24 . 9924 . C7 . o3 . gs Method 

Start 3934 End 

GI none Score 

Exons 3934.. 4236 



OJ990430_24 .9924 .C7 
+ 

4236 
GENSCAN 
4236 
.71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10636 
22567 
6046 

OJ990430_24, 

6046 

none 



9924.C7.o4.gs 



Seq. ID OJ990430_24.9924.C7 

Strand + 

End 6855 

Method GENSCAN 

End 6855 

Score .64 



6046. .6048, 6354. .6466, 6542. .6672, 6782. .6855 



m 

ill 

Q 



"t » 



Q 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq, No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10636 Seq. ID OJ9904 30_24 . 9924 . C7 

22568 Strand 

3935 End 4501' 

OJ990430_24 . 9924 . C7 . ol . gp Method AAT/GAP 

3935 End 4501 

36697_1.R1084 Score 1090 

3935. .4501 

' 128592/spl P29162 |NTP3_T0BAC 2.0e-35 POLLEN-SPECIFIC PROTEIN 

NTP3d3 PRECURSOR >gi_82 190_pir S22495 pollen-specific protein 

precursor - common tobacco >gi_19902_emb_CAA4 34 54_ (X61146) 
pollen specific protein [Nicotia'na tabacum] ' 



10636 
22569 
5957 

OJ990430_24 . 9924 . C7 . ol . ts 
2078 



OJ990430 24. 9924. C7 



none 
2078. 
2966. 
3936, 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

2596, 2087.. 2329, 2107. .2526, 2629.. 2871, 2630.. 2911, 
3187, 2995.. 3183, 3101.. 3190, 3239.. 3352, 3241.. 3369, 
4202, 3937.. 4203 



8140 

TBLASTX : Soybean 

4203 

445 



10636 
22569 
5957 

OJ9904 30_24 . 9924 . C7 . ol . tc 

2084 

none 

2084.. 2623, 2089.. 2406, 2449. 
2966.. 3007, 3026.. 3046 



Seq. ID OJ990430_24 .9924 .C7 
Strand 

End 8140 

Method TBLASTX : Cress 

End 3046 

Score 433 

.2607, 2632.. 2871, 2651.. 2911, 



Seq. No. 10636 

Gene No. 22569 

Start 5957 

Name OJ990430_24 . 9924 . C7 . ol . tm 

Start 2122 

GI none 

Exons 2122.. 2478, 2123.. 2479, 2452. 

2953.. 3372, 2954.. 3355, 3933. 



Seq. ID OJ990430_24 .9924 .C7 
Strand 

End 8140 

Method TBLASTX : Maize 

End 4244 

Score 435 

.2919, 2462. .2914, 2851. .2919, 
.4232, 3934.. 4233, 3978.. 4244 



Seq. No. 



10636 



Seq. ID OJ990430_24 .9924 .C7 



11059 




Gene No. 


22569 






Strand 






Start 


5957 






End 


8140 




Name 


OJ990430 24 


. 9924 . 


C7.o2. tc 


Method 


TBLASTX:i 


Cress 


Start 


3011 






End 


4224 




GI 


none 






Score 


348 




Exons 


3011. .3355, 


3047 . 


.3211, 3049 


..3360, 3939.. 4214, 


3940. .4224.. 


Seq. No. 


10636 






■ Seq. ID 


OJ990430 


_24.9924.C7 


Gene No. 


22569 






Strand 






Start 


5957 






End 


8140 




Name 


OJ990430 24 


. 9924 . 


C7 .ol. tw 


Method - 


TBLASTX;! 


Wheat 


Start 


3103 






End 


4065 




GI 


none 






Score 


317 




Exons 


3103. .3372, 


3104 . 


.3370, 3933 


..4064, 3934. .4065 




Seq. No. 


10636 






Seq. ID 


OJ990430 


_24.9924.C7 


Gene No. 


22569 






Strand 






Start 


5957 






End 


8140 




Name 


OJ990430 24 


. 9924 . 


C7 . o2 . np 


Method 


AAT/NAP 




Start 


5957 






End 


8002 




GI 


2224810 






Score 


91 




Exons 


5957. .5976, 


7697. 


.8002 








GI Descrip. 


(Z97022) cysteine 


i proteinase 


[Hordeum 


vulgare] 




Seq. No. 


10636 






Seq. ID 


OJ990430 


_24.9924.C7 


Gene No. 


22569 






Strand 






Start 


5957 






End 


8140 




Name 


OJ990430 24 


.9924. 


07 . o5 . gs 


Method 


GENSCAN 




Start 


7680 






End 


8140 




GI 


none 






Score 


.98 




Exons 


7680. .8140 












Seq. No. 


10637 






Seq. ID 


OJ990430 


_24.9924.C9 


Gene No. 


22570 






Strand 


+ 




Start 


4 






End 


582 




Name 


OJ990430 24 


.9924. 


C9.ol.gs 


Method 


GENSCAN 




Start 


4 






End 


582 




GI 


none 






' Score 


.97 




Exons 


4. .56, 480. 


.582 










Seq. No. 


10638 






Seq. ID 


OJ9a0430 


_24. 9924. CIO 


Qene No . 


22571 






Strand 






Start 


676 






End 


6006 




Name 


OJ990430 24 


.9924. 


ClO.ol.gs 


Method 


GENSCAN 




Start 


676 






End 


6006 




GI 


none 






Score 


.7 




Exons 


676. .756, 1432. .1905, 3389.. 


3477, 3660 


..3798, 3890. .3964, 




4060. .4181, 


4295. 


.4353, 4777 


..4836, 4930. .5089, 


5574. .5667, 




5929. .6006 












Sea. No. 


10638 






Seq. ID 


OJ990430 


_24. 9924. CIO 


Gene No. 


22571 






Strand 


+ 




Start 


676 






End 


6006 




Name 


OJ990430 24 


.9924. 


ClO.ol.gp 


Method 


AAT/GAP 




Start 


1275 






End 


1382 




GI 


LIB3477-003 


-Pl-Kl 


-E9 


Score 


. 139 




Exons 


1275. .1382 













11060 



GI Descrip. ' 2498586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] * 



Seq. No. 10638 

Gene No. 22571 

Start 676 

Name OJ9904 30_24 . 9924 .CIO . o2 . np 

Start 3298 

GI 4538965 

Exons 3298.. 3477, 3660.. 3798, 3890, 
4930. .5076 

GI Descrip. (AL049488) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990430_24 . 9924 .CIO 

Strand + 

End 6006 

Method AAT/NAP 

End 507 6 

Score 426 

.4076, 4270. .4353, 4777. .4836, 





Seq. No. 


10638 




Seq. ID 


OJ990430 


_24.9924 


.CIO 




Gene No . 


22572 




Strand 


+ 








Start 


7316 




End 


10276 








Name 


OJ990430 24 


.9924, 


.C10.o2.gs Method 


GENSCAN 








Start 


7316 




End 


10276 








GI 


none 




Score 


.74 








Exons 


7316. . 8594, 


9895, 


..10022, 10178. .10276 










Seq. No. 


10638 




Seqv,,lb 


OJ990430 


24 . 9924 


.CIO 




Gene No . 


22572 




Strand 


+ 








Start 


7316 




End 


10276 








Name 


OJ990430 24 


.9924, 


.C10.o3.np Method 


AAT/NAP 






if I 


Start 


7585 ~ 




End 


8774 






j" t J 


GI 


6822068 




.Score 


570 








Exons 


7585. .8774 












; : t 

•E St 


GI Descrip. 


(AL132957) 


SCARECROWl [Arabidopsis thaliana] 








Seq. No. 


10638 




Seq. ID 


OJ990430 


_24.9924 


.CIO 


I hi 


Gene No. 


22573 




Strand 










Start 


1 




End 


386 








Name 


OJ990430 24 


.9924, 


.ClO.ol.np Method 


AAT/NAP 






:. 1 


Start 


1 . 




End 


386 






'■a 


GI 


4680186 




Score 


177 








Exons 


1. .386 












K -E 


GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 






: I 
■a ar 


Seq. No. 


10638 




Seq. ID 


OJ990430 


_24.9924 


.CIO 




Gene No. 


22574 




Strand 










Start 


9978 




End 


12376 








Name 


OJ990430 24 


.9924, 


.C10.o3.tm Method 


TBLASTX:: 


Maize 






Start 


3392 




End 


5046 








GI 


none 




Score 


82 








Exons 


3392. .3478, 


3658, 


..3756, 3714. .3800, 3786. .3815, 


3889. .3963, 






3890. .3985, 


4057. 


..4182, 4060. .4182, 4279. .4401, 


4777. .4 


842, 



4927. .5046 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10638 
22574 
9978 

OJ990430_24. 9924. CIO. o3.tc 

7652 

none 



Seq. ID OJ990430_24. 9924. CIO 



Strand 
End 

Method 

End 

Score 



12376 

TBLASTX: Cress 

8765 

72 



7652. .7771, 7778. .7855, 7886. .8017, 8237. .8323, 8397. .8462, 



11061 




8474. .8551, 8475. .8561, 8700. .8765 



Spa No 


10638 




Seq. ID 


OJ990430 24.9924 


.CIO 




22574 




Strand 






Start 


9978 




End 


12376 




Nam© 


OJ990430 24 


9924 CIO o2 tm 


Mp t hod 


TBLASTX • Maize 




Start 


9973 ~ 




End 


10283 




\j J- 


none 




Score 


102 




Exons 


9973. .10269, 


9975. .10283 








Seq. No. 


10638 




Seq. ID 


OJ990430 24.9924 


.CIO 


(^pnp No . 


22574 




Strand 






Start 


9978 




End 


12376 




Nams 


OJ990430 24 


9924 CIO o2.ts 


Method 


TBLASTX : Sovbean 




Start 


9975 ~ 




End 


10259 




GI 


none 




Score 


83 




Exons 


9975. . 10259, 


10063. .10254 








Seq. No. 


10638 




Seq. ID 


OJ990430 24.9924 


.CIO 


f^pnp No 


22574 




Strand 






Start 


9978 




End 


12376 




Narn.3 


OJ990430 24 


9924 CIO ol tw 


MpI" hod 


TBLASTX " Wheat 




Start 


9978 ~ 




End 


10208 






none 




Score 


68 








10003 10152 








Seq. No. 


10638 




Seq. ID 


OJ990430_24.9924 


.CIO 


fipnp No 


22574 




Strand 








9978 




End 


12376 




Name 


OJ990430 24. 


9924. CIO. o4.np 


Method 


AAT/NAP 




Start 


9978 




End 


12376 




GI 


3786007 




Score 


1159 . 




Rxon <=? 

i_l Awl 1 ij 


9978. .10259, 


10564. .11109, 


11196. .11550, 12136. .12376 




GI Descrip. 


(AC005499) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


10638 




Seq. ID 


OJ990430_24.9924 


.CIO 


fipnp No 


22574 




Strand 






Start 


9978 




End 


12376 




Name 


OJ990430 24. 


9924. CIO. o2.tc 


Method 


TBLASTX: Cress 




Start 


9990 




End 


10217 




GI 


none 




Score 


44 




Exons 


9990. . 10217, 


9991. .10092, 10138. .10215 






Sea No 


10638 




Seq. ID 


OJ990430_24 .9924 


.CIO 


rjpnp No 


22574 




Strand 






Start 


9978 




End 


12376 




Name 


OJ990430 24. 


9924. CIO. o3.gs 


Method 


GENSCAN 




Start 


10549 




End 


12311 




GI 


none 




Score 


.56 




Exons 


10549. .11109 


, 11196. .11550, 


12136. .12311 




Seq. No. 


10638 




Seq. ID 


OJ990430_24 .9924 


.CIO 


Gene No. 


22574 




Strand 






Start 


9978 




End 


12376 




Name 


OJ990430 24. 


9924. CIO. ol.tm 


Method 


TBLASTX: Maize 




Start 


10552 




End 


11528 




GI 


none 




Score 


181 





11062 



Exons 



10552, .10899, 10589. .10936, 10903. .11112, 10904. .11092, 
11181. . 11474, 11200. .11427, 11325. .11459, 114 66. .11528, 
11484 . . 11528 



Seq. No. 10638 

Gene No. 22574 

Start 9978 

Name OJ990430_24 . 9924 . CIO . ol . tc 

Start 10681 

GI none 

Exons 10681. 

11328. 



Seq. ID OJ990430_24 . 9924 .CIO 
Strand 

End ' 12376 

Method TBLASTX: Cress 

End 11528 

Score 81 

10878, 10724. .10852, 10987 .. 11094 , 11196 11333, 
11528 



Seq. No. 10638 Seq. ID 

Gene No. 22574 Strand 

Start 9978 End 

Name OJ990430_24 . 9924 . CIO . ol . ts Method 

Start 10681 End 

GI none Score 
Exons 



OJ990430_24. 9924. CIO 
12376 

TBLASTX: Soybean 

11468 

67 



10681. .10905, 10703. .10840, 10987 .. 11097 , 11202 .. 11297 , 
11319. .11468 



Seq. No. 10638 

Gene No. 22574 

Start 9978 

Name Oj990430_24 . 9924 . CIO . o2 . gp 

Start 11462 

GI LIB34 32-02 9-P1-K1-D2 

Exons 11462. .11550, 12136.. 12376 

GI Descrip. '3786007 8. Oe-31 (AC005499) hypothetical protein [Arabidopsis 
thaliana] ' 



Seq. ID OJ990430_24. 9924. CIO 
Strand 

End 12376 

Method AAT/GAP 

End 12376 

Score 640 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10638 Seq. ID 

22574 Strand 

9978 End 
OJ990430_24 .9924 .CIO. o3.ts Method 

12115 End 

none Score 

12115. .12315, 12141. .12311 



OJ990430_24. 9924. CIO 
12376 

TBLASTX : Soybean 

12315 

145 



OJ990430 24.9924.C11 



10639 Seq. ID 

22575 Strand 
1 End 90 

OJ990430_24 . 9924 . Cll . ol . gp Method AAT/GAP 
1 End 90 

uC-osflcyp022c06b2 Score 157 

1. .90 

'5042437/gb|AC007789.1|AC007789 8.0e-25 Oryza sativa BAC T49B20 
genomic sequence, complete sequence' 



10640 
22576 
1 

OJ990410_24 .9923.Cl.ol.tm 
1 

none 



Seq. ID OJ990410_24.9923.C1 

Strand 

End 305 

Method TBLASTX: Maize 

End 305 

Score 153 



1..93, 1..99, 3. .101, 8. .289, 90. .296, 90. .305, 91. .300 



11063 



Seq. No. 10640 

Gene No. 22576 

Start 1 

Name OJ990410_24 . 9923 . CI . ol . tw 

Start 75 

GI none 
" Exons 



Seq, ID OJ990410_24 . 9923,C1 
Strand 

End 305 

Method TBLASTX : Wheat 

End 294 

Score 353 



75. .293, 75. .293, 76. .294, 76. .294 



Seq. No. 10640 

Gene No. 22577 

Start 242 

Name OJ990410_24 . 9923 . CI . ol . tc 

Start 242 

GI none 
Exons 



Seq. ID OJ990410_24 . 9923.C1 

Strand 

End 747 

Method TBLASTX: Cress 

End 747 

Score 55 



242. .289, 242. .280, 337. .444, 341. .418, 352. .444, 401. .595, 
419. .598, 420. .596, 631. .681, 632. .682, 670. .744, 691. .747 



Seq. No. 10640 

Gene No. 22578 

Start 679 

Name OJ990410_24 . 9923 . CI . ol . ts 

Start 679 

GI none 

Exons ' 679.. 729, 681.. 731, 824.. 913, 
919.. 1002, 920.. 1000 



Seq. ID OJ990410_24.9923.C1 
Strand 

End 1002 

Method TBLASTX : Soybean 

End 1002 

Score 82 

826. .915, 829. .915, 830. .916, 



Seq. No. 10640 

Gene No. 22578 

Start 679 

Name OJ990410_24 . 9923 . CI . o2 . tm 

Start 708 

GI none 
Exons 



Seq. ID OJ990410_24.9923.C1 
Strand 

End 1002 

Method TBLASTX : Mai ze 

End 988 

Score 367 



708. .935, 708. .917, 710. .946, 710. .934, 891. .986, 913. .987, 
914. .988, 915. .986, 916. .987 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



10641 
22579 
1298 

OJ990410_24 . 9923.C2.ol.gp 
1298 

5886_1.R1084 
1298. .1732 

' 11957/emb 1X15901 1 CHOSXX O.Oe+00 Rice complete chloroplast 
genome * 



Seq. ID OJ990410_24.9923.C2 

Strand + 

End 1732 

Method AAT/GAP 

End 1732 

Score 840 



10641 
22580 
1879 

OJ990410_24 . 9923.C2.o2.tm 

1348 

none 



Seq. ID OJ990410_24.9923.C2 
Strand 

End 2320 

Method TBLASTX : Mai ze 

End 1618 

Score 256 



1348. .1569, 1348. .1461, 1349. .1570, 1467. .1517, 1470. .1517, 
1559.. 1618, 1559.. 1618 



Seq. No. 
Gene No. 



10641 
22580 



Seq. ID OJ990410_24.9923.C2 
Strand 



11064 



start 
Name 
Start 
GI 

Exons 



1879 End 
OJ9904 10_24 . 9923 . C2 . 08 . ts Method 
1689 End 
none Score 
1689, .1925, 1701. .1931, 1708. .1932, 2064. .2237, 2070. .2237, 
2071. .2244, 2092. .2247 



2320 

TBLASTX : Soybean 

2247 

168 



Seq. No. 10641 

Gene No. 22580 

Start 1879 

Name OJ990410_24 . 9923 . C2 . o4 . tm 

Start 1829 

GI none 

Exons 1829.. 1939, 1829.. 1945, 1830. 

1956. .2021, 1973.. 2038, 1992. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990410 24. 9923. C2' 



2320 

TBLASTX: Maize 
2112 
175 

.1967, 1867.. 1959, 1951. 
.2030, 2033.. 2059, 2034. 



.2016, 
.2060, 



2056. .2112, 2067. .2111, 2071. .2112 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10641 
22580 
1879 

OJ9904 10_24 . 9923 . C2 . o2 . gp 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990410 24. 9923. C2 



2320 
AAT/GAP 
2320 
865 



1879 

LIB3431-005-P1-N1-A5 
1879. .2320 

*131251/sp|P12094|PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN- 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34 007_ (X15901) PSII 32kDa protein 





[Oryza sativa] >gi_343212 (M36191) Q-B 


protein (psbA) [Oryza 




sativa] >gi 


226249 prf 


1503143A psbA gene [Oryza sativa] 




>gi_2264 06_ 


prf 15' 








Seq. No. 


10641 






Seq. ID 


OJ990410_24.9923.C2 


Gene No. 


22581 






Strand 




Start 


3046 






End 


3537 


Name 


OJ990410 24 


.9923.C2.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3046 






End 


3537 


GI 


none 






Score 


455 


Exons 


3046. .3537, 


3047. .3463, 


3207. 


.3533 




Seq. No. 


10641 






Seq. ID 


OJ990410_24.9923.C2 


Gene No. 


22581 






Strand 




Start 


3046 






End 


3537 


Name 


OJ990410 24 


.9923.C2.o4. 


ts 


Method 


TBLASTX: Soybean 


Start 


3133 






End 


3375 


GI 


none 






Score 


315 


Exons 


3133. .3375, 


3134. .3373, 


3199. 


.3375 




Seq. No. 


,;10641 






Seq. ID 


OJ990410_24 .9923.C2 


Gene No. 


22582 






Strand 




Start 


3617 






End 


4128 


Name 


OJ990410 24 


. 9923.C2.o5. 


tc 


Method 


TBLASTX: Cress 


Start 


3617 






End 


4011 


GI 


none 






Score 


93 


Exons 


3617. .3718, 


3663. .3737, 


3664 . 


.3720, 3671.. 3724, 3699.. 3869, 




3712. .3912, 


3713. .3913, 


3725. 


.3913, 3726.. 3914, 3899.. 4000, 




3913. .4002, 


3916. .4011, 


3939. 


.4010 





11065 




Seq. No. 


10641 








Seq. ID 


OJ990410_24.9923.C2 




22582 








Strand 




Start 


3617 








End 


4128 


Na.me 


OJ990410 24 


.9923.C2.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


3745 ~ 








End 


4128 


GI 


none 








Score 


.155 


IpJ 2^ \t/ I. X 


3745 . . 3960, 


3746, 


. . 3913, 


3916 . 


.4128, 3939. .4127 


Seq. No. 


10641 








Seq. ID 


OJ990410 24. 9923. C2 


Gene No . 


22583 








Strand 




Start 


4186 








End 


4536 


Name 


OJ990410 24 


.9923, 


.C2.07. 


tc 


Method 


TBLASTX: Cress 


Start 


4186 ~ 








End 


4536 


GI 


none 








Score 


233 


Exons 


4186. . 4458, 


4200, 


. .4457, 


4450 . 


.4536 




Seq. No. 


10641 








Seq. ID 


OJ990410_24.9923.C2 


Gene No . 


22583 








Strand 




Start 


4186 








End 


4536 


Name 


OJ990410 24 


. 9923 , 


. C2 . o5 . 


ts 


Method 


TBLASTX: Soybean 


Start 


4207 ~ 








End 


4512 


GI 


none 








Score 


246 




4207 4458 


4207, 


. .4440, 


4209 . 


.4457, 4^ 


459. .4512 


Cprr . No 


10641 








Seq. ID 


OJ990410_24.9923.C2 


Gene No. 


22584 








Strand 




Start 


6084 








End 


7040 


Name 


OJ990410 24 


. 9923 , 


. C2,ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


6084 ~ 








End 


7038 


GI 


none 








Score 


72 


F von ^ 


6084 6173, 


6085, 


. . 6120, 


6171 . 


.6371, 6178.. 6372, 6181.. 6375, 




6370 . . 6534, 


6375, 


. . 6554, 


6412 . 


.6585, 6414.. 6578, 6655.. 6921, 




6663 .7037, 


6667 , 


. . 7038 








Seq. No. 


10641 








Seq, ID 


OJ990410_24.9923.C2 


Gene No. 


22584 








Strand 




Start 


6084 








End 


70.40 


Name 


OJ990410 24 


. 9923, 


.C2 . o4 . 


tc 


Method 


TBLASTX: Cress 


Start 


6403 ~ 








End 


7040 


GI 


none 








Score 


114 


Exons 


6403. . 6534, 


6405, 


. . 6581, 


6412 . 


.6585, 6414. .6581, 6680. .6769, 




6694 . , 6771, 


6708 . 


. . 6794, 


6810 . 


.7040, 6811.. 7038, 6858.. 7040 


Seq. No. 


10641 








Seq. ID 


OJ990410__24. 9923.C2 




22585 








Strand 




Start 


7184 








End 


7714 


Name 


OJ990410 24 


.9923. 


.C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7184 ~~ 








.End 


7 635 


GT 


none 








Score 


585 


Exons 


7184. .7633, 


7211. 


. .7633, 


7212. 


.7634, 7213.. 7635 


Seq. No. 


10641 








Seq. ID 


OJ990410__24.9923.C2 


Gene No. 


22585 








Strand 




Start 


- 7184 








End 


7714 


Name 


OJ990410 24 


.9923. 


.C2.03. 


tc 


Method 


TBLASTX: Cress 


Start 


7256 








End 


7714 



11066 




Kj ± 


none 










O OCX ^ 


34 9 






7 7714 


1 ^ >j J 


.7712 












Seq.' No. 


10641 










Seq. ID 


OJ990410_24.9923 


.C2 


Gene No. 


22585 










Strand 






O L d I. L, 


7184 










End 


7714 




N3irie 




• Z? Zf C. 


r2 o7 


ts 




Method 


TBLASTX : Soybean 






7^01 ~ 

/ J VJ ± 










End 


7555 






none 










Score 


219 






7^ni 7S^7 


7104 


• * f ^ ^ ^ f 


7309. 


.7539, 7365. .7553 






1 nfi4 1 

X (J O <i J. 










Seq. ID 


OJ990410_24.9923 


.C2 


Gene No. 


22586 










Strand 






Start 


7766 










End 


8383 




Name 


OJQQn4 1 D ?4 


. 9923 


. C2 . o2 . 


tc 




Method 


TBLASTX: Cress 




Start 


7766 ~ 










End 


8305 




o ± 












Score 


345 




P von Q 


7766 fi?n9 


7757 


8216, 


78 


11. 


.8224, 7833. .8213, 7930. .8220 




















Seq. No. 


10641 










Seq. ID 


OJ990410_24.9923 


.C2 


Gene No. 


22586 










Strand 






Art 












End 


8383 




Name 






■ ■ ■ 


ts 




Method 


TBLASTX : Soybean 






/ O J o 










End 


8336 






none 










Score 


43 




Exons 


f 0 OD * .OOJJ/ 


7R 1 

/ O J D 


7R74 


7836. 


.8336, 7911.. 8336 




Seq. No. 


10641 ■ 










Seq. ID 


OJ990410_24 . 9923 


.C2 


Gene No. 


22586 










Strand 








77 










End 


8383 




Name 




• Z/ Zf ^ -J 




tm 




Method 


TBLASTX: Maize 




O U CLi. U 


7Q4n ~ 










End 


8383 






none 










Score 


65 








7 Q4 1 


• . O U O X , 


81 


89. 


.8383, 8190.. 8327 




O c; . LN (J . 


X U D *i X 










Seq. ID 


OJ990410_24. 9923 


,C2 


Gene No. 


22587 










Strand 






Start 


8306 










End 


8646 




Name 


OJ990410 24 


. 9923 


. C2 . o6 . 


tc 




Method 


TBLASTX: Cress 






R306 ~ 

o J V vj 










End 


8587 






none 










Score 


206 






R106 8467 


8307 

o -J / 


84 6S 


8466. 


.8579, 8467. .8580, 8467. .8580 




8474 8587 


8513 


8587 












Seq. No. 


10641 










Seq. ID 


OJ990410_24. 9923 


.C2 


Gene No. ' 


22587 










Strand 






Start 


8306 










End 


8646 






n.TQQn4 1 n ?4 


. 9923 




ts 




Method 


TBLASTX : Soybean 






R^^7 ~ 










End 


8646 • . 






none 










Score 


318 




Exons 


8337. .8645, 


8338 


. .8433, 


8369. 


.8644, 8464. .8646 




Seq, No. 


10641 










Seq. ID 


OJ990410_24. 9923 


.C2 


Gene No. 


22588 










Strand 






Start 


8613 










End 


8935 




Name 


OJ990410 24 


.9923 


.C2.o8. 


tc 




Method 


TBLASTX: Cress 





11067 



start 


8613 


End 


8932 




none 


Score 


158 




8613 8756, 8615 8755- 8756 


8773, 8840. .8914, 8843. .8932, 




8854 8931 






O C ^ • IN w • 


10641 


Seq. ID 


OJ990410_24.9923.C2 


Gene No. 


22588 


Strand 




Start 


8613 


End 


8935 


Name 


OJ990410 24 9923 C2 o9 ts 


Method 


TBLASTX: Soybean 


Start 


8648 ~ 


End 


8935 


GI 


none 


Score 


87 


Ry on *^ 


8648 8755. 8649 8756, 8755 


8796, 8756. .8800, 8848. .8934, 




8849 8935 8849 8935 






Seq. No. 


10642 


Seq. ID 


OJ990410 24. 9923. C3 


Gene No. 


22589 


Strand 




Start 


316 


End 


863 


Name 


OJ990410 24 9923 C3 61 ts 


Method 


TBLASTX: Sovbean 


Start 


316 ~ 


End 


863 


GI 


none 


Score 


293 




316 657. 317 658, 435. .668, 


798. .863 




Seq. No. 


10642 


Seq. ID 


OJ990410_24.9923.C3 


Gene No. 


22589 


Strand 




Start 


316 


End 


863 


Name 




Method 


TBLASTX: Cress 


Start 


334 ~ 


End 


659 


yj i 


none 


Score 


309 


T*' von c; 


334 657 335 658 429 659 

^•^^.■vj<^r/ ^•^^*»\J*J\Jf '±^_/..V<'*J«'/ 


435. .659 




Qprr TsJo 


10643 


Seq. ID 


OJ990410_24.9923.C5 


fipnp No 


22590 


Strand 




Start 


1 


End 


259 


Name 


OJ990410 24 . 9923.C5.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


219 


GI 


LIB34 31-04 0-P1-K2-C1 


Score 


415 


Exons 


1, .219 






GI Descrip. 


*114521/sp|P12084|ATPA ORYSA 6.0e-53 ATP SYNTHASE ALPHA CHAIN 




>gi 67827 pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34 




alpha chain - rice chloroplast 


>gi 11979 emb CAA33993 (X15901 




ATPase alpha subunit [Oryza sativa] >gi 226696 prf 1603356X 




ATPase alpha [Oryza sativa] ' 






Seq. No. 


10643 


Seq. ID 


OJ990410_24.9923,C5 


Gene No. 


22590 


Strand 




Start 


1 


End 


259 


Name 


OJ990410 24 . 9923.C5.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1 


End 


259 


GI 


none 


Score 


59 


P, y o n s 


1..75, 1..201, 2. .259, 3, .257, 


85. .189, 


127. .258 


Seq. No. 


10643 


Seq. ID 


OJ990410_24.9923.C5 


Gene No. 


22590 


Strand 




Start 


1 


End 


259 


Name 


OJ990410 24.9923.C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


1 


End 


259 


GI 


none 


Score 


54 



11068 






Exons 


X..OO/ ^ • • f ^ , , i f 


1 97 
xz / . 


9 t^R 

. Z O 0 






o e . ln o . 


X U D 4 *i 




OC^.^ . X Lj* 


n,TQQ0410 94 QQ9'^ Cf, 






22591 




Strand 


+ ~ 




Start 


1 




End 


113 




Name 


OJ990410 24.9923.C6.ol. 


gp 


Method 


AAT/GAP 




D L.ax . 


1 




... End 


113 






306 9.R1084 




Score 


210 






1. .113 












•287391/clbj ID13111 IRICMT15 


l.Oe-178 Oryza sativa mitochondr 






xpuD poc Lnjuy exit; 










Seq. No. 


10644 




Seq. ID 


OJ990410_24.9923.C6 




Gene No. 


22591 




Strand 


+ 




OL.ciX L. 


1 

X 




End 


113 




Name 


ujr'yu^iu Zfi.yy^ij.UD.ox. 


t-C 


Method 


TBLASTX: Cress 




ouax u 


X 




End 


107 






none 




Score 


159 




Exons 


X..XUO/ J..XU// J..XU/ 










o c . In O . 


^ r\c^A^ 

i U 04 D 




Seq. ID 


OJ990410_24.9923.C7 






22592 




Strand 


+ 




Start 


1 




End 


611 


E 


Name 


PiTQQn/lin 9A QQ97 P7 r^^ 


gp 


Method 


AAT/GAP 


I 


o car L. 


X 




End 


326 


iSf 

: 




boo 1 . KlUo 4 




Score 


636 


i ! 


Exons 


X . . 0 








i ^ 

I! 


vjx uescnp . 


' 9 9 tf^ 1 /t^v-F 1 1 1 (^n (^PM 
^ZDDDX/prx 1 1 XDUOOODv^L^i 


Ocs 


-54 trnA intron ORF 109 [Oryza 






Sa u X va J 










oeq . NO . 


10645 




Seq. ID 


OJ990410_24 . 9923. C7 


J 
t I 


Gene No. 


99 RQ9 




Strand 


+ 


if 


Start 


1 

X 




End 


611 




Name 


OTQQn^in 94 QQ9'^ CI r^1 




Method 


TBLASTX: Soybean 






9 ~ 




End 


443 




r T 


none 




Score 


132 


«| 




9 PR 9 7Q 900 


7 0 


204, 75. .197, 79. .207, 183. .443, 






1 QQ AA^ 








5? 


Seq. No. 


10645 




Seq. ID 


OJ990410_24.9923.C7 


5* 


Gene No. 


22592 




Strand 


+ 




O LciX L. 


1 




End 


611 




Name 


OJ990410 24.9923.C7.o2. 


tc 


Method 


TBLASTX: Cress 




oi,ax c 


2 




End 


193 




oX 


none 




Score 


139 




Exons 


2. .82, 6. .83, 80. .154, 


80. . 


193, 81. .191 


82. .192 




oeq . LNO . 


10645 . 




Seq. ID 


OJ990410_24. 9923.C7 




Gene No. 


22592 




Strand 


+ 




Start 


1 




End 


611 




Name 


OJ990410 24.9923.C7.ol. 


tc 


Method 


TBLASTX:Cress 




Start 


206 




End 


611 




GI 


none 




Score 


298 




Exons 


206. .379, 207, .380, 208 


..387, 375. .557, 


376. .558, 378. .557, 






533. .610, 558. .611 










Seq. No. 


10646 




Seq. ID 


OJ990410_24 . 9923. C8 



11069 




Gene No. 


22593 


Strand 






1 


End 


141 


Nsine 




MpI" hod 


TBLASTX " Cress 




1 ~ 
X 


End 


141 


OX 


n on o 


Score 


197 




1 141, 2 . . 139 






Seq. No. 


10646 


Seq. ID 


OJ990410_24.9923.C8 


Gene No. 


22594 


Strand 






100 


End 


271 


Nsiue 


OJQQn410 24 9923 C8 ol ts 


Mp»-t- hod 


TBLASTX • Sovbean 




100 ~ 


End 


271 




none 


Score 


78 




100 270 101 169, 165 269, 


167 . .271, 


197 . . 271 


Seq. No. 


10647 


Seq. ID 


OJ990410_24.9923.C9 


Gene No. 


22595 


Strand 




O L. Cti- U 


414 


End 


663 


iM CtllLc: 


OJ9904 10 24 9923 C9 ol ts 


Method 


TBLASTX : Sovbean 




414 ~ 

*i X *i 


End 


663 




none 


Score 


128 


von ^ 


414 539, 414 539, 416 .547, 

^J.^..«,^<^^/ TIJ-T*.--'*,..'^/ TlJ.\j'..'»yTf/ 


425 . . 547, 


538. . 663, 540. . 662 


Seq. No. 


10647 


Seq. ID 


OJ990410_24.9923.C9 


Gene No. 


22596 


Strand 




O Ldx L 


U U 1 


End 


801 


Nsine 








o udx U 


D O 


End 


801 




none 




138 




fifi4 R01 666 ROO 






Seq. No. 


10648 


Seq. ID 


OJ990410_24 . 9923. CIO 


Gene No. 


22597 


Strand 




o u dx u 


293 


End 


697 


Nsiue 


0.1990410 ?4 9993 PI 0 nl tr 


Mp1~ hoH 


TBLASTX • Crpss 


o 1-dX L 


99^ ~~ 


End 


697 


oX 


n on o 


Score 


235 


P von ^ 


293 517, 312 692, 313 693, 


560 . . 697 




Seq. No. 


10648 


Seq. ID 


OJ990410_24. 9923. CIO 


Gene No. 


22597 


Strand 




O L. d X U 


293 


End 


697 


J.N dlLLC 


OJ990410 24 9923 CIO ol ts 


Method 


TBLASTX : Soybean 


o L d X u 


3ft R ~ 

J <J o 


End 


697 


\J X 


none 


Score 


316 


von Q 


38R 693 390 692 569 697 






Corr KIo 


1064 9 


Seq. ID 


OJ990410 24.9923.C11 


Gene No . 


22598 


Strand 




Start 


1 


End 


184 


Name 


OJ990410 24,9923.Cll.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


184 


GI 


306 9.R1084 


Score 


355 


Exons 


1. .184 






GI Descrip. 


»287391/dbj 1 D13111 IRICMT15 1. 


Oe-178 Oryza sativa mitochondrial 



rpoB pseudogene' 



11070 



i LI 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10649 Seq. ID 

22598 Strand 

1 End 
OJ990410_24 . 9923.Cll.ol, tm Method 

1 End 

none , Score 

1. .84, 2. .151, 3. .152, 3. .152 

10649 Seq. ID 

22598 Strand 

1 End 
OJ990410_24 .9923.Cll.ol.tc Method 

1 End 

none Score 

1. .60, 2. .184, 3. .182, 130. .183 



OJ990410_24.9923.C11 
184 

TBLASTX: Maize 

152 

152 



OJ990410_24.9923.C11 
184 

TBLASTX :Cress 

184 

251 



10650 Seq. ID 

22599 Strand 

691 End 
OJ9904 10_24 . 9923 . C12 . o2 . gp Method 

691 End 

688__1.R1084 . Score 
691. .1632 

'226661/prf I I 1603356CM 6.0e-54 trnA intron ORE 109 [Oryza 
sativa] ' 



OJ990410_24 . 9923. C12 
+ 

1632 
AAT/GAP 
1632 
1842 



10650 
22600 
2278 

OJ990410_24. 9923.C12.ol.tw 

223 

none 



Seq. ID OJ990410_24.9923.C12 
Strand 

End 3078 

Method TBLASTX : Wheat 

End 1939 

Score 266 



223. .393, 224. .388, 234. .392, 376. .402, 377. .400, 378. .401, 
379. .402, 473. .577, 474. .578, 474. .578, 475. .594, 1859. .1939 



10650 Seq. ID 

22600 Strand 

2278 End 

OJ990410__24 . 9923.C12.o2. ts Method 

223 End 

none Score 



OJ990410_24 . 9923. C12 
3078 

TBLASTX : Soybean 

861 

175 



223. .345, 225. .329, 233. .334, 344. .400, 345. .401, 346. .402, 

474.-536, 490. .516, 491. .541, 541. .603, 552 . . 605 , " 553 . . 603 , 

554. .604, 606. .698, 616. .690, 618. .695, 687. .740, 688. .741, 

701. .754, 737. .766, 745. .861, 773. .829, 780. .860 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



10650 
22600 
2278 

OJ990410_24 .9923.C12.o3.tc 

227 

none 



Seq. ID OJ990410_24 . 9923.C12 
Strand 

End 3078 

Method TBLASTX : Cress 

End 662 

Score 191 



227. .379, 233. .388, 240. .392, 240. .392, 241. .393, 364. .402, 
368. .400, 473, .586, 474. .515, 475. .516, 516. .659, 519. .662 



10650 
22600 



Seq. ID OJ990410_24.9923.C12 
Strand 



11071 






2278 








PnH 


3078 




OJ990410 24 


.9923 


.C12.02 




Moi" H o/S 


1 oxirio 1 • L Jd X ^ c 


c-j- o -rt- 

O U a -L L. 


473 








End 


653 




none 








Score 


272 




473. .640, 474. .641, .474 


653, 


47S 642 






10650 








Cparr T n 

OC*^ . J. u 






■ 22600 








O L. X Cliiv_l 




Start 


2278 








End 


3078 


Name 


OJ990410 24 


.9923 


.C12.04 


.to 


Method 


TBLASTX: Cress 




664 








End 


1014 




none 








Score 


134 

X J 1 


P von <=? 


664.. 777, 665.-778, 671 


. .778, 


773. .829, 


780 821. 780 917. 




781. .861, 864. .965, 865 


. .978, 


880. .978, 


881 991 890 1003 




975. .1007, 


979. . 


1008, 979.. 1014 




o ^ • IN ^ . 


10650 








Seq. ID 


OJ990410_24.9923.C12 












Strand 




Start 


2278 








End 


3078 


Name 


OJ990410 24 

\J KJ Zf Zf \J ^ d. \J 


. 9923 


.C12.01 


.ts 


Method 


TBLASTX: Soybean 


O L. » J. L. 


X X X ^ 








End 


1749 




n on ^ 








Score 


63 


P von Q 


XXX^. >XX^J7, 


X X X J 


1199, 


1114 . 


.1200, 1115. .1243, 1185. .1391, 




1195. .1383, 


1199 


. .1390, 


1360. 


.1506, 1376. .1510, 1380. .1460, 




1381. .1503, 


1385 


. .1513, 


1489. 


.1749, 1505. .1747 


O 6 > LN O . 


10650 








Seq. ID 


OJ990410__24.9923.C12 


Gene No. 


22 600 








Strand 




Start 


2278 








End 


3078 




OJ990410 24 


. 9923 


.012. o2 


.to 


Method 


TBLASTX: Cress 


O Lai L 


1125 ~ 








End 


1499 




none 








Score 


122 


P von <5 


1125. .1199, 


1126 


. .1200, 


1185, 


.1388, 1195. .1389, 1196. .1390, 




1386. .1460, 


1386 


. .1499, 


1387. 


.1497 




Corr Mo 


10650 








Seq. ID 


OJ990410_24.9923.C12 


o n o Mo 


22600 

\J \J \J 








Strand 




Start . 


221S 








End • 


3078 


Name 


OJ990410 24 


.9923 


.C12.01 


.to 


Method 


TBLASTX: Cress 




1512 








End 


2069 




none 








Score 


272 


P von Q 


1512. .1685, 


1512 


. .1685, 


1513. 


.1686, 1514. .1693, 1681. .1974, 




1682. .1948, 


1682 


. .2005, 


1684 . 


.1953, 1949. .2038, 1950. .2039, 




1952. .2041, 


2040 


. .2069 








Qorr Mo 


10650 








Seq. ID 


OJ990410_24.9923.C12 


Gene No. 


22600 








Strand 




Start 


2278 








End 


3078 


LNdilLC 


OJ990410 24 


.9923 


.C12.03 


. ts 


Method 


..TBLASTX : Soybean 


Of a 

o Udx L 


2088 








End 


2332 




none 








Score 


67 


Exons 


2088. .2147, 


2088 


. .2147, 


2089. 


.2148, 2089. .2148, 2155. .2211, 




2157. .2210, 


2195 


. .2332, 


2200. 


.2331, 2201.. 2332 


Seq. No. 


10650 








Seq. ID 


OJ990410_24 . 9923. C12 


Gene No. 


22600 








Strand 




Start 


2278 








End 


3078 



11072 



Name OJ9904 10_24 . 9923 , C12 , o3 . gp Method AAT/GAP 

Start 2278' End 2747 

GI uC-osflcyp097b05bl Score 907 

Exons 2278.. 2747 

GI Descrip. ' 14 0503/sp | P12173 | YCTI_ORYSA 3.0e-39 HYPOTHETICAL 14 KD PROTEIN 

IN TRNI INTRON (ORF 133) >gi_82518_pir JQ0279 hypothetical 

14. 5K protein (trni intron) - rice chloroplast 

>gi_12041_emb_CAA33945_ (X1590.1) ORF133r ORF within' trnI intron 
[Oryza sativa] >gi_12061_emb_CAA33915_ (X15901) ORF133; ORF 

within trnI intron [Oryza sativa] >gi_22 6660_prf 1603356CL trnI 

intron ORF 133 [Oryza' 



Seq. No. 10650 

Gene No. 22600 

Start 2278 

Name OJ990410_24 . 9923 . C12 . ol . tm 

Start 2544 

GI none 
Exons 



Seq. ID OJ990410_24.9923.C12 
Strand 
End 

Method 
End 
Score 



3078 

TBLASTX:Maize 

3055 

415 



2544. .2816, 2544. .2816, 2546. .2845, 2774. .2854, 2791. .2871, 
2795. .2857, 2859. .3053, 2864. ,3055, 2864. .3055 



Seq. No. 10650 
Gene No. 22600 
Start 2278 

Name OJ9904 10_24 . 9923 . C12 . o5 . tc 

Start 2710 
GI none 
Exons 2710. .2787, 

2795. .2836, 

2963. .3058, 



2711.. 27.97, 2712. 
2806.. 2859, 2810. 
2964. .3056 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2795, 
.2857, 



OJ990410 24.9923.C12 



3078 

TBLASTX: Cress 
3058 
130 

2775.. 2804, 2790. 
2888.. 2959, 2889. 



2834, 
2975, 



Seq. No. 10650 
Gene No. 22600 
Start 2278 

Name OJ990410_24 . 9923 . C12 . o4 . ts 

Start 2743 
GI none 

Exons 2743. .2787, 2744. .2782, 2745, 

2906.. 2959, 2910.. 2975, 2910. 
2965.. 3057, 3058.. 3078 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990410 24.9923.C12 



3078 

TBLASTX : Soybean 
3078 
46 

2789, 2792.. 2827, 2793.. 2828, 
2972, 2963.. 3058, 2965.. 3066,^ 



OJ990410_24.9923.C13 
+ 

3191 
AAT/GAP 
3191 
2766 



Seq. No. 10651 Seq. ID 

Gene No. 22601 Strand 

Start 1222 End 

Name OJ990410_24 . 9923 . C13 . ol . gp Method 

Start 1222 End 

GI 183_5.R1084 Score 

Exons 1222.. .2266, 2807.. 3191 

GI Descrip. ' 133999/sp | P05424 | RR7_0RYSA.jl . Oe-48 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S7 >gi_70904_pir R3RZ7 ribosomal protein S7 - rice 

chloroplast >gi_12037_emb_CAA33942_ {X15901) ribosomal protein 
S7 [Oryza sativa] >gi_12065_emb_CAA33919_ (X15901) ribosomal 

protein S7 [Oryza sativa] >gi_226657_prf 1603356CH ribosomal 

protein S7 [Oryza sativa] ' 



Seq. No. 
Gene No. 



10651 
22602 



Seq. ID OJ990410_24.9923.C13 
Strand + 



11073 



start 10285 End 10713 ' 

Name OJ9904 10_24 . 9923 . C13 . o2 . gp Method AAT/GAP 

Start 10285 End 10713 

GI 3073_1.R1084 Score 820 

Exons 10285. .10713 

GI Descrip. ' 133936/sp | P1214 6 | RR3_0RYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] ' 

Seq. No. 10651 Seq. ID QJ9904 10_24 . 9923 . C13 

Gene No. 22603 Strand + 

Start 20751 End 21211 

Name OJ9904 10_24 . 9923 . C13 . o8 . gp Method AAT/GAP 

Start 20751 End 21211 

GI 2231_2.R1084 Score 777 

Exons 20751.. 21211 

GI Descrip. ' 11957/emb I X15901 | CHOSXX l.Oe-145 Rice complete chloroplast 
genome ' 

Seq. No. 10651 Seq. ID OJ9904 10_24 . 9923 . C13 

Gene No. 22604 Strand + 

Start 21306 End 22194 

Name OJ9904 10_24 . 9923 . C13 . o9 . gp Method AAT/GAP 

Start 21306 End 22194 

GI 7587_1.R1084 Score 1575 

Exons 21306. .22194 

GI Descrip. ' 131283/sp | P12158 | PSBC_ORYSA 2.0e-85 PHOTOSYSTEM II 44 KD 
REACTION CENTER PROTEIN (P6 PROTEIN) (CP4 3) 

>gi 72710 pir F2RZ44 photosystem II chlorophyll a-binding 
protein psbC - rice chloroplast >gi_11965_emb_CAA34014_ {X15901) 
PSII 43kDa protein [Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10651 Seq. ID OJ9904 10_24 . 9923 . C13 

22605 Strand 

10737 End 11100 

OJ990410_24. 9923.C13.o3.gp Method AAT/GAP 

10737 End 11100 

5455469 Score 666 

10737. .11100 

131251/spl P12094 I PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN (32 
KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15 



Seq. No. 10651 Seq. ID 

Gene No. 22606 Strand 

Start 11464 End 

Name OJ990410_24 . 9923 . C13 . o4 . gp Method 

Start 11464 End 

GI 24570_1.R1084 Score 

Exons 11464 . . 11917 

GI Descrip. ' 131251/sp | P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 



OJ990410_24.9923.C13 

11917 
AAT/GAP 
11917 
908 



11074 



(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34 007_ (X15901) PSII 32kDa protein 

[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22 624 9__prf 1503143A psbA gene [Oryza sativa] 

.>gi_2 264 0 6_pr f 1 5 ' 



Seq. No. 10651 

Gene No, 22607 

Start 14364 

Name OJ9904 10_24 . 9923 . C13 . o5 , gp 

Start 14364 

GI 40596_1.R1084 

Exons 14364 . . 14632 

GI Descrip. * 11957/emb | X15901 | CHOSXX 1, 
genome ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990410_24.9923.C13 

14632 
AAT/GAP 
14632 
450 



Oe-104 Rice complete chloroplast 



Seq. No. 10651 Seq. ID OJ990410_24 . 9923 . C13 

Gene No. 22608 Strand 

Start 15226 End 16472 

Name OJ9904 10_24 . 9923 . C13 . o6 . gp Method AAT/GAP 

Start 15226 End 16472 

GI ■ uC-osflcyp086a01al Score 851 

Exons 15226. ,15416, 16227.. 16472 

GI Descrip. ' 133806/sp | P25875J,RR16__HORVU 5.0e-37 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S16 >gi_2'82 999_pir S28766 ribosomal protein S16 - 

barley chloroplast >gi_11603_emb_CAA36973_ (X52765)' ribosomal 
protein rpsl6 [Hordeum vuigare-] ' 



Seq. No. 10651 

Gene No. 22609 

Start ^ 16553 

Name OJ990410_24 . 9923 , C13 . ol3 , tw 

Start 1 

GI none 
Exons 



Seq. ID OJ990410_24 . 9923.C13 
Strand 

2.2146 

TBtASTX: Wheat 
297 
65 



End 

Method 
End 
Score 

l.,36, 2. .37, 2. .37, 30. .113, 30. .95, 32... 97, 99. .164, 100. .186, 
149. ,190, 159. .203, 160. .231, 160. .222, 184. .273, 202. .297, 
220. .297 



Seq. No. 10651 

Gene No. 22609 

Start 16553 

Name OJ990410_24 . 9923. C 

Start 2 

GI none 

Exons 2. .79, 3. .77, 68, . 

108. .203, 115. .222 
324. .383, 326. .385 
549. .596, 610. .654 
669. .776, 794. .856 
858. .926, 921. .100 
1022.. 1093, 1050.. 
1263.. 1289, 1263.. 



Seq. ID OJ990410_24.9923.C13 
Strand 

End 22146 
13 . o3 . tc Method TBLASTX : Cress 

End 1382 

Score 118 
103, 81. .107, 81. .107, 101. .193, 106. .231, 
, 199. .315, 201. ,317, 233. .316, 319. .372, 
, 410. .511, 411. .509, 412, 
, 614. .772, 615. .722, 662, 
, 795. .902, 820. .888, 857, 
1, 922. .1002, 922. ,1002, 926. .1003, 
1196, 1057. .1155, 1058. .1189, 1258, .1287, 
1289, 1287. .1382, 1296. .1382 



.594, 419. .595, 
.778, 667. .798, 
,925, 858. .929, 



Seq. No. 
Gene No. 
Start 



10651 
22609 
16553 



Seq. ID OJ990410_24.9923.C13 
Strand 

End 22146 



11075 



Name 

Start 

GI 

Exons 



OJ990410 24 .9923.C13.olO.ts Method TBLASTX : Soybean 



1029 
none 

1029.. 1169, 1030. 
1310.. 1402, 1327. 
1522.. 1548, 1541. 
1732.. 1773, 1773. 
1831.. 1926, 1836. 
1942. .2142 



.1194, 1038. 

.1383, 1410. 

.1606, 1543. 

.1805, 1774. 

.1958, 1836, 



End 2142 
Score 163 
.1196, 1040.. 1195, 1257. 



1514, 1410, 

1608, 1681. 

1809, 1825. 

1925, 1935. 



,1487, 1521. 
1743, 1731. 
1872, 1829. 



,1295, 
,1547, 
1766, 
,1879, 



.2141, 1941.. 2141, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10651 
22609 
16553 

OJ990410_24 . 9923.C13.ol.tm 

1224 

none 

1224.. 1526, 1224.. 1529, 1232, 
1525.. 1587, 1526.. 1609, 1655, 
1671. .3083, 1693. .3102, 2632, 

10651 
22609 
16553 

OJ990410_24 .9923.C13.ol7.tc 

1383 

none 

1383., 1406, 1401.. 1544, 1408, 
1535.. 1567, 1538.. 1579, 1569. 

10651 
22609 
16553 

OJ990410_24 . 9923.C13.o5.tc 

1664 

none 

1664.. 1684, 1665.. 1706, 1671. 
1702.. 1746, 1741.. 1842, 1762, 
1815,. 1931, 1816.. 1932, 1823. 
1891.. 2412, 1909., 1935, 1935. 

10651 
22609 
16553 

OJ990410_24 . 9923.C13.o4 ,tw 

2022 

none 

2022.. 2381, 2025.. 2366, 2373. 

10651 
22609 
16553 

OJ990410_24 . 9923.C13.o8 .ts 

2300 

none 

2300,. 2455, 2301., 2453, 2302, 
2579. .2701, 2580. .2702 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990410 24.9923.C13 



22146 

TBLASTX: Maize 
3102 
514 

1531, 1524.. 1583, 1525.. 1608, 
1756, 1664.. 2137, 1665.. 3101, 
3102 



Seq. ID 
Strand- 
End 

Method 
End 
Score 



OJ990410 24.9923.C13 



22146 

TBLASTX: Cress 
1604 
113 

,1545, 1411. .1542, 1412. ,1543, 
, 1604 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990410 24.9923,C13 



22146 

TBLASTX: Cress 
2413 
63 

1712, 1688.. 1756, 1698., 1772, 
1809, 1773,. 1847, 1811.. 1879, 
1936, 1824,. 1940, 1890.. 2411, 
2411, 2192.. 2413 



OJ990410_24.9923.C13 
22146 

TBLASTX: Wheat 

2432 

601 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2432 

Seq. ID 
Strand 
End 

Method 
End 
Score 

.2484, 2454.. 2567, 2454.. 2567, 



OJ990410_24.9923.C13 
22146 

TBLASTX: Soybean 

2702 

239 



11076 



Seq. No. 


10651 








Gene No. 


22609 








Start 


16553 








LN dillC 




9923 


.C13.016, tc 


O Lai L 












none 








F. von s 


2687 2827, 


2688 


. .2828, 


2692. 


O C L^ • ViKJ * 


X U U X 










^ ^ u W 








Start 


16553 








Name 


OJ990410 24 


.9923 


. C13 . o4 . 


ts 


Start 


2704 










none 








F von <5 


2704 2829 


2704 


2829, 


2709 . 




2883 3083 


2884 


. .3129^ 


3136. 




3381 . . 3428, 


3384 


. .3425 




O C m[ • LV vj * 


X Vj J X 








Gene No. 


22609 








Start 


16553 








Name 


OJ990410 24 


. 9923 


. C13 . ol4 


. tw 


91-;^ rt 


2finft ~ 

^ o u o 










none 








Exons 


2Rnft 9Pdn 


2Pin Q 

Z O U -7 


2R4 1 

• • Z. O *i X , 


282 9 
z. o z :? . 




2940 3023 


294 4 


. .3024 




O C Lj^ • Ln (J . 


X U DO X 








o n o Mo 


22^09 








Start 


16553 








Name 


OJ990410 24 


.9923 


. C13 . o8 . 


tc 




2894 










none 








F von Q 


2894 3nni 


2907 


. .2999, 


2991. 




3009 3131 


3017 

O U X f 


. .3130, 


3128. 




3155 3385 


3381 


. , 3416, 


3384 . 


Seq. No. 


10651 








Gene No. 


22609 








Start 


16553 








Name 


nj99n4in 24 


. 9923 


. C13 . oil 


. tm 


Start 


3103 ~ 








GI 


none 








P, von 


3103 3411. 


3104 


. .3457, 


3105. 


^earr Mn 


1 OfiSI 

X W \JO X 








Gene No. 


22609 








Start 


16553 








Name 


OJ990410 24 


. 9923 


.C13.07. 


ts 




3S41 ~ 










none 








Exons 


3541. .3627, 


3542 


. .3658, 


3543. 




3614. .3688, 


3675 


. .3989, 


3676. 


Seq. No, 


10651 








Gene No. 


22609 








Start 


16553 









Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990410_24.9923.C13 
22146 

TBLASTX: Cress 

2847 

190 • 



Seq. ID OJ990410_24.9923.C13 
Strand 

End 22146 

Method TBLASTX : Soybean 

End 3428 

Score 199 

.2831, 2822. .3130, 2823. .2867, 
.3381, 3141. .3380, 3155. .3385, 



OJ990410_24 . 9923. C13 
22146 

TBLASTX: Wheat 

3027 

59 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2960, 2845.. 2958, 2917..3027, 



Seq. ID OJ990410_24.9923.C13 
Strand 

End ' 22146 

Method TBLASTX : Cress 

End 3416 

Score 119 
.3017, 2995. .3129, 2995. .3129, 
.3379, 3136. .3381, 3153. .3380, 
.3413 

Seq. ID OJ990410_24 .9923.C13 
Strand 

End 22146 
Method TBLASTX : Maize 
End 3458 
Score 585 
.3455, 3141. .3458 

Seq. ID OJ990410_24.9923.C13 
Strand 

End 22146 

Method TBLASTX : Soybean 

End 3993 

Score 103 

.3656, 3611. .3688, 3612. .3671, 
.3993, 3676.. 3993 

Seq. ID OJ990410_24 . 9923.C13 
Strand 

End 22146 



11077 










n ? nl 1 
.^x^.uxx 


. . L o 


Moi" H nH 


TRT.A<^TX • 
X iDijr\jZj ± £\ t 


^n n 
o^yi-zcdii 




J _7 _7 *i 








FnH 


4220 






n nn 










372 








3994 


. .4218, 


3996. 


. 4220 






Seq. No. 


. 10651 








Seq. ID 


OJ990410 


_24. 9923.013 


Gene No. 


22609 








Strand 






Start 


16553 








End 


22146 




NTs mo 


0.7QQn4 1 0 94 


9993 


ri 3 n6 


L O 


Method 


TBLASTX: 


Q (~s \T)r\ p ;3 n 


c-i- -a r1- 

O Ldl. 


S496 ~ 

O *1 ^ u 








End 


5919 






none 








Score 


205 






5426 5548 


5426 . 


. .5761, 


5428 . 


.5907, 5428. .5919, 


5511 5909 


O C ^ > LN U • 


1 06S1 

J. Li Vj J X 








Seq. ID 


OJ990410 


94 9923 ri 3 




^ u w ^ 








Strand 






O UdX L 


X U J O 








End 


22146 




Name 


OJ990410 24 


.9923, 


.013. o9. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


5715 








End 


6200 






none 








Score 


286 






5715 5Q4 8 


5715 


594 8 


5716 . 


.5955, 5902.. 5994, 


5944 5994 

vJJ'tM • . ■J Zf Zf ^ f 




5945 5Qt55 


5954 


5995 

* » -J y Z/ 'J f 


5980 


.6048, 5993. .6058, 


6000 6020 




6006 608*^ 


6006 

u vj w u 1 


6047 


6007 


.6048, 6008.. 6085, 


6010 6090 




6012 6074 


6065 


6121, 


6065 . 


.6121, 6123. .6200, 


6123 6200 


Seq. No. 


10651 








Seq. ID 


OJ990410 


_24. 9923. 013 


Gene No. 


22609 








Strand 






O Ldl. L 


X O O J o 








End 


22146 




Name 


0,70004 1 0 94 


999^ 


n ^ nl 7 

• ^ X o . ^ X / 


. L O 


Method 


TBLASTX: 


OwyjkJCdli 


O Ldl. L 


/ O U _7 








End 


7548 














Score 


162 








7^7^ 


7 SI ^ 


7 373 


.7510, 7519. .7548, 


7 R93 7S4 6 


Ccirr Mn 


10651 

X \J U -J X 








Seq. ID 


OJ990410 


24 9923 ri3 

. Zf Zf ^ -J .V^XJ 




99 609 








Strand 






Start 


16553 








End 


22146 




Name 


OJ990410 24 


.9923, 


.C13.O10 


tc 


Method 


TBLASTX: 


Cress 


Start 


74 96 








End 


7904- 




vJ J. 


none 








Score 


111 






7496 7697 


7 538- 

1 -J \j > 


7 fil ft 


7 S4 S 


.7625, 7602. .7715, 


7 698 771 4 




7699 771 S 


7630 


779S 


7710 

/ / X w * 


.7748, 7710. .7859, 


7719 7858 




7712 7873 


7860 , 


7904 


7865 . 


.7900 






Seq. No. 


10651 








Seq. ID 


OJ990410 


_24 . 9923.013 


Gene No. 


22609 








Strand 






O Ldi. L 


16553 








End 


22146 




Name 


O.T9904 1 0 94 


999^ 


n ^ nl s 


. L W 


Method 


TBLASTX: 


Wheat 


O L di. L 


8058 ~ 








End 


8285 




yj J. 


none 








Score 


214 






8058 8204 


8058 


8219 


8226 . 


.8285, 8227.. 8283 




Sea No 


10651 








Seq. ID 


OJ990410 


24.9923 013 


Gene No. 


22609 








Strand 






Start 


16553 








End 


22146 




Name 


OJ990410 24 


.9923, 


.013. o2. 


tc 


Method 


TBLASTX: 


Oress 


Start 


8134 








End 


9351 




GI 


none 








Score 


85 




Exons 


8134. .8220, 


8136. 


. .8219, 


8144. 


.8224, 8225. .8299, 


8226. .8321, 



11078 . 





/ • » O J X O f 


O o o * 


fl 331 


ft 31 fi 

O -3 X o • 


.9031, 8318.. 9028, 8824.. 9033, 






Qn 4 1 
u 4 X • 


Q1 S7 


Q1 44 

1/ X 4 4 • 


.9275, 9157. .9351, 9178. .9351 


Cart }\lr\ 










Seq. ID 


OJ990410_24 .9923.C13 


Gene No. 


22609 








Strand 




Start 


16553 








End 


22146 


Nsitie 




9923 . 


C13 . o3 . 


i-m 


Method 


.TBLASTX: Maize 


O L, d I. u 


O ^ J D 








End 


9033 


ni 


none 








Score 


729 


Exons 


O^OO. .O f OV f 


O ^ o . 


R7ft fi 


R 9 SR 

0 ^1 J 0 . 


.8779, 8781. .8954, 8782. .8847, 






R7R 3 


■ -3 U <c. O , 


RR94 

O O ^ 4 . 


. 9033 




Seq. No. 


10651 








Seq. ID 


OJ990410_24 .9923.C13 


Gene No. 


22609 








Strand 






i \J J J J 








End 


22146 


Name 


n.TQQn4 1 n 94 


QQ9 3 


PI 3 n9 


L W 


Method 


TBLASTX: Wheat 


o u o J. u 


R9ft ~ 
o ^ o o 








End 


8662 


GI 


none 








-Score 


579 


P. von <5 

ill ^ \J i 1 o 


8286 8^88 


8287 


8661 

• fj \J \J X f 


8287 


.8661, 8288. .8662, 8288. .8662 


Seq. No. 


10651 








Seq. ID 


OJ990410_24.9923.C13 


Gene No. 


22609 








Strand 




O U Ct J. L. 










End 


22146 


Name 


n.lQQOA in 9 4 


QQ9 


PI 3 


L5 


Method 


TBLASTX: Soybean 


q -h a T--I- 


R 9 4 
0 J ^ 4 








End, 


8901 




none 








Score 


787 




R ^94 Rfl QQ 


R'^'^n 

o o o u . 


RR Qf^ 


RR94 

O 0 Z 4 . 


.8901 




O c; ^ • i\ LJ . 


X U D J ± 








Seq. ID 


OJ990410_24 .9923.C13 




9 9 fin Q 

^ ^ O U _7 








Strand 




O U d I. L. 


X U J *J o 








End 


22146 


Name 


O.TQ QO 4 in 9 4 


QQ9 


C13.03. 


ts 


Method 


TBLASTX: Soybean 




R Q09 ~ 
o y u ^ 








End 


10634 


GI 


none 








Score 


453 


Exons 


8902. .9297, 


8990. 


. 9283, 


9275. 


.9352, 9276.. 9353, 9307.. 9534, 




^ ^ \j * • J ^ ^ t f 


9359. 


. 9535, 


9537. 


.9581, 9537. .9578, 9538. .9579, 




QS40 QfiRfi 


9573. 


.9671, 


9657. 


.9755, 9658. .9855, 9673. .9882, 




Q7RR 1 m 1 7 

y t o o t .xvjxxr/ 


9823 


. .10062, 9827. .10171, 


9828. .10118, 




1 n^fifi 1 n^Q9 

XUJvJU. .XUJ^^ 


, 10368. .10391, 10396. .10620, 10397 .. 10630, 




10482 10634 












Seq. No. 


10651 








Seq. ID 


OJ990410_24.9923.C13 


Gene No. 


22609 








Strand 




u a J- u 


1 6S ^3 

X U »J J 








End 


22146 




n.TQQn4 in 94 


9923. 


013. o2. 


tm 


Method 


TBLASTX: Maize 


O U d-L I, 


Q9 S7 ~ 

-7 ^ J ' 








End 


10086 


ox 


Ti n Ci 








Score 


1295 




92S7 9628 


9262. 


.10062, 


9264 


. .10085, 


9265. .10086 




1 nfisi 

X U O »J X 








Seq. ID 


OJ990410_24 .9923.C13 


Gene No 


22609 








Strand 




Start 


16553 








End 


22146 


Name 


OJ990410 24. 


9923. 


C13.07. 


tc 


Method 


TBLASTX: Cress 


Start 


9607 








End 


10495 


GI 


none 








Score 


358 


Exons 


9607. .9924, 


9687. 


. 9755, 


9688. 


.9936, 9693.. 9932, 9946.. 10062, 




9947. .10117, 


9950 


. . 10117, 9951. . 10118, 


9952. .10119, 



11079 






1017*^ 1090^ ini7f^ 


1 090^ 


10179. .10256, 10189. .10254, 






iniQQ in9RS 1090^ 


1 09 


10207. .10257, 10397. .104 95, 
















Seq. No. 


10651 




Seq. ID 


OJ990410_24 .9923. 


.013 


Gene No. 


22609 




Strand 








16553 




End 


22146 




Nsine 


OJ990410 24.9923.013, 


.08. tw 


Method 


TBLASTX: Wheat 




oT,clJ- L. 


9639 




End 


9946 






hone 




Score 


514 






9639. .9755, 9640. .9945, 9640. .9945, 9671. .9946 




Q ca rr KF r\ 
O c tj . LN U . 


10651 




Seq. ID 


OJ990410_24.9923, 


• X J 




22609 




Strand 






Start 


16553 




End 


22146 




Name 


OJ990410 24.9923.013. 


.olO.tm 


Method 


TBLASTX: Maize 




O L. CLi. L. 


10268 




End 


10697 






none 




Score 


155 






10268. .10357, 10269. , 


.10370, 


10309. . 10398, 10313. . 10372, 






10359. .10433, " 10359. , 


.10427, 


10363. .10662, 10364. .10678, 






10400 lOfifiQ 1047Q 


1 0fiQ7 








Seq. No. 


10651 




Seq. ID 


OJ990410__24 .9923, 


.013 


Gene No. 


22609 




Strand 








16553 




End 


22146 




Name 


OJ990410 24.9923.013, 


.o9.tc 


Method 


TBLASTX: Cress 




o tairr. 


10774 




End 


20511 






none 




Score 


397 




Exons 


10774 11149 107Q9 


11149 


20395. .20511 




O e q . IN O . 


10651 




Seq. ID 


OJ990410_24 . 9923. 


ri ^ 


Gene No. 


22609 




Strand 






Start 


16553 




End 


22146 




Name 


OJ990410 24.9923.013, 


, ol.tw 


Method 


TBLASTX: Wheat 






10948 




End 


20586 




oX 


none 




Score 


43 






10948 11064 11176 


. 11298 , 


20143. .201-^ 


^8, 20164 . .20586, 






20170. .20586 










Seq. No. 


10651 




Seq. ID 


OJ990410_24 .9923, 


.013 


Gene No. 


22609 




Strand 






C-l- a t-f 
O L. d JL L. 


16553 




End 


22146 




Name 


OJ990410 24.9923.013, 


,o2.ts 


Method 


TBLASTX : Soybean 




O L dX l_ 


11176 




End 


20376 




\J X 


none 




Score 


84 






11176. .11541, 11197.. 


, 11382, 


19555. .20376, 19569. .20375 




Seq. No. 


10651 




Seq. ID 


OJ990410_24.9923. 


.013 


Gene No. 


22609 




Strand 






Qt- a -r+- 
O C dX C 


16553 




End 


22146 




Name 


OJ990410 24.9923.013, 


,o8.tm 


Method 


TBLASTX: Maize 




Start 


11176 




End 


20351 




GI 


none 




Score 


671 




Exons 


11176. .11382, 19924., 


.20349, 


19929. .20351, 19930. .20349 




Seq. No. 


10651 




Seq. ID 


OJ990410_24.9923. 


013 


Gene No. 


22609 




Strand 







11080 






Start 


16553 




End 


22146- 








woi^./vjiiL' ■ y ^ ^ ^ .v^j..^ 1 


o4 • tc 


Method- 


TBLASTX: Cress 








1 1 9 ?n 




End 


20214 








none 




Score 


241 






V ^ 


119?n 11dS7 119^? 

X X 0\J * * X X H u f f X X 4L. O O * . 


1 1 4 (^3 

• X X *i U J> , 


114 4 0. . 118 65, 11459. .11884, 








1 1 Rfi9 1 1 ft Q7 9nn9Q 


.20214 










Seq. No. 


10651 




Seq. ID 


OJ990410_24 .9923 


.013 




Gene No. 


22609 




Strand 










X VJ J J 




End 


22146 






Naine 




O 4 "h TTl 


Method 


TBLASTX: Maize 






o Lai. L 


1 1 4 9 S "~ 

J. ± 'i ^ J 




End 


11921 






\J X 


none 




Score 


799 






P von Q 


11425 11916 11426 


. 11914 , 


11427. .11921, 11742. .11918 






Seq. No. 


10651 




Seq. ID 


OJ990410_24.9923 


.013 




Gene No. 


22609 




Strand 








O L. Cl i. L. 


16553 




End 


22146 






Nsirie 


r).TQQn4in 9'4 <^Q9^ n 




Method 


TBLASTX: Soybean 






q-f- -a -r-i- 
O L al. L 


1 1 f^nfi ~ 

J- X vj U U 




End 


11921 








n on o 




Score 


429 








11606 11911 11606 

X X \J\J \J * a X X Zf X X f X X \J \J \J m 1 


. 11902, 


11608. .11910, 11742. .11921 






o e q . LN O . 


x\JKjD X 




Seq. ID 


OJ990410_24.9923 


. X J 


:! 


Gene No . . 


22609 




Strand 






fj 


- Start 


16553 




End 


22146 




L! 


Name 


n.TQQn4in 94 qq9^ 


o1 9 -h Q 

> Lf X . L o 


Method 


TBLASTX : Soybean 






oT_ai- c 


X Z sJ ^ X 




End 


12761 






fZT 


none 




Score 


158 




li 


Hj AvJIlo 


1 9^Q1 19fi49 T9^QS 


I X ^ \J H \J f 


12539. . 12643, 12629 .. 12754 , 




=r 

1 I 




196^4 19750 12636 


, 12761 








y 


Seq. No. 


10651 




Seq. ID 


OJ990410_24.9923 


.013 




Gene No. 


22609 




Strand 








O Lai. L 


X\J^^~J 




End 


22146 






Name 




I > LW 


Method 


TBLASTX: Wheat 






qf- a v-l- 
O Lax. L 


1 94 S9 ~ 

X Z *1 J ^ 




End 


12848 




J 


\J ± 


n on ^ 




Score 


545 






P von 


12452 12826 12454 


. 12825, 


12821. . 12847, 12822. .1284 8 






Seq. No. 


10651 




Seq. ID 


OJ990410_24.9923 


.013 




Gene No. 


22609 




Strand 








O L a J. L 


1 6553 

X U -J 




End 


22146 








n.TQ9n4in 94 9Q93 n 3 


1 L/ X J • Lill 


Method 


TBLASTX: Maize 






o L a I. L 


1 9f^pn ~ 

X Z D O \J 




End 


12946 








n on o 




Score 


358 






F" von Q 


1 9fiftn T994fi 196fi9 


. 1294 5 










Qcirr Mo 


X U D *J X 




Seq. ID 


OJ990410 24. 9923,. 013 




(tjpnp Mo 


22609 




Strand 








Start 


16553 




End 


22146 






Name 


OJ990410 24 .9923.013, 


,ol3. ts 


Method 


TBLASTX : Soybean 






Start 


■ 12900 




End 


13357 






GI 


none 




Score 


140 






Exons 


12900. . 13193, 12901. , 


,13110, 


13153. .13299, 13163. .13306, 








13197. . 13340, 13278. . 


,13346, 


13280. .13357 





11081 



O e CJ . LM U . 


10651 








22609 






Start 


16553 






Name 


OJ990410 24.9923.C13 


.oll.tc 


O d J. L. 


13074 








none 








13074. 


.13214, 13075. 


. A. ^ ^ ^ \j f 




13228. 


.13293, 13235. 


. X J ^ _/ 1 , 




13312. 


.13551, 13380. 


. 13553 


Seq. No. 


10651 






Gene No. 


22609 








16553 








OJ990410 24.9923.013 


• \J f • u w 




13114 








none 






R V n n <5 

ill irVkJ 1 1 O 


13114. 


.13494, 13115. 


. 13489, 


Secj, No. 


10651 






Gene No. 


22609 






Start 


16553 






Name 


OJ990410 24.9923.C13 


. ol5 . ts 


Start 


13370 






GI 


none 






Exons 


13370. 


.13459, 13371. 


.13559, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990410_24.9923.C13 
22146 

TBLASTX: Cress 

13553 

38 



OJ990410_24. 9923. 013 
22146 

TBLASTX: Wheat 

13494 

505 



Seq. ID OJ990410_24. 9923. 013 
Strand 

End 22146 

Method TBLASTX : Soybean 

End 13916 

Score 104 



13573. .13614, 13637'. .13768, 13639. .13770, 13663. .13773, 
13785. .13916 



Seq. No. 10651 

Gene No. 22609 

Start 16553 

Name OJ9904 10_24 . 9923 . 013 . ol8 . to 

Start 13562 

GI none 

If Exons 13562 . 

,1 13663. 

i. 13803. 



13621, 13573. 
13773, 13664. 
13916 



13608, 
13771, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990410 24.9923.013 



22146 

TBLASTX: Cress 
13916 
50 

13628. .137 68, 13644 .. 137 66, 
13801. .13914, 13802. .13915, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10651 Seq. ID 

22609 Strand 
16553 End 
OJ990410_24 . 9923. 013. ol3.tc Method 
14104 End 
none Score 

14104. .14154, 14109. .14156, 14116 

14158. . 14196, 14159. .14203, 14169 

14288. . 14380, 14297 14380, 14298 

14308. .14421, 14403, . 14447, 14472 

14500. .14643, 14502 .. 14651, 14502 



OJ990410 24.9923.013 



22146 

TBLASTX: Cress 
14651 
49 

14157, 14158. .14199, 
14204, 14242. . 14379, 
14384, 14304. .14396, 
14513, 14473. .14511, 
14642 



Seq. No. 10651 Seq. ID 

Gene No. 22609 Strand 

Start 16553 End 

Name OJ990410_24 . 9923 . 013 . ol5 . tm Method 

Start 14356 End 

GI none Score 
Exons 



OJ990410_24. 9923. 013 
22146 

TBLASTX: Maize 

14616 

122 



14356. .14 37 9, 14 358. .14 384, 14368 .. 14445, 14 372 .. 14 4 4 6, 



11082 



14376. .14471, 14 4 16 14 616, 14436. .14615 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10651 
22609 
16553 

OJ990410_24 . 9923.C13.ol7.tm 

14617 

none 



Seq. ID OJ990410_24.9923.C13 
Strand 

End 22146 

Method TBLASTX: Maize 

End 14991 

Score 68 



14617. .14658, 14 618 14 659, 14 618 .. 14 659, 14 619 .. 14 660, 

14656. . 14697, 14 657 14722 , 14711 .. 1474 9, 147 14 .. 14752 , 

14725. . 14763, 14736 .. 14 813, 14 737 .. 148 17 , 14753 .. 14 812 , 

14811. . 14855, 14835. .14933, 14 845 .. 14 940 , 14 84 6 . . 14 94 1 , 

14 882. .14 941, 14938. .14991 



10651 
22609 
16553 

OJ990410_24 . 9923.C13.ol4 .ts 

15220 

none 

15220. . 15459, 15221 .. 154 48 , 
15426. . 15518, 15430 15528 , 
15741. . 15782, 1578 6 158 18 , 
16061. . 16099, 16063. .16101, 
16149. . 16208, 16163. .16213, 
16319. .16339, 16320. .16343 



Seq. ID OJ990410_24 . 9923.C13 
Strand 

End 22146 

Method TBLASTX : Soybean 

End 16343 

Score 251 
1524 4. .15450, 15421 .. 154 92 , 
15688. .15735, 15733. .15783, 
15936. .16043, 15957 .. 1 6058 , 
16112. .16174, 16121. .16174, 
16205. .16279, 16205 .. 1 6294 , 



Seq. No. 


10651 






Gene No. 


22609 






Start 


16553 






Name 


OJ990410 24.9923.C13 


.ol4 .tc 


Start 


15294 






GI 


none 






Exons 


15294. 


.15347, 15295. 


.15474, 


Seq. No. 


10651 






Gene No. 


22609 






Start 


16553 






Name 


OJ990410 24.9923.C13 


.o9. tm 


Start 


15823 






GI 


none 






Exons 


15823. 


.15918, 15824. 


.15907, 




15963. 


.16100, 15977. 


.16111, 




16099. 


.16353, 16341. 


.16373, 




16375. 


.16407, 16402. 


.16449, 


Seq. No. 


10651 






Gene No. 


22609 






Start 


16553 






Name 


OJ990410 24,9923.C13 


. o7 . gp 


Start 


16553 






GI 


uC-osflcyp08 6a01bl 




Exons 


16553. 


.17003 





Seq. ID OJ990410_24.9923.C13 
Strand 
End 

Method 
End 
Score 



22146 

TBLASTX: Cress 

15482 

44 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3910.. 16053, 15930 



OJ990410 24.9923.C13 



22146 

TBLASTX: Maize 
16452 
113 

,16097, 
,16345, 
,16424, 



,16452 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990410_24 . 9923. C13 

22146 
AAT/GAP 
17003 
902 



GI Descrip. ' 11957/emb j X15901 | CHOSXX l.Oe-135 Rice complete chloroplast 
genome ' 



Seq. No. 



10651 



Seq. ID OJ990410_24.9923.C13 



11083 



Gene No. 22609 Strand 

Start 16553 End 

Name OJ990410_24 . 9923 . C13 . ol6 . tw Method 

Start 17238 End 

GI none Score 

Exons 17238. .17426, 17327 .. 17425, 17329 .. 174 30 , 17535 

17539. .17613, 17539 .. 17 610, 17540 17 617 • 



22146 

TBLASTX: Wheat 
17617 
148 

17609, 



Seq. No. 10651 
Gene No. 22609 
Start 16553 

Name OJ9904 10_24 . 9923 . C13 . o6 . tm 

Start 17523 
GI none 
Exons 17523, 

17628, 

17670, 

17988, 

18038, 



Seq. ID OJ990410_24 . 9923.C13 
Strand 

End 22146 
_ Method TBLASTX: Maize 

End 18088 
Score 184 

,17642, 17530. .17655, 17531 17 656, 17531 .. 17 656, 
,17681, 17641. .17688, 17 642 ,. 17 677 , 17642 .. 17689, 
,17984, 17675. .17983, 17797 .. 17 988 , 17987 .. 18052 , 
,18050, 17989. .18051, 17990 18052 , 18038 .. 18088 , 
,18088 



Seq. No. 10651 
Gene No. 22609 
Start 16553 

Name OJ990410_24 . 9923 . C13 . ol . tc 

Start 17660 
GI none 
Exons 17660. 

20608, 

21138. 

21202. 



.17833, 20604. 

.20994, 20933. 

.21242, 21158. 

.22047, 21362. 



21101, 
21100, 
21439, 
21544, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

20604 

21019 



OJ990410 24.9923.C13 



22146 

TBLASTX: Cress 
22117 
78 

20891, 20606. .21109, 
21108, 21101. ,21181, 



21175. .21441, 21179. .21445, 
21441. .22046, 22088. .22117 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10651 
22609 
16553' 

OJ990410_24 .9923.C13.o3.tw 
17660 



Seq. ID OJ990410_24.9923.C13 
Strand 

22146 

TBLASTX: Wheat 
21781 
75 



End 

Method 
End 

none Score 
17660. .17833, 21158 .. 21439, 21160 .. 21297 , 21175 .. 214 4 1, 
21199. .'21441, 21202. .21684, 21362 .. 2154 4 , 214 4 1 .. 21 683, 
21584. .21688, 21590 .. 21703, 21603 .. 21704 , 21647 .. 21781, 
21664. .21780 



Seq. No. 10651 
Gene No. 22609 
Start 16553 

Name OJ9904 10_24 . 9923 . C13 . ol . ts 

Start 17660 
GI none 
Exons 17660, 

20933, 

21138. 

21202. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990410_24 . 9923. C13 
22146 

TBLASTX : Soybean 

22080 

76 



.17833, 20584. .,20973, 20584 .. 20994 , 20588. 
.21094, 21019. .21108, 21097 .. 2112 6, 21101. 



.21221, 21158. .21439, 21175. 
.22080, 21326. .21544, 21441. 



.21441, 21196. 
.22043, 21442. 



.21109, 
.21172, 
.21441, 
.22062 



Seq. No. 10651 Seq. ID 

Gene No. 22609 Strand 

Start 16553 End 

Name OJ990410 24 . 9923 . C13 . ol6 . ts Method 



OJ990410_24.9923.C13 
22146 

TBLASTX: Soybean 



11084 



start 
GI 

Exons 



17834 End 18435 

none Score 154 

17834. .17953, 17836 17937 , 18305 18433, 18306 184 31 , 

18307. .18435. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



10651 Seq. ID 

22609 " Strand 

16553 End 

OJ990410_24 . 9923.C13.ol6. tm Method 

18089 End 

none Score 



OJ990410_24.9923.C13 
22146 

TBLASTX: Maize 

18298 

90 



18089. .18157, 18090. .18161, 18091 .. 18 162 , 18150 18206, 
18160. .18225, 18161. .18217, 18186 .. 18296, 181 91 .. 182 98 , 
18199. .18297, 18200. .18298 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10651 Seq. ID 

22609 Strand 

16553 End 

OJ990410_24 . 9923.C13.ol5.tc Method 

18291 End 

none Score 



OJ990410_24 .9923.C13 
22146 

TBLASTX: Cress 

18571 

207 



18291. . 18434, 18304 ,. 184 47 , 18304 .. 18447 , 18547 18570 , 
18548. .18571 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10651 
22609 
16553 

OJ990410_24 . 9923.C13.ol4.tm 
18644 



none 

18644. 

18696. 

18810. 

18906. 

18977. 



,18709, 18645. 

.18752, 18700, 

,18926, 18811. 

,18968, 18907. 

,19072, 18977. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18710, 18646. .18711, 18695 
18774, 18701. .18805, 18780 
18948, 18828. .18950, 18906 
18969, 18975. .19070, 18975 
19072 



OJ990410 24.9923.C13 



22146 

TBLASTX: Maize 
19072 
95 



,18754, 
,18809, 
,18968, 
.19055, 



Seq. No. 10651 
Gene No. • 22609 
Start 16553 

Name OJ990410_24 . 9923 . C13 . oil . tw 

Start 18749 
GI none 

Exons 18749. .18808, 18780 .. 18809, 

18811. .188 91, 18811. .188 94, 
18885. .18974, 18885. .18935, 
18973. .19098, 18975. .19088, 
19114. .19242, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
18798. .18890, 



OJ990410 24.9923.C13 



18865. 
18894. 
19067. 



22146 

TBLASTX: Wheat 
19275 
57 

18803. .18889, 
18936, 18883. . 18924, 
18968, 18910. . 18981, 
19261, 19085. .19219, 



19255. .19275 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10651 
22609 
16553 

OJ990410_24. 9923.C13.ol8.tm 

19074 

none 



Seq. ID OJ990410_24 .9923.C13 
Strand 

End 22146 

Method TBLASTX : Mai ze 

End 19314 

Score 159 



19074. .19211, 19085. .19210, 19085 .. 19213, 19218 .. 19271, 
19220. .19261, 19270. .19314 



11085 




O *-\ 

beq . NO . 


1 n t; 1 






Seq. ID 


OJ990410_24.9923 


PI 

• L/ X O 


Gens No . 


Z.Z du y 






Strand 






o car u 


1 c c o 
1 boo J 






End 


22146 




Name 


r\ TO Q n /I 


in OA 009"^ PI "5 

XU z ft . y y z J . L^x o . 


1 9 4-1-7 

. OXZ . LW 


Method 


TBLASTX: Wheat 




Start 


19289 






End 


19677 




GI 


none 






Score 


58 




Exons 


J. yz 0 y . 


1 Q'^'^f^ ^ Q9Q1 
.X^OOD^ X7^yx. , 


1 Q^9 ^ 


19292. .19324, 19295 .. 19354 , 








1 Q4 04 1 0*^1 9 
.xyfiufi/ xyjx^. , 


. X y o o o , 


19326. .19355, 1934 6 .. 19402, 






± y ^ 3 D . 


1 Q4 0"^ 1 Q"^^! 

.xy4UO/ xyoDX. . 


1 QdO^ 
, X y 4 u o , 


19392. .19418, 19397 .. 19432, 






± y uo . 




1 Q^9Q 
. X y oz -7 , 


19405. .19530, 19405 .. 19530, 






J. z? o ^ o • 


.XZ/0*±0/ X^OO / . < 


• X o / J , 


19561. .19677, 19561. .19677 




Seq. No. 


10651 






Seq. ID 


OJ990410_24.9923 


.C13 


Gene No. 


22609 






Strand 






O L-a J. U 


X D O O J 






End 


22146 




Name 


Pi TQ on A 

\J0 y y U ft 


1 0 OA QQO'^ PI 
XU z fi . y y z o . u X 0 . 


. O D . t C 


Method 


TBLASTX: Cress 




o car t 


1 Q^T 7 
1 y D X / 






End 


19989 






none 






Score 


447 






X D X / . 


1 QQfifi 1 Qfil 7 


1 QQpft 
. X 5 o o , 


19618. .19989 




Seq. No. 


10651 






Seq. ID 


OJ990410_24.9923 


.C13 


Gene No. 


22609 






Strand 








1 ^ 
± DO 0 J 






End 


22146 




Name 


Pi TQ Q n /I 
u J y y U fl 


10 OA QQ9'^ Pl"^ 

XU z 'I . y y z o . L-X J < 


/^1 9 -1- 

, ox z . t c 


Method 


TBLASTX: Cress 




btar L 








. End 


20394 






none 






' Score 


189 




Exons 


o no 1 


9n'5QQ 90917 

. z u oo y / z uz X / . < 


9 O '5 QO 

, zuoyu , 


20241. .203 


93, 20248.. 20394 




Seq. No. 


10651 






Seq. ID 


OJ990410_24.9923 


.C13 


Gene No. 


22609 






Strand 






otaru 


1 (T C C O 
± DOO^ 






End 


22146 




Name 


P TQ QCi A 

u J y y u fi 


10 9/1 QQ9T Pl'5 

XU z ft . y y z J . ux o « 


» oo . tm 


Method 


TBLASTX: Maize 




o uar u 








End 


21094 






none 






Score 


616 




Exons 


^ U D f± D . 


9 1 0Q9 90^^47 

• zxuyz/ zuDfi / . . 


, z u y y *i , 


20648. .21094, 20933.. 21094 




oeq . NO . 


1 n(^Ri 

1 U DO 1 






Seq. ID 


OJ990410_24.9923 


PI 

. U X o 


Gene No. 


22609 






Strand 






Start 


16553 






End 


22146 




Name 


Pi TQQO^ 

y y u 4 


1 0 94 QQ9'^ PI 


. o 6 . t w 


Method 


TBLASTX: Wheat 




o tar L 


9 07 /I ft 
Z U / ft o 






End 


21139 






none 






Score 


300 




IT* 1^ c 

Cjxons 


o 07 4 fl 


91101 9074Q 

.ZXXUX^ ZU/*i!7. < 


90QQ4 
. z u y y 4 / 


20750. .211 


09, 20933. .21100, 






^ ± u X y . 


91100 910QP 
.zxxuo/ zxuyo. . 


91 1 '^Q 
, Z X X o ^ 








oeq . NO . 


XU DO 1 






Seq. ID 


OJ990410_24.9923 


PI 

. X o 


Gene No. 


22609 






Strand 






Start 


16553 






End 


22146 




Name 


P TQ QH Zl 


10 OA QQ9 PI 

XU z fi . y y z o . k> X ^ . 


y-v1 9 4-m 

, OXZ . tin 


Method 


TBLASTX: Maize 




o uar u 


9 1 1 "^ft 
Z X xoo 






End 


21584 






none 






Score 


41 




Exons 


21138. 


.21221, 21141., 


,21176, 


21158. .214 


39, 21175. .21441, 






21202. 


.21441, 21312.. 


,21542, 


21326. .215 


41, 21441. .21584 




Seq. No. 


10651 






Seq. ID 


OJ990410_24.9923 


.C13 


Gene No. 


22609 






Strand 






Start 


16553 






End 


22146 





11086 



Name 

Start 

GI 

Exons 



OJ990410_24 . 9923.C13.o7.tm Method TBLASTX : Maize 

21594 End 22083 

none Score 687 

21594. .22055, 21612 .. 22040, 22051 .. 22083, 22052.. 22081 



Seq. No. 10651 

Gene No. 22609 

Start 16553 

Name OJ990410_24 . 9923 . C13 . olO . tw 

Start 21782 

GI none 
Exons 



Seq. ID OJ990410_24 . 9923.013 
Strand 

End 22146 

Method TBLASTX : Wheat 

End 22146 

Score 394 



21782. .22081, 21782 .. 22081, 21784 22083, 22052 22135, 
22074. .22145, 22075. .22146 



:=?: 

rii 
Q 

I Li 



Seq. No. 10652 

Gene No. 22610 

Start 1 

Name OJ990410_24 . 9923 . C14 . ol . gp 

Start 1 

GI 5607533 

Exons 1 . . 317 

GI Descrip. 11957/emb | X15901 1 CHOSXX l.Oe-145 Rice complete chloroplast 
genome 



Seq. ID OJ990410_24 . 9923.C14 

Strand + 

End 317 

Method AAT/GAP 

End 317 

Score 483 



Seq. No. 
'Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name , 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

,GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



10652 
22611 
104 8 

OJ990410_24 . 9923.C14 .o3.gp 
1048 

306_9.R1084 
1048. .1222 

'287391/dbj ID13111IRICMT15 l.Oe-178 Oryza sativa mitochondrial 
rpoB pseudogene' 



Seq. ID OJ990410_24.9923.C14 

Strand + 

End 1222 

Method ■ AAT/GAP 

End 1222 

Score 240 



Seq. ID OJ990410_24 . 9923.C14 

Strand + 

End 5075 

Method AAT/GAP 

End 5075 

Score 198 



10652 
22612 
4 964 

OJ990410_24 . 9923.C14 .o4 .gp 
4964 
1036999 
4964. .5075 

11957/emb 1X15901 1 CHOSXX 2 . Oe-52 Rice complete chloroplast genome 



10652 
22613 
5149 

OJ990410_24 . 9923.C14 .o5.gp 
5149 

LIB3432-021-P1-K1-A3 
5149. .5294 

* 11957/emb 1X15901 I CHOSXX 1. Oe-52 Rice complete chloroplast 
genome ' 



Seq. ID OJ990410_24 . 9923.C14 

Strand + 

End 5294 

Method AAT/GAP 

End 5294 

Score 213 



10652 
22614 
18785 

OJ990410 24.9923.C14.o8.gp 



Seq. ID OJ990410_24 . 9923.C14 

Strand + 

End 19327 

Method AAT/GAP 



11087 



start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. • No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18785 End 19327 

42732_1.R1084 Score 1070 

18785.. 19327 

' 114657/spl P12083 I ATPI_ORySA 3.0e-76 ATP SYNTHASE A CHAIN 

PRECURSOR (SUBUNIT IV) >gi_67926_pir LWRZ6 H+-transporting ATP 

synthase (EC 3.6.1.34) chain a - rice chloroplast 

>gi_11975 emb_CAA33990_ (X15901) ATPase a subunit [Oryza sativa] 

>gi_22669l;;_prf 1603356U ATPase a [Oryza sativa] ' 



OJ990410_24.9923.C14 
+ 

19738 
AAT/GAP 
19738 
734 



10652 Seq. ID 

22615 Strand 
19368 End 
OJ990410_24 . 9923.C14 .o9.gp Method 
19368 End 
LIB3477-011-P1-K1-C10 Score 
19368. .19738 

' 114657/spl P12083 I ATPI_ORySA 2.0e-34 ATP SYNTHASE A CHAIN 

PRECURSOR (SUBUNIT IV) >gi_67926_pir LWRZ6 H+-transporting ATP 

synthase (EC 3.6.1.34) chain a - rice chloroplast 
>gi_11975_emb_CAA33990_ (X15901) ATPase a subunit [Oryza sativa] 
>gi_226693_prf 1603356U ATPase a [Oryza sativa] * 



OJ990410_24.9923.C14 
+ 

23183 
AAT7GAP 
23183 
1047 



10652 Seq. ID 

22616 Strand 
22637 • End 
OJ9904 10_24 . 9923 . C14 . ol2 . gp Method 
22637 End 
5005311 Score 
22637. .23183 

114521/spl P12084 |ATPA_ORYSA l.Oe-78 ATP SYNTHASE ALPHA CHAIN 

>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_1197 9_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_22 6696_prf 1603356X 

ATPase alpha [Oryza sativa] 



OJ990410_24.9923.C14 
+ 

24167 
AAT/GAP 
24167 
734 



10652 Seq. ID 

22617 Strand 
23751 End 
OJ9904 10_24 . 9923 . C14 . ol3 . gp Method 
23751 End 
LIB34 31-040-P1-K2-C1 Score 
23751. .24167 

• 114521/spl P12084 I ATPA_ORYSA 6.0e-53 ATP SYNTHASE ALPHA CHAIN 

>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_1197 9_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] ' 



10652 Seq. ID 

22618 Strand 

29778 End 

OJ990410_24 . 9923.C14 .ol5.gp Method 

29778 End 

uC-osflM202088b07al Score 
29778. .30036 

'11957/emb 1X15901 1 CHOSXX 2.0e-52 Rice complete chloroplast 
genome ' 



OJ990410_24 .9923.C14 
+ 

30036 
AAT/GAP 
30036 
514 



11088 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10652 
22619 
42467 

OJ990410_24 .9923.C14 .ol9.gp 
42467 

24824_1.R1084 
42467. .43196 
'476752 5.0e-87 
>gi_1583954_prf 
RuBisCO:SUBUNIT=large:ISOTYPE=truncated [Oryza sativa] ' 



Seq. ID OJ990410_24 . 9923.C14 

Strand + 

End 43196 

Method AAT/GAP 

End 43196 

Score 1371 



(L24073) rubisco large subunit [Oryza sativa] 
2121489A 



10652 Seq. ID 

22620 Strand 
43293 End 
OJ990410_24 . 9923.C14 .o20.gp Method 
43293 End 
14384_1.R1084 Score 
43293. .44004, 44090. .44118 

•5881726/dbj IBAA84417.il 3.0e-24 {AP000423) RNA polymerase alpha 
subunit [Arabidopsis thaliana] ' 



OJ990410_24 . 9923. C14 
+ 

44118 
AAT/GAP 
44118 
1358 



10652 Seq. ID OJ9904 10_24 . 9923 . C14 

22621 Strand 
45935 End 
OJ990410_24 . 9923.C14 .o21.gp Method 
45935 End 
7528_2.R1084 Score 
45935. .46558 

*140291/sp| P12206I YCF4_0RYSA 7.0e-68 HYPOTHETICAL 21.5 KD 

PROTEIN (ORE 185) >gi_8254 l__pir S05116 hypothetical protein 185 

- rice chloroplast >gi_11997_emb_CAA33958_ (X15901) ORF185 
[Oryza sativa] >gi_226618_prf 1603356AQ ORE 185 [Oryza sativa] * 



OJ990410_24 . 
+ 

46558 
AAT/GAP 
46558 
1143 



OJ990410_24 .9923.014 
+ 

48409 
AAT/GAP 
48409 
831 



10652 Seq. ID 

22622 Strand 
47968 End 
OJ990410_24 . 9923.C14 .o23.gp Method 
•47968 End 
uC-osflM202092b08bl Score 
47968. .48409 

'118048/spl P07888 |CYF_ORYSA 5.0e-65 APOCYTOCHROME F PRECURSOR 

>gi_65615_pir CFRZ plastoquinol — plastocyanin reductase (EC 

1.10.99.1) cytochrome f precursor - rice chloroplast 
>gi_12000_emb_CAA33961_ (X15901) cytochrome f [Oryza sativa] 
>gi_226621_prf 1603356AU cytochrome f [Oryza sativa] * 



10652 
22623 
52974 

OJ990410_24 . 9923.C14 .o24 .gp 
52974 

uC-osflm202104g03bl 
52974. .53496 

'131211/sp|P19443|PSAJ_MAIZE 6.0e-10 PHOTOSYSTEM I REACTION 

CENTRE SUBUNIT IX (PSI-J) >gi_1363533_pir S58571 photosystem I 

protein psaJ - maize chloroplast >gi_552734 (J04502) ORF42 [Zea 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990410_24 , 
+ 

53496 
AAT/GAP 
53496 
1026 



9923. C14 



11089 



mays] >gi_902241_emb_CAA60305_ (X86563) psaJ [Zea mays] 



Seq. No. 10652 

Gene No. 22624 

Start 57041 

Name OJ990410_24 . 9923 . C14 . o26. gp 

Start 57041 

GI LIB3432-057-P1-K1-A8 

Exons 57041. .57169 

GI Descrip. ' 11957/emb | X15901 | CHOSXX 7.0e-52 Rice complete chloroplast 
genome ' 



Seq, ID OJ990410_24.9923.C14 

Strand + 

End 57169 

Method AAT/GAP 

End 57169 

Score 169 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990410_24 . 9923. C14 
-I- 

58272 
AAT/GAP 
58272 
1016 



10652 Seq. ID 

22625 Strand 
57719 End 
OJ990410_24 . 9923.C14 .o27 ,gp Method 
57719 End 
2896_1.R1084 Score 
57719. .58272 

' 131271/spl P12157 I PSBB_ORYSA 2.0e-88 PHOTOSYSTEM II P680 

CHLOROPHYLL A APOPROTEIN (CP-47 PROTEIN) >gi_72705_pir QJRZ6A 

photosystem II chlorophyll a-binding protein psbB - rice 
chloroplast >gi_12013_emb_CAA33973_ (X15901) PSII 47kDa protein 

[Oryza sativa] >gi_226634_prf 1603356BH photosystem II 47kD 

protein [Oryza sativa] * 



10652 Seq. ID 

22626 Strand 
60329 End 
OJ990410_24 . 9923 . C14 . o30 . gp Method 
60329 End 
uC-osflcypOllbOlbl Score 
60329. .60835 

'343210 5.0e-78 (M35995) apocytochrome b6 (alt.) [Oryza sativa] 
>gi_226762_prf 1604469A cytochrome b6 [Oryza sativa] ' 



OJ990410_24 . 9923. Cl^ 
-h 

60835 
AAT/GAP 
60835 
987 



Seq. No. 


10652 




Seq. ID 


OJ990410_24 


. 9923. C14 


Gene No. 


22627 




Strand 






Start 


199 




End 


657 




Name 


OJ990410 24.9923. 


C14 .o2.gp 


Method 


AAT/GAP 




Start 


199 




End 


657 




GI 


45273 1.R1084 




Score 


850 




Exons 


199. .657 










GI Descrip. 


'1022811 4.0e-21 


(U37703) ORE 


62 [Hordeum vulgare] 


1 


Seq. No. 


10652 




Seq. ID 


OJ990410_24 


.9923. C14 


Gene No. 


22628 




Strand 






Start. 


7391 




End 


7510 




Name 


OJ990410 24.9923. 


C14 .06. gp 


Method 


AAT/GAP 




Start 


7391 




End 


7510 




GI 


5607624 




Score 


216 




Exons 


7391. .7510 










GI Descrip. 


287391/dbj ID13111 


IRICMT15 l.Oe-178 Oryza sativa mitochondrial 




rpoB pseudogene 










Seq. No. 


10652 




Seq. ID 


OJ990410_24 


. 9923. C14 


Gene No. 


22629 




Strand 







11090 



start 14733 End 14818 

Name OJ9904 10_24 . 9923 . C14 . o7 . gp Method AAT/GAP 

Start 14733 End 14818 

GI LIB3432-013-P1-K1-E3 Score 133 

Exons 14733. .14818 

GI Descrip. ' 1334 4 6/sp | P12093 | RPOD_ORYSA 3.0e-09 DNA-DIRECTED RNA POLYMERASE 

BETA" CHAIN >gi_66986_pir RNRZC2 DNA-directed RNA polymerase 

• (EC 2.7.7.6) beta' '-2 chain - rice chloroplast 

>gi_11973_emb_CAA33988_ (X15901) RNA polymerase beta" subunit-2 
[Oryza sativa] ' 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



i Seq. No. 

! Gene No. 

I Start 

\ Name 

\ Start 

\ GI 

Exons 

I GI Descrip. 



10652 Seq. ID OJ9904 10_24 . 9923 . C14 

22630 Strand 

20403 End 21443 

OJ990410_24. 9923.C14.olO.gp Method AAT/GAP 
20403 End 21443 

2721_1.R1084 Score 1986.- 

20403. .21443 

'114622/sp|P12087|ATPF_ORYSA l.Oe-20 ATP SYNTHASE B CHAIN 

(SUBUNIT I) >gi_67929_pir LWRZl H+-transporting ATP synthase 

(EC 3.6.1.34) chain I - rice chloroplast 

>gi_669080_emb_CAA33992_ (X15901) ATPase I subunit [Oryza 
sativa] >gi_226695_prf 1603356W ATPase I [Oryza sativa] * 

10652 Seq. ID OJ990410_24 . 9923 . C14 

22631 Strand 

21481 End 22026 

OJ990410_24 . 9923 . C14 . oil . gp Method AAT/GAP 

21481 End 22026 

.2135_1.R1084 Score 1072 
21481. .22026 

'11957/emb 1X15901 1 CHOSXX l.Oe-159 Rice complete chloroplast 
genome ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10652 Seq. ID OJ9904 lp_24 . 9923 . C14 

22632 Strand 

26401 End 26831 

OJ990410_24 . 9923 . C14 . ol4 . gp Method AAT/GAP 

26401 End 26831 

uC-osflcyp021gl0bl Score 766 

26401. .26831 

'131148/sp|P12156|PSAB_ORYSA 6.0e-59 PHOTOSYSTEM I P700 

CHLOROPHYLL A APOPROTEIN A2 >gi_72674_pir A2RZP7 photosystem I 

P700 apoprotein A2 - rice chloroplast >gi_11981_emb_CAA33995_ 
(X15901) PSI P700 apoprotein A2 [Oryza sativa] 

>gi_226604_prf 16033567^^ photosystem I P700 apoprotein A2 

[Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10652 Seq. ID OJ9904 10_24 . 9923 . C14 

22633 Strand 

33713 End 33828 

OJ990410_24 . 9923.C14 .ol6.gp Method AAT/GAP 

33713 End 33828 

LIB3431-013-P1-K1-B3 Score 181 

33713. .33828 

'6002093/emb|X84149.1|CHZLRPS4G 9.0e-21 Zizania latifolia 
cloroplast rps4 gene for ribosomal protein S4* 



11091 



• 



Seq. No. 10652 Seq. ID OJ990410_24 . 9923 . C14 

Gene No. 22634 Strand 

Start 37666 End 38635 

Name OJ9904 10_24 . 9923 . C14 . ol7 . gp Method AAT/GAP 

Start 37666 End 38635 

GI 2409_1.R1084 Score 1911 

Exons 37666.. 38635 

GI Descrip. » 128690/sp I P12126 | NU3C_0RYSA 2.0e-56 NADH-PLASTOQUINONE 

OXIDOREDUCTASE CHAIN 3, CHLOROPLAST >gi_66161_pir DERZN3 NADH 

dehydrogenase (ubiquinone) (EC 1.6,5.3) chain 3 - rice 
chloroplast >gi__11989_emb_CAA34 001_ (X15901) ndhC; NADH 

dehydrogenase ND3 [Oryza sativa] >gi_226610_prf 1603356AG NADH 

dehydrogenase ND3 [Oryza sativa] * 



Qorr 


J. \j \j ^ ^ 


Seq. ID 


OJ990410_24 






22635 


Strand 






O LoX. L 


*i ± *i O f 


End 


42003 




Name 


n.TQQD^IO 9d QQ?^ C^ A n1 ft an 


Method 


AAT/GAP 




o Lax. L 


4 1 4 ft7 ~ 

*i ± H O f 


End 


42003 




GI 


uC-osflM202083hl2bl 


Score 


968 




Exons 


41487. .42003 








GI Descrip. 


'552857 3.0e-25 (M31464) atpB 


gene product [Oryza 


sativa] * 


Seq. No. 


10652' 


Seq. ID 


OJ990410_24 


.9923.C14 


Gene No. 


22636 


Strand 






Start 


46562 


End 


47098 




Name 


OJ990410 24 .9923.C14.o22.gp 


Method 


AAT/GAP 




Start 


46562 


End 


47098 




GI 


2653 1.R1084 


Score 


1043 




Exons 


46562. .47098 








GI Descrip. 


•11998/emb|CAA33959| 5.0e-35 


(X15901) 


ORF85 [Oryza 


sativa] 




>gi_226619_prf 1603356AR ORF 


85A [Oryza sativa] ' 




Seq. No. 


10652 


Seq. ID 


OJ990410_24 


. 9923. C14 


Gene No. 


22637 


Strand 






Start 


55812 


End 


55979 




Name 


OJ990410 24.9923.C14.o25.gp 


Method 


AAT/GAP 




Start 


55812 


End 


55979 




GI 


LIB3431-017-P1-K1-H4 


Score 


283 




Exons 


55812. .55979 








GI Descrip. 


'1173189/sp|P12340|RR12 lyiAIZE 


8.0e-18 


CHLOROPLAST 


30S RIBOSOMAL 



PROTEIN S12 >gi_2119091_pir S58629 ribosomal protein S12 - 

maize chloroplast >gi_342619 (M17841) ribosomal protein S12 [Zea 
mays] >gi_1216141_emb_CAA60309_ (X86563) ribosomal protein S12 
[Zea mays] ' 

Seq. No. 10652 Seq. ID OJ990410_24 . 9923 . C14 

Gene No. 22638 Strand 

Start 59428 End 59879 

Name OJ9904 10_24 . 9923 . C14 . o28 . gp Method AAT/GAP 

Start 59428 End 59879 

GI uC-osflcyp003hllbl Score 872 

Exons 59428. .59879 

GI Descrip. ' 131332/sp | P094 4 9 | PSBH_ORYSA l.Oe-09 PHOTOSYSTEM II 10 KD 

PHOSPHOPROTEIN >gi_727 16_pir F2RZ0P photosystem II 

phosphoprotein psbH - rice chloroplast >gi_11953_emb_CAA31204_ 



11092 



(X12695) 10 kD phosphoprotein (AA 1 - 73) [Oryza sativa] 
>gi_12016_emb_CAA3397 6_ (X15901) PSII lOkDa phosphoprotein 

[Oryza sativa] >gi_226635_prf 1603356BJ photosystem II lOkD 

phosphoprotein [Oryza sativa] ' 



Seq. No. 10652 

Gefie No. 22639 

Start 60009 

Name OJ990410_24 . 9923 . C14 . o23 . tm 

Start 7 

GI none 
Exons 



Seq. ID OJ990410_24.9923.C14 

Strand . - 

End 61345 

Method TBLASTX : Maize 

End 622 

Score 77 



7. .96, 8. .55, 67. .105, 194. .292, 208. .294, 209. .292, 213. .311, 
249. .563, 259. .564, 295. .567, 578. .622, 583. .621 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10652 
22639 
60009 

OJ990410_24 . 9923.C14 .o43.tc 
8 

none 



Seq. ID OJ990410_24. 9923. 014 
Strand 

End 61345 

Method TBLASTX: Cress 

End 537 

Score 4 5 



8. .46, 87. .155, 118. .150, 216. .263, 216. .245, 308. .532, 
313. .537, 313. .525, 314. .526, 321. .536 



:i Seq. No. 
:| Gene No. 
h Start 
Name 
Start 
l\ GI 
l| Exons 

J 

i| Seq. No. 

Gene No. 

Start 
J Name 
^\ Start 

GI 

=^ Exons 

^? Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



10652 
22639 
60009 

OJ99041-0_24 . 9923.C14.o30.ts 

214 

none 



Seq. ID OJ990,410_24. 9923.014 
.Strand 

End 61345 

Method TBLASTX: Soybean ' 

End 537 

Score 4 4 



214. .261, 305. .529, 313. .537, 313. .525 



10652 
22639 
60009 

OJ990410_24.9923.C14.o56.tm 

1035 

none 



Seq. ID OJ990410_24. 9923. 014 
Strand 

End 61345 

Method TBLASTX : Mai ze 

End 24657 

Score 4 4 



1035. .1061, 1185. .1262, 1189. .1344, 1191. .1346, 1192. .1347, 
24578. .24640, 24579.-24644, 24582 .. 24 650, 24595. .24657 



10652 
22639 
60009 

OJ990410_24 . 9923.C14.o47.tm 

1876 

none 



Seq. ID OJ990410_24. 9923.014 
Strand 

End 61345 

Method TBLASTX : Mai ze 

End 2148 

Score 8 6 



1876. .1944, 1877 . . 1966," 1926. .2030, 1934. .2071, 1934. .2074, 
1936. .2115, 2063. .2146, 2064. .2147, 2065. .2148, 2065. .2148 



Seq. No. 10652 

Gene No. 22639 

Start 60009 

Name OJ9904 10_24 . 9923 . C14 . o52 . tm 

Start 3083 

GI none 
Exons 



Seq. ID OJ990410_24. 9923.014 
Strand 

End 61345 

Method TBLASTX : Maize 

End 3286 

Score 106 



3083. .3157, 3085. .3156, 3143. .3286, 3151. .3276 



11093 



Seq. No. 10652 Seq. ID 

Gene No. 22639 Strand 

Start 60009 End 

Name OJ990410_24 . 9923 . C14 . o55 . tc Method 

Start 4141 End 

GI none Score 

Exons 4141. .4278, 4141.. 4278 



OJ990410_24,9923.C14 
61345 

TBLASTX: Cress 

4278 

191 



Seq. No. 10652 

Gene No. 22639 

Start 60009 

Name OJ990410_24 . 9923 . C14 . o4 9 . tm 

Start 4147 

GI none 

Exons 4147.. 4311, 
4375. .4413 



4147. .4329, 4148, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4330, 



OJ990410 24.9923.C14 



61345 

TBLASTX: Maize 
4419 
250 

4170. .4337, 4375. .4419, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

^1 Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10652 
22639 
60009 

OJ990410_24 . 9923.C14 .o56.tc 

4922 

none 

4922.'. 4972, 4925. .4972, 4970. 
.5077. .5196, 5087. .5248 

10652 
22639 
60009 

OJ990410_24 . 9923.C14 .ol7.tm 

4999 

none 

4999. .5040, 5000. .5041, 5015. 
5075.. 5248, 5079.. 5255, 5224. 
5284. .5337, 5286. .5333, 5446. 
5482. .5571 

10652 
22639 
60009 

OJ990410_24. 9923.C14.o25.tw 

5038 

none 

5038. .5085, 5075.. 5236, 5077, 



Seq. ID OJ990410_24.9923.C14 
Strand 

End 61345 

Method TBLASTX : Cress 

End 5248 

Score 41 

.5041, 5038. .5085, 5075. .5221, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990410 24.9923.C14 



61345 

TBLASTX: Maize 
5571 
79 

5086, 5034. .5081, 5071. 
5454, 5226. .5453, 5263. 
5490, 5449. .5493, 5476. 



.5247, 
.5331, 
.5565, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5196, 5087. ,5230 



OJ990410_24.9923.C14 
61345 

TBLASTX: Wheat 
5236 
50 



Seq. No. 10652 Seq. ID 

Gene No. 22639 Strand 

Start 60009 End 

Name OJ990410_24 . 9923 . C14 . o21 . tw Method 

Start 5284 ' End 

GI none Score 

Exons 5284.. 5355, 5284.. 5331, 5285.. 5356, 

5354. .5374, 5377. .5457, 5389. .5454, 

5479. .5508, 5604. .5690, 5612. .5707, 

5685. .5726, 5819. .5860, 5821. .5868 



OJ990410_24.9923.C14 
61345 

TBLASTX: Wheat 
5868 
83 

5286.. 5333, 5353.. 5376, 
5437. .5475, 5470. .5511, 
5617. .5694, 5672. .5740, 



Seq. No. 



10652 



Seq. ID OJ990410_24.9923.C14 



11094 






Gene No. 


22639 








Strand 






O t. a J- U 


OVJU U -? 








Ilil lU 


61 ^4 S 

D X J 4 J 




N3me 




QQ9^ 


n 4 n^8 




Mol* h o(H 


TRT.A^Ty • 9o\7h#:aan 
1 oxirio XA. o^jyucdii 






J _7 1 V 










6077 






none 








q*^o vo 


1 98 
X ^ o 




Exons 




U J ^ ^ * 


6077 










O e q « IN O • 


1 n^^^9 

X U D J ^ 










n.TQQ04in 94 QQ9^ PI 4 














Strand 






Start 


60009 








End 


61345 




Name 


OJ990410 24 


.9923. 


C14.026 


.tc 


Method 


TBLASTX: Cress 




q-l- a y-i- 


/ *± J ^ 








End 


8002 




CT 

\J X 


none 








Score 


38 






74^9 74fi7 


7437 . 


74 66 


7484 . 


.7558, 74( 


35. .7559, 7609. .7881, 






7617 7fl81 


7617 


.7880, 


7619 


.7882, 7884. .8000, 7885. .7995, 






7895 8002 


7895 . 


. 8002 










Qorr Mo 


X u o ^ ^ 








Seq. ID 


OJ990410_24.9923.C14 




Gene No. 


22639 








Strand 






Start 


60009 








End 


61345 




LNcllUC 


O.TQQn4 T n 94 


• £^ * 


n 4 o9Q 




Method 


TBLASTX : Soybean 






7 4 7 ~ 








End 


7882 




uX 


none 








Score 


51 


hi} 






747 Q 




7 4 Q6 

/ 4 17 D . 


.7570, 7498. .7593, 7587. .7880, 






7C.OQ 7QP9 


7 (^1 ft 
/ O X o . 


7 ft ft 1 
• / O D X 








m 

j"; i 


Seq. No. 


10652 ■ " 








Seq. ID 


OJ990410_24.9923.C14 


1 ut 


Gene No. 


22639 








Strand 




\''\ 


O CciX L 


o \j u vj :? 








End 


61345 


j • ! 


Name 


n.TQQn4 1 n 94 


QQ9 ^ 


n 4 o94 


-t-m 

. LIU 


Method 


TBLASTX: Maize 


Q 


O U dX u 


7 4 Q7 ~ 








End 


7895 




oX 


none 








Score 


542 


ill 


Exons 


74Q7 7ftQR 


74 QQ 


78Q4 










Seq. No. 


10652 








Seq. ID 


OJ990410_24.9923.C14 


"' . i 


Gene No. 


22639 








Strand 






O L. Ct X L. 


60009 








End 


61345 


|c SI 

i. 


LN exilic 


OJQ904 1 0 94 

\JKJ ^ ^ JL,\J ^Tt 


. 9923 . 


C14 . o4 1 


. UlU 


Method 


TBLASTX: Maize 


'is: 


O LdX L. 


78 Qfi ~ 
/ o ^ u 








End 


8089 


o 


\J X 










Score 


304 


'3 Sf 




78Qfi 8081 


78Q8 


8086 


78 Q8 


. 8089 






Seq. No. 


10652 








Seq. ID 


OJ990410_24.9923.C14 




Gene No. 


22639 








Strand 






o u d X u 


u u u u ^ 








End 


61345 






n.TQQn4T D 94 


. Z7 ^ ^ ^ . 


n 4 n94 

^ X 4 • 4 




Method 


TBLASTX: Cress 




O L. dX L 


8089 ~ 

O U O 4t. 








End 


8443 




O X 


n on o 








Score 


483 




P V n c I'.if ■ - 


808 9 8 4 41 


8084 

O U Oil . 


8 4 4 

• O 4 4 J , 


8084 

O U O 4 . 


.8398, 8098.. 8442 




Spa No 


10652 








Seq. ID 


OJ990410_24.9923.C14 




Gene No. 


22639 








Strand 






Start 


60009 








End 


61345 




Name 


OJ990410 24 


.9923. 


C14 .olO 


.ts 


Method 


TBLASTX: Soybean 




Start 


8124 








End 


8955 




GI 


none 








Score 


568 




Exons 


8124. .8528, 


8126. 


.8398, 


8128. 


.8529, 8266.. 8529, 8388.. 8534, 



11095 




8529. .8678, 8530. .8685, 8552. .8695, 8699.-8953, 8711. .8953, 
8724. .8954, 8737. .8955 



Seq. No. 


10652 






Seq. ID 


OJ990410_24.9923.C14 


VjC 1 Its LN^J » 


^ \J ^ 






Strand 




O L, d J- L. 


60009 






End 


61345 




OJ990410 24 


9923 . 


C14 o37 tc 


Method 


TBLASTX: Cress 


C-l- 7-4- 
O L. di. L. 


84 44 ~ 






End 


8810 


\J J. 


none 






Score 


88 




0*3*3*2. .OJ^*3, 


8444. 


ft4 Q1 R 4 SI 


..8528, 8451. .8534, 8452. .8568, 




ojvjo* * o \j \J f 


R ^99 


ft67R RS*^? 


..8691, 8534. .8695, 8552. .8695, 




R699 8806 

KJ \J Z/ ^ • 9 fj fj \J \J f 


8699 . 


8806 R718 


..8807, 8724. .8810, 8752. .8808 


Seq. No. 


10652 






Seq. ID 


OJ990410_24 . 9923. C14 


(^cinp Kin 


22639 






Strand 




O L. d J. u 


60009 






End 


61345 


Ma mp 




9923 . 


n 4 n1 6 t 


Method 


TBLASTX: Soybean 


O L. d i. u 


90S2 ~ 
^ \j J ^ 






End 


9596 


GI 


none 






Score 


227 


P von Q 


90^2 92^1 

y\JU^w » ^ ^ ^ JL f 


9060 

Zf \J \J \J m 


9212 9062 


..9232, 9062.. 9241, 9075. .9242, 




9194. .9376, 


9209. 


.9376, 9213 


..9398, 9369.. 9407, 9418. .9555, 




9422. .9574, 


9422. 


.9556, 9423 


. .9596, 9429. .9593 


o c q . IN U . 


1 n6R9 






Seq. ID 


OJ990410_24.9923.C14 




99 6'^Q 

^ ^ D J 17 






Strand 




O U d 1- L 


U VJ VJ \J ^ 






End 


61345 


Ns-ine 


r).TQQn4 TO 9 4 


QQ9 


n 4 n4 1 to 


Method 


TBLASTX: Cress 




Ql 4 ^ ~ 






End 


9338 




n on o 






Score 


175 




Q1 4 ^ Q^^7 

-7X'iJ. m Z> ~J ~J / f 


9143. 


.9337, 9144 


..9338, 9144. .9338 


Seq. No. 


10652 






Seq. ID 


OJ990410_24.9923.C14 


{^Ci-nfi Mo 


22639 






Strand 




Start 


60009 






End 


61345 


Name 


OJ990410 24 


9923. 


014 .o24 .ts 


Method 


TBLASTX: Soybean 


Start 


9796 ~ 






End 


10211 


GI 


none 






Score 


105 


P von Q 


9796 1009? 


9801 


...10025, 9803.. 10021, 


10040. . 10168, 




10040. .10174 


, 10044. .10178, 


10045. .1016 


18, 10175. .10210, 




10176. .10211 










'^(^^rt Mo 


1 06S9 






Seq. ID 


OJ990410_24. 9923.C14 


r^onca Mo 


^ ^ w -J ^ 






Strand 




O L. d ^ L. 


60009 

\J\J \J \J z/ 






End 


61345 


Name 


OJQQ04 1 0 94 


9923. 


C14 .o51. tm 


Method 


TBLASTX: Maize 


q-f- a -r-h 


QQPQ ~ 

«7 J7 O -7 






End 


10592 


GI 


none 






Score 


153 


Exons 


9989. .10228, 


10044. .10331, 10401.. 10592 


Seq. No. 


10652 






Seq. ID 


OJ990410_24.9923.C14 


Gene No. 


22639 






Strand 




Start 


60009 






End 


61345 


Name 


OJ990410 24. 


9923. 


C14 .o42. tc 


Method 


TBLASTX: Cress 


Start 


10044 






End 


10601 


GI 


none 






Score 


155 


Exons 


10044. .10331, 10082. .10228, 


10401. .10601 



11096 





Sea. No. 


10652 






Seq. ID 


OJ990410_24.9923 


.C14 




Gene No . 


22639 






Strand 








Start 


60009 






End 


61345 






Name 


OJ990410 24.9923.C14 


.08. ts 


Method 


TBLASTX : Soybean 






Start 


10514 






End 


11330 






GI 


none 






Score 


437 






Exons 


10514. 


.10726, 10515., 


. 10847, 


10587, .10874, 10702. .10875, 








10856. 


.10975, 10873., 


. 11325, 


10875. . 11330, 1087 6. .11325, 








10916. 


.11329 












Seq. No. 


10652 






Seq. ID 


OJ990410_24 . 9923 


,C14 




Gene No. 


22639 






Strand 








Start 


60009 






End 


61345 






Name 


OJ990410 24.9923.C14, 


. o25 . tc 


Method 


TBLASTX: Cress 






Start 


10614 






End 


11013 






GI 


none 






Score 


323 






Exons 


10614 . 


.10853, 10620., 


. 10853, 


10711. .10875, 10882. .11013, 








10884. 


.11012 












Seq. No. 


10652 






Seq. ID 


OJ990410_24.9923 


,C14 




Gene No. 


22639 






Strand 








Start 


60009 






End 


61345 






Name 


OJ990410 24.9923.C14, 


. o4 5 . tc 


Method 


TBLASTX: Cress 






Start 


11308 






End 


11589 




■ °s 


GI 


none 






Score 


270 




-i 


Exons 


11308. 


.11589, 11315., 


. 11461, 


11316. .11534, 11498;-.11584 




ry 


Sea No 


10652 






Seq. ID 


OJ990410_24.9923 


. C14 


.: 


Gene No . 


22639 






Strand 






i : \ 


Start 


60009 






End 


61345 






Name 


OJ990410 24.9923.C14, 


.o34 .ts 


Method 


TBLASTX : Soybean 






Start 


11415 






End 


11868 




ni 


GI 


none 






Score 


43 






Exons 


11415. 


.11474, 11446., 


. 11475, 


11476. .11601, 11476. .11550, 




[!l 




11572. , 


.11676, 11589., 


. 11828, 


11598. .11783, 11611. .11823, 




% i 




11824. , 


.11868, 11827., 


. 11865 








Si 


Seq. No. 


10652 






Seq. ID 


OJ990410_24.9923 


.C14 




Gene No. 


22639 






Strand 








Start 


60009 






End 


61345 






Name 


OJ990410 24.9923.C14, 


.o23.tc 


Method 


TBLASTX: Cress 






Start 


11678 






End 


12101 






GI 


none 






Score 


52 






Exons 


11678. , 


.11725, 11679., 


. 11783, 


11695. .12099, 11734. .12099, 








11832. , 


.12101 












Sea No. 


10652 






Seq. ID 


OJ990410_24.9923 


.C14 




Gene No. 


22639 






Strand 








Start 


60009 






End 


61345 . 






Name 


■OJ990410 24.9923.C14, 


. o7 . tc 


Method 


TBLASTX: Cress 






Start 


12111 






End 


12855 






GI 


none 






Score 


314 






Exons 


12111. , 


.12542, 12111.. 


.12551, 


12112. .1255 


»8, 12605. . 12853, 








12619. , 


.12855, 12621.. 


.12854 










Seq. No. 


10652 






Seq. ID 


OJ990410_24 .9923 


.C14 




Gene No. 


22639 






Strand 







11097 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



60009 End 

OJ9904 10_24 . 9923 . C14 . o22 . ts Method 

12385 End 

none Score 



61345 

TBLASTX: Soybean 

12827 

218 



12385. .12552, 12420 .. 12551, 12593 12823, 12603 12740, 
12610. .12825, 12621.. 12827 



10652 
22639 
60009 

OJ990410_24 . 9923.C14 .o42.tm 
12496 
none 

124 96. .12552, 124 98. .12551, 12593. .12829, 12 603. .12740, 
12610. .12828 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990410 24.9923.G14 



61345 

TBLASTX: Maize 

12829 

82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10652 
22639 
60009 

OJ990410_24. 9923. 014, 
12828 
none 
12828 
13035 
13129 
13967 
14720 



12902, 12832. 

13079, 13097. 

13836, 13830, 

14719, 13980. 
14875, < 14724, 

14735. .14938, 14846. 

15442. .15726, 15443, 



o2.ts 



,12906, 
,13129, 
,13955, 
,14720, 
,14780, 
15016, 
,15724, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
12835. .12906, 



OJ990410 24.9923.014 



13127, 
13831. 
13981. 
14727. 
14871. 



61345 

TBLASTX : Soybean 
15791 
99 

13031. .13078, 
.13834, 13128. .13487, 
,13980, 13832. .13960, 
,14727, 14191. .14721, 
,14876, 14734 . .14877, 
,15014, 14887. .15015, 



15516. .15791 



10652 
22639 
60009 

OJ990410_24. 9923. 014. o45.tm 

12831 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990410_24. 9923. 014 
61345 

TBLASTX: Maize 

13327 

140 



12831. .12932, 12832 .. 12936, 12,832 .. 12933, 13031 13078 , 
13035. .1307-9, 13097 ,. ..13129, 13127. .13327, 13129. .13326 



10652 Seq. ID 

22639 Strand 

60009 End 

OJ990410_24 . 9923.014 .o59.tc Method 

12867 End 

none Score 



OJ990410_24 . 9923.014 
61345 

TBLASTX :Oress 

13219 

81 



12867. .12932, 12868 .. 12924 , 1304 0 .. 13090 , 13044 13091, 
13130. .13219, 13132.. 13218 



10652 
22639 
60009 

OJ990410_24 , 

13222 

none 



Seq. ID • OJ990410_24.9923.O14 



9923.014 .o20.tc 



Strand 
End 

Method 

End 

Score 



61345 

TBLASTX: Cress 

13616 

595 



13222. .13614, 13223 .. 13615, 13545.. 13616 



Seq. No. 



10652 



11098 



Seq. ID OJ990410_24. 9923. 014 



Gene No. 


22639 








Strand 






o La J. L. 


60009 








End 


61345 




Nsme 


OJ990410 24.9923.C14 


. o y . lw 


Method 


TBLASTX: Wheat 






13915 








.End 


14360 






none 








Score 


634 






13915. 


.14358, 


13916. 


1 4 ^ Q 
. X fi J o z? , 


13916. .14359, 13917. .14360 




Seq. No. 


10652 








Seq. ID 


OJ990410_24.9923 


.C14 


Gene No. 


22639 








Strand 








60009 








End 


61345 




Nsme 


OJ990410 24.9923.C14, 


. 1 . u c 


Method 


TBLASTX: Cress 




O LaT L 


14060 








End 


14476 




PT 


none 








Score 


387 




Exons 


14060. 


.14470, 


14061. , 


14 4 71 


14 061. . 14474, 14066. .14 4 76 




o e q . LN o . 


10652 








Seq. ID 


OJ990410_24.9923 


PI A 


Gene No. 


22639 








Strand 






Start 


60009 








End 


61345 




Name 


OJ990410 24.9923.C14. 


. O . LC 


Method 


TBLASTX: Cress 






14491 








End 


15006 






none 








Score 


225 




Exons 


14491. 


.14709, 


14492. , 


1 4 7 9 ft 


14492. .14713, 14 750 .. 15004 , 






14815; 


.14997, 


14860. , 


. 1 o U U D 








beq . NO . 


10652 








Seq. ID 


OJ990410_24.9923 


P 1 /I 
. Cx 4 


bene no . 


22639 








Strand 






btarr 


60009 








End 


61345 




Name 


OJ990410 24.9923.C14, 


. o4 3 . tm 


Method 


TBLASTX: Maize • 






14986 








End 


15347 




P T 


none 








Score 


138 




Exons 


14986. 


.15108, 


14993. , 


. lOl J J , 


14995. .15108, 15002. .15109, 






15005. 


.15079, 


15006. , 


T c n c; "5 


15007. .1507 


'8, 15023. .15079, 






15029. 


. 15139, 


15033. . 


1 c: 1 1 


15037. .15084, 15038. .15133, 






15038. 


. 15139, 


15042. , 


1 c; 1 /I ^ 


15068. .15142, 15071. .15130, 






15075. 


. 15161, 


15075. , 


. 15182, 


15096. .15182, 15114. .15170, 






15117. 


. 15170, 


15123. , 


. 15221, 


15123. .15170, 15123. .15221, 






15123. 


.15170, 


15165. , 


. X Q J Z J? , 


15165. .15329, 15171. .15326, 






15189., 


.15344, 


15192. , 




15200. .1524 


4, 15207. .15347, 






15207., 


.15230, 


15228. . 


. 1 OZ DU , 


15234. .15299, 15248 .. 15292, 






15249. , 


.15299, 


15251. , 


1 R'^9ft 


15252. .15338, 15257 .. 15301, 






15285. , 


.15347, 


15295. , 


. X 0 0 ou , 


15308. .15346 




oeq . NO . 


10652 








Seq. ID 


OJ990410_24.9923 


p 1 4 


Gene No. 


22639 








Strand 






Start 


60009 








End 


61345 




Name 


OJ990410 24.9923.C14. 


. 00 . tin 


Method 


TBLASTX: Maize 




O L a J- L 


15348 








End 


16159 




PT 


none 








Score 


46 




Exons 


15348. , 


.15386, 


15381*. , 


, X O / ft D , 


15413. .16159, 15413. .15745, 






15439. , 


.16158 












Seq. No. 


10652 








Seq. ID 


OJ990410_24.9923 


.C14 


Gene No. 


22639 








Strand 






Start 


60009 








End 


61345 




Name 


OJ990410 24.9923.C14. 


,o46.tc 


Method 


TBLASTX: Cress 




Start 


15390 








End 


15688 




GI 


none 








Score 


66 





11099 




Hi A i O 


15390. 


.15497, 15413. 


15688 , 


15413. .15685, 15442.. 15687 




O e q . LN O . 


10652 






Seq. ID 


OJ990410_24. 9923 




Gene No. 


22639 






Strand 






Start 


60009 






End 


61345 




Ma mc» 
In aiLic; 


OJ990410 24.9923.C14, 


. o4 . tw 


Method 


TBLASTX: Wheat 




Of- o y^f- 


15613 






End 


.16232 






none 






Score 


42 






15613. , 


.15684, 15624. 


15662 


15650. .15910, 15656. .15742, 






15657. 


.15818, 15811., 


16230, 


15812. .16231, 15813.. 16232 




0 c • IN (J • 


10652 






Seq. ID 


OJ990410__24 . 9923 


. C14 




22639 






Strand 






Start 


60009 






End 


61345 




Name 


OJ990410 24.9923.C14, 


.o30. tc 


Method 


TBLASTX: Cress 




Start 


15689 






End 


16396 






none 






Score 


55 




von Q 


15689. , 


.15724, 15723., 


. 15812, 


15731. .15808, 15800. .16066, 






15826. , 


.16047, 15834., 


. 16094 , 


16060. .16164, 16061. .16396, 






16061. , 


.16192, 16250., 


. 16387, 


16252. .16395 




0 C *^ « IN . 


10652 






Seq. ID 


OJ990410_24. 9923 


.C14 


ocilc lNU > 


22639 






Strand 






Start 


60009 






End 


61345 




Name 


OJ990410 24.9923.C14, 


. o5 . tc 


Method 


TBLASTX: Cress 




0 I- di- u 


16466 






End 


17611 






none 






Score 


47 






16466. , 


.16522, 16474. 


. X V J vJ U , 


16628. .16684, 16631 .. 16675 , 






16679. , 


.16753, 16687., 


. 1674 3, 


16765. . 17490, 16766 174 97 , 






17294 . , 


.17497, 17555., 


. 17 611, 


17557. .17610 




0 C (-j « IN (J • 


10652 






Seq. ID 


OJ990410_24 . 9923 


. C14 


Ot^iic; LN(j. 


22639 






Strand 






Start 


60009 






End 


61345 




Name 


OJ990410 24.9923.C14, 


.o7.ts 


Method 


TBLASTX : Soybean 






16601 






End 


17676 






none 






Score 


143 




R von ^ 


16601. , 


.16756, 16622. 


. 16756, 


16765. .17142, 16765 .. 174 90, 






16766. , 


.17557, 17426. 


, 17554 , 


17427. .17558, 17537 .. 17599, 






17544. , 


.17612, 17544., 


. 17612, 


17557. .17616, 17569. .17676 




Seq. No. 


10652 






Seq. ID 


OJ990410_24.9923 


.C14 


Gene No. 


22639 






Strand 






Start 


60009 






End 


61345 




M^iTTlO 


OJ990410 24.9923.C14, 


-o R S "1" m 


Method 


TBLASTX: Maize 




Cf art 


16871 






End 


17009 




w J. 


none 






Score 


215 




von Q 

Hi 2^ Wi i 0 


16871. , 


.17008, 16871., 


. 17008 , 


16872. .17009 




Sea No 


10652 






Seq. ID 


OJ990410_24 . 9923 


.C14 


Gene No. 


22639 






Strand 






Start 


60009 






End 


61345 




Name 


OJ990410 24.9923.C14 


.o32.tm 


Method 


TBLASTX: Maize 




Start 


17197 






End 


17491 




GI 


none 






Score 


67 




Exons 


17197. , 


.17286, 17205.. 


.17252, 


17233. . 17490, 17234. .17491 





11100 




Seq. No. 


10652 








Seq. ID 


OJ990410 


_24.9923 


.C14 


Gene No. 


22639 








Strand 








Start 


60009 








End 


61345 






Naine 


OJ990410 24.9923.C14 


. olO . tw 


Method 


TBLASTX: 


Wheat 




Start 


17248 








End 


17656 






GI 


none 








Score 


632 






Exons 


17248. 


.17655, 


17252. 


. 17656, 


17291. . 17656 






Seq. No. 


10652 








Seq. ID 


OJ990410 


24 . 9923 


.C14 


Qc^ne No 


22639 








Strand 








Start 


60009 








End 


61345 






Name 


OJ990410 24.9923.C14 


. ol9 . tm 


Method 


TBLASTX:: 


Mai ze 




Start 


17492 








End 


18152 






GI 


none 








Score 


276 






Exons 


17492. 


.17665, 


17492. 


. 17662, 


17493. . 17663, 17494 


. . 17703, 






17660. 


.17692, 


17698. 


. 17739, 


17704 . . 17739, 17747 


. . 17812, 






17747. 


.17812, 


17804 . 


. 17896, 


17812. . 17874, 17814 


. . 17897, 






17936. 


.18112, 


17946. 


. 18131, 


17949. . 18131, 18126 


. . 18152, 






18126. 


.18152 














Sea No 


10652 








Seq. ID 


■OJ990410 


24 . 9923 


.C14 


Gene No. 


22639 








Strand 








Start 


60009 








End 


61345 






Name 


OJ990410 24.9923.C14 


. ol8 . tc 


Method 


TBLASTX: 


Cress 




Start 


17811 








End 


18433 








none 








Score 


35 






R V n n c: 


17811. 


.17831, 


17812. 


. 17829, 


17946. .18320, 17948 


. . 18322, 






17949. 


.18323, 


18318. 


. 18431, 


18319. . 18432, 18320 


. . 18433 




O C ^ • LN • 


10652 








Seq. ID 


OJ990410 


24 . 9923 


.C14 




22639 








Strand 








Start 


60009 








End 


61345 






Name 


OJ990410 24.9923.C14 


. o3 . t s 


Method 


TBLASTX: 


Soybean 




Start 


17813 








End 


41516 






GI 


none 








Score 


530 






Fl V n n c 


17813. 


.17836, 


17944 . 


18642, 


17946. .18635, 17948 


. . 18664 , 






17949. 


.18659, 


18217. 


. 18669, 


18675. . 18716, 18900 


. . 19649, 






18901. 


.19500, 


19555. 


. 19650, 


20282. .20344, 20369 


. . 20437, 






20414. 


.20701, 


20427. 


.20699, 


20559. .20705, 20726 


. . 20794, 






21130. 


.21309, 


21134 . 


.21310, 


21134. .21310, 21135 


. .21311, 






21139. 


.21312, 


21390. 


.21413, 


21401. .21460, 21403 


. .21474, 






21406. 


.21459, 


21407. 


.21460, 


21466. .21519, 214'67 


. .21520, 






21470. 


.21517, 


21505. 


.21558, 


21507. .21590, 21527 


. .21598, 






21551. 


.21595, 


21617. 


.21664, 


21617. .21658, 21619 


. .21666, 






21624. 


.21659, 


21686. 


.21754, 


21689. .21760, 21696 


. . 21755, 






21845. 


.21862, 


21944 . 


.21985, 


21951. .21980, 22021 


. . 22521, 






22025. 


.22519, 


22541. 


. 22576, 


22581. .23144, 22592 


. . 23491, 






22771. 


.23424, 


23271. 


. 23426, 


23422. .23490, 41157 


. . 41516 




Seq. No. 


10652 








Seq. ID 


OJ990410 


_24 . 9923 


.C14 


Gene No. 


22639 








Strand 








Start 


60009 








End 


61345 






Name 


OJ990410 24.9923.C14 


.o26.tm 


Method 


TBLASTX:: 


Maize 




Start 


18152 








End 


18437 






GI 


none 








Score 


475 






Exons 


18152. 


. 18436, 


18153. 


.18437, 


18153. . 18437 







11101 




Cpn No 


10652 








Seq. ID 


OJ990410 


24 . 9923 


. C14 


Gene No. 


22639 








Strand 








Start 


60009 








End 


61345 






Name 


OJ990410 24.9923.C14 


. ol3 . tc 


Method 


TBLASTX: 


Cress 




Start 


18889 








End 


19401 






GI 


none 








Score 


58 






Exons 


18889. 


.18939, 


18896. 


. 18937, 


18927. .19376, 18940 


. . 19401, 






18942. 


.19400 














Seq. No. 


10652 








Seq. ID 


OJ990410 


_24.9923 


.C14 


Gene No. 


22639 








Strand 








Start 


60009 








End 


61345 






Name 


OJ990410 24.9923.C14 


. o3 6 . tm 


Method 


TBLASTX:: 


Maize 




Start 


19296 








End 


19558 






GI 


none 








Score 


327 






Exons 


19296. 


.19556, 


19298. 


. 19558, 


19331. .19558 






Sea. No. 


10652 








Seq. ID 


■ OJ990410 


24 . 9923 


.C14 


Gene No . 


22639 








Strand 








Start 


60009 








End 


61345 






Name 


OJ990410 24.9923.C14 


.o4Q. tm 


Method 


TBLASTX:: 


Maize 




Start 


19559 








End 


19902 






GI 


none 








Score 


172- 






F. X o n s 


19559. 


.19681, 


19560. 


. 19676, 


19565. .19681, 19668 


. . 19802, 






19674. 


.19817, 


19676. 


. 19846, 


19693. .19830, 19811 


. . 19834, 






19833. 


.19874, 


19834. 


. 19875, 


19877. .19900, 19879 


. . 19902 




Sea No 


10652 








Seq. ID 


OJ990410 


24 . 9923 


.C14 




22639 








Strand 








start 


60009 








End 


61345 






Name 


OJ990410 24.9923.C14 


. ol2 . tm 


Method 


TBLASTX:: 


Maize 




Start 


19989 








End 


20925 






GI 


none 








Score 


186 






Exons 


19989. 


.20156, 


20004. 


.20033, 


20024. .20149, 20026 


. .20157, 






20122. 


.20157, 


20133. 


.20213, 


20166. .20264, 20195 


. .20266, 






20205. 


.20267, 


20241. 


. 20333, 


20266. .20337, 20267 


. . 20338, 






: 20269. 


.20337, 


20342. 


. 20383, 


20342. .20380, 20369 


. . 20425, 






20370. 


.20426, 


20379. 


.20426, 


20407, .20493, 20418 


. . 20789, 






20420. 


.20788, 


20558. 


.20812, 


20796. .20840, 20798 


. . 20842, 






20826. 


.20924, 


20839. 


. 20922, 


20841. .20924, 20842 


. . 20925 




Seq. No. 


10652 








Seq. ID 


OJ990410 


_24. 9923 


.C14 


Gene No. 


22639 








Strand 








Start 


60009 








End 


61345 






Name 


OJ990410 24.9923.C14 


. o36 . tc 


Method 


TBLASTX: 


Cress 




Start 


20393 








End 


20699 






GI 


none 








Score 


328 






Exons 


20393. 


.20689, 


20393. 


. 20509, 


20394 . .20699, 20559 


. . 20699 




Seq. No. 


10652 








Seq. ID 


OJ990410 


24 . 9923 


.C14 


Gene No . 


22639 








Strand 








Start 


60009 








End 


61345 






Name 


OJ990410 24.9923.C14 


. o3 . tm 


Method 


TBLASTX:: 


Maize 




Start 


20927 








End 


22593 






GI 


none 








Score 


200 






Exons 


20927. 


.21091, 


20927. 


.21028, 


21019. .21051, 21064 


. .21378, 






21076. 


.21378, 


21077. 


.21379, 


21338. .21463, 21348 


. .21461, 





11102 



91 "^^O 


■ ^ X 1 O ^ / 


91 4 f;^ 

^ ± *i \J J • 


91 


91 4 fi4 


9 1 sftn 

• ^ X J o w , 


914 64 


91 SQ9 


21471. 


.21602, 


21542. 


.21688, 


21584. 


.21688, 


21585. 


.21689, 


21598. 


.21693, 


21681. 


.21758, 


21682. 


.21762, 


21689. 


.21766, 


21719. 


.21829, 


21722. 


.21835, 


21750. 


.21851, 


21773. 


.21988, 


21809. 


.21934, 


21834. 


.21980, 


21937. 


.22023, 


21991. 


.22521, 


22010. 


.22531, 


22250. 


,22531, 


22526. 


.22579, 


22526. 


.22585, 


22531. 


.22593 















Seq. No. 10652 
Gene No. 22639 
Start 60009 

Name OJ990410_24 . 9923 . C14 . ol9 . tc 

Start 21193 
GI none 
Exons 21193, 

22117, 

22616, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



.21291, 21194. .21289, 21202 21291, 22117 
.22521, 22118. .22528, 22581 22805, 22595 
.22813 



OJ990410_24.9923.C14 
61345 

TBLASTX: Cress 

22813 

125 

22491, 
22813, 



O c q . IN U . 


1 nfiS9 

X U D J ^ 






^f^n in 

* X u 


n.TQQ0410 94 QQ9'^ 


n 4 




^ Z. U ^ -7 






9"t" T";^ nH 








O U U U I? 






FnH 


61 ^4 S 




Name 


wu _7 U *i 


10 94 QQ9'^ P14 


n1 -hw 


Method 


. TBLASTX: Wheat 






91 '^1 1 

Z. X O X X 






End 


21785 




r\ GI 


none 






Score 


. 183 




''I. Exons 


21311. 


.21430, 21311. 


.21430, 


21427. .21 


474, 21427. .21465, 






914 64 


91 Sft 6 914 64 


91 Sft6 

• Z. X ^ o u , 


21465. .21 


587, 21561. .21671, 






91 RQD 


9167^ 9 1 RQO 


91 670 


21591. .21 


671, 21669. .21719, 




rll 


Z. X \J / w . 


91 7S6 91 67^ 

» ^ X f ^ \J f ^ X\J 1 ^ » 


91 7S^ 


21674. .21 


760, 21746. .21778, 






91 7 so 

Z. X / . 


91 7ft S 

. Z. X f o ^ 












1 n6S9 

X \J \J ^ 






Seq. ID 


OJ990410_24.9923. 


n 4 




Z. Z. U ^ -7 






Strand 






i'Lf Start 


60009 






End 


61345 




;= Name 


OJ9904 


10_24.9923.C14 


,o6.tw 


Method 


TBLASTX: Wheat 




ri Start 


22009 






End 


22454 




M GI 


none 






Score 


120 




Exons 


22009. 


.22095, 22010. 


.22093, 


22023. .22 


103, 22027. .22095, 






22099. 


.22449, 22101. 


.22439, 


22104.. .22 


454 




Q Seq. No. 


10652 






Seq. ID 


OJ990410_24.9923. 


.C14 


[^j Gene No. 


22639 






Strand 






Start 


60009 






End ' 


61345 




Name 


OJ9904 


10_24.9923.C14 


. o6. tm 


Method 


TBLASTX: Maize 




Start 


22802 






End 


41565 




GI 


none 






Score 


148 




Exons 


22802. 


.23173, 40242. 


.40370, 


40247. .40369, 40440 .. 40640, 






40440. 


.41036, 40441. 


.41025, 


40680. .41036, 41037 .. 41279, 






41055. 


.41546, 41146. 


.41565 








Seq. No. 


10652 






Seq. ID 


OJ990410_24.9923. 


X14 


Gene No. 


22639 






Strand 






Start 


60009 






End 


61345 




Name 


OJ9904 


10_24,9923.C14 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


22814 






End 


41724 




GI 


none 






Score 


129 




Exons 


22814. 


.23173, 39721. 


.39891, 


39815. .40045, 39816 .. 40055, 






39881. 


.40045, 39888. 


.40049, 


39976. .40059, 40026 .. 40370 , 





11103 






40047. 


.40370, 40439. 


. 4 u ou u , 


40440. .4064 6, 40440. .41723, 






40441. 


.41061, 40466. 




4068 6. .41477, 4114 6. .41724 




beq. JNO. 


10652 






Seq. ID 


OJ990410_24.9923 


. b i 4 


Gene No. 


22639 






Strand 






Start 


60009 






End 


61345 




Name 


OJ990410. 24 .9923.C14 


. o5 . tw 


Method 


TBLASTX: Wheat 




otaru 


22889 






End 


41450 






none 






Score 


133 




Exons 


22889. 


.23185, 40755. 


/I T n o c 


40756. .41025, 407 61 .. 4 1030, 






41055. 


.41117, 41124. 


/I 1 1 
. fl 1 ± , 


41173. .41442, 41187. .41450 




Seq. No. 


10652 






Seq. ID 


OJ990410_24.9923 


.C14 


Gene No. 


22639 






Strand 






o L.aru 


60009 






End 


61345 




Name 


OJ990410 24.9923.014 


. O O J. . U O 


Method 


TBLASTX: Cress 




C +- -a V--I- 

o uari. 


23450 






End 


23590 




r* T 


none 






Score 


229 




Tj' c? 


23450. 


.23590, 23452. 


. ^ J O O -7 








Seq. No. 


10652 






Seq. ID 


OJ990410_24.9923 


.C14 


Gene No. 


22639 






Strand 






btar u 


60009 






End 


61345 




Name 


OJ990410 24.9923.C14, 


. OZ 1 . t S 


Method 


TBLASTX: Soybean 




Start 


23680 






End 


24140 




GI 


none 






Score 


500 




Exons 


23680. 


.24096, 23681., 


O /I 1 "5 '3 


23684. .24133, 23895. .24140 




beq. No. 


10652 






Seq. ID 


OJ990410_24.9923 


. bl 4 


Gene No . 


22639 






Strand 






Start 


60009 






End 


61345 




Name 


OJ990410 24.9923.C14, 


.o28.tc 


Method 


TBLASTX: Cress 




b tart 


23695 






End 


24343 






none 






Score 


289 




Exons 


23695. 


.24138, 23695., 


9 4 n Q ^ 
. z 4 u y D , 


23696. .24139, 23699 .. 24 139, 






23904 . 


.24140, 24267., 


. Z 4 J JZ , 


24271. ,24342, 24271 .. 24 339, 






24272. 


.24343 










beq. NO. 


10652 






Seq. ID 


OJ990410_24.9923 


r^l A 

. \^L.*± 


bene wo . 


22639 






Strand 






Start 


60009 






End 


61345 




Name 


OJ990410 24.9923.C14, 


.o29.tc 


Method 


TBLASTX: Cress 




b tar L. 


24600 






End 


25264 




r* T 
bl 


none 






Score 


66 




Exons 


24600. 


.24653, 24601., 


9/ i^Q /I 
. Z ft QO , 


24602. .24682, 24710 .. 24907, 






24711. 


.24905, 24712., 


. Z 4 3 JL Z , 


24713. .24907, 24 926 .. 25063, 






24961. 


.25029, 25170., 


9 c 9 ^:9 
» Z 3 Z OZ , 


25170. .25250, 25178.. 25264 




beq. JNO. 


10652 






-Seq. ID 


OJ990410_24 . 9923 


c^ A 


Gene No. 


22639 






Strand 






o L ar t 


60009 






End 


61345 




Name 


OJ990410 24.9923.C14. 


, ol . ts 


Method 


TBLASTX : Soybean 




Start 


24929 






End 


28660 




GI 


none 






Score 


123 




Exons 


24929. 


.25075, 24961.. 


.25026, 


25136. .25264, 25146 .. 25262, 






25146. 


.25277, 25159.. 


.25278, 


25256. .26407, 25258 .. 264 42, 






25258. 


.26442, 27423.. 


.27515, 


27527. .27670, 2754 5 27 634 , 





11104 





27674. 


.27754, 


27798. 


• ^ o ± o y f 


27821. . 


28135, 28190 








28256. 


.28660, 


28260. 


■ ^ O J \J ± 










o e cj . IN o • 


10652 








Seq. 


ID OJ990410 


^4 QQ9^ 


PI 4 


Gene No. 


22639 








Strand 








60009 








End 


61345 






Name 


OJ99Q410 24.9923.C14 


- 

. ol . tm 


Method TBLASTX:] 


Mai "7 0 






Z, *± ^ *i / 








End 


28915 






C T 


none 








Score 


1 151 






U* l-T 


24947. 


.25045, 


24961. 


• ^ D\J *± ^ f 


25048. . 


25107, 25110 








25112. 


.25141, 


25125. 


.25184, 


25133. . 


25162, 25159 


. .25278, 






25160. 


.25264, 


25164. 


.25277, 


25168. . 


25287, 25256 


. .26407, 






25258. 


.26595, 


25258. 




26364. . 


26717, 26645 


26728 






26693. 


.26788, 


26698. 


?6fins 


26703. . 


26783, 26707 


26787 






27527. 


.27670, 


27674. 




27821. . 


28003, 27821 


28135 






27822. 


.28139, 


28190. 


■ ^. O ^ O *i f 


28256. . 


28660, 28260 


28 67 






28425. 


.28661, 


28667. 


?RR ^7 


28691. . 


28816, 28865 


28 915 




Kin 


10652 








Seq. 


ID OJ990410 


24 . 9923 


. C14 


Gene . No. 


22639 








Strand 






Start 


60009 








End 


61345 






Name 


OJ990410 24.9923.C14 


. o6 . tc 


Method TBLASTX :i 


Cress 




Start 


25321 








End 


28025 






GI 


none 








Score 


1 235 






Exons 


25321. 


.25488, 


25322. 


.25486, 


25479. . 


25658, 25485 


. .25868, 





lU 

Q Seq. No. 
j J Gene No. 

Start 

Name 
5 Start 
ii GI 

Exons 



::i Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 



25487. .25867, 254 89 .. 258 69, 25490 25870, 27539 .. 27 670 , 
27545. .27643, 27 680 27754 , 27821-. . 28024 , 27822.. 28025 



10652 
22639 
60009 

OJ990410_24. 9923.C14. 

25972 

none 

25972. .26001, 25975., 
26030. .26380, 26443., 
26908. .27012, 28025., 
28830. .29018, 28840., 
29140. .29229,- 29151. , 



o2.tc 



26019, 
26589, 
28840, 
29166, 
29231 



10652 
22639 
60009 

OJ990410_24. 9923.C14 .ol3.ts 

26442 

none 



Seq. ID OJ990410_24 . 9923. CI 4 
Strand 

End 61345 

Method TBLASTX : Cress 

End 29231 

Score 34 
26023. .26256, 26026. .26430, 
26444.-26596, 26767 26898, 
28062. .28874, 28390 .. 28875, 
28842. .29165, 29055 291 68 , 



OJ990410 24.9923.C14 



Seq. ID 
Strand 
End 

Method 
End 
Score 

26442. .26702, 26443 26595, 264 43 .. 2 6916, 26444.-26596, 
26640.. 2^:93, 26645.-26917, 26650.-2 6919, 26730.-26927, 
26730. .2^918, 28667.. . 28837, 28668.-28838, 28842 .. 28889, 
28995. .29108, 28996.. 29109 



61345 

TBLASTX: Soybean 

29109 

163 



10652 
22639 
60009 

OJ990410_24 .9923.C14.o54 .to 

26597 

none 



Seq. ID OJ990410_24.9923.C14 
Strand 

End 61345 

Method TBLASTX : Cress 

End 26767 

Score 141 



11105 



Exohs 



26597. .26755, 26599 2 67 60, 26622 ,. 26756, 26644 26766, 
26645. .26767 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10652 
22639 
60009 

OJ990410_24.9923.C14.o27.tni 

26806 

none 



Seq. ID OJ990410_24. 9923. 014 
Strand 

End 61345 

Method TBLASTX : Mai ze 

End 29117 

Score 384 



26806. .27099, 26806 .. 27099, 26807 .. 27100, 28995 29117, 
29017. .29109 



Seq. No. 10652 

Gene No. 22639 

Start 60009 

Name OJ9904 10_24 . 9923 . 014 . o25 . ts 

Start 26930 

GI none 

Exons 26930. .27175, 26930 .. 27025, 26959., 27174 



Seq'. ID OJ990410_24. 9923. 014 



Strand 
End 

Method 

End 

Score 



61345 

TBLASTX : Soybean 
27175 
351 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons- 



10652 
22639 
60009 

OJ990410_24 . 9923.014 .ol5.tc 
27016 



OJ990410 24.9923.014 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
27016. .27135, 27017 27136, 27085 .. 27510, 27086. . 27535, 
27089. .27535, 27114 .. 27536, 2932 6 .. 29367 , 29376. . 29465, 
29460. .29531 



61345 

TBLASTX: Cress 

29531 

75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10652 

22639 

60009 

OJ9904 

27100 

none 

27100. 

29260. 

29371. 

29751. 

29883. 

29967. 

30059. 

30108. 

30232. 



10 24.9923.C14.o7.tm 



,27258, 
29373, 
,29706, 
,29879, 
,29912, 
,30056, 
30112, 
,30188, 
30372, 



27256. 
29363. 
29676. 
29765. 
29925. 
29990. 
30106. 
30216. 
30233. 



.27327, 
.29584, 
.29789, 
.29881, 
.29975, 
.30070, 
.30186, 
.30368, 
.30379 



Seq. ID 
Strand 
End 

Method 
End 
Score 

29250. 

29369. 

29692. 

29771. 

29928. 

30054. 

30107. 

30227, 



OJ990410 24.9923.014 



61345 

TBLASTX: Maize 
30379 
172 

29378, 29250. .29372, 
2970r,--- 29370. .29729, 
29736, 29699. .29776, 
29887, 29882. .29911, 
29975, 29953. .30057, 
30125, 30055. .30111, 
30187, 30108. .30188, 
30298, 30228. .30365, 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



10652 Seq. ID 

22639 Strand 

60009 End 

OJ9904ld_24 . 9923.014 .o20.ts Method 

27175. End 

none Score 



OJ990410_24. 9923.014 
61345 

TBLASTX: Soybean 

29800 

356 



27175. .27258, 27256.-27327, 29382 .. 29699, 2 9382 .. 2 97 17 , 
29383. .29718, 29383 .. 2 9718 , 29771.. 29800 



10652 
22639 



Seq. ID OJ990410_24. 9923. 014 
Strand 



11106 



start 


60009 






End 


61345 






Na.ine 


OJ990410 24.9923.C14 


. 0 J y . zc 


Method 


TBLASTX: 


Cres s 




C 4- v4- 

o tiart 


29532 






End 


29800 








none 






Score 


234 






Exons 


29532. 


.29699, 29532. 




29533. .29700, 29539 


. . z y / uu / 






29694 . 


.29777, 29771. 


o Q Q n n 

. ^ yy uu 










Se<5 . ' No . 


10652 






Seq. ID 


OJ990410 




. LI4 


Gene No. 


22639 






Strand 








Start 


60009 






End 


61345 






Naitie 


OJ990410 24.9923.C14 


. 0-3 D . uS 


Method 


TBLASTX : 


Soybean 




Start 


30258 






End 


31248 








none 






Score 


149 






Exons 


30258. 


.30413, 30259. 


"5 n /i 1 / 

. OU fi 1 fi , 


30299. .30424, 31130 


. . j1Z4 d. 






31132. 


.31248, 31138. 












becj. NO. 


10652 






Seq. ID 


OJ990410 


OA Q QO "5 

z 4 . y y z o 


C] A 

, bl 4 


Gene No. 


22639 






Strand 








Start 


60009 






End 


61345 






Name 


OJ990410 24.9923.C14 


.o49. tc 


Method 


TBLASTX: 


Cress 




b car L 


30309 






End 


30640 








none 






Score 


136 






Exons 


30309. 


.30449, 30309. 


oU4 o / , 


30316. .30453, 30425 


. . oU4 yU, 






30426. 


.30476, 30427. 


•3 n / o ri 


30428. .304 


81, 30539 


o n c o o 






30539. 


.30613, 30543. 


Ci CI A 

JUDi4 , 


30597. .30635, 30602 


o n £^ A Ct 
. . oU d4 U 




Seq. No. 


10652 






Seq. ID 


OJ990410 


o /I o n o o 

z4 . yyz J 


, CI 4 


Gene No. 


22639 






Strand 








Start 


60009 






End 


61345 






Name 


OJ990410 24.9923.C14 


o30.tm 


Method 


TBLASTX: 


Maize 




otiarti 


30434 






End 


30777 








none 






Score 


240 






Exons 


30434. 


.30589, 30437. 


Q n C Q Q 

juo o y , 


30539. .30661, 30578 


. . oU by / , 






30585. 


.30701, 30589, 




30591. .30698, 30687 


O fi T Q T 






30691. 


.30774, 30694. 


o n 7 c c 
/Ob, 


30698. .30775, 30727 


or\nnn 
. . oU / / / 




Seq. No. 


• 10652 






Seq. ID 


OJ990410 


_24 . 9923 


.C14 


Gene No. 


22639 






Strand 








ocarTZ 


60009 






End 


61345 






Name 


OJ990410 24.9923.C14 




Method 


TBLASTX : 


Cress 




btiar u 


31108 






End 


31458 








none 






Score 


393 






Exons 


31108. 


.31365, 31110. 


T 1 /I /I e; 
J 1 4 4 0 , 


31111. .31458 






beq. NO. 


10652 






Seq. ID 


OJ990410 


OA Q Q O Q 

Z4 . yyzo 


1 /I 
. bl 4 


Gene No . . 


22639 






Strand 








b rar L 


60009 






End 


61345 






Name 


OJ990410 24.9923.C14 


A 

o4 . tm 


Method 


TBLASTX: 


. Jd J. ^ 




Start 


■ 31117 






End 


32273 






GI 


none 






Score 


556 






Exons 


31117. 


.31365, 31119. 


31469, 


31119. .314 


54, 31319 


. .31471, 






31405. 


.31470, 31464. 


32093, 


31469. .32098, 31469 


. .32077, 






31500. 


.32090, 32047. 


32250, 


32072, .32251, 32088 


. .32252, 






32088. 


.32252, 32089. 


32253, 


32253, ,32273, 32255 


. .32272 





Seq, No. 
Gene No. 



10652 
22639 



Seq. ID 
Strand 



OJ990410 24.9923.C14 



11107 



start 
Name 
Start 
GI 

Exons 



60009 End 
OJ990410_24 .9923.C14 .o3.tw Method 
31222 End 
none Score 
31222. 
42313, 
42425. 



61345 

TBLASTX: Wheat 
42879 
58 

.31293, 42194. .42322, 42194 .. 42355, 42196 42339, 
.42411, 42342, .42404, 42367 4244 1 , 424 05 42833, 
.4287.7,. .42425. .42877, 42454 42879, 42696.. 42878 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10652 
22639 
60009 

OJ990410_24 .9923.C14 .o33.tc 
31524 



Seq. ID OJ990410_24 .9923.C14 
Strand 

61345 

TBLASTX: Cress 
32262 
50 



End 

Method 
End 

none Score 
31524. .31580, 31536 31574 , 31591 .. 31644 , 31608 3164 3, 
31608. .31739, 31649. . 31765, 31650 31766, 31654 ., 31773, 
31761. .31877, 31773 .. 31877 , 31774 .. 31887 , 31886 .. 31978, 
31898. .31978, 31900 :. 31983 , 32069 32248, 32076 .. 32258, 
32076. .32258, 32077.. 32262 



Seq. No. 10652 
Gene No. 22639 
Start 60009 

Name OJ990410_24 . 9923 . C14 . o28 . ts 

Start 31587 
GI none 
Exons 31587. 

31649. 
31890. 
31983. 



31643, 
31768, 
31916, 
32009, 
32089. .32256, 



31588. 
31650, 
31897. 
31987. 
32102, 



.31647, 
.31778, 
.31971, 
.32010, 
.32263 



Seq. ID OJ990410_24.9923.C14 
Strand 

End 61345 

Method TBLASTX : Soybean 

End 32263 

Score 54 
31607. .31648, 31620 31742, 
31821. .31856, 31831 .. 31854 , 
31917. .31988, 31931 .. 31975, 
32088. .32255, 32089 32256, 



Seq. No. 10652 

Gene No. 22639 

Start 60009 

Name OJ9904 10_24 . 9923 . C14 . o34 . tm 

Start 32443 

GI none 
Exons 



Seq. ID OJ990410_24.9923.C14 
Strand 
End 

Method 
End 
Score 



61345 

TBLASTX: Maize 
32825 
'290 



32443.-32727, 324 61 .. 32730 , 32616 .. 32735 , 32726 .. 328 15, 
32729. .32815, 32730 .. 32825 , 32730.. 32816 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10652 Seq. ID 

22639 Strand 

60009 End 

OJ990410_24 . 9923.C14 .ol6. tm Method 

32906 End 

none Score 



OJ990410 24.9923.C14 



32906. .32989, 32906. 
32989. .33141, 32990. 
33413. .33448 



.32959, 32907. 
.33415, 32993. 



61345 

TBLASTX: Maize 
33448 
97 

32987, 32908. .32988, 
33421, 33214. .33417, 



Seq. No. 10652 Seq. ID 

Gene No. 22639 Strand 

Start 60009 End 

Name OJ9904 10_24 . 9923 . C14 . ol5 . tw Method 

Start 33076 End 

GI none Score 



OJ990410_24.9923.C14 
61345 

TBLASTX: Wheat 

33476 

101 



11108 



Exons 



33076. .33114, 33125 .. 33193, 33132 .. 33194 , 33138 .. 33194 , 
33153. .33476, 33182.. 33475 



Seq. No. 10652 
Gene No. 22639 
Start 60009 

Name OJ990410_24 . 9923 . C14 . o9 . tc 

Start 33203 
GI none 
Exons 33203, 

33703. 

34097, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990410 24.9923.C14 



,33832, 33204. 
,33837, 33851. 
,34186, 34104. 



,33833, 
,33922, 
,34181, 



61345 

TBLASTX: Cress 
34200 
696 

33213. .33833, 33214. ,3384 6, 
33852. .33899, 34 065. .34184, 
34105. .34200, 34105. .34191 



OJ990410 24.9923.C14 



Seq. No. 10652 Seq. ID 

Gene No. 22639 Strand 

Start 60009 End 

Name OJ990410_24 . 9923 . C14 . ol7 . ts Method 

Start 33428 End 

GI none Score 

Exons 33428. .33829, 33429 .. 33830, 33429 33830, 33736 .. 33831, 
33875. .33931 



61345 

TBLASTX : Soybean 

33931 

454 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10652 Seq. ID 

22639 Strand 

60009 . End 

OJ990410_24 . 9923.C14 .o44 .tm Method 

33709 End 

none Score 



OJ990410_24.9923.C14 
6134 5 

TBLASTX:Maize 

33966 

173 



33709. .33822, 337 10 .. 33823, 33711 .. 33851, 338 17 .. 33909, 
33819. .33932, 33821 33931, 33822 3394 4 , 33823 .. 3394 2 , 
33940. .33966, 3394 1 .. 33964 , 33942.. 33965 



10652 
22639 
60009 
OJ99041 
34560 
none 
34560. . 
34671. . 
34826. . 
35085. . 
35267. . 
35361. . 
35438. . 



0 24.9923.C14.ol4.tm 



34673, 34592. .34675, 

34841, 34821. .35051, 

35062, 35058. .35093, 

35177, 35086. .35184, 

35365, 35268. .35366, 

35438, 35362. .35430, 

35542, 35440.. 35547 



Seq. ID 
Strand 
End 

Method 
End 
Score 

34668 

34822 

35061 

35096 

35360 

35415 



OJ990410 24.9923.C14 



61345 

TBLASTX: Maize 
35548 
78 

34829, 34670. .34828, 
35052, 34825. .35061, 
35180, 35062. .35091, 
35188, 35260. .35307, 
35422, 35361. .35429, 
35546, 35438. .35548, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



10652 
22639 
60009 

OJ990410_24 . 9923.C14 .o37.ts 

34913 

none 

34913. .35062, 34935. .35096, 
35058. .35180, 35059 .. 35175, 

10652 
22639 



Seq. ID 

Strand 

End 

Method 

End 

Score 

34952 

35084 



OJ990410 24.9923.C14 



35062, 
35176 



61345 
TBLASTX: 
35180 
165 

35052 



Soybean 



.35102, 



Seq. ID 
Strand 



OJ990410 24.9923.C14 



11109 




start 


60009 








End 


61345 






Nam© 


OJ9904 


10 24.9923.C14 


. o23 . tw 


Method 


TBLASTX: 


Wheat 




"^II-;^ rt 


"^4 937 








End 


35199 








none 








Score 


176 






Hi AVJl io 


J 1 J J / * 


.35125, 


34944. 


. 35054 , 


34945 350 


61. 35041 


. . 35094 , 






35060 . 


.35101, 


35113. 


. 35199, 


35125 . . 351 


99 






O ^ ■ » 


10652 








Seq. ID 


OJ990410 


24 9923 


C14 


Gene No. 


22639 








Strand 








Start 


60009 








End 


61345 






Name 


OJ9904 


10 24.9923.C14 


. o60 . to 


Method 


TBLASTX: 


Cress 




Start 


35399 








End 


35577 






GI 


none 








Score 


144 






R von Q 


35399 . 


.35575, 


35405. 


35557, 


35409 355 


64, 35409 


. . 35576, 






35554 . 


,35577 














3eq , No . 


10652 








Seq. ID 


.OJ990410 


24 . 9923. 


C14 




22639 








Strand 








Start 


60009 








End 


61345 






Name 


OJ9904 


10 24.9923.C14 


. o2 . tm 


Method 


TBLASTX: 


I4ai ze 




cf^? rt 

O U Cl J- L. 


36167 

J vJ X u / 








End 


38869 








none 








Score 


68 








3fil f>l 


.36217, 


36167. 


. 36217 , 


36168. .36227, 36216 


36287 






3fi??n 


.36288, 


36230. 


. 36259, 


36285. .36944, 36291 


36926 






o \j y ^ *i ■ 


.36962, 


36931. 


. 37 140, 


36935. .37150, 36966 


37157, 






O O 37 U / ■ 


.37137, 


36974. 


37 1 3fi 


37123. .37647, 37126 


37 509 






37127. 


.37678, 


37127. 


.37657, 


37128. .37658, 37661 


. .37972, 






37683. 


.38183, 


37699. 


.38184, 


37978. .381 


84, 38181 


. .38342, 






38186 . 


.38368, 


38187. 


38369 


38378. .38422, 38399 


38452, 






J O J ^ -7 • 


.38428, 


38404. 


.38451, 


38445, .38471, 38449 


a .38472, 






38 S02 


.38564, 


38504. 


38566 


38519. .38566, 38538 


38660 






38571 . 


.38615, 


38587. 


. 38709, 


38594 . .38695, 38694 


38756, 






38695 . 


.38754, 


38751. 


. 38111 , 


38756. ,388 


69, 38758 


. . 38868 




Seq. No. 


10652 








Seq. ID 


OJ990410 


_24.9923, 


C14 


Gene No. 


- 22639 








Strand 








Start • 


60009 








End 


61345 








OJ9904 


10 24.9923.C14 


. ol2 . tc 


Method 


TBLASTX: 


Z!res s 




start 


36374 








End' 


36851 






GI 


none 








Score 


463 






Exons 


36374 . 


.36841, 


36375. 


. 36842, 


36375. .368 


51, 36505 


a . 36849 




Seq. No. 


10652 








Seq. ID 


OJ990410 


_24.9923, 


C14 


Gene No. 


22639 








Strand 








start 


60009 








End 


61345 






Name 


OJ9904 


10 24.9923.C14 


. ol4 . ts 


Method 


TBLASTX: 


Qovbean 

Vi/ y w 1 1 




Start 


36426 








End 


36876 






GI 


none 








Score 


,383 






P von ^ ' ' 


36426". 


.36860, 


36426. 


36860 


36502. .36876 






Seq. No. 


10652 








Seq. ID 


OJ990410 


24 . 9923. 


C14 


Gene No. 


22639 








Strand 








Start 


60009 








End 


61345 






Name 


OJ9904 


10 24.9923.C14 


.08 .tc 


Method 


TBLASTX: 


Cress 




Start 


36938 








End 


37655 






GI 


none 








Score 


146 






Exons 


36938. 


.37126, 


36963. 


.37127, 


36964. .37230, 37117 


. .37188, 





11110 






37175. 


.37231, 37224. 




37225. .37647, 37226. .37654, 






37341. 


.37655 










Seq. No. 


10652 






Seq. ID 


OJ990410_24.9923 


.014 


Gene No. 


22639 






Strand 






Start 


60009 






End 


61345 




Name . 


OJ990410 ,24.9923.014 


.Oil . cs 


Method 


TBLASTX : Soybean 




Start 


37006 






End 


37690 • 




GI 


none 






Score 


778 




Exons 


37006. 


.37647, 37007. , 


. o f byu , 


37007. .37654 




Seq. No. 


10652 






Seq. ID 


OJ990410_24 .9923 


.014 


Gene No. 


22639 






Strand 






o cart 


60009 






End 


61345 




Name 


OJ990410 24.9923.014. 


. OZ . cw 


Method 


TBLASTX: Wheat 




o car L 


37093 






End 


37624 






none 






Score 


697 




Exons 


37093. 


.37623, 37094., 










beq. JNo . 


10652 






Seq. ID 


OJ990410_24.9923 


r* 1 /I 
. Ul 41 


Gene No. 


22639 






Strand 






Start 


60009 






End 


61345 




Name 


OJ990410 24.9923.014, 


. OZ / . cc 


Method 


TBLASTX :Oress 




Start 


37686 






End 


38085 




GI 


none 






Score 


251 




Exons 


37686. 


.37718, 37734., 


"3 T Q C Q 


37735. .38085, 37735 .. 38079, 






37767. 


.38081, 38018., 


•5 o n Q T 








Seq. No. 


10652 






Seq. ID 


OJ990410_24.9923 


.014 


Gene No. 


22639 






Strand 






b Car u 


60009 






End 


61345 




Name 


OJ990410 24.9923.014, 


. OZ J . CS 


Method 


TBLASTX : Soybean 




Start 


37692 






End 


38025 






none 






Score 


306 




Exons 


37692. 


.37967, 37693., 


T Q n o t; 


37695. .38024 




Seq. No. 


10652 






Seq. ID 


OJ990410_24 . 9923 


. L14 


Gene No . 


22639 






Strand 






bcarc 


60009 






End 


61345 




Name 


OJ990410 24.9923.014, 


. O J 1 . CS 


Method 


TBLASTX : Soybean 




bcarc 


38777 






End 


39446 




GI 


none 






Score 


137 




Exons 


38777. 


.38881, 38778., 


.38897, 


38779. .38865, 38817 .. 38882, 






38841. 


.38927, 38849., 


. oo yz O , 


38861. .38935, 38916 .. 39050, 






38934. 


.38963, 38969., 


"D Q n T 
. oy u D / , 


38985. .39059, 38986. .39099, 






39052. 


.39123, 39077.. 


. J y 1 0 , 


39105. .39137, 39147. .39182, 






39147. 


.39182, 39276.. 


'3Q'3nQ 


39277. .39306, 39364. .39435, 






, 39379. 


.39438, 39381.. 


. J fl fl D 








Seq. No. 


10652 






Seq. ID 


OJ990410_24.9923 


. Ul 4 


oene lno . 


22639 






Strand 






Start 


60009 






End 


61345 




Name 


OJ990410 24.9923.014. 


.o47 . tc 


Method 


TBLASTX :Oress 




Start 


38798 






End 


39354 




GI 


none 






Score 


88 




Exons 


38798. 


.38866, 38800.. 


.38865, 


38817. .38867, 38826 .. 38867 , 






38861. 


.38923, 38861., 


.38938, 


38862. .38933, 38997 .. 39059, 





11111 








39000. 


.39038, 39046. 


. J y z / u , 


39052. .39159, 3914 4 .. 39209, 








39277. 


.39306, 39316. 


'3Q'5c: /I 










beq . INO . 


10652 






Seq. ID 


OJ990410_24 .9923 


PI A 




Gene No. 


22639 






Strand 








Start 


60009 






End 


61345 






Name 


OJ990410 24.9923.C14 


. <J JL O • LIll 


Method 


TBLASTX: Maize 








38954 






End 


39586 








none 






Score 


470 






Exons 


38954. 


.39286, 38955. 


"3 Q9 p 7 


38956. .39285, 39235 .. 39288 , 








39282. 


.39536, 39283. 


• J _7 4 O ^ , 


39521. .39586 






beq . INO . 


10652 






Seq. ID 


OJ990410_24 .9923 


PI A 
. L.14 




Gene No. 


22639 






Strand 








Start 


60009 






End 


61345 






Name 


OJ990410 24.9923.C14 


. (JO o . tin 


Method 


TBLASTX: Maize 






otar u 


39754 






End 


40138 






PT 


none 






Score 


131 






Exons 


39754. 


.39891, 39755. 


. fi U U O 4 , 


39794. .40084, 3997 6 .. 4 0101 , 








40069. 


.40137, 40091. 


. T VJ J. J O 










oeq. iNo . 


10652 






Seq. ID 


OJ990410_24 .9923 


PI A 




Gene No . 


22639 






Strand 






Q 


Start 


60009 






End 


61345 






Name 


OJ990410 24.9923.C14 


. o4 . ts 


Method 


TBLASTX : Soybean 




j-fi 


o uar t 


39815 






End 


41125 




hi 




none 






Score , 


69 






Exons 


39815. 


.40204, 39816. 


/I n '57 n 


39817. .39891, 39899 .. 4 0366, 




I' 




39906. 


.40370, 40439. 


. 4i u oU U / 


40440. .41123, 4 0441. .41061, 








40481. 


.41125 










3? 

n - 


Seq. No. 


10652 






Seq. ID 


OJ990410_24 .9923 


.C14 




Gene No. 


22639 






Strand 








o tar u 


60009 






End 


61345 






Name 


OJ990410 24.9923.C14 


. u . t w 


Method 


TBLASTX: Wheat 






O Lar u 


40274 






End 


40667 






PT 


none 






Score 


115 






Exon s 


40274 . 


.40369, 40440. 


. 4 U D D / , 


40441. .40644 






Seq. No. 


10652 






Seq. ID 


OJ990410_24.9923 


.C14 




Gene No. 


22639 






Strand 








o uari- 


60009 






End 


61345 






Name 


OJ990410 24.9923.C14 


. OOO . LS 


Method 


TBLASTX : Soybean 






o uar L. 


41517 






End 


42211 






PT 


none 






Score 


184 






Exons 


41517. 


.41720, 41517. 




41518. .41721, 42155. .42211 






oeq . LNo . 


10652 






Seq. ID 


OJ990410_24.9923 


PI A 




Gene No. 


22639 






Strand 








Start 


60009 






End 


61345 






Name 


OJ990410 24.9923.C14 


. o39 . tm 


Method 


TBLASTX: Maize 






Start 


41565 






End 


41818 






GI 


none 






Score 


261 






Exons 


41565. , 


.41744, 41567. 


.41776, 


41767. .41796, 4 1767 .. 41796, 








41801. , 


.41818 












Seq. No. 


10652 






Seq. ID 


OJ990410_24 . 9923 


.C14 



11112 





22639 






Strand 






Start 


60009 






End 


61345 




Name 


OJ990410 24.9923.C14 


.ol2 . tw 


Method 


TBLASTX: Wheat 




Start 


41594 






End 


42026 




\J 2. 


none 






Score 


215 




F* von ^ 


41594 . 


.41743, 41594. 


. 4 1689, 


41596. .41772, 41596. .41733, 






41695. 


.41805, 41740. 


. 41826, 


41741. .41815, 41804. .42025, 






41813. 


.41992, 41817. 


. 42026 








O C . LN U . 


10652 






Seq. ID 


OJ990410_24. 9923 


n 4 

. J. *i 


Gene No. 


22639 






Strand 






Start 


60009 






End 


61345 




Name 


OJ990410 24.9923.014 


. o5 4 . tm 


Method 


TBLASTX: Maize 






41819 






End 


42009 




O J. 


none 






Score 


199 




TJ' von Q 


41819. 


.41956, 41819. 


. 41956, 


41820. .41981, 41821. .41958, 






41949. 


.42005, 41953. 


. 42009, 


41955. .42008 




OtJL^ . LNL-' • 


10652 






Seq. ID 


OJ990410_24.9923 


. C14 




22639 






Strand 






Start 


60009 






End 


61345 




Name 


OJ990410 24.9923.C14 


. o35 . tm 


Method 


TBLASTX: Maize 




q-i-a ri- 


42151 






End 


42460 






none 






Score' 


186 




IT V n G 


42151. 


.42273, 42155. 


AOOl A 

. *i ^ ^ ' " f 


42250. .42360, 42259 .. 42315, 






42261. 


.42338, 42263. 


■ 'i ^ ^ J <J , 


42264. .42368, 42333 .. 42458 , 






42335. 


.42460, 42377. 


■ rt ^ ri 








Seq. No. 


10652 






Seq. ID 


OJ990410_24.9923 


.C14 


Gene No. 


22639 






Strand 






Start 


60009 






End 


61345 




KTa mo 

LN a.lLlC 


OJ990410 24.9923.C14 


. o9 . t S 


Method 


TBLASTX : Soybean 






42434 






End 


43137 






none 






Score 


1013 




R von s 


42434 . 


.43120, 42434. 


. 43135, 


42457. .4 3137, 42622. .43137 




*^ p o Mo 


10652 






Seq. ID 


OJ990410_24.9923 


. C14 


Gene No. 


22639 






Strand 






Start 


60009 






End 


61345 




Name 


OJ990410 24.9923.C14 


. ol7 . tc 


Method 


TBLASTX: Cress 




Start 


42443 






End 


42919 






none 






Score 


41 




F* von Q 

ill AWiiO 


42443. 


.42475, 42477. 


. 42827 , 


42478. .42900, 42479 .. 42919, 






42482. 


.42919 










Seq. No. 


10652 






Seq. ID 


OJ990410_24.9923 


.C14 


Gene No. 


22639 






Strand 






Start 


60009 






End 


61345 




LN dlllC 


OJ990410 24.9923.C14 


. o9 . tm 


Method 


TBLASTX: Maize 




qt 3 rt 
o I. di. L. 


42461 






End 


43207 






none 






Score 


436 




Exons 


42461. 


.43159, 42471. 


.42833, 


42473. .43201, 43157. .43207 




Seq. No. 


10652 






Seq. ID 


OJ990410_24.9923 


.C14 


Gene No. 


22639 






Strand 






Start 


60009 






End 


61345 




Name 


OJ990410 24.9923.C14 


.ol9. tw 


Method 


TBLASTX: Wheat 





11113 






1 ^ o o v 






End 


43062 








none 






Score 


319 






F. V o n C3 


42880. 


.43062, 42881. 


.43060 










Seq, No. 


10652 






Seq. ID 


OJ990410 


_24.9923 


.C14 


Gene No. 


22639 






Strand 








Start 


60009 






End 


61345 






Name 


OJ990410 24.9923.014 


. o 1 . tw 


Method 


TBLASTX : 


Wheat 




Start 


43205 






End 


43957 






GI 


none 






Score 


926 






P, V n n 


43205. 


.43951, 43206. 


. 43907, 


43206. .43952, 43211 


. . 43957 




Seq. No. 


10652 






Seq. ID 


OJ990410 


_24.9923 


.CI 4 


Gene No. 


22639 






Strand 








Start 


60009 






End 


61345 






Name 


OJ990410 24.9923.C14 


. o4 8 . tm 


Method 


TBLASTX: 


Mai ze 




Start 


43210 






End 


43498 






GI 


none 






Score 


205 






j_) A ^ 1 1 o 


43210. 


.43494, 43211. 


.43498, 


43215. .43493 






Seq. No. 


10652 






Seq. ID 


OJ990410 


_24.9923 


.C14 


Gene No. 


22639 






Strand 








Start 


60009 






End 


61345 






Name 


OJ990410 24.9923.C14 


nS8 tr 

* \J ^ KJ w L. w 


Method 


TBLASTX: 


Cres s 




q-j- a >--|- 
O L. d i. L 


43442 






End 


43589 








none 






Score 


156 






F Y/^n Q 


43442. 


.43564, 43443. 


■ ^ •J ^ \j ^ f 


43444 . .43578 






o c • vt\j t 


10652 






Seq. ID 


OJ990410 


24 . 9923 


. C14 


Gene No. 


22639 






Strand 








Start 


60009 






End 


61345 






Name 


OJ990410 24.9923.C14 


. o21 . tm 


Method 


TBLASTX: 


Mai ze 




Start 


43552 






End 


44088 






GI 


none 






Score 


310 






F vnn ^ 


43552. 


.43911, 43561. 


.43767, 


43574 . .43921, 43577 


43921, 






44029. 


,44088, 44033. 


.44086 










Seq. No. 


10652 






Seq. ID 


OJ990410 


24 . 9923 


.C14 


Gene No. 


22639 






Strand 








Start 


60009 






End 


61345 






Name 


OJ990410 24.9923.C14 


. o35 . tc 


Method 


TBLASTX: 


Cress 




Start 


43672 






End 


43941 






GI 


none 






Score 


353 






F. V n n <? 


43672. 


.43803, 43673. 


. 43939, 


43673. .43939, 43674 


. .43940, 






43840. 


.43941 












Seq . No . 


10652 






Seq. ID 


OJ990410 


24 . 9923 


C14 




22639 






Strand 








start ' 


60009 






End 


61345 






Name 


OJ990410 24.9923.C14 


. o2 6 , ts 


Method 


TBLASTX: 


Sovhea n 

W \^ jf Jk^ w d 1 1 




Start 


44977 






End 


47468 






GI 


none 






Score 


136 






Exons 


44977. 


.45198, 44995. 


.45114, 


45036. .45155, 45659 


. .45796, 






45661. 


.45750, 45671. 


.45757, 


45672. .45758, 46118 


. .46279, 






46123. 


.46263, 46267. 


.46470, 


46275. .46316, 46301 


. .46516, 






46301. 


.46513, 46536. 


,46598, 


46539. .46598, 46547 


. .46603, 






46625. 


.46684, 46625. 


.46690, 


46997. .47065, 47009 


. .47068, 





11114 



47011. .47073, 4 7090 .. 474 64 , 47094 474 68 , 47100 .. 4 7204 , 
47120. .47467, 47283. .47468 



Seq. No. 10652 Seq. ID 

Gene No. 22639 Strand 

Start 60009 End 
Name OJ9904 10_24 . 9923 . C14 . o25 . tm Method 

Start 45613 End 

GI none Score 
Exons 45613. 

45796, 
45895. 



OJ990410_24.9923.C14 
61345 

TBLASTX: Maize 

46043 - 

273 



,45792, 45619, 

,45909, 45882. 

,45981, 45918. 

45951. .46028, 45954. 



.45792, 45795. .45893, 45796. . 45894, 

.45959, 45890. .45961, 4 5893 .. 4 5961, 

,45962, 45929. .46027, 45929 .. 4 6027, 

,46043, 45958.. 46029 



Seq. No. 10652 
Gene No. 22639 
Start 60009 

Name OJ990410_24 . 9923 . C14 . olO . tc 

Start 46124 

GI none 

Exons 46124. .46609, 46126 

46596. .46685, 46601 
47087, . 47464, 47091.. 47462 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990410_24 . 9923. C14 
61345 

TBLASTX: Cress 

47464 

699 



46614, 46127. 
46684, 47012. 



46615, 46549. 
47086, 47086, 



.46617, 
.47445, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10652 
22639 
60009 
OJ99041 
46281 
none 
46281. . 
46298. . 
46788. . 
46846. . 



OJ990410 24.9923.C14 



0 24.9923.C14.ol8.tm 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

46304, 46282. .46314, 46283 .. 4 6315, 4 6293 .. 46691, 
46693, 46300. .46701, 46301 .. 4 6693, 4 6787 .. 4 6810, 
46811, 46806. .46853, 46807 .. 4 6854 , 4 6809 4 6853, 
46878, 46850. .46870 



61345 

TBLASTX: Maize 

46878 

37 



U 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10652 Seq. ID 

22639 Strand 

60009 End 

OJ990410_24 . 9923.C14 .o5.ts Method 

47472 End 

none Score 



OJ990410_24.9923.C14 
61345 

. TBLASTX : Soybean 
49008 
332 



47472. .47789, 47492. 
48025. .49008 



,47797, 48018. .48227, 48024 .. 4 9007, 



Seq. No. 10652 Seq. ID 

Gene No. 22639 Strand 

Start 60009 End 

Name OJ990410_24 . 9923 . C14 . o52 . tc Method 

Start • 47484 End 

GI none Score 

Exons 47484. .47699, 47486.. 47701 



OJ990410_24.9923.C14 
61345 

TBLASTX: Cress 

47701 

228 



Seq. No. 10652 Seq. ID 

Gene No. 22639 Strand 

Start 60009 End 

Name OJ990410_24 . 9923 . C14 . o3 . tc Method 

Start 47702 End 



OJ990410_24 . 9923. C14 
61345 

TBLASTX: Cress 
48968 



11115 






noos 
















.47782, 


47703. 


47774 


4Rnn4 4ftfin4 4ftmft 


4 R 9 97 




4 fin? s 

*± O \J ^ -J • 


.48813, 


48910. 


. *i O ,7 O vJ , 


4ftQin 4fiQfifi 48^51fi 


• . *i O -? U O 


o e q . In o . 


1 U D J 








TD r)jQQn4in 


94 QQ9? 


oene ino . 


Z ^ D O -7 








O L X dllU 




O LdlT U 


cfinn Q 

DUUU -? 








HiXlLl D X J *i J 




Name 


r» tq q n a 

Uu y ^ U 


10 24.9923.C14 


1/1 

. O 1 4 . lW 


LYicUnOQ i DXirto 1 A . ' 




Start 


47793 








End 48219 




GI 


none 








Score 39 




Exons 


47793. 


.47819, 


47794. 


.47829, 


47795. .47833, 47823 


. .47894, 




47824. 


.47943, 


47839. 


.47964, 


47879. .48091, 47897 


. .48061, 




47899. 


.48090, 


47991. 


.48092, 


48094. .48219, 48097 


. .48216, 




48099. 


.48218 











Seq. No. 10652 

Gene No. 22639 

Start 60009 

Name * OJ990410_24 . 9923.C14 .o20. tm 

Start 47845 

GI none 

Exons 47845. .47883, 47847 .. 47891, 
47885. .48325 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990410_24.9923.C14 
61345 

TBLASTX: Maize 

48325 

58 



47880. .48227, 47881 .. 48324 , 



Seq. No. 10652 

Gene No. 22639 

Start 60009 

Name OJ990410_24 . 9923 . C14 , 

StafA: 48326 

GI none 

Exons 48326. .48493, 48327., 



Seq. ID OJ990410_24 .9923.C14 
Strand 

End 61345 

p4 6.tm Method TBLASTX: Maize 

End 48494 

Score 273 
48494, 48328. .48492. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10652 
22639 
60009 

OJ990410_24.9923.C14.o24.tw 

48551 

none 

48551. .48667, 4 8553 . . 48666-- 



10652 
22639 
60009 

OJ990410_24.9923.C14 

48786 

none 

48786. .49049, 48793. 



Seq. ID OJ990410_24.9923.C14 
Strand 

End 61345 

Method TBLASTX : Wheat 

End 48667 

Score 205 



Seq. ID OJ990410_24.9923.C14 
Strand 

End 61345 

.ol6.tw Method TBLASTX: Wheat 

End 49113 

Score 377 
.49113, 48793.. 49113 



Seq. No. 10652 

Gene No. 22639 

Start 60009 

Name OJ990410_24 . 9923. C14 , 

Start 49932 

GI none 

Exons 49932. .50177, 49935.. 



Seq. ID OJ990410_24.9923.C14 
Strand 

End 61345 

o40.tc Method TBLASTX: Cress 

End 50269 

Score 273 
50177, 50216. .50269, 50217.. 50267 



Seq. No. 



10652 



Seq. ID OJ990410_24 .9923.C14 



1111 



6 



rii 



Gene No. 


22639 








Strand 








Start 


60009 








End 


61345 






Na.irie 


OJ990410 24.9923.C14 


. o31 . tm 


Method 


TBLASTX: 


M^i i "7 o 
L'iCI X ^ c 






49986 








End 


50269 






ox 


none 








Score 


364 








49986. 


.50201, 


49986. 


S0240 

. ^ \J ^ 'rt \J f 


49987. .50229, 50201 








50202, 


.50267, 


50203. 


S0268 










Seq. No. 


10652 








Seq. ID 


OJ990410 


_24.9923. 


C14 


Gene No. 


22639 








Strand 








O U Ct i. 1- 


60009 








End 


61345 






Name 


OJ990410 24.9923.C14 




Method 


TBLASTX: 


Wl Its d L. 






50222 








End 


50663 






O -L 


none 








Score 


669 








50222. 


.50647, 


50223. 


. ^ \j \j \j -J 










O C * LN • 


10652 








Seq. ID 


OJ990410 


OA 009^ 


C14 




22639 








Strand 








Art 


60009 








End 


61345 








OJ990410 24.9923.C14 


. ol4 . to 


Method 


TBLASTX: 


\^ J- KZ ^ J 




Start 


50308 








End 


50886 






GI 


none 








Score 


89 








50308. 


.50361, 


50309. 


. ^ \j ^ \j ^ f 


50310. .50366, 50310 








50364 . 


.50495, 


50367. 


. H y U f 


50368. .50496, 50369 


SOd Q7 






50498. 


.50779, 


50501. 




50502. .507G 


to, 50503 


sn7 7 s 






30503. 


.50784, 


50779. 


. DU 0 ± ± f 


50783. .50812, 50815 


• . O U 0 0 D , 






50819. 


.50881 














o e q . IN U . 


10652 








Seq. ID 


OJ990410 




m 4 

U X 4 


Gene No. 


22639 








Strand 








Start 


60009 








End 


61345 






Name 


OJ990410 24.9923.C14 


nSR tm 

■ %J U . U.iU 


Method 


TBLASTX: 


Ma i z e 




o u d i. u 


50728 








End 


50880 








none 








Score 


89 






IT* v/^n c 


50728. 


.50781, 


50728. 




50729. .50797, 50776 


SDR S 






50783. 


.50836, 


50783. 


snp36 


50836. .50880, 50839 


■ . ^ VJ u o w 




O C • L\KJ m 


10652 








Seq". ID 


OJ990410 


. y y C. ^ * 


X 1 


Gene No. 


22639 








Strand 








Start 


60009 








End 


61345 






Name 


OJ990410 24.9923.C14 


. ol7 . tw 


Method 


TBLASTX: 


Wheat 




O UCl X u 


50741 








End 


51142 






O X 


none 








Score 


86 








50741. 


.50815, 


50742. 




50743. .50793, 50762 








50774 . 


.50977, 


50971. 


ST 1 T 7 

. ^ X X X / / 


50996. .511j 


S9, 51017 


* . -J X X *x ^ 






10652 








Seq. ID 


OJ990410 


. y y ^ ^ * 


n 4 

^ X 1 




22639 








Strand 








o u dx u 


6,0009 








End 


61345 






Name 


OJ990410 24.9923.C14 


. o57 . tm 


Method 


TBLASTX: 


Mai ze 




Start 


50934 








End 


51324 






GI 


none 








Score 


64 






Exons 


50934 . 


.50987, 


50938. 


.50994, 


50939. .50992, 50967 


. .51059, 






50999. 


.51055, 


51053. 


.51094, 


51071. .51133, 51074 


. .51136, 






51140. 


.51217, 


51141. 


.51212, 


51141. .51221, 51142 


. .51213, 






51224 . 


.51316, 


51247. 


.51324, 


51249. .51311 







11117 






o e 4 . IN o . 


X U O J ^ 








Seq. ID 


OJ990410_24.9923 






9 9 O Q 

Z Z D O 








Strand 






O Lair L 


DU U U -? 








End 


61345 








10 24.9923.C14 


. OX X . L W 


Method 


TBLASTX: Wheat 




Start 


51504 








End 


52100 




GI 


none 








Score 


136 






.J J. J u 1 • 


. 51632, 


5150ft 

X ^ o • 


SI fi'^'^ 

• O X O J J / 


51509. .51604, 51511 .. 51633, 






J X DO / • 


51698 


SI 679 


SI 7 "^7 
• OX /Off 


51691. .51774, 51696 .. 51773, 






7 d PI 


S182S 


SI 777 


SI ft 94 
. O X O Z 4 , 


51777. .51827, 51778 .. 51825, 






ft 1 n 

O X O X u . 


51935 


SI ft 1 1 

<J X O X X . 


SI Q'^(^ 
. o X :? o D / 


51815. .51934, 51823 .. 51936, 






U ± ^ £. H ■ 


52100 


SI Q9Q 

•J X ^ ^ 17 . 


S9nQQ 








O e CJ . IN O . 


1 n^s9 

X U D J ^ 








Seq. ID 


OJ990410_24.9923 






^ DO -? 








Strand 








D U U U -? 








End 


61345 




Nam© 


Pi TQ Qfl A 


10 24.9 


923 . C14 


. O X O . UlU 


Method 


TBLASTX: Maize 




04- -a v"|- 
O Ua J- L 


O X D O O 








End 


.52409 




GI 


none 








Score 


139 




Exons 


51666. 


.51824, 


51691. 


.51816, 


51693. .51842, 51698 .. 51838, 






SI ft 1 1 

O X (J X X . 


.51897, 


51812. 


SI ft QS 

. O X O ^ O / 


51891. .52061, 51891. .52061, 






SI ft 

^ ± o y o » 


.52063, 


52078. 


S9 T 1 n 

• O ^ X X u , 


52079. .52132, 52105 .. 52131, 






S9T 1 

O ^ X X o • 


.52142, 


52128. 


S91 QQ 

• O ^ X 17 -7 , 


52129. .52236, 52130 .. 52198, 






Q ^ X O X • 


.52205, 


52193. 


S 9 "^7 S 
. 0 ^ o / O , 


52194. .52409, 52196 .. 52402, 


Ul 




S91 Q7 

O ^ X 17 / • 


.52403 










ssF 

i;fi 


O ^ M 

oe<5. NO. 


1 n R 9 
1 u ddz 








Seq. ID 


OJ990410_24.9923 




Gene No. 


22639 








Strand 




i L? 


Start 


60009 








End 


61345 


^; 


Narne 


y y u 4 


10 24.9923.014 


. O 4 O . LC 


Method 


TBLASTX: Cress 


i ^ i 


o t. ar t 


SI QQ*^ 








End 


52335 






none 








Score 


74 




Exons 


SI QQ^ 


.52079, 


51995. 


S9n fin 

• O Z U D U , 


52135. .52200, 52138 .. 52200, 


rii 




S99nn 

o ^ ^ u u • 


.52334, 


52210. 


S9^'^S 
. o ^ o o o , 


52221. .52331 




Seq. No. 


10652 








Seq. ID 


OJ990410_24 .9923 




Gene No. 


22639 








Strand 




|:c? 


O L di. L. 










End 


61345 


i, 


Narne 


\JU _? ^ U 4 


10 ■24.9923.C14 


. OO O . L o 


Method 


TBLASTX : Soybean 


3 




S91 '^S 
O ^ X o o 








End 


52350 


ri 


o ± 


none 








Score 


146 


.= 8; 
; t 


Hi AWllO 


S91 ^s 

■J ^ X o o . 


.52200, 


52194. 


S9 ? 

• O O 4 O , 


52194. .52349, 52195. .52350 




O C . IN U . 


X U DO ^ 








Seq. ID 


OJ990410_24.9923 




Gene No. 


22639 








Strand 






Start 


60009 








End 


61345 




Name 




10 24.9923.C14 


r\1 ft -|-ia7 
■ (O X O ■ L W 


Method 


TBLASTX: Wheat 






S9ft 7 1 

O ^ O / X 








End 


53259 




oX 


none 








Score 


83 




Exons 


S9fi7 1 
O ^ O ^ X . 


.52930, 


52871. 


S 9 Q'^n 

. 0 Z ou , 


52872. .52949, 52913 .. 52951-, 






S9Q97 


.52950, 


52974. 


c ^9 99 
. 0 O^ Z ^ / 


52978. .53244, 52 984 .. 53259* 




Seq. No. 


10652 








Seq. ID 


OJ990410_24 .9923 




Gene No. 


22639 








Strand 






Start 


60009 








End 


61345 




Name 


OJ9904 


10 24.9923.C14 


.o28 .tm 


Method 


TBLASTX: Maize 




Start 


52955 








End 


53271 




GI 


none 








Score 


380 



11118 



R von 9 


52955, 


.53251, 52956. 


53264 , 


O C ^ > IN (J » 


10652 








22639 






CI- o r-h 

O L, Ct 1. L. 


60009 






Name 


OJ990410 24,.9923.C14 


. o32 . ts 


Start 


53030 






GI 


none 






von ^ 


53030. 


.53137, 53032. 


53184 




53590. 


.53820, 53603. 


. 53833, 




54085. 


.54147, 54091. 


. 54135, 




54216. 


.54380, 54216. 


. 54389, 


Seq. No. 


10652 






Gene No. 


22639 






Start 


60009 






Name 


OJ990410 24.9923.C14 


o53 tc 


^t;^ rt 


53033 






OX 


none 






Exons 


53033. 


.53137, 53033. 


. 53179, 




10652 






Gene No. 


22639 






Start 


60009 






Name 


OJ990410 24.9923.C14 


o37 tm 




53454 






f^T ■* 
ox 


none 






F* v(^n Q 


53454. 


.53537, 53544. 






53597. 


.53791 






10652 






Gene No. 


22639 






Start 


60009 






Name 


OJ990410 24.9923,C14 


. o4 4 . t c 


Q-f- a rt 


53603 






GI 


none 






V von ^ 


53603. 


.53821, 53620. 


. 53820, 




54216. 


.54380, 54216. 


. 54380, 


Qprr No 


10652 






VJ^ll^ 111 w . 


22639 






CI- a rt 


60009 






Name 


OJ990410 24.9923.C14 


.o50.tc 


Start 


55135 






GI 


none 






F von ^ 


55135. 


.55164, 55200. 


55232 




55239. 


.55286, 55322. 


55408 




55413. 


.55451, 55414. 


55512 




55595. 


.55639, 55598. 


55639 


Seq. No. 


10652 






Gene No. 


22639 






Start 


60009 






Name 


OJ990410 24.9923.C14 


.o27 . ts 


Start 


55231 






GI 


none 






Exons 


55231. 


.55281, 55239. 


.55289, 



Seq. ID OJ990410_24.9923.C14 
Strand 

61345 

TBLASTX: Soybean 
54393 
168 



End 

Method 

End 

Score 



.53744, 
.54154, 
.54384, 



Seq. ID OJ990410_24. 9923.C14 
Strand 
End 

Method 
End 
Score 



61345 

TBLASTX: Cress 

53193 

165 



Seq. ID 

Strand 

End 

Method ■ 

End 

Score 



OJ990410_24.9923.C14 
61345 

TBLASTX: Maize 

53791 

94 



.53791, 53587. .53787, 



Seq. ID OJ990410_24. 9923.C14 
Strand 

End 61345 

Method TBLASTX : Cress 

End 54536 

Score 280 



Seq. ID OJ990410_24 . 9923.C14 
Strand 

End 61345 

Method TBLASTX : Cress 

End 55712 

Score 37 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990410_24 . 9923. C14 
61345 

TBLASTX : Soybean 

56280 

73 



11119 




55320. .55346, 
55414. .55467, 
55497. .55568, 
55767. .55943, 
56123. .56278, 



55358. .55402, 
55457. .55522, 
55651. .55716, 
55792. .55926, 
56123. .56278, 



55392. .55460, 
55463. .55555, 
55658. .55711, 
55928. .55972, 
56131. .56280, 




55413. .55457, 
55464 . .55556, 
55764 . .55925, 
55946. .55972, 
56133. .56279 



Seq. No. 10652 

Gene No. 22639 

Start 60*009 

Name OJ9904 10_24 . 9923 . C14 . o50 . tm 

Start 55622 

GI none 

Exons 55622. .55648, 55624 .. 55650, 
55652. .55810, 55654.. 55809 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990410_24.9923.G14 
61345 

TBLASTX: Maize 

55810 

62 



55624 . .55650, 55650 .. 55808 , 



Seq. No. 10652 Seq. ID 

Gene No. 22639 Strand 

Start 60009 End 

Name OJ9904 10_24 . 9923 . C14 . o5 . tm Method 

Start 55811 End 

GI none Score 
Exons 



OJ990410_24.9923.C14 
61345 

TBLASTX: Maize 

56817 

230 



55811. .55939, 55812 .. 5594 3, 55812 .. 5594 3, 558 13 .. 5594 4 , 

55813. .55944, 55931 .. 55975, 55937 .. 55975, 55976 .. 55999, 

55977. .56003, 55977 .. 56003, 56006 .. 56815 , 56011 .. 56817 , 
56012. .56794 ' 



Seq. No. 10652 

Gene No. 22639 

Start 60009 

Name OJ990410_24 . 9923. C14 

Start 56282 

GI none 

Exons 56282. .56710, 56292. 
56749. .56772 



Seq. ID OJ990410_24. 9923. 014 
Strand 

End 61345 

.ol9.ts Method TBLASTX: Soybean 

End 56772 

Score 374 
.56711, 56293. .56730, 56539 .. 56730, 



Seq. No. 10652 

Gene No. 22639 

Start 60009 

Name OJ9904 10_24 . 9923 . 014 

Start 56300 

GI none 

Exons 56300. .56710, 56301. 



Seq. ID OJ990410_24. 9923. 014 
Strand 

End 61345 

.o22.tc Method TBLASTX: Oress 

End 56730 

Score 351 
.56711, 56344.. 56730 



Seq. No. 10652 

Gene No. 22639 

Start 60009 

Name OJ990410_24 . 9923.014 . 

Start 57028 

GI none 

Exons 57028. .57144, 57028.. 
57148. .57318 

Seq. No. 10652 

Gene No. 22639 

Start 60009 

Name OJ990410_24 . 9923.014 , 

Start 57197 



Seq. ID OJ990410_24 .9923.014 
Strand 

End 61345 

.o29.tm Method TBLASTX : Maize 

End 57318 

Score 167 
.57144, 57135. .57317, 57 147 .. 57314 , 



o57.tc 



Seq. ID 

Strand 

End 

Method 
End 



OJ990410_24 .9923.014 
61345 

TBLASTX: Oress 
57476 



11120 




GI 


none 






Score 


166 




Exons 


57197. 


.57469, 57210. 


. 57476 








Sea No 


10652 






Seq. ID 


OJ990410_24. 9923 


.C14 


Gene No. 


22639 






Strand 






Start 


60009 






End 


61345 




Na.m,e 


OJ990410 24.9923.C14 


. ol 6 . tc 


Method 


TBLASTX: Cress 




Start 


57653 






• End 


58164 




GI 


none 






Score 


206 




Exons 


57653. 


.57799, 57654., 


. 57821, 


57660. .57800, 57795 .. 58013, 






57796. 


.58014, 57798., 


.58013, 


57948. .58163, 57997. .58164 




Sea No 


10652 






Seq. ID 


OJ990410_24.9923 


.C14 


Gene No. 


22639 






Strand 






Start 


60009 






End 


61345 




Name 


OJ990410 24.9923.C14, 


. o8 . tw 


Method 


TBLASTX: Wheat 




Start 


57761 






End 


58193 




GI 


none 






Score 


369 




Exons 


57761. 


.57805, 57762., 


.58013, 


57762. .58004, 57839 .. 58015 , 






57948. 


.58193, 57997., 


.58191 








Seq. No. 


10652 






Seq. ID 


OJ990410_24.9923 


.C14 


Gene No. 


22639 






Strand 






Start . 


60009 






End . 


61345 




Naine 


OJ990410 24.9923.C14, 


. o53 . tm 


Method 


TBLASTX: Maize 




Start 


57798 






End 


58007 




GI 


none 






Score 


221 




Exons 


57798. 


.57938, 57799., 


. 57936, 


57942. .58007 




Sea No 


10652 






Seq. ID 


OJ990410_24. 9923 


.C14 


Gene No. 


22639 






Strand 






Start 


60009 






End 


61345 




Naine 


OJ990410 24.9923.C14, 


. ol5 . ts 


Method 


TBLASTX : Soybean 




Start 


57870 






End 


58315 




GI 


none 






Score 


179 




Exons 


57870. 


.58013, 57870., 


. 58004, 


57872. .58015, 57 94 8 .. 58310, 






57997. 


.58311, 58214., 


. 58315 








Seq. No, 


10652 






Seq. ID 


OJ990410_24 . 9923 


.C14 


Gene No. 


22639 






Strand 






Start 


60009 






End 


61345 




Name 


OJ990410 24.9923.C14, 


.o22.tm 


Method 


TBLASTX: Maize 




Start 


58010 






End 


58325 




GI 


none 






Score 


567 




Exons 


58010. 


.58177, 58011., 


. 58325, 


58012. .58323 




Seq. No. 


10652 






Seq. ID 


OJ990410_24.9923 


.C14 


Gene No. 


22639 






Strand 






Start 


60009 






End 


61345 




Name 


OJ990410 24.9923.C14, 


. oil . tc 


Method 


TBLASTX: Cress 




Start 


58165 






End 


58614 




GI 


none 






Score 


761 




Exons 


58165. 


.58614, 58165., 


.58614 








Seq. No. 


10652 






Seq. ID 


OJ990410_24.9923 


.C14 


Gene No. 


22639 






Strand 






Start 


60009 






End 


61345 





11121 



Name 

Start 

GI 

Exons 



OJ990410_24 . 9923 . C14 .o4 . tc 
58699 
none 
58699. . 
58895. . 
59049. . 
59258. . 
59296. . 
60469. . 
61171. . 



58782, 58702. 

59017, 58896. 

59246, 59053. 

59296, 5.9290. 

59538, 59503. 

61116, 60471. 

61239, 61174. 



58779, 
59006, 
59256, 
59463, 
59529, 
61133, 
61248, 



Method TBLASTX : Cress 

End 61345 

Score- 75 
58704. .58784, 5881 6 .. 588 96, 
58896. .59024, 58897 .. 59010, 
59053. .59250, 59257 .. 59283, 
59295. .59525, 59295 .. 59525, 
59609. .59635, 604 66. . 60960, 
60477. .61115, 61169. .61240, 
61292. .61345, 61292. .61345 



Seq. No. 10652 

Gene No. 22639 

Start 60009 

Name OJ990410_24 . 9923 . C14 . ol8 . ts 

Start 58983 

GI none 
Exons 



Seq. ID OJ990410_24.9923.C14 
Strand 

End 61345 

Method TBLASTX : Soybean 

End 59661 

Score 35 



58983. .59006, 59022 .. 59201 , 5904 4 .. 59202, 59164 .. 59232 , 

59238. .59297, 59249 .. 59287 , 59290 .. 594 63, 59295 .. 59525 , 

59295.-59525, 59302 .. 59538 , 59503 .. 59529, 59610 .. 59660 , 

59610. .59660, 59611.. 59661 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10652 
22639 
60009 

OJ990410_24.9923.C14.ol0.tm 
59068 



none 

59068. 

59480. 

59611. 

59669. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

59574, 59068. .59463, 59219 
59590, 59559. .59636, 59570 
59640, 59628. .59678, 59628 
59800, 59680. .59712, 59684 



OJ990410 24.9923.C14 



61345 

TBLASTX: Maize 
59832 
785 

59581, 59292. .59579, 
59635, 59570. .59641, 
59678, 59629. .59679, 
59764, 59758. .59799, 



59806. .59832 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10652 
22639 
60009 

OJ990410_24. 9923.C14.o22.tw 

59150 

none 



Seq. ID OJ990410_24.9923.C14 
Strand 

End 61345 

Method TBLASTX : Wheat 

End 59399 

Score 240 



59150. .59317, 59151 .. 59315 , 59152 .. 5931 9, 59292 .. 59318 , 
59318. .59386, 59319 .. 59387 , 59319 .. 59399, 59320.. 59388 



Seq. No. 10652 

Gene No. 22639 

Start 60009 

Name OJ990410_24 . 9923 . C14 . o6 . ts 

Start 60008 

GI none 
Exons 



Seq. ID OJ990410_24.9923.C14 
Strand 

End 61345 

Method TBLASTX : Soybean 

End 61208 

Score 57 



60008. .60061, 60068. .60106, 60387 .. 60431 , 60388 .. 60450, 
60388. .60447, 60427. .61143, 604 39 .. 60960, 60477 .. 61142 , 
61172. .61201, 61173.. 61208 



Seq. No. 10652 

Gene No. 22639 

Start 60009 

Name OJ990410_24 . 9923 . C14 . o29 . gp 



Seq. ID OJ990410_24. 9923.C14 
Strand 

End 61345 

Method AAT/GAP 



11122 




otart 


60009 




bna 


60172 




GI 


uC-osflcyp084g07al 




Score 


201 




Exons 


60009.. 60172 










GI Descrip. 


'11957/emb|X15901|CHOSXX 7.i 


ue-oo Kice 


complete chloroplast 




genome * 










Seq. No. 


10652 




Seq. ID 


OJ9904 10_24 .9923 


. C14 


Gene No. 


22639 




Strand 






start 


60009 




tjnQ 


61345 




Name 


OJ990410 24.9923.CI4 


. oil . tm 


Metnoct 


TBLASTX: Maize 




Start 


60472 




tjna 


61116 




GI 


none 




Score 


967 




Exons 


60472 .. 61116, 60475. 


. 60942, 


dUD04 . . oil 


15 




Seq. No. 


10652 




Seq. ID 


OJ990410_24.9923 


. C14 


Gene No. 


22640 




Strand 






b tar u 


61282 




End 


61522 




Name 


OJ990410_24 . 9 92 3. CI 4 


. o38 . tm 


Method 


TBLASTX: Maize 




Start 


61282 




End 


61522 




GI 


none 




Score 


290 




Exons 


61282. . 61476, 61283. 


. 61474, 


61478. .61522, 61479. .61520 




Seq. No. 


10652 




Seq. ID 


OJ990410_24.9923 


.C14 


Gene No. 


22641 




Strand 






Start 


61431 




End 


62994 




Name 


OJ990410_24,. 9923. CI 4 , 


.ol2. ts 


Method 


TBLASTX : Soybean 




Start 


61431 




End 


62994 




GI 


none 




Score 


75 




Exons 


61431., 61523, 61431., 


. 61550, 


6152 6. . 61672, 61582. .61671, 






61 68 8.. 61714, 617 91., 


. 61838, 


617 97. .61838, 61950. .624 05, 






61968. .62537, 61975. , 


. 62514, 


61975. .62541, 61985. .62539, 






62445. .62543, 62562. 


.62642, 


62585. .62641, 62797 .. 62994, 






62800 . .62988 










Seq. No, 


10652 




Seq. ID 


OJ990410_24.9923 


. C14 


Gene No. 


22641 




Strand 






otart 


61431 




End 


62994 




Name 


OJ990410 24.9923.C14, 


. o34 . tc 


Method 


TBLASTX: Cress 




Start 


61967 




'End 


62214 




GI 


none 




Score 


367 




Exons 


/~Trt/~i ^in^o 

61967 62062, 61968., 


. 62213, 


61981. .62214 




Seq. No. 


10652 




Seq. ID 


OJ990410_24.9923 


. C14 


Gene No. 


22641 




Strand 






btar u 


61431 




End 


62994 




Name 


OJ990410_24 . 9923 . C14 , 


. o38 . tc 


Method 


TBLASTX: Cress 




Start 


62215 




End 


62420 




GI 


none 




Score 


316 




Exons 


62215. .62418, 62215.. 


.62418, 


62217. .624 


20 




Seq. No. 


10653 




Seq. ID 


OJ990410 24.9923 


.C15 


Gene No. 


22642 




Strand 


+ 




Start 


3475 




End 


4579 




Name 


OJ990410 24.9923.C15. 


. o5 .gp 


Method 


AAT/GAP 




Start 


3475 




End 


4579 




GI 


2291 1.R1084 




Score 


2093 




Exons 


3475. .4579 











11123 



GI Descrip. • 133936/sp | P1214 6 | RR3_0RYSA 3.0e-27 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_708 67_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] * . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

'Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



OJ990410_24-: 
+ 

5805 
AAT/GAP 
5805 
2353 



10653 -'^ Seq. ID OJ990410_24 1 9923 . C15 

22643 ■ Strand 

4594 End 
OJ990410_24 . 9923.C15.o6.gp Method 
4594 End 
3073_1.R1084 Score 
4594 . .5805 

• 133936/spl P1214 6|RR3_ORYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_226646_prf 1603356BW ribosomal protein S3 

[Oryza sativa] * 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990410 24.9923.C15 



10653 
22644 
1 

OJ990410_24. 9923.C15.ol.gp 
1 

2798177. 
1..495 

5881726/dbj I BAA84417 . 1 I 3.0e-24 (AP000423) RNA polymerase alpha 
subunit [Arabidopsis thaliana] 



495 

AAT/GAP 

495 

896 



10653 



Seq. ID OJ990410_24.9923.C15 



22645 Strand 

1278 End 1668 

OJ990410_24. 9923.C15.o2.gp Method AAT/GAP 
1278 End 1668 

5003883 Score 782 

1278. .1668 

11957/emb 1X15901 1 CHOSXX l.Oe-166 Rice complete chloroplast 
genome 

10653 Seq. ID OJ9904 10_24 . 9923 . C15 

22646 Strand 

2239 End 2824 

OJ9904 10_24 . 9923 . C15 . o3 . gp Method AAT/GAP 
2239 End 2824 

481_1.R1084 Score 1023 

2239. .2824 

' 132672/spl P12137 I RK14_0RYSA 6.0e-57 CHLOROPLAST 50S RIBOSOMAL 

PROTEIN L14 >gi_71224_pir R5RZ14 ribosomal protein L14 - rice 

chloroplast >gi_12023_emb_CAA33932_ (X15901) 'ribosomal protein 

L14 [Oryza sativa] >gi_226644_prf 1603356BU ribosomal protein 

L14 [Oryza sativa] * 



10653 Seq. ID 

22647 Strand 

3129 End 

OJ9904 10_24 . 9923 . C15 . o4 . tm Method 

1 End 



OJ990410 24.9923.C15 



5805 , 
TBLASTX : 
305 



Maize 



11124 



GI none Score 442 

Exons 1..105, 2. .304, 3. .305 



Seq. No. 10653 Seq. ID 

Gene No. 22647 Strand 

Start 3129 End 

Name OJ9904 10_24 , 9923 . C15 . o2 . ts . Method 

Start 2 End 

GI none Score 

Exons 2.. 397, 3.. 368 



OJ990410_24 .9923.C15 
5805 

TBLASTX : Soybean 

397 

451 



Seq. No. 10653 Seq. ID 

Gene No. 22647 Strand 

Start . 3129 End 

Name OJ9904 10_24 . 9923 . C15 . ol . tc Method 

Start 125 End 

GI none Score 

Exons 125. .397, 129. .368, 380. .439, 412. .456, 412 

445. .579, 453. .614, 453. .623, 482. .637, 614 

616. .711 



OJ990410 24.9923.C15 



5805 

TBLASTX: Cress 
712 
295 

,456, 439, 
,712, 615, 



, 612, 
,710, 



Seq. No. 


10653 






Seq. ID 


OJ990410_24 .9923.C15 


Gene No. 


22647 






Strand 




Start 


3129 






End 


5805 


Name 


OJ990410 


24.9923.C15.o8. 


tm 


Method 


TBLASTX: Maize 


Start 


313 






End 


575 


GI 


none 






Score 


51 


Exons 


313. .387, 


332. .391, 333. 


.371, 


334. .387 


, 441. .569, 454. .570, 




454 . .570, 


456. .575, 482. 


.574 






Seq. No. 


10653 






Seq. ID 


OJ990410_24 .9923.C15 


Gene No. 


22647 






Strand 




Start 


3129 






End 


5805 


Name 


OJ990410 


24 . 9923.C15.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


592 






End 


879 


GI 


none 






Score 


188 


Exons 


592. .705, 


593. .709, 593. 


.709, 


707. .877 


, 708. .878, 709. .879, 




710. .877 











Seq. No. 


10653 




Seq. ID 


OJ990410_24.9923.C15 


Gene No. 


22647 




Strand 




Start 


3129 




End 


5805 


Name 


OJ990410 24 .9923.C15.o4 


.ts 


Method 


TBLASTX: Soybean 


Start 


667 




End 


919 


GI 


none 




Score 


91 


Exons 


667. .759, 667. .837, 668 


. .838, 


677. .838, 


818. .919, 819. .911, 




823. .912 








Seq. No. 


10653 




Seq. ID 


OJ990410_24 . 9923. C15 


Gene No. 


22647 




Strand 




Start 


3129 




End 


5805 


Name 


OJ990410 24 . 9923.C15.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


880 




End 


2397 


GI 


none 




Score 


38 


Exons 


880. .912, 881. .931, 904 


. . 987, 


924. .986, 


943. .1014, 998. .1015, 




1032. .1271, 1035. .1256, 


1054 . 


.1272, 1278. .1556, 1279. .1557, 



1295. .1558, 1299. .1559, 1307. .1357, 1331. .1609, 1342. .1620, 



11125 




1564. .1605, 1565. .1603, 1567. .1647, 1655. .1699, 1660. .1713, 
1662. .1712, 1731. .1814, 1732. .2379, 1732. .2262, 1751. .2395, 
1962. .2396, 2335. .2397 



Seq. No. 10653 Seq. ID 

Gene No, 22647 Strand 

Start 3129 End 

Name OJ990410_24 . 9923 . C15 . o5 . ts Method 

Start 1364 End 

GI none Score 

Exons 1364.. 1549, 1365.. 1553 



OJ990410_24.9923.C15 
5805 

TBLASTX: Soybean 

1553 

174 



Seq. No. 10653 Seq. ID 

Gene No. 22647 Strand 

Start 3129 End 

Name OJ9904 10_24 . 9923 . C15 . o2 . tw Method 

Start 1655 End 

GI none Score 
Exons 



OJ990410_24.9923.C15 
5805 

TBLASTX: Wheat 

2113 

45 



1655. .1699, 1661. .1699, 1662. .1712, 1710. .1730, 1732. .2106, 
1751. .2104, 1751. .2113, 1836. .2105 



Seq. No. 10653 
Gene No. 22647 
Start 3129 

Name OJ990410_24 . 9923 . C15 . ol . ts 

Start 17 4'4 

GI none 

Exons 1744.. 1908, 1744.. 1956, 1751. 

1967. .2158, 1971, .2279, 1973. 
2286.-2588, 2297. .2587, 2406. 
2763. .2996, 2779. .3141, 2779. 
3045. .3179, 4407. .4547, 4408. 
4963. .5112, 4963. .5112, 4964. 
5725. .5805 



Seq. ID OJ990410_24.9923.C15 
Strand 

End 5805 

Method TBLASTX : Soybean 

End 5805 

Score 158 
.1960, 1751. .1978, 1951. .2157, 
.2194, 2192. .2218, 2235. .2300, 
.2600, 2576.. 2677, 2583.. 2702, 
.3174, 2793.. 3182, 2798.. 3184, 
.4788, 4409. .4777, 4792. .4899, 
.5122, 5022.. 5117, 5107.. 5136, 



Seq. No. 10653 

Gene No. 22647 

Start 3129 

Name OJ9904 10_24 . 9923 . C15 . o2 

Start 1744 

GI none 

Exons 1744.. 1956, 1747.. 1917, 
1973. .2167, 1978, .2166, 



Seq. ID OJ990410_24.9923.C15 
Strand 

End 5805 
.tc Method ' TBLASTX : Cress 

End 2264 

Score 156 
1751. .1948, 1951. .2160, 1964. .2158, 
2182. .2223, 2183. .2215, 2226. .2264 



Seq. No. 10653 

Gene No. 22647 

Start 3129 

Name OJ990410_24 . 9923 . C15 . o5 . tw 

Start 2185 • • 

GI none 

Exons 2185.. 2220, 2185,, 2220, 2186, 
2206. ,2262, 2271, ,2549, 2271. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2224, 2194 
.2546, 2288 



OJ990410 24.9923.C15 



5805 

TBLASTX: Wheat 
2549 
60 

2262, 2204.. 2260, 
2548 



Seq. No. 10653 Seq. ID OJ9904 10_24 . 9923 . C15 

Gene No. 22647 Strand 

Start 3129 End 5805 

Name OJ990410 24 . 9923 . C15 . o5 . tc Method TBLASTX : Cress 



11126 



start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2290 
none * 

2290.. 2490, 2291.. 2494, 2298. 
2496.. 2588, 2563.. 2595, 2576, 

10653 
22647 
3129 

OJ990410_24 . 9923 . C15 . o3 . tm 

2438 

none 

2438. .2482, 2439. .2483, 2483. 

10653 
22647 
3129 

OJ990410_24. 9923.C15.o3.tw 

2702 

none 

2702. .2755, 2704. .2754, 2706. 



Seq. No. 10653 

Gene No. 22647 

Start • 3129 

Name OJ990410_24 . 9923 . C15 . o3 . tc 

Start 2711 

GI none 

Exons 2711.. 2743, 2817.. 2882, 2862. 
2877. .3176 



End 2677 

Score 114 

.2495, 2495. .2542, 2495. .2587, 

.2677, 2583.-2675 

Seq. ID OJ990410_24.9923.C15 
Strand 

End 5805 

Method TBLASTX : Mai ze 

End 4277 

Score 75 

.3184, 2484. .3179, 4221. .4277 

Seq. ID OJ990410_24.9923.C15 
Strand 

End 5805 

Method TBLASTX : Wheat 

End 3093 

Score 80 

.2759, 2709. .3092, 2710. .3093 

Seq. ID OJ990410_24.9923.C15 
Strand 

End 5805 

Method TBLASTX : Cress 

End 3184 

Score 4 8 

.3182, 2863. .3138, 2873. .3184, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10653 
22647 
3129 

OJ990410_24 .9923.C15.o6.tw 

3125 

none 

3125.. 3199, 3126.. 3200, 3170., 
3205.. 3330, 3314.. 3337, 3316., 
3381. .3443, 3497. .3529, 3498., 

10653 
22647 
3129 

OJ9.90410_24 . 9923 . C15 . o4 . gp 
3129 

LIB3432-015-P1-K1-H8 . 
3129. .3392 

'11957/emb 1X15901 1 CHOSXX l.Oe- 
genorae' 

10653 
22647 
3129 

OJ990410_24.9923.C15.o7.tm 
3494 
none 

3494. .3742, 3495.. 3743, 3502. 



Seq. ID OJ990410_24.9923.C15 
Strand 

End 5805 

Method TBLASTX : Wheat 

End 3530 

Score 131 

3295, 3196.. 3300, 3200.. 3295, 
3339, 3338.. 3385, 3370.. 3450, 
3530 

Seq. ID OJ990410_24.9923.C15 
Strand 

End 5805 

Method AAT/GAP 

End 3392 

Score 450 

■129 Rice complete chloroplast 



Seq. ID OJ990410_24.9923.C15 
Strand 

End 5805 

Method TBLASTX: Maize 

End 3758 

Score 350 

.3756, 3504.. 3758, 3505.. 3750 



11127 






Seq. No. 


iUbOO 








Seq. ID 


OJ990410 


94 009*3 P1R 

Z4 . yyzj.v^io 




Gene No. 










Strand 








Start 


3129 








End 


5805 






Name 


OJ990410_24 


.9923 


.C15.04 


tc 


Method 


TBLASTX : 


Cress 




b tart 


R 








End 


4767 








none 








Score 


49 






Exons 


OOOO . . / 4 , 


J D fi 1 


"3 R 1 


"3 1; 0*3 

JD yj . 


.3655, 3611. .3655, 


'iaAQ "37 '37 








"3 R9 


"37/1/1 
. . J / 4 4 / 


■^p ^^'3 

Jo D J • 


.3901, 3865. .3891, 


-aoQQ 40^1 

.4UDX, 








4 9 1 

*i ^ ± 0 


4 9 S4 

. . 4 Z 0 fi / 


4 994 
4 z z 4 • 


.4271, 434 


4. .4586, 


4^S1 4799 






H o y J . . H / o / f 




/I 7 c; n 
. .4 / D U 












beq. NO. 


1 U boo 








Seq. ID 


OJ990410 


94 QQ9'^ n R 




Gene No. 


22647 








Strand 








Start 


3129 








End 


5805 






Name 




QQ9 


PI R 


I- w 

> uw 


Method 


TBLASTX: 






ot art 


O u J. / 








End 


4251 








none 








Score 


196 






Exons 


■^^^17 TQ9Q 


'3 ^1 fi 


"37 7 


"37 4 9 
J / 4 Z . 


.3825, 3823.-3927, 


J 0 J u . .0 -?Z J , 








'^ft ft 9 


* . 0 -? 0 0 / 




.4146, 3945. .4124, 


4004 4174 






/iniyi yiiQ/1 
4UI4. .4104, 


A noQ 
4 Uz 0 


/I 1 7 /! 


>1 9 H/l 
4 Z U4 . 


.4251, 4218. .4250 






Seq. No. 










Seq. ID 


OJ990410 


OA 009"^ r*ic; 

Z4 i yyzJ.L^iD 




Gene No. 


22647 








Strand 






3 


Start 


3129 








End 


5805 






Name 




Q Q 9 "3 

. yyzo 


, Ul D , Ob 


, rm 


Method 


TBLASTX: 


LYiai ze 


rfi 

: t 


Start 


T D c: n 








End 


4181 




J i * 


GI 


none 








Score 


60 




.SSI 


Exons 




"3 Q 1 


Q 1 Q 

. . jy 1 y , 


'3P R Q 

Jo 0 y . 


.3891, 38£ 


14 . .3925, 


jooo. .j;3ZD, 


: . I 




OOOO. .OyOD/ 


'3Q (3 Q 

00 0 y 


/1 1 /I 

. . 4 1 4 D , 


"3 07 0 

J y / y . 


.4059, 4016. .4174, 


^017 4194 

4UJ./..4XZ4, 






4UZU. .41ol, 


/ n 0 Q 


A 1 

..41 DZ , 


/1 1 1 /I 

4114. 


.4173 






■ ~l 


Seq. No. 


1 n "3 
iU boo 








Seq. ID 


OJ990410 


94 009*3 P1R 

Z4 . yyzj.L'iO 




Gene No . 


o o /I T 








Strand 






- j 

'la? 


btart 


■3 1 O Q 

J iz y 








End 


5805 




" ~\ 


Name 


OJ990410 24 


.9923 


.015. o2 


.tm 


Method 


TBLASTX: 


Maize 


iti: 


Start 


4321 








End 


5805 








none 








Score 


37 






V O 

HjXons 


4-391 /l'3R'3 


4 n 

f± J J U 


4 Qn9 


4 ^ '^9 ' 
4 0 oz . 


.4550, 4345.. 4743, 


4^S9 4Q00 


ri 




/I 7 Q c /I 009 

fi / y 0 . .4 y uz , 


4 R R R 
4 0 0 0 


. . 0 1 0 J , 


4 ft Q7 

4 0 y / . 


.5136, 4904. .5134, 


m 1 S47R 
oxxD. .04 /J/ 


i -i 




R19P ^A<^(^ 


1 4 7 


. . DOU J , 


R4 •=! ^ 
3 4 3 D . 


.5575, 5465.. 5575, 










0 O 0 4 


. . 0 DO 4 , 


R "^ft 
o 0 0 0 . 


.5639, 5663.. 5722, 








R7n7 RPHR 


c;7 n p 




R7 1 n 

0 / lU . 


.5805 








Seq. No. 


10653 








Seq. ID 


OJ990410 


_24 . 9923. C15 




Gene No. 


22647 








Strand 








b nar L 


0 J- Z -7 








End 


5805 






Name 


TOOH/i in 9/1 


OQ9 "3 

. y y z J 


. L^i 0 . 01 


. L.W 


Method 


TBLASTX : 






btart: ■■ 


/I Q n "3 

41 0 U J 








End 


5569 








none 








Score 


137 






Exons 


4803. .4898, 


4804 


. .5136, 


4804 . 


.5133, 5167. .5475, 


5173. .5466, 






5174. .5503, 


5449 


. .5553, 


5449. 


.5553, 5456.. 5569, 


5465. .5566 




Seq. No. 


10653 








Seq. ID 


OJ990410 


_24.9923.C15 




Gene No. 


22647 








Strand 








Start 


3129 








End 


5805 






Name 


OJ990410 24 


.9923 


.CI5.06 


tc 


Method 


TBLASTX: 


Cress 



11128 



start 
GI 

Exons 



4999 
none 



End 
Score 



5466 
129 



4999. .5109, 5006. .5110, 5013. .5111, 5160. .5267, 5182. .5466, 
5191. .5466 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10653 
22647 
3129 

OJ990410_24 . 9923.C15.o3.ts 

5189 

none 



Seq. ID OJ990410_24. 9923.C15 
Strand 

End 5805 

Method TBLASTX : Soybean 

End 5475 

Score 134 



5189. .5419, 5191. .5469, 5202. .5456, 5203. .5475 



10654 
22648 
1 

OJ990410_24.9923.C18.ol.tm 
1 

none 



Seq. ID OJ990410_24 . 9923.C18 
Strand 

End 310 

Me t hod TBLAS TX : Ma i z e 

End 310 

Score 56 



1..33, 3. .98, 3. .104, 13. .294, 94. .285, 95. .310, 96. .305 



10654 
22648 
1 

OJ990410_24.9923.C18.ol.tw 
80 

none 

80. .298, 80. .298 

10654 
22649 
247 

OJ9904 10^24.9923.018.01. to 
247 
none 

247. .294, 247. .285, 342. .449, 346. .423, 357. .449, 423.-572, 
424. .579, 425. .580, 425. .580 



Seq. ID OJ990410_24.9923.C18 

Strand 

End 310 

Method TBLASTX: Wheat- 

End 298 

Score 34 9 



Seq. ID OJ990410_24 . 9923.C18 
Strand 

End 580 

Method TBLASTX : Cress 

End 580 

Score 55 



10655 
22650 
1 

OJ990410_24. 9923.C19.ol.gp 
1 

1629_2.R1084 
1. .262 

•1245217/gb|U49840|OSU49840 l,0e-170 Oryza sativa subsp. indica 
large ribosomal RNA gene, chloroplast gene encoding chloroplast 
rRNA, partial sequence* 



Seq. ID OJ990410_24 . 9923.C19 

Strand + 

End 262 

Method AAT/GAP 

End 262 

Score 4 96 



Seq. No. 


10655 


Seq. ID 


OJ990410_;24 . 9923. 


C19 


Gene No. 


22650 


Strand 


+ 




Start 


1 


End 


262 




Name 


OJ990410 24.9923.C19.ol. 


. ts Method 


TBLASTX: Soybean 




Start 


1 


End 


262 




GI 


none 


Score 


226 




Exons 


1. .126, 2. .130, 3. .131, 


3. .134, 116.. 


190, 122.. 238, 132. 


.248, 




136. .255, 191. .262, 229, 


. .261 







11129 




Seq. No. 


10655 


Seq. ID 


OJ990410_24 .9923.C19 


oene ino . 


o 9 c n 


Q-J- r-a 


X 


oT-a.iL. 


1 
1 




9 fi9 

Z D ^ 


N3.ine 


UJ-/-?U^1U Z 4 . ^ J . 2? . O 1 . LC 


Ayf ^ ^ Vi 
lYie tnoa 


i DXirro iA. V^icSS 






ona 


9 *=;9 

Z DZ 




none 


Score 


Z. ^ 7 


Exons 




1 QH 19 9 
.XjU/ xzz. 


9f^9 1 '^9 9f;n 

.ZDZ/ XOZ. .ZDU 


Seq. No. 


10655 


Seq. ID 


OJ990410_24.9923.C19 


(aene wo. 


oocc; A 
Z Z DO U 


o U J. and 


-J. 




1 
1 


EjIiCl 


9 fi9 

ZDZ 


Name 


vju-?-7UfiXU z f± . ^ i7z o . ^ X y . o ± . um 




i D Xi/iO 1 A . LYlo. X Z 6 






£jnci 


9 fi9 
z oz 


PT 


none 


Score 


97 Q 
z / ^ 


Exons 


fiQ 9f^9 QD 9(^n 99fi 9f^1 

0". t c^\JC. f y\J * .ZDU/ ZZD. .ZD± 






o e q . LN o . 


X U D O D 


Seq. ID 


OJ990410_24.9923.C20 


Gpne No 


22651 


Strand 




start 


1 


End 


551 


Name 


OJ990410 24.9923.C20.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


551 


GI 


306 9.R1084 


Score 


809 


Exons 


1..280, 366. .551 






GI Descrip. 


•287391/dbj ID13111IRICMT15 1, 


. Oe-178 Oryza sativa mitochondrial 




rpoB pseudogene' 







Seq. No. 


10656 




Seq. ID 


OJ990410_24.9923.C20 


Gene No. 


22651 




Strand 




Ld Start 


1 




End 


551 


f,Ii Name 


OJ990410 24.9923.C20.ol 


.tw 


Method 


TBLASTX: Wheat 


m Start 


1 




End 


460 


GI 


none 




Score 


59 


Exons 


1..33, 3. .32, 6. .278, 8 


. .280, 


30. .281, 


81. .125, 82. .126, 


i 


365. .445, 366. .446, 367 


. .459, 


368. .460 




M: Seq. No. 


10656 




Seq. ID 


OJ990410_24 .9923.C20 


; =i Gene No. 


22651 




Strand 




'Ill Start 


1 




End 


551 


Name 


OJ990410 24 . 9923.C20.ol 


.tm 


Method 


TBLASTX: Maize 


0 Start 


1 




End 


281 


GI 


none 




Score 


483 


Exons 


1..279, 2. .280, 3. .281, 


81. .125, 82. .126 


Seq. No. 


10656 




Seq. ID 


OJ990410_24 .9923.C20 


Gene No. 


22651 




Strand 




Start 


1 




End 


551 


Name 


OJ990410 24 . 9923.C20.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


181 




End 


551 


GI 


none 




Score 


36 


Exons 


181. .210, 216. .263, 217 


. .279, 


366. .446, 


367. .549, 368. .550, 




495. .551 








Seq. No. 


10656 




Seq. ID 


OJ990410_24 .9923.C20 


Gene No. 


22651 




Strand 




Start 


1 




End 


551 


Name 


OJ990410 24 . 9923.C20.o2 


. tm 


Method 


TBLASTX: Maize 



11130 



start 
GI 

Exons 



366 End 517 

none Score 148 

366. .449, 366. .425, 367. .516, 368. .517 



Seq. ID OJ990410_24.9923.C21 

Strand 

End 517 

Method AAT/GAP 

End 368 

Score 687 



Seq. No. 10657 
Gene No. 22652 
Start 1 

Name OJ9904 10_24 . 9923 . C2 1 . ol . gp 

Start 1 

GI LIB34 31-005-P1-N1-A5 

Exons 1 . . 368 

GI Descrip. ' 131251/sp | P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID. MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi 226406_prf 15' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10657 
22652 
1 

OJ990410_24. 9923. 021. ol.tm 
1 

none 



Seq. ID OJ990410_24 . 9923.C21 

Strand 

End 517 

Method TBLASTX : Mai ze 

End 230 

Score 110 



1..84, 2. .76, 68. .133, 73. .138, 90.. 155, 109. .147, 150. .176, 
151. .177, 173. .229, 184. .228, 188. .229, 189. .230 



Seq. No. 10657 Seq. ID 

Gene No. 22652 Strand 

Start 1 End 

Name OJ990410_24 . 9923 . C21 . ol . ts Method 

Start 2 End 

GI none Score 

Exons 2. .49, 187. .516, 188. .517 



OJ990410_24.9923.C21 
517 

TBLASTX : Soybean 

517 

65 



Seq. No. 10658 Seq. ID 

Gene No. 22653 Strand 

Start 1 End 

Name 0 J9 90 4 1 0_2 7.9922.C2.ol.np Method 

Start 1 End 

GI 6063553 Score 

Exons 1..23, 140. .213, 330. .444, 527. .599, 
GI Descrip. 



OJ990410 27. 9922. C2 



1253 
AAT/NAP 
1019 
571 
706. .804, 



936. . 1019 



(AP000615) ESTs AU0314 35 (E61570 ) , AU07824 5 (E61570 ) correspond to 
a region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10658 
22653 
1 

OJ990410_27.9922.C2.ol.ts 

143 

none 



Seq. ID OJ990410_27.9922.C2 
Strand 

End 1253 

Method TBLASTX : Soybean 

End 1250 

Score 76 



143. .214, 144. .212, 145. .234, 145. .213, 328. .447, 328. .444, 
521. .583, 524. .592, 525. .593, 706. .756, 757. .807, 758. .802, 
924. .1007, 937. .1008, 1093. .1128, 1179. .1250 



11131 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10658 
22653 
1 

OJ990410_27.9922.C2.ol.gs 

145 

none 



Seq. ID OJ990410_27.9922.C2 
Strand 

End 1253 

Method GENSCAN 

End 1253 

Score .94 



145. .213, 330. .444, 706. .804, 936. .1007, 1182. .1253 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10658 
22653 
1 

OJ990410_27. 9922.C2.ol.tm 

145 

none 



Seq. ID OJ990410_27.9922.C2 
Strand 
End 

Method 
End 
Score 



1253 

TBLASTX: Maize 

1007 

92 



145. .213, 146. .214, 328. .447, 328. .444, 329. .454, 369. .446, 
450. .593, 503. .592, 517. .594, 526. .594, 700. .750, 704. .805, 
704. .805, 706. .807, 924. .1007, 934. .1005 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10658 
22653 
1 

OJ990410_27. 9922.C2.ol.gp 
146 

5851073 

146. .213, 330. .444, 527. .599, 



Seq. ID OJ990410_27. 9922.02 
Strand 

End 1253 

Method AATVGAP 

End 1206 

Score 759 

706. .804, 936. .1007, 1182. .1206 



6063553/dbj IBAA85413.il 5.0e-62 {AP000615) ESTs 

AU031435 (E61570) , AU078245 (E61570) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Ul Seq. No. 


10659 




Seq. ID 


OJ990410 


_27.9922.C3 


i.'j Gene No. 


22654 




Strand 


+ 




Start 


3978 




End 


7407 




Name 


OJ990410 27. 9922.C3.o2. 


np 


Method 


AAT/NAP 




Start 


3978 




End 


7407 




Q GI 


6063554 




Score 


1815 




'S| Exons 


3978. .4059, 4613. .4859, 


4921. 


.5008, 5584.. 5875, 


5973. .6194, 




6543,-6570, 7233. .7407 










[ =^ GI Descrip. 


(AP000615) ESTs AU075609 (C6334 4 ) , C71850 ( E04 64 ) , 


C98611 {E0464 




correspond to a region 


of the 


predicted gene.; 


hypothetical 


Q 

ft 


protein [Oryza sativa] 










'tai 

Seq. No. 


10659 




Seq. ID 


OJ990410 


_27. 9922.C3 


Gene No. 


22654 




Strand 


+ 




Start 


3978 




End 


7407 




Name 


OJ990410 27. 9922.C3.o2. 


gs 


Method 


GENSCAN 




Start 


4872 




End 


6388 




GI 


none 




Score 


.59 




Exons 


4872. .4894, 4954. .5008, 


5584. 


.5710, 5973. .6194, 


6357. .6388 


Seq. No. 


10659 




Seq. ID 


OJ990410 


_27.9922.C3 


Gene No. 


22654 




Strand 


+ 




Start 


3978 




End 


7407 




Name 


OJ990410 27. 9922.C3.o2. 


gp 


Method 


AAT/GAP 




Start 


6183 




End 


6623 




GI 


61605 1.R1084 




Score 


162 




Exons 


6183. .6231, 6543. .6623 










GI Descrip. 


' 5852170/emb|AL117265. 1 


|0ST17( 


304 l.Oe- 


137 Oryza 


sativa 



11132 



indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1065*9 
22655 
1 

OJ990410_27.9922.C3.ol.np 
1. 

5263313 

1..79, 672. .879, 999. .1221, 



Seq. ID OJ990410_27. 9922.C3 
Strand 
End 

Method 
End 
Score 

1518.. 1993, 2057.. 2802, 2996.. 3142 



3142 
AAT/NAP 
3142 
628 
2057. .2802, 



(AC007727) Contains similarity to gb|U07707 epidermal growth 
factor receptor substrate (epsl5) from Homo sapiens and contains 



2 PF I 00036 EF hand domains, 
from this gene. [Arabidop. . 



ESTs gb|T44428 and gb|AA395440 come 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990410 27. 9922. C3 



10659 
22655 
1 

OJ990410_27.9922.C3.ol.gp 
1623 
3107110 
1623.. 1883 

6063530/dbj I AP000615. 1 1 AP000615 9.0e-97 Oryza sativa genomic 
DNA, chromosome 3, clone : P0043E01 



3142 
AAT/GAP 
1883 
424 



Seq. No. 10659 Seq. ID OJ9904 10_27 . 9922 . C3 

Gene No. 22656 Strand 

Start 8663 End 9478 

Name OJ990410_27 . 9922 . C3 . o3 . gp Method AAT/GAP 

Start 7780 End 8082 

GI 61605_3.R1084 Score 434 

Exons 7780.. 8082 

GI Descrip. ' 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] * 



Seq. No. 10659 Seq. ID 

Gene No. 22656 Strand 

Start 8663 End 

Name OJ9904 10_27 . 9922 . 03 . o3 . gs- Method 

Start 8663 End 

GI none Score 

Exons 8663.. 9478 



OJ990410_27. 9922.03 

9478 
GENSCAN 
9478 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



10659 Seq.- ID OJ9904 10_27 . 9922 . 03 

22656 Strand 

8663 End 9478 

OJ9904 10_27 . 9922 . 03 . o3 . np Method AAT/NAP 

8666 End 9478 

6063555 Score 1458 

8666.. 9478 

(AP000615) similar to Arabidopsis thaliana DNA chromosome 4, BAO 

clone F26P21. (AL031804) [Oryza sativa] 



10659 Seq. ID 

22657 Strand 

12930 End 

OJ9904 10_27 . 9922 . 03 . ol . tm Method 

680 End 



OJ990410_27.9922.C3 
18968 . 

TBLASTX: Maize 
1224 



11133 








none 




Score 


122 




IT von G 


680. .787, 681. .875, 681. .881 


793 882 


1001 1222 1002 






XVJW^* . X^^*l 










Q rr KI o 
O e q • LN U . 


10659 




Seq. ID 


OJ990410_27.9922.C3 






22657 




Strand 






Start 


12930 




End 


18968 




Name 


OJ990410 27 9922 


C3 o3 tm 


Method 


TBLASTX: Maize 






1547 ■ ~ 




End 


2032 




\3 J. 


none 




Score 


189 






1547 . . 1648, 1548 , 


. . 1685, 1549 


..1650, 1691. .1750, 1711. .1749, 






1766 1861. 1768 


I860. 1769 


..1864, 1816. .2031, 1870. .2007, 






1871 2032. 1877 


2011 








O C • LN • 


10659 




Seq. ID 


OJ990410__27. 9922.03 




(^ono Mo 


22657 




Strand 






C-j- a y--|- 

O L. d i. C 


12930 




End 


18968 




Name 


OJ990410 27.9922. 


. C3 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


2263 ~ 




End 


3052 






none 




Score 


52 




P von G 


2263 2295, 2263 


2304. 2287 


..2448, 2297. .2449, 2297. .2452 






2301 2453, 2401 


2523, 2413 


..2523, 2449. .2523, 2449.. 2523 






2516 2608 2595 


2693 2631 


..2825, 2632. .2805, 2993. .3052 






2994. .3050 








1 L? 


Seq. No. 


10659 




Seq. ID 


OJ990410 27 9922 C3 


Gene No. 


^ ^ U J / 




O 1 — L d 1 lV.i. 






O l_ di- L 


T 2Q?0 




End 


18968 


Is 


Name 




r3 oi 


Method 


TBLASTX : Soybean 




O L, d I. L ' 


8751 ~ 




End 


8918 


hi 


v3 ± 


none 




Score 


129 


is 


P von G 


8751. .8918, 8756. 


. .8911 








Seq. No. 


10659 




Seq. ID 


OJ990410_27.9922.C3 




Gene No. 


22657 




Strand 






q+- art 
o u d I. u 


12930 




End 


18968 




LN dillC 


OJ990410 27 9922 


C3 ol tc 


Method 


TBLASTX: Cress 


r'i 


Start 


8756 . ■ ~ 




End 


8927 










Score 


125 


Q 


F. von q 


87^:?:89il,' 8784. 


..8927 








O C ^ ■ LN ^ • 


10659 




Seq. ID 


OJ990410_27. 9922.C3 




Gene No. 


22657 




Strand 






Start 


12930 




End 


18968 




Name 


OJ990410 27.9922. 


.C3.04 . tm 


Method 


TBLASTX: Maize 




O L. d J. t- 


12750 




End 


13104 




GI 


none 




Score 


59 




P von Q 


12750. .12839, 12851. .12892, 


12933. .1308 


18, 12933. . 13103, 






13030. .13089, 13030. .13104 




•J 




Sen No 


10659 




Seq. ID 


OJ990410_27.9922.C3 




Gene No. 


22657 




Strand 






Start 


12930 




End 


18968 




Name 


OJ990410 27.9922, 


.C3.04 .gs 


Method 


GENSCAN 




Start 


12930 




End 


17386 




GI 


none 




Score 


.84 




Exons 


12930. .13576, 13679. .13847, 


13946. . 15706, 1 6215 . . 162 94 , 



11134 



16538.-16665, 17265. . 1738 6 



Seq. No. 10659 

Gene No. 22657 

Start 12930 

Name OJ9904 10_27 , 9922 . C3 . o4 . np 

Start 12933 

GI 6063556 

Exons 12933. .13576, 
16538. .16642, 

GI Descrip. 



13679. 
17269. 



.13847, 
.17386, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
13946. .15706, 
17676. . 17827, 



OJ990410 27. 9922. C3 



18968 
AAT/NAP 
18968 
4980 

16215, 
18932. 



16294, 
18968 

(AP000615) similar to Aquifex aeolicus section 65 of 109 
complete genome; hypothetical protein. (AE000733) [Oryza 



of the 
sativa] 



OCtJ . Ln(J . 


10659 


Seq. ID 


OJ990410_27.9922.C3 


oene lnu . 


22657 


Strand 




O La J- L 


12930 


End 


18968 


Name 


OJ990410 27.9922.C3.o2.ts 


Method 


TBLASTX : Soybean 


o uari. 


14513 


End 


14723 




none 


Score 


107 


Exons 


14 513. .14 722, 14 526. .14 723 






^prr Kin 


10659 


Seq. ID 


OJ990410_27.9922.C3 


Gene No. 


22657 


Strand 




Start 


12930 


End 


18968 


Name 


OJ990410 27.9922.C3.o4.gp 


Method 


AAT/GAP 


O uaX L. 


15288 


End 


1557 6 


PT 


3107674 


Score 


549 




15288. .15576 








6063556/dbj |BAA85416.1| 1 . Oe- 


43 (AP000615) similar to Aquifex 




aeolicus section 65 of 109 of 


the complete genome; hypothetical 




protein. (AE000733) [Oryza sativa] 






10660 


Seq. ID 


OJ990410_27. 9922.04 


Gene No. 


22658 


Strand 


+ 


Start 


3276 


End 


3746 


Name 


OJ990410 27. 9922.04 .ol.gp 


Method 


AAT/GAP 


Start 


3276 . 


End 


3746 


PT 


736561.R1084 


Score 


935 


Exons 


3276. .3746 






GI -Descrip. 


'6063556/dbj IBAA85416.il 3.0e 


-14 (AP000615) similar to Aquifex 




aeolicus section 65 of 109 of 


the complete genome; hypothetical 




protein. (AE000733) [Oryza sativa] ' 




Seq. No. 


10660 


Seq. ID 


OJ990410_27. 9922.04 


Gene No. 


22659 


Strand 


+ 


Start 


6519 


End 


13044 


Name 


OJ990410 27. 9922.C4.o2.gs 


Method 


GENSOAN 


Start 


6519 


End 


12907 


GI 


none 


Score 


.66 


Exons 


6519.. 6692, 7066. .7206, 7560. 


.7847, 7860. .7956, 7987. .8074, 




8185. .8230, 8344. .8442, 10020 


. .10088, 


10530. .10674, 




10682, .10718, 10964. .11096, 11363 .. 11693, 11780 .. 11889, 




12056. .12907 






Seq. No. 


10660 


Seq. ID 


OJ990410_27. 9922.04 


Gene No. 


22659 


Strand 


+ 


Start 


6519 


End 


13044 



11135 



Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ9904 10_27 . 9922 . C4 . o2 . np Method AAT/NAP 

6519 End 12904 

6063557 Score 4652 

6519. .6703, 6800. .7206, 7560. .7892, 7986. .8074, 8185. .8230, 
8344. .8442, 10020 .. 10088 , 10530 .. 10718 , 10964 11096, 
11363. .11694, 11780. .11912, 12056.. 12904 
(AP000615) similar, to dJ522J7.2 (Z98885) [Oryza sativa] 



10660 
22659 
6519 

OJ9904 10_27 . 9922 . C4 . o2 . gp 
11613 

LIB3434-051-P1-K1-A7 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11613. .11694, 11780. .11912, 12056.. 12181 

'6063557/dbj IBAA85417.il 5.0e-59 {AP000615) similar to dJ522J7. 2 
{Z98885) [Oryza sativa] ' 



OJ990410_27.9922.C4 
+ 

13044 
AAT/GAP 
12181 
583 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GJ Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10660 Seq. ID OJ9904 10_27 . 9922 . C4 

22659 Strand + 

6519 End 13044 

OJ9904 10_27 . 9922 . C4 . o3 . gp Method AAT/GAP 

12277 End 13044 

12784_1.R1084 Score 1279 

12277. .12295, 12357, .13044 

'6063557/dbj IBAA85417.il 4.0e-94 (AP000615) similar to dJ522J7. 2 
(Z98885) [Oryza sativa] ' 



10660 
22660 
16893 

OJ9904 10_27 . 9922 . 04 . o4 . gs 
16893 
none 

16893. .16956, 21549 
24875. .25107, 25207 
27264 . .27378, 27901 
28906. .29093, 29507 



Seq. ID OJ990410_27.9922.C4 
Strand + 

31038 
GENSCAN 
31020 
.74 



End 

Method 
End 
Score 

21718, 21826. .22015, 24143 
25226, 26018. .26185, 26526 
28010, 28063. .28525, 28724 
29863, 30617.. 31020 



.24534, 
.26580, 
.28812, 



Seq. No. 


10660 




Seq. ID 


OJ990410_ 


27.9922.04 


Gene No. 


22660 




Strand 


+ 




Start 


16893 




End 


31038 




Name 


OJ990410 27. 9922. C4 


. o 4 . np 


Method 


AAT/NAP 




Start 


20649 




End 


25830 




GI 


6642658 




Score 


841 




Exons 


20649. .20836, 21605 


. .21724, 


21826. .22015, 24143. 


.24534, 




24875. .25104, 25712 


. .25830 








GI Descrip. 


(AC0i2395) putative 


protein 


Icinase [Arabidopsis 


thaliana] 


Seq. No. 


10660 




Seq. ID 


OJ990410_ 


27.9922.04 


Gene No. 


22660 




Strand 


+ 




Start 


16893 




End 


31038 




Name 


OJ990410 27. 9922. C4 


. o4 .gp 


Method 


AAT/GAP 




Start 


20728 




End 


20889 




GI 


none 




Score 


312 




Exons 


20728. .20889 











11136 






Otr(^ • 1n(J • 


10660 


Seq, ID 


\JU yyKJH J. u 






(T;(2krip Wo 


22660 


Strand 


+ 






Start 


16893 


End 


31038 






Name 


OJ990410 27.9922.C4.o5.gp 


Method 


AAT/GAP 






Start 


21353 


End 


21881 








LIB34 31-028-P1-K1-G9 


Score 


591 








21353. .21462, 2154 9 21718, 21826. .218 


81 








'45104 06/gb|AAD214 93. 1 | 1 . Oe- 


12 (AC006587) putative protein 






kinase [Arabidopsis thaliana] 










Q orr Mo 
o ^ • IN u • 


10660 


Seq, ID 


OJ990410 


^ / . y y ^ ^ t 




f^on^ Mo 


22660 


Strand 


+ 






Start 


16893 


End 


31038 






Name 


OJ990410 27, 9922.C4 .o5.np 


Method 


AAT/NAP 






Start 


27292 


End 


31038 






\j J. 


4584345 


Score 


928 






P von Q 


27292. .27378, 28199 .. 28525 , 28958 .. 29093, 29504 


. .29646, 






29740. .29863, 30617. .31038 










C^T n^Qor*i"0 


(AC007127) putative protein kinase [Arabidopsis 


thaliana] 




9prr Mn 


10660 


Seq. ID 


OJ990410 


_27. 9922,C4 






22661 


Strand 






Q 


start 


2001 


End 


4027 






Name 


OJ990410 27.9922.C4,ol,np 


Method 


AAT/NAP 




'•to! 




1548 


End 


4027 




Mi 




6063556 


Score 


1565 




1 U 




1548. .1659, 2015, .2171, 2335. 


.2419, 32 


85. .3375, 


3470, ,4027 






(AP000615) similar to Aquifex 


aeolicus 


section 


65 of 109 of the 






complete genome; hypothetical 


protein. 


(AE00p733) [Oryza sativa] 




Seq. No. 


10660 


Seq, ID 


OJ990410 


_27.9922.C4 


' ! £ 

: 3? 


Gene No. 


22661 


Strand 








Start 


2001 


End 


4027 




- 


Name 


OJ990410 27. 9922.C4 .ol.gs 


Method 


GENSCAN 




= 3? 

; i 


O L. O i- U 


2001 


End 


4027 






GI 


none 


Score 


.75 




. 'l 


F* V o n Q 


2001. .2171, 2335. .2419, 3285. 


,3375, 3470. .3649, 


3655. .4027 


; sr 


Seq. No, 


10660 " * 


Seq. ID- 


OJ990410 


_27;9922.C4 




Gene No, 


22662 


Strand 








Start 


13472 


End 


^4381 






Name 


OJ990410 27.9922.C4.o3,gs 


Method 


GENSCAN 






St ;^ rt 


13472 


End 


14381 








none 


Score 


.82 






P V on Q 


13472. ,13813, 13834 .. 14066, 14 168 14232, 14263 


. .14381 




Qcio' Wo 
O C ■ IN . 


10660 


Seq. ID 


OJ990410 


_27, 9922.C4 




Gene No. 


22662 


Strand 








Start 


13472 


End 


14381 






Name 


OJ990410 27.9922.C4 .o3.np 


Method 


AAT/NAP 






O L. d 1. u 


13475 


End 


14381 






GI 


6063558 


Score 


1251 






Exons 


13475. .14066, 14 168 .. 14232 , 14263, .14381 






GI Descrip, 


(AP000615) hypothetical protein [Oryza 


sativa] 






Seq. No. 


10660 


Seq. ID 


OJ990410_ 


_27.9922.C4 




Gene No. 


22663 


Strand 







11137 






^ J. 1 \J ^ ^ 




9 S S fi4 

Z J J D *! 




O.TQQfl^in 97 QQ99 P4~rifi rrr% 




aaT /PzxD 

i\t\ 1 / 


O Lair L 


Z -J J. / u 


EjIICL 


Z O O D4 




none 


Score 


7 Rft 


EjXons 


9 SI 70 9 SSfi4 






o 6 q . ln o . 


X U D DU 


Seq. ID 


OJ990410_27.9922.C4 




9 9 ^(^4 


Strand 




Start 


31828 


End 


35609 


Name 


OJ990410 27.9922.C4.o6.ts 


Method 


TBLASTX : Soybean 


O U di. L 


1 S9^ 

X J ^ ^ 


End 


3693 






Score 


74 


Exons 


1 S9^ T fifin 901 Q 9nft1 9090 


..2079, 2064. .2198, 2083. .2172, 




90Qfi 91 Q7 9^^0 949S 9^^9 


..2415, 3287. .3373, 3468. .3503, 




'^SIO ^SS7 ^fiSS ^fiQ^ 






Q o rt }\\nt 
O c q . LM (J - 


1 0(^(^0 
X u u uu 


Seq. ID 


OJ990410_27.9922.C4 


Gene No. 


22664 


Strand 




Start 


31828 


End 


35609 


Name 


n.TQQ041 0 97 QQ99 Pd nS i-Tn 


Method 


TBLASTX: Maize 




TOO 1 ~" 
JZ O X 


End 


3699 


PT 


none 


Score 


83 


Exons 




..3539, 3468.. 3557, 3469.-3558, 




■^(^iSO '^f^Q7 '^f^RR '^f^QQ ■ 


. .3699 




o e <5 . IN o . 


1 ^^^^^ 

X U D DU 


Seq. ID 


OJ990410_27.9922.C4 


Gene No. 


22664' 


Strand 




Start 


31828 


End 


35609 • 


Name 


n,TQQ041 0 97 QQ99 P/1 o4 -l-r^ 


Method 


TBLASTX: Cress 


ouai L 


fi 09 1 ~ 
o U Z X 


End 


8442 


PT 


none 


Score 


83 




ft091 R074 P099 fl07R 


..8233, 8: 


167. .8232, 8341. .8442, 




ft 1 ft ^ft s 






Q o rr "M r\ 
O tr q . In tj . 


X U D D U 


Seq. ID 


OJ990410_27.9922.C4 




99 ^^fi4 

Z Z. Q D *i 


Strand 






^1 ft 9R 
J X 0 z o 


End 


35609 


Name • 


OJ990410 27.9922.C4.o3.tm 


Method 


TBLASTX: Maize 


Start 


11666 


End 


12416 


PT 


Ti one* 


Score 


47 


Exons 


XXDUU. . XXO^J/ XXOO / . .XXD-3D/ 


11668. .11700, 11807. .11914, 




IIROft llftlft IIQIf^ 
XXOUO. . XX^Xj/ xxoxo. • xx^xo^ 


11821. .11931, 12055. .12228, 




1 90Sfi 1999Q 190fi^ 199?? 


12287. .12346, 12294. .12347, 




19?4R 1941fi 19?4P 19?Q9 


12350. .12415 


Seq. No. 


10660 


Seq. ID 


OJ990410_27.9922.C4 


Gene No. 


22664 


Strand 




O L. d I. L 


?1 ft 9ft 
.J X o z. o 


End 


35609 


Kla mo 

INdiUO 


O.TQQ041 0 97 QQ99 P4 o7 -he; 


Method 


TBLASTX : Soybean 


o Udi C 


■ 1 7ft 9Q ~ 

X f O ^ -7 


End 


33518 


PT 


none 


Score 


66 


Exons 


17829. .17918, 33383 .. 33517 , 


33384. .33518 


Seq. No. 


10660 


Seq. ID 


OJ990410_27.9922.C4 


Gene No. 


22664 


Strand 




Start 


31828 


End 


35609 


Name 


OJ990410 27.9922.C4.ol.tm 


Method 


TBLASTX: Maize 



11138 



start 
GI ■ 
Exons 



21545 
none 

21545. .21574, 2154 7 .. 21591 , 

21684 . .21731, 21823 22014 , 

21825. .22058, 21826 ... 22014 , 

24142. .24546, 24859. . 25065, 

28333. .28419, 28334 .. 28420, 

29737. .29898, .29745 .. 29867 , 
30843. .30893 



End 30918 

Score 210 
21578. .21721, 21586 .. 21717, 
21824. .22009, 21825 .. 22013, 
24131. .24295, 2414 1 .. 24539, 
24865. .25077, 24875 .. 25078, 
28961. .29089, 29521 .. 29589, 
30613, .30918, 30616 .. 30777, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10660 
22664 
31828 

OJ990410_27. 9922,C4.o2.ts 

21605 

none 

21605. .21709, 21610 21705 , 
28325. .28420, 28330 .. 28428, 

10660 
22664 
31828 

OJ990410_27. 9922.C4.ol.tc 

21611 

none 

21611. .21715, 21613. .21714, 
24154. .24231, 24235 .. 2454 6, 
24881. .25057, 28298 .. 28522 , 
28960. .29079, 2 9521 .. 29625, 
29754. .29864, 30613. .30918 

10660 
22664 
31828 

OJ990410_27.9922.C4.ol.ts 

24124 

none 

24124. .24486, 24 139 .. 24534 , 
24884. .25042, 29518 .. 29586, 
297 4 8. .29864, 30613. .30918, 



10660 
22664 
31828 

OJ990410_27.9922.C4.ol.tw 

24166 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990410 27. 9922. C4 



35609 

TBLASTX : Soybean 
29086 
113 

21825. .22010, 21826 .. 22011, 
28961. .29086 



Seq. ID 
Strand 
End 

Method 
End 
Score 

21826 

24241 



OJ990410 27. 9922. C4 



35609 

TBLASTX: Cress 
30918 
91 

22014, 21828 
24468, 24258 



28315. 
29511 . 



.28521, 28958. 



22013, 
24527, 
29101, 



.29648, 29740. .29898, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

'24141 

29602 



OJ990410 27. 9922. C4 



35609 

TBLASTX : Soybean 
30918 
531 

24,533, 24875. .25090, 
29625, 29728. .29868, 



30615. .30659, 30717.. 30767 

Seq. ID OJ990410_27.9922.C4 
Strand 

End 35609 

Method TBLASTX : Wheat 

End 30768 

Score 78 



24166. .24228, 24234 .. 24533, 24235 .. 24534 , 29524 .. 29622, 
29545. .29652, 29739 .. 29864 , 29740 .. 29865, 30613 .. 30768, 
30615.. 30743 



Seq. No. 10660 Seq. ID 

Gene No. 22664 Strand 

Start 31828 End 

Name OJ9904 10_27 . 9922 . C4 . o7 . gp Method 

Start 31742 End 

GI 73528 1.R1084 Score 



OJ990410_27.9922.C4 

35609 
AAT/GAP 
32753 
1671 



11139 



Exons 31742, .31926, 32021.. 32753 

GI Descrip. ' 2832629/emb | CAAl 6758 . 1 | l.Oe-09 (AL021711) 4-coumarate-CoA 
ligase-like [Arabidopsis thaliana] ' 



oeq . INO . 


lUDDU 




Seq. ID 


OJ990410_27.9922 


. bfl 


Gene No. 






Strand 








'51 QOQ 




End 


35609 




Name 




. oo . qs 


Method 


GENSCAN 




o car u 


1 Q 9 Q 
J X 0 Z O 




End 


35567 




GI 


none 




Score 


.77 




Exons 


31828. .31838, 32021 


. .32120, 


3254 6. .32574, 32632. .33516, 






■^"^QHI '5>lQ'5n "^czpill 


o R n Rfl 

. m ODU DO f 


35283. .35567 




oecj . wo . 


lUODU 




Seq. ID 


OJ990410_27. 9922 


CA 
■ y^H 


Gene No . 


ZZ DOfi 




Strand 






otar L 


O 1 oZ O 




End 


35609 




Name 


PiTQan/iin 9*7 qq99 n/i 


. OD . EC 


Method 


TBLASTX: Cress 




o uar L 


"5 9 Q 
oZolo 




End 


32821 






none 




Score 


140 




Exons 


32618. .32821, 32622 


. .32795 








beq. MO. 


10660 




Seq. ID 


OJ990410_27.,9922 


. bfi 


Gene No . 


22664 




Strand 






Start 


31828 




End 


35609 




Name 


OJ990410 27. 9922. C4 


. o 6 . np 


Method 


AAT/NAP 




b car L 


32624 




End 


35609 




bi 


6554484 




Score 


1308 




Exons 


32624. .33037, 33158 


. .33289, 


33350, .33516, 33901 .. 34024, 






34139. .34298, 34347 


. .34930, 


35011. .35058, 35283.. 35609 




GI Descrip. 


(AC012394) hypothetical protein [Arabidopsis thaliana] 




beq. NO. 


10660 




Seq. ID 


OJ990410_27.9922 


. b41 


bene no . 


22664 




Strand 






ocar L 


31828 




End 


35609 




Name 


OJ990410 27. 9922. C4 


.o5. ts 


Method 


TBLASTX: Soybean 




b uar L 


32693 




End 


32899 




GI 


none 




Score 


88 




Exons 


32693. .32899, 32700 


. .32795 








oeq . NO . 


10660 




Seq. ID 


OJ990410_27. 9922 


CA 


bene no . 


22664 




Strand 






otarE 


31828 




End 


35609 




Name 


OJ990410 27. 9922. C4 


. o4 . tm 


Method 


TBLASTX: Maize 




brarr 


33332 




End 


34447 




GI 


none 




Score 


83 




Exons 


33332. .33517, 33341 


. .33517, 


33387. .33518, 33888 .. 33995, 






33902. .33994, 34358 


. .34447 








Seq. No. 


10660 




Seq. ID 


OJ990410;;;27. 9922 


.C4 


Gene No. 


22664 




Strand 






Start 


31828 




End 


35609 




Name 


OJ990410 27. 9922. C4 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


34425 




End 


34720 




GI 


none 




Score 


92 




Exons 


34425. .34535, 34427 


. .34534, 


34538. .34720, 34554. .34712 




Seq. No. 


10660 




Seq. ID 


OJ990410_27.9922 


.C4 



11140 




Gene No. 


22664 




Strand 












End 


35609 




Name 




"3 ^ ^ 


Method 


TBLASTX: Soybean 






J 4 O 1 / 




End 


34933 






none 




Score 


107 




Exons 


'5/Q1'7 "^/ITQH "^/li^lQ 


* OH 1 1 D f 


34824. .34898, 34826.. 34933 




beCJ, INO. 


1 n n 

1 U D dU 




Seq. ID 


OJ990410_27.9922 


. bfi 


Gene No. 


O O C y1 

Zz b o4 




Strand 






Start" 






End 


35609 




Name 


OJ990410 27. 9922. C4. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


34593 




End 


35421 




P T 


none 




Score 


371 




Exons 


Oft 0 y J . . o ft 0 Do / ofioyj. 


. Jfl 1 ^ L f 


34594. .34722, 34595 .. 34 8 67 , 






"^Aflf^ft ■^4Q'^'5 "^ZIR^^Q 
O*i0DO. .0*4^00/ 0400-?. 


'3/1 4 


34871. .34939, 34995 .. 35060, 






"^cirinc; "^Cinf^/i '^cinno 




35266. .35421, 35281 .. 354 15, 
















Seq. No. 


10660 




Seq. ID 


OJ990410_27.9922 


.C4 


Gene No. 


22664 




Strand 






o uarr 


O 1 0 Z O 




End 


35609 




Name 


ATQQPlylin 9*7 QQ99 P^ 


/^9 -h 

OZ . lC 


Method 


TBLASTX: Cress 




btart 


O C O Q "3 




End 


35591 






none 




Score 


101 




Exons 




, y y , 


35470. .35577 




Seq. No. 


10660 




Seq. ID 


OJ990410_27.9922 


.C4 


Gene No. 


22664 




Strand 






C ■♦- -?i >--l- 

b car L 






End 


35609 




Name 


ujyyu4iu z/.yyzz.b4'. 


o4 . t s' 


Method 


TBLASTX : Soybean 




O 4- -5 -^-l- 

otiar L 


-D C O T /I 

OO O / fl 




End 


35609 




bl 


none 




Score 


104 




Exons 


'3t;'3'7/i TRQT? '3c:'3QO 


. oo DU y 








o c q . LN U . 


± U D U X 




Seq. ID 


OJ990410_27.9922 


PS 


Gene No. 


22665 




Strand 


+ 




Start 


404 




End 


5118 




Name 


OJ990410 27. 9922. C5. 


ol.gs 


Method 


GENSCAN 




Start 


* 404 




End 


5118 




GI 


none 




Score 


.49 




Exons 


404. .485, 617. .648, 


4026. .4086, 4961.. 


5118 





Seq. No. 10661 Seq. ID 

Gene No. 22666 Strand 

Start 5809 End 

Name OJ9904 10_27 . 9922 . C5 . o2 . gs Method 

Start 5809 End 

GI none Score 

Exons 5809.. 5895, 6020.. 6175 



OJ990410_27.9922.C5 
+ 

6175 
GENSCAN 
6175 
.99 



Seq. No. 10662 
Gene No. . 22667 

Start 209 

Name OJ990410_27 . 9922 . C6 . ol . gs 

Start 209 

GI none 
Exons 



Seq. ID OJ990410_27.9922.C6 



Strand 
End 

Method 

End 

Score 



4086 
GENSCAN 
4086 
.83 



209. .313, 1090. .1183, 1296. .1363, 1733. .2877, 3364. .3446, 



11141 




3659. .3774, 3877. .4086 



Seq. No. 


10662 


Seq. ID 


OJ990410_27.9922.C6 


Gene No. 


22667 


Strand 






209 


End 


4086 


Name 


OJ990410 27. 9922.C6.ol.gp 


Method 


AAT/GAP 




623 - : " 


. End 


3633 




82 2.R1084 


Score 


3522 


Exons 


623. .968, 1090. .1183, 1296.. 


1363, 1733 


..2877, 3364. .3460, 




3557. .3633 






LjI uesciip. 


'3868756/dbj IBAA34205I O.Oe-i-00 (D86611) catalase [Oryza sativa] 


Seq. No. 


10662 


Seq. ID 


OJ990410_27.9922.C6 


oene ino . 


22667 


Strand 






209 


End 


4086 


Naiue 


OJ990410 27.9922.C6.ol.np 


Method 


AAT/NAP 


art, 


912 


End 


3460 




3868756 


Score 


2540 


Exons 


912. .968, 1090. .1183, 1296.. 


1363, 1733 


..2877, 3364. .3460 


GI Descrip. 


(D86611) catalase [Oryza sativa] 




Seq. No. 


10662 


Seq. ID 


OJ990410_27.9922.C6 


Gene No. 


22668 : 


Strand 






4 874 


End 


6165 


Name 


OJ990410 27. 9922.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


871 


End 


3610 




none 


Score 


53 


Exons 


871. .966, 885. .971, 1078. .11 


85, 1084.. 


1185, 1094.. 1198, 




1294, .1350, 1295. .1378, 1296 


..1382, 1724. .2878, 1734. .2879, 




3362. .3463, 3363. .3461, 3557 


..3610, 3559. .3576 


Seq. No. 


10662 


Seq. ID 


OJ990410_27. 9922.C6 


Gene No. 


22668 


Strand 






4874 


End 


6165 


Name 


OJ990410 27.9922.C6.ol.tc 


Method 


TBLASTX: Cress 


otar u 


903 


End 


3594 


C T 


none 


Score 


66 


ijXons 


903. .971, 913. .969, 1078. .11 


85, 107-9.. 


1186, 1295.. 1378, 




1296. .1379, 1716. .1859, 1724 


..1924, 1919. .2878, 1920. .2879, 




3362. .3463, 3363.. 3458, 3559 


. .3594 




Seq. No. 


10662 


Seq. ID 


OJ990410_27.9922.C6 


Gene No. 


22668 


Strand 




ot an. 


4874 


End 


6165 


Name 


OJ990410 27.9922.C6.ol.ts 


Method 


TBLASTX: Soybean 


o tar L 


909 


End 


3582 




none 


Score 


92 


Exons 


909. .971, 1078. .1185, 1084.. 


1185, 1295 


. .1378, 1296. .1379, 




1716. .1859, 1724. .2878, 1902 


..2879, 3362.. 3463, 3363.. 3458, 




3556.. 3582, 3559.-3576 






Seq. No. 


10662 


Seq. ID 


OJ990410_27.9922.C6 


Gene No. 


22668 


Strand 




Start 


4874 


End 


6165 


Name 


OJ990410 27.9922.C6.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1752 


End 


2560 


GI 


none 


Score 


72 



11142 




Exons 


1752. 


.1859, 


1 T C /I 

1/04 


o c c n 


1 o o 


O c: Q 




Seq. No. 


10662 










Seq. ID 


OJ990410_27.9922.C6 


Gene No. 


22668 










Strand 




Start 


4874 










End 


6165 


Name 


OJ990410 27. 


Q Q O O 


. Co . OZ . 


tw 


Method 


TBLASTX: Wheat 


Start 












End 


3458 


GI - 


none 










Score 


191 


Exons 


2699. 


.2878, 


z /uu 


O Q T Q 




.3457, 3363.. 3458 


Seq. No. 


1 U D D^- 










Seq. ID 


OJ990410_27.9922.C6 


Gene No. 












Strand 




Start 


4874 










End 


6165 


Name 


OJ990 


410_27. 


9922 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4647 










End 


6165 


GI 


none 










Score 


42 


Exons 


4647. 


.4679, 


A C A Q 


. . 4 boo. 


AH OiO 
^ 1 )pZ . 


.4815, 4792. .4815, 4839. .5018, 




4847. 


.5020, 


A Q C 1 
4 OO i 


. . DUVOf 


4 oob . 


.5014, 4858. .5025, 5147. .5233, 




5152. 


.5232, 


DIOZ 


c; o "3 "3 


0 y / y . 


.6014, 5984. .6040, 6008. .6040, 




6108. 


.6161, 


c 1 n Q 




bxuy . 


.6165 




Seq. No. 


10662 










Seq. ID 


OJ990410_27.9922.C6 


Gene No . 


22668 










Strand 




Start 


4874 










End 


6165 


Name 


OJ990410 27. 


9922 


.C6.02. 


gp 


Method 


AAT/GAP 


Start 


4826 










End 


6165 


GI 


7-242 


1.R1084 








Score 


682 


Exons 


4826. 


.5019, 


5147 


. .5230, 


5781. 


.5809, 5981. .6039, 6108. .6165 


GI Descrip. 


M584342/gb|AAD25137. 11 


AC007127 3 l.Oe 


-37 (AC007127) putati 




ubiquitin protein [Arabidopsis thaliana] ' 


Seq. No. 


10662 










Seq. ID 


OJ990410_27. 9922.C6 


Gene No. 


22668 










Strand 




Start 


4874 










End 


6165 


Name 


OJ990410 27. 


9922 


.C6.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


4845 










End 


6164 


GI 


none 










Score 


166 


Exons 


4845. 


.5003, 


4853 


. .5017, 


5990.- 


.6040, 6108-.. 6164, 6109. .6153 


Seq. No. 


10662 










Seq. ID 


OJ990410_27.9922.C6 


Gene No. 


22668 










Strand 




Start 


4874 










End 


6165 


Name 


OJ990410 27. 


9922 


.C6.03. 


tw 


Method 


TBLASTX: Wheat 


Start 


4864 










End 


5020 


GI 


none 










Score 


158 


Exons 


4864. 


.5016, 


4872 


. .5000, 


4872. 


.5018, 48 


77. .5020 


Seq. No. 


10662 










Seq. ID 


OJ990410_27.9922.C6 


Gene No. 


22668 










Strand 




Start 


4874 










End 


6165 


Name 


OJ990410 27. 


9922 


.C6.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


4872 










End 


5020 


GI 


none 










Score 


103 


Exons 


4872. 


.5003, 


4877 


. .5020 








Seq. No. 


10662 










Seq. ID 


OJ990410_27.9922.C6 


Gene No. , 


22668 










Strand 





11143 



O L. a.L L. 


4874 




End 


6165 




jNaine 


OJ990410 27. 9922. C6 


o2 . gs 


Method 


GENSCAN 






4874 




End 


6161 






none 




Score 


.7 




Exons 


4874. .5019, 5147. .5272, 5781. 


.5809, 5981. .6039, 6108.. 6161 


O ^ /-T M ^ 

oeq. INO. 


10662 




Seq. ID 


OJ990410_27.9922 


.C6 




22668 




Strand 






Start 


4874 




End 


6165 




Name 


OJ990410 27. 9922. C6 


o2 .np 


Method 


AAT/NAP 




o uan. 


4874 




End 


6165 






4584342 




Score 


221 




Exons 


4874. .5019, 5147. .5259, 5981. 


.6039, 6108. .6165 




oi uescirip. 




ubiquitin 


-like protein [Arabidopsis 






Loax 1 ana j 










Seq. No. 


1 U DD J 




Seq. ID 


OJ990410 27.9922 


.07 


Gene No. 






Strand 


+ 










End 


12100 




Name 


nTQQr\/1in 07 QQ90 ^7 


ol.gp 


Method 


AAT/GAP 




otiar u 


11783 




End 


12100 






702422 




Score 


418 




C 1^ c 

EjXons 


11783. .11947, 12037 


.12100 








Seq. No. 


10663 




Seq. ID 


OJ990410_27.9922 


.07 


Gene No. 


22670 




Strand 


+ 




btar u 


12885 




End 


19692 




Name 


OJ990410 27.9922.07 


o2 . gs 


Method 


GENSCAN 




brart 


12885 




End 


17690 






none 




Score 


.46 




Exons 


12885. . 14061, 14320 


.17075, 17094. .17690 




beq . MO . 


10663 




Seq. ID 


OJ990410_27,9922 


.07 


Gene No. 


22670 




Strand 


+ 




Start 


12885 




End 


19692 




Name 


OJ990410 27. 9922. C7 


o2 . np 


Method 


AAT/NAP 




Start 


12885 




End 


17687 




GI 


5295971 




Score 


8055 




Exons 


12885. .17687 











GI Descrip. (AB026295) EST D24 315 (R1718 ) corresponds to a region of the 



predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No. 


10663 


Seq. ID 


OJ990410_ 


27,9922 


.07 


Gene No. 


22670 


Strand 


+ 






Start 


12885 


End 


19692 






Name 


OJ990410 27.9922.07.o3.np 


Method 


AAT/NAP 






Start 


16135 


End 


19050 






GI 


1001241 


Score 


118 






Exons 


16135. . 16174,' 18333. . 18445, 18642 .. 18779, 18965. 


\ 19050 




GI Descrip. 


(D64003) hypothetical protein 


[Synechocystis sp. 


] 




Seq. No. 


10663 


Seq. ID 


OJ990410_ 


27.9922 


.07 


Gene No. 


22670 


Strand 


+ 






Start 


12885 


End 


19692 






Name 


OJ990410 27.9922.C7.o4.gp 


Method 


AAT/GAP 






Start 


18621 


End 


19692 







11144 



GI 11001_1.R1084 Score 1216 

Exons 18621. .18779, 19147.. 19692 

GI Descrip. ' 3367594 /emb I CAA2004 6 | 2.0e-14 (AL031135) putative protein 
[Arabidopsis thaliana] ' 



Seq. No. 10663 Seq. ID 

Gene No. 22671 Strand 

Start 21819 End 

Name OJ9904 10_27 . 9922 . C7 . o4 . gs Method 

Start 21819 End 

GI none Score 
Exons 



OJ990410_27. 9922.07 
+ 

23334 ... 
GENSCAN 
23334 
.91 



21819. .22385, 22739 22858 , 23323.. 23334 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10663 Seq. ID OJ9904 10_27 . 9922 . C7 

22671 Strand 

21819 End 

OJ9904 10_27 . 9922 . C7 . o4 . np Method 

21831 End 

4966342 Score 
21831. .22385, 22739.. 22882 

(AC006341) ESTs gb|T04357 and gb|AA595092 come from this gene, 
[Arabidopsis thaliana] 



OJ990410_27. 
+ 

23334 
AAT/NAP 
22882 
661 



Q 


Seq. No. 


10663 




Seq. ID 


OJ990410_27.9922, 


.07 




Gene No. 


22672 




Strand 


+ 






Start 


25912 




End 


26990 






Name 


OJ990410 27.9922.07 


. o6 , gs 


Method 


GENSOAN 




I'll 


Start 


25912 




End 


26990 






GI 


none 




Score 


.55 




i . 5 
hHi 


Exons 


25912. .25968, 26520 


..26611, 26852.. 26990 




^■J 


Seq. No. 


10663 




Seq. ID 


OJ990410_27, 9922, 


.07 


i If 


Gene No. 


22673 




Strand 








Start 


47 




End 


11212 




I "1 


Name 


OJ990410 27.9922.07 


. o 1 . np 


Method 


AAT/NAP 






Start 


47 




End 


2601 






GI 


4584342 




Score ^ 


797 




i. 'J 


Exons 


47. .791, 2382. .2601 












GI Descrip. 


(AC007127) putative 


ubiquitin- 


-like protein [Arabidopsis 




u 
Q 




thaliana] 












Seq. No. 


10663 




Seq. ID 


OJ990410_27.9922. 


.07 




Gene No. 


22673 




Strand 








Start 


47 




End 


11212 






Name 


OJ990410 27.9922.07 


. ol . gs 


Method 


GENSOAN 






Start 


51 




End 


11212 






GI 


none 




Score 


.76 





Exons 51. .173, 210. .575, 651. .791, 2382. .2752, 2999. .3123, 4149. .4248, 

4889.-. 5019, 6173..6485> 7229. .7290, 7642. .7701, 8401. .8536, 
8907. .9043, 9139. .9225, 9638. .9693, 9958. .10068, 10384 .. 10468, 
10579. .10688, 10893 .. 11010, 11045. .11212 



Seq. No. 10663 Seq. ID OJ9904 10_27 . 9922 . 07 

Gene No. 22674 Strand 

Start 14730 End 15165 

Name OJ9904 10_27 . 9922 . 07 . o2 . gp Method AAT/GAP 

Start 14730 End 15165 



11145 



GI uC-osflM2020118f Olal Score 789 

Exons 14730.. 15165 

GI Descrip. ' 5295971/dbj | BAAS 1872 . 1 1 4.0e-64 (AB026295) EST D24315 (R17 18 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza satiya] ' 

Seq. No. 10663 Seq. ID OJ9904 10_27 . 9922 . C7 

Gene No. 22675 Strand - ' 

Start 16859 End 17313 

Name OJ9904 10_27 . 9922 . C7 . o3 . gp Method AAT/GAP 

Start 16859 End 17313 

GI 36280_1.R1084 Score 846 

Exons 16859.. 17313 

GI Descrip. ' 5295971/dbj | BAA81872 . 1 | l.Oe-81 (AB026295) EST D24 315 (R1718 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10663 
22676 
24052 

OJ990410_27.9922.C7.o3.tm 
42 

none . 



Seq. ID OJ990410_27. 9922.07 



Strand 
End 

Method 

End 

Score 



25413 

TBLASTX: Maize 

573 

214 



42. .302, 55. .534, 62. .532, 348. .536, 357. ,455, 376. ,513, 
43'0. .573, 440. . 535 



Seq. No. 10663 

Gene No. 22676 

Start 24052 

Name OJ990410_27 . 9922 . C7 . ol . ts 

Start 220 

GI none 
Exons 



Seq. ID OJ990410_27, 9922.C7 
Strand 

End 25413 

Method TBLASTX : Soybean 

End 2553 

Score 339 



220. .579, 221. .580, 584. ,634, 754. ,792, 2353. .2553, 2381. .2548 



Seq. No. 10663 

Gene No. 22676 

Start 24052 

Name OJ9904 10_27 . 9922 . 07 . ol3 . tm 

Start 714 

GI none 
Exons 



Seq. ID OJ990410_27. 9922.07 
Strand 

End 25413- 

Method TBLASTX: Maize 

End 2559 

Score 68 



714, .788, 754. .792, 2353. .2556, 2381. .2557, 2398, .2559 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10663 
22676 
24052 

OJ990410_27. 9922.C7.o6.tc 

2380 

none 



Seq. ID OJ990410_27.9922.C7 
Strand 

End 25413 

Method TBLASTX : Cress 

End 2553 

Score 110 



2380. .2553, 2381. ,2548, 2398. .2550 



Seq. No. 10663 

Gene No. 22676 

Start 24052 

Name OJ990410_27 . 9922 . 07 . ol4 . tm 

Start 5598 



Seq. ID OJ990410_27. 9922.07 
Strand 

End 25413 

Method TBLASTX : Mai ze 

End 5884 



11146 



GI 

Exons 



none Score 161 

5598. .5654, 5670. .5858, 5674. .5877, 5675. .5884, 5678. .5833 



Seq. No. 10663 

Gene No, 22676 

Start 24052 

Name OJ9904 10_27 . 9922 . C7 . o9 . tm ■ 

Start . 6161 

GI none 
Exons 



Seq, ID OJ990410_27,9922.C7 
Strand 

End 25413 

Method TBLASTX : Mai ze 

End 7915 

Score 226 



6161. ,6478, 6161, .6484, 6171, .6485, 7228. .7314, 7229, .7315, 
7642, ,7707, 7642. .7719, 7806, .7907, 7810. .7908, 7810. .7914, 
7811, .7915, 7811. .7915 



Seq, ID OJ990410_27.9922.C7 
Strand 

End 25413 

Method TBLASTX : Mai ze 

End 11399 

Score 61 

11097. .11147, 11108. .11146, 11201 ,. 11371, 11202, ,11399 



Seq, No, 10663 

Gene No, 22676 

Start 24052 

Name OJ9904 10_27 . 9922 , C7 . ol2 , tm 

Start 11097 

GI none 
Exons 



Seq. No. 10663 

Gene No, 22676 

Start 24052 

Name ' OJ9904 10_27 . 9922 , C7 . o5 . tc 

Start 11210 

GI none 

Exons 11210. .11368, 11214.. 11369 



Seq. ID OJ990410_27.9922.C7 
Strand 

End 25413 

Method . TBLASTX : Cress 

.End 11369 

Score 197 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10663 
22676 
24052 

OJ990410_27.9922,C7.o7.ts 

11231 

none 



Seq. ID OJ990410_27.9922.C7 
Strand 

End 25413 

Method TBLASTX : Soybean 

End 11904 

Score 189 



11231. .11371, 11232, ,11387, 11689 .. 11904 , 11690. .11899 



Seq, No, . 10663 

Gene No, 22 67 6 

Start 24052 

Name OJ9904 10_27 . 9922 , C7 . oil , tm 

Start 11726 

GI none 
Exons 



Seq. ID OJ990410_27. 9922.C7 
Strand 

End 25413 

Method TBLASTX : Mai ze 

End 18436 

Score 173 



11726. .11947, 11728. .11955, 11728 .. 11952, 117 42 .. 11993, 
12016. . 12150, 12031. ,12141, 12036 .. 12170, 18295 ,. 1842 9, 
18298. .18435, 18299., 18436 



Seq, No. 10663 

Gene No. 22676 

Start 24052 

Name OJ990410_27 . 9922 . C7 . o8 . tm 

Start 13280 

GI none 
Exons 



Seq. ID OJ990410_27.9922.C7 
Strand 

End 25413 

Method TBLASTX : Mai ze 

End 13571 

Score 352 



13280. .13495, 13281. .13571, 13281. .13571 



Seq. No. 
Gene No, 



10663 
22676 



Seq. ID OJ990410_27.9922,C7 
Strand 



11147 






Start 


24052 






End 


25413 






Name 


OJ9904 


10_27.9922.C7 


. ol . tm 


Method 


TBLASTX: Maize 






o tart 


loo U D 






End 


14522 








none 






Score 


403 






Exons 


1 o Q n tf: 


. 1 4 Uo 1 , xoo^o 


1 ^ n Q n 
. . 14UoU, 


14013. , 14084, 14063. .14086, 








1 /I n Q Q 


.14ZoU, 141U1 


1 /I o Q n 
. . 14ZoU/ 


14160. .14291, 14263. .14442, 








i fl z oy . 


,1401/, 14Z/1 


^ A ^oo 
. . 14 DZZ , 


14274.. 14522 






beq. NO. 


1 n tf:; T 






Seq. ID 


OJ990410_27.9922 


r^n 
. b / 




Gene No. 


22676 






Strand 








Start 


24052 






End 


25413 






Name 




in 07 QQ09 r'T 

lu z / . y y zz . u / 


^O 4- t.T 

. OZ . tw 


Method 


TBLASTX: Wheat 






btart 


1 /I /I /1 1 






End 


14900 








none 






Score 


342 






Exons 


14 4 4/. 


.14/oZ/ 1444o 


1 y1 Q 1 '5 
. . 14 b 1 J , 


14451. .14828, 14808 .. 14 900, 








1 / Q o n 
1 4 oz U , 


1 /I Q n n 
. 1 4 y u u 












Seq. No. 


10663 






O rt « T Pt 

beq. lu 


/^TQQn/iin on qqoo 

ujyyu4iu z / . yyzz 


.C7 




Gene No. 


22676 






Strand 








o tar t 


^ 4 uoz 






End 


25413 






Name 


uj y yu4 


1 u z / . y y zz . u / 


. olO . tm 


Method 


TBLASTX: Maize 






Start 


T /I c "3 T 






End 


14777 








none 






Score 


309 






Exons 


1 /t c o T 
i400 / . 


. 14 / / b, 1 4 ooo 


1 A n nn 
. . 14 / / / 








i. I 

ul 


Seq. No. 


10663 






Seq. ID 


OJ990410_27.9922 


.C7 


j-| s 


Gene No. 


22676 






Strand 








Start 








End 


25413 






Name 


UJ y yU4 


lu z / . y yzz . l / 


. o6 . ts 


Method 


TBLASTX : Soybean 




; . J 


Start 


1 /I Q O Q 

14 ooo 






End 


15113 




' 

: 




none 






Score 


191 




I'll 

! B? 


Exons 


1 4 o Jo . 


.IDllj, 14yo4 


1 R n 1 >! 
. . lOU 14 








:S 


C rt "KT rt 

beq. NO. 


1 U b b J 






Seq. ID 


OJ990410_27.9922 


r*n 
. b / 




Gene No. 


22676 






Strand 








Start 


24052 






End 


25413 




t , 

;* "" 


Name 


UJ y y u 4 


in Ol QQOO ni 

lu z/.yyzz.b/ 


. o3 , tw 


Method 


TBLASTX: Wheat 




hl\ 


b tar c 


1 4 y / o 






End 


15521 






C T 


none 






Score 


113 




Q 

.: s; 


Exons 


1 4 y / J . 


iciio ic;i'7i 
.lollo, lOl/l 


. . 104 o / , 


15188. .15337, 15440 .. 15511, 




1 : 




T c /I /I /I 
1 D 4 4 4 . 


. 10 OZ 1 












Seq. No. 


10663 






Seq. ID 


OJ990410_27.9922 


.C7 




Gene No. 


22676 






Strand 








b tar L 


Z 4 UD^: 






End 


25413 






Name 


o TQ on / 
UJ y y U4 


in on OQOO m 
lu z/.yyzz.b/ 


j^O +- m 

. OZ . tm 


Method 


TBLASTX: Maize 






btart 


1 o 1 / b 






End 


15602 






bl 


none 






Score 


693 






Exons 


1 R 1 T 

1 o 1 / b . 


it^cm ic;iQn 

.lObUl/ IDlCSU 


1 R ^n 0 
. . 10 bUZ 










O e q . IN O . 


± U D DO 






Seq. ID 


OJ990410_27.9922 


n 




Gene No. 


22676 






Strand 








Start 


24052 






End 


25413 






Name 


OJ9904 


10_27.9922.C7 


.o3. ts 


Method 


TBLASTX : Soybean 






Start 


15207 






End 


15697 






GI 


none 






Score 


348 






Exons 


15207. 


.15515, 15212 


. .15502, 


15539. .15697, 15540.. 15686 





11148 




Seq. No. 


10663 






Seq. ID 


OJ990410_27.9922 


C7 


Gene No . 


22676 






Strand 






0 4--! v-t- 


24052 






End 


25413 




Name 


OJ990410 27. 9922. C7 


. 00 . CC 


Method 


TBLASTX: Cress 






15222- 






End 


15662 






none 






Score 


202 




Exons 


15222, . 


15518, 15272 


T c 0 n /I 


15362. .15508, 15540.. 15662 




Seq. No. 


10663 






Seq. ID 


OJ990410_27,9922 


C7 


Gene No. 


22676 






Strand 






OL. a J- U 


24052 






End 


25413 




Name 


OJ990410 27. 9922. C7 


. oz . cs 


Method 


TBLASTX: Soybean 




o car L 


16137 






End 


16634 




C T 


5509260 




Score 


434 






16137. . 


16634, 16184 




16457. .16615 




LiX uescnp. 














Seq. No. 


10663 






Seq. ID 


OJ990410_27.9922 


C7 


(aene jno . 


22676 






Strand 






0 uar u 


24052 






End 


25413 




Name 


OJ990410 27. 9922. C7 


. o7 . tm 


Method 


TBLASTX: Maize 




b uar L 


16176 






End 


16484 






none 






Score 


398 




Exons 


16176.-. 


16484, 16178 










Seq. No. 


10663 






Seq. ID 


OJ990410_27,9922 


C7 


Gene No , 


22676 






Strand 






0 car L 


24052 






End 


25413 




Name 


OJ990410 27. 9922. C7 


. o4 . tc 


Method 


TBLASTX: Cress 




0 car L 


16259 






End 


16523 




CT 


none 






Score 


236 




Exons 


16259. . 


16390, 16260 










Seq. No. 


10663 






Seq. ID 


OJ990410_27.9922 


C7 


Gene No. 


22676 






Strand 






0 uaiT u 


24052 






End 


25413 




Name 


OJ990410 27. 9922. C7 


. ol . tw 


Method 


TBLASTX: Wheat 




C-l- a r--l- 

ouaru 


16304 






End 


16859 




PT 


none 






Score 


309 




Exons 


16304 . . 


16393, 16305 




16458. ,16625, 164 60 ,. 16645, 






16635. . 


16859 










Seq. No. 


10663 






Seq. ID 


OJ990410_27. 9922 


C7 


Gene No . 


22676 






Strand 






0 car u 


24052 






End 


25413 




Name 


OJ990410 27.9922.07 


. o4 . tm 


Method 


TBLASTX: Maize 




ocar c 


16686 






End 


17077 




C T 


none 






■ Score 


597 




Exons 


16686. . 


17075, 16686 


1 "7 0 T C 

. . X /U /D, 


16688, ,17077 




Seq. No. 


10663 






Seq, ID 


OJ990410_27.9922 


C7 


Gene No. 


22676 






Strand 






Start 


24052 






End 


25413 




Name 


OJ990410 27. 9922. C7 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


16860 






End 


17171 




GI 


none 






Score 


64 





11149 



rii 
it! 
rii 



jiiXorio 


1 f^fi^n 1 (^Qf,l 1 f^QCiO 
XODDU. .±0^0// 


17171 
• . X / X / X 








o e q . IN o . 


1 U O D J 




Seq. ID 


OJ990410_27.9922 


P7 


Gene No. 


22676 




Strand 






Start 


24052 




End 


25413 




Name 




n1 hp 

. U X . L 


Method 


TBLASTX: Cress 






1 f^QQ9 ~ 
X D 




End 


17654 






none 




Score 


251 




Exons 


1 179ft9 170^4 


171^4 

. .X/XU4/ 


17186. .17281, 17288. .17365, 








1 7 fiS4 


17456. .17620 




o e q . ln o . 


1 U D O J 




Seq. ID 


OJ990410_27.9922 


P7 


Gene No. 


22676 




Strand 






Start 


24052 




End 


25413 




Name 


n.TQQndin 97 qq99 r7 


4 "he; 
• L> 4 . L O 


Method 


TBLASTX : Soybean 




o uar L. 


i. / U X o 




End 


17663 




Kj ± 


none 




Score 


138 






1701"^ 17174 171Pf^ 


1 7 ^^4 7 


17187. .17375, 174 30 .. 17663, 






1 74 Rfi 1 7S'^n 










Seq. No. 


10663 




Seq. ID 


OJ990410_27.9922 


.07 


Gene No. 


22676 




Strand 






C -J- a >--|- 

o L ar t 


940^9 

Z 'i U O Z 




End 


25413 




Name 


riTQQn4in 97 QQ99 P7 


. o X Id . tm 


Method 


TBLASTX: Maize 




o Lam 


1 7 07 Q 
X / U / 2? 




. End 


17258 




P T 


none 




Score 


189- 




HiXons 


17070 179Rfl 170R1 
X/U/z?..X/ZOO/ X/UuX 


1 7 o c 7 








Seq. No. 


10663 




Seq. ID 


OJ990410_27.9922 


.07 


Gene No. 


22676 




Strand 






o Lair U 


Z ^ U 3 Z 




End 


25413 




Name 


nTQQ04in 97 QQ99 P7 


. o4 . tw 


Method 


TBLASTX: Wheat 




O LaX L. 






End 


17624 




P T 


none 




Score 


124 




Exons 


1790^ 17^7^ 179ftfi 


1 7 '^fiS 


17421. .17624, 17430. .17612 




o e q . LN o . 


X U D D O 




Seq. ID 


OJ990410_27.9922 


P7 


Gene No. 


22676 




Strand 






Start 


24052 


■ 


End 


25413 




Name 


n.TQQn4in 97 qq99 n 


. o 5 . tm 


Method 


TBLASTX: Maize 




O L dl. L 


1 79fi4 ~ 

X / i U *i 




End 


17653 






none 




Score 


505 




TT" V n c 


179^4 17'^71 179fiR 


1 7 f^i^il 


17267. .17 653, 1732 6. .17502, 






17 ^4 17fiS1 174^*^ 


1 7 fiS^ 








Seq. No. 


10663 




Seq. ID 


OJ990410_27.9922 


.07 


Gene No. 


22676 




Strand 








9 4 n S 9 
Z 4 u o z 




End 


25413 




Name 


O.TQQ041 0 97 QQ99 P7 


. oo . qs 


Method 


GENSCAN 




D L ar L 


9 4 0 "^9 ~ 

Z 4 U O Z 




End ' 


25413 




GI 


none 




Score 


.99 




Exons 


24052. .25413 










Seq. No. 


10663 




Seq. ID 


OJ990410_27.9922 


.07 


Gene No. 


22676 




Strand 






Start 


24052 




End 


25413 




Name 


OJ990410 27.9922.07 


. o5.np 


Method 


AAT/NAP 





11150 



start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24094 ' End 

4102582 Score 
24094 . .24936, 24973. .25245 
(AF013115) CAO . [Arabidopsis thaliana] 



25245 
789 



10663 
22676 
24052 

OJ990410_27. 9922.C7.o2.tc 

24115 

none 



Seq. ID OJ990410_27.9922.C7 
Strand 
End 

Method 
End 
Score 



25413 

TBLASTX: Cress 

25080 

42 



24115. .24216, 24274 .. 24 360 , 24 637 247 68 , 24704 24742 , 
24781. .24936, 24833 .. 24 937 , 24985. .25080 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10663 
22676 
24052 

OJ990410_27. 9922.C7.o5.ts 

24115 

none 

24115. .24213, 24 116 24202 , 
24844. .24930, 24844. .24930 

10663 
22676 
24052 

OJ990410_27. 9922.C7 .o6.tm 

24115 

none 

24115. .24201, 24274. .24360, 
24934. .25035, 25068 .. 25112 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990410_27.9922.C7 
25413 

TBLASTX: Soybean 

24930 

84 



24214 . .24360, 24281 24361 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990410 27. 9922. C7 



25413 

TBLASTX: Maize 
25225 
190 

24829. .25218, 24833 25006, 
25070. .25129, 25193.. 25225 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10663 Seq. ID OJ9904 10_27 . 9922 . C7 

22676 Strand 

24052 End 25413 

OJ9904 10_27 . 9922 . C7 . o5 . gp Method AAT/GAP 

24743 End 25188 , 

LIB3431-036-P1-K1-D4 Score 854 

24743. .-25188 . 

•2832629/emb|CAA16758.1| 7.0e-14 (AL021711) 4-coumarate-CoA 
ligase-like [Arabidopsis thaliana] ' 



10664 Seq. ID 

22677 Strand 

1271 End 
OJ990410_27. 9922.C8.ol.ts . Method 

675 End 

none Score 

675. .767, 1380. .1568, 1381. .1569, 1471 
1617. .1664 



OJ990410_27.9922.C8 
+ 

1664 

TBLASTX : Soybean 

1664 

62 

..1647, 1609. .1662, 



Seq. No. 10664 Seq. ID 

Gene No. 22677 Strand 

Start 1271 End 

Name OJ9904 10_27 . 9922 . C8 . ol . gp Method 

Start 1271 End 

GI 1631758 Score 



OJ990410_27.9922.C8 
+ 

1664 
AAT/GAP 
1664 
754 



11151 



Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq, No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



1271.. 1664 

2832629/emb|CAA16758 . 1 1 l.Oe-09 (AL021711) 4-coiimarate-CoA 
ligase-like [Arabidopsis thaliana] 



10664 
22677 
1271 

OJ9904 10_27 , 9922 , C8 , ol , tc 

1383 

none 



Seq, ID OJ990410_27.9922.C8 



Strand 
End 

Method 

End 

Score 



+ 

1664 

TBLASTX: Cress 

1659 

189 



1383. ,1568, 1384, .1569, 1468. .1575, 1609. .1659, 1617, .1655 



10664 Seq. ID 

22677 Strand 

1271 End 

OJ990410_27 , 9922 . C8 . ol . tm Method 

1386 End 

none Score 

1386. .1664, 1387. .1662 



OJ990410_27. 9922.08 
+ 

1664 

TBLASTX: Maize 

1664 

353 



10665 Seq. ID 

22678 Strand 
1 End 
OJ990410_27. 9922.C9,ol,np Method 
1 End 
515503 Score 
l.,557, 1930, ,2075, 2183, ,2250, 2337, 
(U12013) 4-coumarate-CoA ligase enzyme [Pinus taeda] gi 11143308 
(U39404) 4-coumarate:CoA ligase [Pinus taeda] gi|1143310 
(U39405) 4-coumarate:CoA ligase [Pinus taeda] 



OJ990410_27. 9922,09 
+ 

2938 
AAT/NAP 
2686 
541 

,2439, ,2579. .2686 



10665 



22678 
1 

OJ990410 27.9922.C9.ol.gs 



Strand 
End 

Method 

8 End 
none Score 
8, .557, 1728. .1786, 1890. .2075, 2183. 
2579.. 2692 



Seq. ID OJ990410_27, 9922.09 



+ 

2938 
GENSCAN 
2692 
.8 

.2250, 2337.. 2439, 



Seq, No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10665 
22678 
1 

OJ990410_27. 9922,09.ol.gp 
2335 
3761984 
2335. ,2439, 2579. .2938 

2832629/emb|OAA16758.1| 7.0e-14 (AL021711) 4 -coumarate-OoA 
ligase-like [Arabidopsis thaliana] 



Seq. ID OJ990410_27. 9922.09 
Strand + 

2938 
AAT/GAP 
2938 
881 



End 

Method 

End 

Score 



10665 Seq. ID 

22679 Strand 

3551 End 

OJ990410_27. 9922 .C9.o2. tm Method 

27 End 

none Score 

27. ,74, 28. .255, 29. ,256 



OJ990410_27. 9922,09 
3752 

TBLASTX: Maize 

256 

370 



11152 



: : 



O c . In U . 


1 n^^fiR 

X U u DO 






Seq. ID 


OJ990410_27. 9922.C9 


Gene No. 


22679 






Strand 




Start 


3551 






End 


3752 


Name 


n.TQQn4i n ?7 

-7 -7VJ *± J- U t • 


QQ99 


.C9.ol.ts 


Method 


TBLASTX : Soybean 










End 


2697 










Score 


248 


Exons 




94 6 


, 65. .253, 215. .559, 286. .558, 1928. .2068, 




1 907 ft 


217 9 


..2253, 2216 


..2251, 2338.-2445, 2340. .2441 






9S7 ^ 


..2697, 2576 


. .2692 




Seq. No. 


10665 






Seq. ID 


OJ990410_27.9922.C9 


Gene No. 


22679 






Strand 






3551 






End 


3752 


Name 


OJ990410 27. 


9922 


.C9.ol.tc 


Method 


TBLASTX: Cress 


O L di. L 


260 






End 


2659 




none 






Score 


322 




260. .559, 283. .558, 1928. .2068, 1929.. 


2078, 2179. .2250, 




2219. .2251, 


2340 


..2441, 2341 


..2445, 2576. .2659 


Seq. No. 


10665 






Seq. ID 


OJ990410_27.9922.C9 


^ a o M 


22679 






Strand 




c +- -3 r-h 


3551 






End 


3752 


IN alUc 


OJ990410 27. 


9922 


.C9.o3.tm 


Method 


TBLASTX :Maize 




263 






End 


574 




none 






Score 


113 


Exons 


263. .397, 292. .387, 424. .573 


, 428. .574 




o e q . In o . 


10665 






Seq. ID 


OJ990410_27.9922.C9 


Gene No. 


22679 






Strand 




Start 


3551 






End 


3752 


KI :3 m o 
LN diiic: 


OJ990410 27. 


9922 


.C9.ol.tm 


Method 


TBLASTX: Maize 


O Lai U 


1937 






End 


2687 




none 






Score 


252 




1937. .2125, 


1938 


..2078, 2149 


..2250, 2178. .2252, 2181. .2252 




2182. .2256, 


2337 


..2441, 2338 


..2445, 2575. .2685, 2576.-2686 




2577. .2687*^'- 










Seq. No. 


10665 






Seq. ID 


OJ990410_27.9922.C9 




22679 






Strand 




O U d J. L. 


3551 






End 


3752 


Name 


OJ990410 27. 


9922 


.C9.o2.gs 


Method 


GENSCAN 


O L. d J. u 


3551 






End 


3752 




none 






Score 


-81 


F' von Q 


3551. .3752 










Seq. No. 


10666 






Seq. ID 


OJ990410_27.9922-C1 


Gene No. 


22680 






Strand 


+ 


C4-a rh 
O L. di. L. 


241 






End 


5338 


Name 


OJ990410 27. 


9922 


.ClO.ol.gs 


Method 


GENSCAN 


Start 


241 






End 


5338 


GI 


none 






Score 


.85 


Exons 


241. .292, 1331.. 


1420, 3174.. 


3245, 3315 


. .3520, 3882. .4080, 




4130. .4302, 


4410 


..4588, 4868 


..5000, 5060.. 5338 


Seq. No. 


10666 






Seq. ID 


OJ990410_27.9922-Cli 


Gene No. 


22680 






Strand 





11153 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



241 End 

OJ990410_27 . 9922 . CIO . ol . np Method 

3957 End 

4539348 Score 
3957. .4080, 4190. .4302, 4410, 



5338 
AAT/NAP 
5335 
609 



.4588, 4868. .5000, 5090. .5335 
(AL035539) putative pollen allergen [Arabidopsis thaliana] 



10666 Seq; ID 

22680 Strand 

241 End 
OJ9904 10_27 . 9922 . CIO , ol . gp Method 

4215 End 

17663_1.R1084 Score 

4215. .4302, 4410. .4588, 4868. .5000, 



OJ990410_27. 9922. CIO 
+ 

5338 
AAT/GAP 
5155 
801 
5090. .5155 



'4539348/emb|CAB37496.1| 2.0e-17 (AL035539) putative pollen 
allergen [Arabidopsis thaliana] ' 



Seq. No. 


1 U D bb 








Seq. ID 


OJ990410_27. 9922. CIO 


Gene No . 


9 0 1 








Strand 




o tar L 


buyz 








End 


6247 


Name 


OJ990410 27 


.9922 


.ClO.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3998 








End 


5378 




none 








Score 


103 


Exons 


TQQQ ^noi 
jyyo. .4Uoi, 


4 U 1 4 


. . 4 U O 0 , 


/I 1 Q Q 
4 1 O O . 


.4304, 427,0.. 4323, 4390.. 4434, 








/I R Q Q 

. . 4 0 o y , 


A A no 
4 4 u y . 


.4507, 4474.. 4533, 4866.. 4925, 




flob/, .ftoyb, 




. . 4 y 0 i , 


A QO 

4 y Z D . 


.4979, 5068. .5331, 5087. .5335, 






0 1 y o 


R 7 ft 








Seq. No. 


10666 








Seq. ID 


OJ990410_27. 9922. CIO 


Gene No. 


22681 








Strand 




Q-h a v-l- 

ouar c 










End 


6247 


Name 




. J? y Z ^: 


. ± U . O ± 


. LS 


Method 


TBLASTX : Soybean 


ouar L. 


fl X ^ X 








End 


5338 


GI 


none 








Score 


53 


Exons 


4191. .4235, 


4218 


. .4292, 


4270. 


.4305, 4407. .4589, 4412. .4507, 




4866. .5003, 


5056 


. .5220, 


5087. 


.5227, 5225.. 5338, 5230.. 5319 


Seq. No. 


10666 








Seq. ID 


OJ990410_27. 9922. CIO 


Gene No. 


22681 








Strand 




Start 


6092 








End 


6247 


Name 


OJ990410 27 


. 9922 


.ClO.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


4866 








End 


5211 


GI 


none 








Score 


67 


Exons 


4866. .4934, 


4944 


. .5003, 


5095. 


.5211, 5096.. 5209 


Seq. No. 


10666 








Seq. ID 


OJ990410_27. 9922. CIO 


Gene No. 


22681 








Strand 




Start 


6092 








End 


6247 


Name 


OJ990410 27 


. 9922 


.ClO.ol 


. tw 


' Method 


TBLASTX: Wheat- . ' 


Start 


5161 








End 


5343 


GI 


none 








Score 


294 


Exons 


5161. .5340, 


5162 


. .5341, 


5263. 


.5343 




Seq. No. 


10666 








Seq. ID 


OJ990410_27. 9922. CIO 


Gene No. 


22681 








Strand 




Start 


6092 








End 


6247 


Name 


OJ990410 27 


.9922 


.C10.O2 


.gs 


Method 


GENSCAN 



11154 



1 




Q-t- a -r-H 
O Lo-IT L. 






XjX iVj. 


fi94 7 


K3± 


none 




C /-^ /->, >~ O 


Q 
. o 


Exons 










o e q . IN o . 


10667 




Seq. ID 


OJ990410_27. 9922.C11 


Gene No. 


22682 




Strand 




Start 


289 




End 


809 


Name 


OJ990410 27.9922.Cll.ol, 


.tm 


Method 


TBLASTX: Maize 




7 




End 


698 


r T 
o J. 


none 




Score 


101 


Exons 


7. .216, 12. ,218, 292. .351, 293. .337, 445. .504, 446. .505, 




SQl fiQR SQT fifi'^ SQQ 


697 








10667 




Seq. ID 


OJ990410_27.9922.C11 


Gene No. 


22 682 




Strand 




Start 


28 9 




End 


809 


Name 








TRT.A9TX • CTf^<^<z 


Q-t- :a -r-h 
O L-dX L 


1 1 T ~~ 

X ± ± 




End 


691 








S core 


69 


Exons 


111 ?1fi 11? ?1fi 

XXX. .^XO, XX^. .^Xv, ^-7^< 


t * ^ \j -J f 


293 364 


295 366 44S SOI 




446,. 502, 594. .683, 594, 


. .680, 


599. .691 




oeq . INQ . 


X u u f 






OJ990410 27 9922 C\\ 


Gene No. 






St rpqnd 

w L. X di IL^ 




Start 


<C O -3 




PnH 


o vj -/ ^ 


Name 


n,TQQn4in 97 qq?? rii nl 

WU^-7WtXU ■_7-7^^.Vw'XX.WX< 




M^l" H oH 


TRT.A9TX • 9ovh<=3n 


oT-ari, 


114 V ~ 

X X 




End 


691 




none 




Score 


58 


rjXOns 


114 ?nfi 114 ?1fl lis 


. . 216 


288 347 


292 3S4 292 363 




445. .501, 594. .686, 599, 


. .69l' 






Seq. No. 


10667 




Seq. ID 


OJ990410_27 . 9922 . Cll 


Gene No. 


22682 




Strand 






289 




End 


809 


Name 


OJ990410 27.9922.Cll.ol, 


.gs 


Method 


GENSCAN 


O t ax L. 


289 




End 


809 


ox 


none 




Score 


.81 


Xj A.vJilO 


289. .352, 446. .502, 594, 


. .692, 


778. .809 






10668 




Seq. ID 


OJ990410 27.9922.C12 


Gene No. 


22683 




Strand 


+ 


Start 


7788 




End 


8731 




OJ990410 27.9922.C12.ol, 


.np 


Method 


AAT/NAP 


O L dX L. 


7788 




End 


8731 


PT 
oX 


3080427 




Score 


422 


Exons 


7788. .8129, 8225. .8361, 


8569. 


.8731 




oX Ucrot-'X X^ • 


(AL022604) putative protein [Arabidopsis thaliana] 


Qprr Mo 

kJ C V.^ * \^ . 


10668 




Seq. ID 


OJ990410_27.9922.C12 


Gene No. 


22683 




Strand 


+ 


Start 


7788 




End 


8731 


Name 


OJ990410 27.9922.C12.ol. 


. tm 


Method 


TBLASTX: Maize 


Start 


7803 




End 


8365 


GI 


none 




Score 


119 


Exons 


7803. .7898, 7817. .7897, 


7896. 


.8126, 7979. .8131, 8033. .8131, 



8224. .8364, 8225. .8365 



11155 



O C ^ • ly\J * 


1 0668 








Seq. ID 


OJ990410_27.9922.C12 


Gene No. 


22683 








Strand 


+ 


Start 


7788 








End 


8731 


Naine 


OJ990410 27 


9922 


.C12 .ol . 


. tc 


Method 


TBLASTX: Cress 


Start 


7 902 ~ 








End 


8397 




none 








Score 


178 


F, von 


7902 8069, 


7997 


8053, 


8061 . 


.8126, 8066. .8131, 8224. .8397, 




8225 8365 












Seq. No. 


10668 








Seq. , ID 


OJ990410_27. 9922.C12 


Gene No. 


22683 








Strand 


+ 


Start 


77 8 8 








End 


8731 


Name 


OJ990410 27 


9922 


.C12 .ol , 


, tw 


Method 


TBLASTX: Wheat 


Start 


7935 " 








End 


8344 


GI 


none 








Score 


112 


vnns 


7935 8051, 


8076 


. . 8126, 


8224 . 


.8343, 8225.-8344 


Seq. No. 


10668 








Seq. ID 


OJ990410_27.9922.C12 


Gene No. 


22683 








Strand 


+ 


Start 


7788 








End 


8731 


Name 


OJ990410 27. 


9922 


. C12 . ol , 


. ts 


Method 


TBLASTX : Soybean 


Start 


794 1 ~ 








End 


8365 


GI 


none 








Score 


231 


P, von s 


7941 8126 


7977 


. .8126, 


8003 . 


.8131, 81 


D42..8128, 8224. .8364, 




8225 8365 












Seq. No. 


10669 








Seq. ID 


OJ990410^27.9922.C13 


Gene No. 


22684 








Strand 


+ 


Start 


1 








End 


722 


Name 


OJ990410 27. 


9922 


.C13.01. 


.np 


Method 


AAT/NAP 


Start 


1 








End 


722 


GI 


6063553 








Score 


479 


Exons 


1..299, 560. 


.722 











GI Descrip. {AP000615) ESTs AU0314 35 {E61570 ) , AU078245 (E61570 ) correspond to 
a region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10669 
22684 
1 

OJ990410_27.9922.C13.ol.tm 
5 

none 

5. .298, 7. .297, 59. .304 



Seq. ID OJ990410_27.9922.C13 

Strand + 

End 722 

Method TBLASTX : Mai ze 

End 304 

Score 301 



10669 
22684 
1 

OJ990410_27.9922.C13.ol.gp 
64 

LIB34 33-057-P1-K1-D6 
64 . .305 

*6063553/dbj IBAA85413.il 2.0e-67 (AP000615) ESTs 
AU031435 (E61570) , AU078245 (E61570) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa]' 



Seq. ID OJ990410_27.9922.C13 

Strand + 

End 722 

.Method AAT/GAP 

End 305 

Score 418 



Seq. No. 



10669 



Seq. ID OJ990410_27.9922.C13 



11156 



Gene No. 22684 Strand + 

Start 1 End 722 

Name OJ990410_27 . 9922 .ClS.ol .gs Method GENSCAN 

Start ■ 82 End 299 

GI none Score . 93 

Exons 82.. 299 



Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10670 Seq. ID OJ9904 10_26 . 9922 . C2 

22685 Strand + 

1 End 2 67 8 

OJ990410_26. 9922.C2.o2.np Method AAT/NAP 

1 End 2675 

6714336 Score 448 

1..50, 933. .1093, 1699. .1736, 1869. .1963, 2535. .2675 

(AC016162) hypothetical protein [Arabidopsis thaliana] 



10670 
22685 
1 

OJ990410_26. 9922.C2.ol.gs 

804 

none 



Seq. ID OJ990410_26.9922.C2 

Strand + 

End 2 678 

Method GENSCAN 

End 2 67 8 

Score .91 



804. .1093, 1699. .1736, 1869. .1963, 1981. .2088, 2535. .2678 

Seq. ID OJ990"^10_26. 9922.C2 



10670 

22686 Strand 
1 End 
OJ9904 10_2 6 . 9922 . C2 . ol . np Method 
1 End 
5852093 Score 
1..336, 460. .566, 1925. .1951 
{AL117264) zwhl6.1 [Oryza sativa] 

10670 Seq. ID 

22687 Strand 
2597 End 
OJ990410_2 6. 9922.C2.o2.tm Method 
855 End 
none Score 



1951 
AAT/NAP 
1951 
115 



OJ990410_26. 9922.C2 
10384 

TBLASTX: Maize 

2722 

71 



855. .941, 903. .971, 908. .1006, 971. .1063, 972. .1067, 1065. .1094, 
1065. .1094, 1676. .1735, 1698. .1742, 1700. .1735, 1857. .1964, 
1867. .1962, 1868. .1966, 2532. .2678, 2533. .2688, 2533. .2676, 
2534. .2722 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10670 
22687 
2597 

OJ9904 10_26 . 9922 . C2 . o3 . np 

2597 

2462825 



Seq. ID OJ990410_26.9922.C2 
Strand 

End 10384 

Method AAT/NAP 

End 10384 

Score 361 



2597. .2654, 6063. .6239, 8477. .8513, 8890. .9048, 9859. .9991, 
10163.. 10384 

(AF000657) contains Procite *RNP1* putative RNA-binding region 
[Arabidopsis thaliana] 



Seq. No. 
Gene No. 



10670 
22687 



Seq. ID OJ990410_26. 9922.C2 
Strand 



11157 





2597 










End 


10384 






NaiTie 


OJ990410 26 


QQ99 


. O J. . 




Method TBLASTX: 






C-l- o v+- 

onaiTT, 


ft U 0 ^ 




















nons 












^7 






Exons 


4 U O ^ . 


d 1 77 




417ft 

. 4 ± ' O , 


4117 
4 J. X / . 


4 1 7 Q 


41ftQ 4991 


4 99 

4 ^ Z O . 






4 ^ O ^ . 


. H J ±^ f 


fl ^ O 4 . 


4 '^1 4 

. 4 O ± 4 , 


4 94 

4 ^ 4 D . 


4^14 

• 4 J X 4 / 


4'^7ft 4401 

4*?/0. .44UX/ 


4 ^7 R 

4 O / 0 . 


4 4 70 

, 4 4 / U , 




4383 . 


.4403, 


4 4^9 

4 4 O ^ . 


4 4 7 0 

.44 / U , 


4 4 O O . 


. 4629, 


4487 4525 


4 4 Q R 

4 4 -3 O . 


• 4 J J D , 




4531. 


.4671, 


4 -J O ^ . 


4 (^7-ft 

. 4 O / 0 , 


4 R4 1 

4 O 4 X . 


.4675, 


4840. .4953, 


4 ft 4 
4 0 O 4 . 


4 Q4 0 

. 4 ^ 4 U , 




4907. 


,4981, 


. 4937. 


.5029, 


4978. 


.5013, 


4988. .5014, 


5053 . 


.5247 




5053. 


.5208, 


5057. 


.5251, 


5075. 


.5401, 


5249. .5293, 


5254 . 


.5295^ 




5311. 


.5484, 


5317. 


.5484, 


5321. 


.5485, 


5759. .5818, 


5933. 


.5998, 




5948. 


.5998, 


5949. 


. 6080, 


5949. 


. 6143, 


6057. ,6164, 


6062. 


. 6157, 




6121. 


.6162, 


6195. 


. 6239, 


6196. 


. 6240, 


8837. .8986, 


8886. 


.9029, 




8887. 


.9030, 


8889. 


.9029, 


9857. 


.9991, 


9858. .9992, 


10155 


. ,10349, 




10160 


..10369, 10161. .10370 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10670 Seq. ID OJ990410_26 . 9922 , C2 

22687 Strand 

2597 End 10384 

OJ9904 10_26 . 9922 . C2 . ol . gp Method AAT/GAP 

4232 End 4568 

31614_1.R1084 Score 666 

4232. .4568 

M538975/emb|CAB39763.1| 3.0e-23 (AL049487) putative protein 

[Arabidopsis thaliana] * ^ .. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



10670 Seq. ID 

22687 Strand 

2597 End 

OJ990410_26 . 9922 . C2 . o2 . gs Method 

5343 End 

none Score 



OJ990410_26. 9922.C2 

10384 
GENSCAN 
10345 
.71 



5343. ,5461, 5948. .6239, 8477. .8513, 8890. .9028, 9859. .9991, 
10163, ,10345 



A Seq. No, 
Us Gene No , 
\j\ Start 
Name 
Start ' 
GI 

Exons 



OJ990410 26.9922.02 



10670 Seq. ID 

Strand 
End 

Method 
End 
Score 

5916. .6053, 6045. .6143, 6195. .6215, 6213. .6239, 8887. .8973, 
8889. .8954, 8911, .8973, 9857. .9991, 9858, .9992, 101 60 ,. 10345, 
10161. .10349 



22687 
2597 

OJ990410_26. 9922.C2.ol.ts 

5916 

none 



10384 

TBLASTX : Soybean 

10349 

85 



Seq. No. 


10670 






Seq. ID 


OJ990410_26.9922.C2 


Gene No. 


22687 






Strand 




Start 


2597 






End 


10384 


Name 


OJ99041P 26. 


9922, 


.C2,ol. 


tc Method 


TBLASTX: Cress 


Start 


9872 






End 


10318 


GI 


none 






Score 


122 


Exons 


9872. .9991, 


9894. 


. . 9992, 


10155. . 10310, 


10160. .10318, 10161. 


Seq. No. 


10670 






Seq. ID 


OJ990410_26.9922.C2 


Gene No . 


22687 






Strand 




Start 


2597 






End 


10384 


Name 


OJ990410 26. 


9922. 


.C2.01. 


tw Method 


TBLASTX: Wheat 



11158 




Q-l- a r•^- 






End 


10352 




Vj J. 


none 




Score 


221 




EjXons 




1 0994 1 n'^'^9 


10224. .10346 




Seq. No. 


10671 




Seq. ID 


OJ990410_ 


_26.9922.C4 


Gene No,. 


22688 




Strand 


+ 




O L Ctl. U 






End 


3612 




Nsme 


n.TQQD/l 1 n 9 


QQ99 P4 ol rio 


Method 


AAT/GAP 






'^4 79 ~ 




End 


3612 






none 




Score 


258 




IT von Q 


^479 '^fsl 9 










Seq. No. 


10671 




Seq. ID 


OJ990410 


26 9922 C4 


Gene No. 


22689 




Strand 


-f 




Start 


3642 




End 


14650 




Name 


OJ99041Q 26. 


9922.C4.o2.gs 


Method 


GENSCAN 




Start 


3642 




End 


14650 




GI 


none 




Score 


.8 




Exons 


3642. .3839, 


4178. .4277, 4570 


..4730, 5006. .5203, 


5572. .5694, 



6477. .6724, 6844. .7015, 7247. .7333, 7363. .7626, 8255. .8417, 
8679. .8766, 8850. .8919, 9406. .9534, 9613. .9651, 11379 .. 11600, 







11775. . 11839, 11935. 


.12128, 


12313. .12425, 12496, 


. .12646, 








12749. .12836, 12932. 


.13061, 


13132. .13241, 13364, 


» . J. o o , 








14444. .14650 














Q o /-T M r\ 
O G q . Ln O . 


10671 




Seq. ID 


OJ990410_ 


0 Q Q9 9 
ZD . y Z Z 




I'LI 


^ 1^ ^ KT 


22689 




Strand 


+ 








c;-f- a y-f- 
O Ldl. L 


3642 




End 


14650 








Name 


OJ990410 26. 9922. C4. 


o2.gp 


Method 


AAT/GAP 






hi 


Start 


7503 




End 


8891 








GI 


none 




Score 


734 






i"l I 


Exons 


7503.. 7626, 8255.. 8417, 8679 


I..8766, 81 


850. .8891 








Seq. No. 


10671 




Seq. ID 


OJ990410_ 


26. 9922 


.C4 


I'll 


Gene No. 


22689 




Strand 


+ 






si 


Start' 


3642 




End 


14650 








Name 


OJ990410 26. 9922. C4. 


o3 . gp 


Method 


AAT/GAP 






e; 
E 


Start 


9384 




End 


9658 






i"! 


GI 


2797645 




Score 


290 








Exons 


9384. .9534, 9613. .9658 












Seq. No. 


10671 




Seq. ID 


OJ990410 


26. 9922, 


.04 




Gene No. 


22689 




Strand 


+ 








Start 


3642 




End 


14650 








Name 


OJ990410 26.9922.04. 


o4 .gp 


Method 


AAT/GAP 








Start 


11166 




End 


11964 








GI 


3061234 




Score 


725 








Exons 


11166. . 11281, 11379. 


.11600, 


11775. .11839, 11935. 


. .11964 






■} 

Seq. No. 


10671 




Seq. ID 


OJ990410_ 


26.9922. 


.04 




Gene No. 


22689 




Strand 


+ 








Start 


3642 




End 


14650 








Name 


OJ990410 26. 9922. C4. 


ol .np 


Method 


AAT/NAP 








Start 


11418 




End 


13509 








GI 


4138265 




Score 


1025 








Exons 


11418. .11600, 11770. 


.11839, 


11935. . 12128, 12379. 


.12646, 








12749. .12836, 12932. 


.13057, 


13132. .13241, 13364. 


.13509 





11159 



GI Descrip. (AJ00622,8) Avr9 elicitor response protein [Nicotiana tabacum] 



Seq. No. 10671 
Gene No. 22690 
Start 20862 

Name OJ9904 10_26 . 9922 . C4 . o4 . gs 

Start 20862 
GI none 
Exons 20862. 

23065. 

27705. 

30481. 

33065. 



.21198, 21673. .21802, 

,23548, 24220. .24262, 

,27856, 29059. .29122, 

,30625, 32388. .32599, 

,33196, 33561. .33786, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

22043 

24762 

30125 

32660 

33814 



OJ990410_26.9922.C4 
+ 



47571 
GENSCAN 
33884 
.65 

22258, 22359. 
24973, 27404. 
30190, 30233. 
32828, 32839. 
33884 



.22976, 
.27625, 
.30429, 
.32970, 





oeq . iNo . 


10671 


Seq. ID 


OJ990410 26. 9922. C4 






22690 


Strand 


+ 






20862 


End 


47571 




Name 


OJ990410 26. 9922.C4.o6.gp 


Method 


AAT/GAP 




C4- -a r--J- 


23490 


End 


24046 




PT 


33805 1.R1084 


Score 


992 




P von Q 


23490. .24046 








GI Descrip. 


'4220491 4.0e-17 (AC006069) 


hypothetical protein [Arabidop; 






thaliana] * 








Seq, No. 


10671 


Seq. ID 


OJ990410_26. 9922.C4 


U\ 


Gene No. 


22690 


Strand 


+ 




Start 


20862 


End 


47571 


I Li 


Name 


OJ990410 26. 9922.C4.o4.np 


Method 


AAT/NAP 




Start 


26888 


End 


41495 




GI 


1171577 


Score 


246 




Exons 


26888. .27005, 32787 32970 , 


33065. .33411, 41466. .41495 




GI Descrip. 


(X95343) hypersensitivity-related gene 


[Nicotiana tabacum] 


■3 


Seq. No. 


10671 


Seq. ID 


OJ990410 26. 9922. C4 


n 


Gene No. 


22690 


Strand 


+ 




Start 


20862 


End 


47571 


[3 SE 


Name 


OJ990410 26.9922.C4.o7.gs 


Method 


GENSCAN 




Start 


40116 


End 


47571 




GI 


none 


Score 


.46 




Exons 


40116. .40719, 40808. .41012, 


41018. .41235, 42649. .42774, 






44903. .44984, 4 5808 .. 4 6017 , 


46022. .46468, 4 6636 .. 46803, 



47198. .47387, 47485. .47571 



Seq. No. 


10671 








Seq. ID 


OJ990410 


Gene No. 


22690 








Strand 


+ 


Start 


20862 








End 


47571 


Name 


OJ990410 26.9922. 


.C4, 


.o7, 


■ gp 


Method 


AAT/GAP 


Start 


40613 








End 


40925 


GI 


none 








Score 


543 


Exons 


40613. .40925 












Seq. No. 


10671 








Seq. ID 


OJ990410 


Gene No. 


22691 








Strand 


+ 


Start 


50175 








End 


56779 


Name 


OJ990410 26.9922. 


.C4 , 


.o9. 


.gs 


Method 


GENSCAN 


Start 


50175 






End 


56728 


GI 


none 








Score 


.42 



11160 



Exons 



50175. .50343, 51196 51258 , 53007 554 60 , 56376.. 56728 



Seq. No. 10671 Seq. ID 

Gene No. 22691 Strand 

Start 50175 End 

Name OJ990410_26 . 9922..C4 . o9 . gp Method 

Start 51202 " End 

GI 3759051 Score 

Exons 51202. .51258, 52891.. 53276 



OJ990410_26.9922.C4 
+ 

56779 
AAT/GAP 
53276 
837 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10671 Seq. ID 

22691 Strand 

50175 End 

OJ9904 10_26 . 9922 . 04 . o5 . np Method 

52946 End 

6560764 Score 



OJ990410_26.9922.C4 
+ 

56779 
AAT/NAP 
56779 
1469 



52946. .54668, 54715 .. 55460, 56376. .56779 
(AC010155) F3M18.12 [Arabidopsis thaliana] 



10671 
22691 
50175 

OJ990410_26.9922.C4 .olO.gp 

54742 

2317325 

54742. .55200 

3641252 l.Oe-11 (AF053127) 
kinase [Malus domestica] 



Seq. ID OJ990410_26. 9922.04 

Strand + 

End 56779 

Method AAT/GAP 

End 55200 

Score 911 ■ 

leucine-rich receptor-like protein 



Seq. No. 10671 _ Seq. ID 

Gene No. 22692 Strand 

Start 61982 End 

Name OJ9904 10_26 . 9922 . 04 . ol3 . gp Method 

Start 61982 End 

GI LIB3474-009-P1-K1-F11 Score 

Exons 61982.. 62113 

GI Descrip. ' 4455244/emb | CAB36743 . 1 | 6.0e-ll (AL035523) MtN3-like protein 
[Arabidopsis thaliana] ' 



OJ990410_26. 9922.04 
+ 

62113 
AAT/GAP 
62113 
232 



Seq. No. 10671 

Gene No. 22693 

Start 1301 

Name OJ9904 10__2 6 . 9922 . 04 . ol . gs 

Start 1301 

GI none 
Exons 



3187 
GENSOAN 
3187 
.41 

1301. .1329, 2352. .2653, 2666. .2768, 2839.. 3187 



Seq. ID OJ990410_26. 9922.04 
Strand 
End 

Method 
End 
Score 



Seq. No. 10671 Seq. ID 

Gene No. 22694 Strand 

Start 13611 End 

Name OJ9904 10_26 . 9922 . 04 . o5 . gp Method 

Start 13611 End 

GI none Score 

Exons 13611.. 13784 



OJ990410_26. 9922.04 

13784 
AAT/GAP 
13784 
301 



Seq. No. 
Gene No. 



10671 
22695 



Seq. ID 
Strand 



OJ990410 26.9922.04 



11161 



start 
Name 
Start 
GI 

Exons 



16030 End 17094 

OJ9904 10_26 . 9922 . C4 . o3 . gs Method GENSCAN 

16030 End 17094 

none Score . 62 
16030. .16111, 16994. .17094 



OJ990410 26.9922.04 



Seq. No. 10671 Seq. ID 

Gene No. 22696 Strand 

Start 35620 End 37658 

Name OJ990410_26 . 9922 . C4 . o5 . gs Method GENSCAN 

Start 35620 End 37658 

GI none Score .53 

Exons 35620. .35747, 36255 36365, 36969 .. 36993, 37137 .. 37356, 
37558.. 37658 





beq . NO . 


iU b / i 


Seq. ID 


OJ990410__26 






oene ino . 


Z Z D I? / 


Strand 








o Lsr u 




End 


38551 






Name 




Method 


GENSCAN 






Start 


38117 


End 


38551 






GI 


none 


Score 


.99 






Exons 


38117. .38551 








Us 


Seq. No. 


10671 


Seq. ID 


OJ990410_26 


.9922. C4 




Gene No.- 


22698 


Strand 








Start 


41129 


End 


41898 




m 

r 


Name 


OJ990410 26.9922.C4.o8.gp 


Method 


AAT/GAP 




!- 


Start 


41129 


End 


41898 




Uf 


GI 


uC-osroM202017f01bl 


Score 


743 




; ■: 

i'li 


Exons 


41129. .41408, 41771. .41898 








GI Descrip. 


•3641252 l.Oe-11 (AF053127) 


leucine-rich receptor- 


like protein 






kinase [Malus domestical ' 








•tc't 


Seq. No. 


10671 


Seq. ID 


OJ990410_26 


.9922. C4 


H 


Gene No. 


22699 


Strand 






!: SI 
i" 


Start 


47807 


End 


48821 






Name 


OJ990410 26.9922,C4.o8.gs 


Method 


GENSCAN 






Start 


47807 


End 


48821 






GI 


none 


Score 


.59 






Exons 


47807. .48025, 4 8 119 .. 48 197 , 


48724 . .48821 





Seq. No. 10671 

Gene No. 22700 

Start 55858 

Name OJ9904 10_26 . 9922 . C4 . oil . gp 

Start 55858 

GI LIB3431-063-P1-K1-A1 

Exons 55858. .55897, 55932.. 56360 

GI Descrip. ' 4 87298/dbj | D29997 | RICEN265 
sequence' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990410_26.9922.C4 

56360 
AAT/GAP 
56360 
836 



O.Oe+00 Rice mRNA EN26, partial 



Seq. No. 10671 Seq. ID 

Gene No. 22701 Strand 

Start 56370 End 

Name OJ9904 10_26 . 9922 . C4 . ol2 . gp Method 

Start 56370 End 

GI 4685 1.R1084 Score 



OJ990410_26.9922.C4 

57001 
AAT/GAP 
57001 
1-199 



11162 



Exons 

GI Descrip. 



Seq. No. 
Gene No. 
^Start 
Name 
Start 
GI 

Exons 



56370. .57001 

'3641252 5.0e-18 (AF053127) leucine-rich receptor-like protein 
kinase [Malus domestical ' 



10671 
22702 
57370 

OJ990410_26.9922.C4 .o5.tm 

5579 

none 

5579. .5695, 5580. .5696, 5581. 
6477. .6725, 6478. .6726, 6826. 



Seq. ID OJ990410_26. 9922.C4 
Strand 

End 64368 

Method TBLASTX: Maize • 

End 7533 

Score 126 

.5694, 6460.. 6720, 6473.. 6724, 
.6936, 6842.. 7009, 6845.. 7006, 



7247. .7315, 7427. .7525, 7429. .7533, 7432. .7533 



Seq. No. 10671 

Gene No. 22702 

Start 57370 

Name OJ990410_26 . 9922 .C4 . o6. ts 

Start 7417 

GI none 

Exons 7417.. 7629, 8252.. 8422, 8252. 

8677. .8769, 8847. .8873 



OJ990410_26. 9922.04 
64368 

TBLASTX: Soybean 

8873 

166 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8413, 8254. .8421, 8672. .8770, 



Seq. No. 10671 

Gene No. 22702 

Start 57370 

Name OJ9904 10_2 6 . 9922 . C4 . ol4 , 

Start 8349 

GI none 

Exons 8349.-8384, 8367.. 8420, 
8827. .8928, 8847. .8918, 



'!3? 



tm 



8677, 
8848, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8769, 8678 
.8922, 9361 



OJ990410 26. 9922. C4 



64368 

TBLASTX: Maize 
9474 
49 

8797, 8678. 
9474, 9405. 



8770, 
9470 



r 

1 . 



Seq. No. 10671 
Gene No. 22702 
Start 57370 

Name OJ9904 10_26 . 9922 . C4 . o7 . tm 

Start 12028 
GI none 
Exons 12028. 

12445. 

12939. 



12129, 12041, 
12645, 12766, 
13019 



12136, 
12837, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990410 26. 9922. C4 



64368 

TBLASTX: Maize 
13019 
119 

12378. .1241"3, 12409 .. 12444 , 
12786. .12836, 12917 13006, 



Seq. No. 10671 Seq. ID 

Gene No. 22702 Strand 

Start 57370 End 

Name OJ990410_26 . 9922 . 04 . ol . ts Method 

Start 12049 End 

GI none Score 

Exons 12049. .12129, 12050 1214 5 , 12403 

12748. .12837, 12786 .. 12836, 12917 

13109. .13240, 13132. .13239, 13356 .. 13451 , 13362 
13363. ,13500 



OJ990410 26.9922.04 



64368 

TBLASTX: Soybean 
13500 
129 

12453, 12445. .12648, 
13087, 12939. .13058, 
13499, 



Seq. No. 10671 

Gene No. 22702 

Start 57370 

Name OJ990410 26 . 9922 . 04 . o3 . tc 



Seq. ID OJ990410_26. 9922.04 
Strand 

End 64368 

Method TBLASTX : Oress 



11163 




start 


1 O Q O C 






End 


13060 




Orl 


none 






Score 


183 




Exons 


12526. 


.12645, 12750. 


1 9 Q 9 7 
. 1 Z O Z / / 


12754. .12837, 12917. .13060, 






12939. 


.13055 










Seq. No. 


10671 






Seq. ID 


OJ990410_26.9922 




Gene No. 


22702 






Strand 






Start 


. 57370 






End 


64368 ■ 




Name 


OJ990410 26. 9922. C4. 


olO.tm 


Method 


TBLASTX: Maize 




o tart 


13020 






End 


13479 




GI 


none 






Score 


60 




Exons 


13020. 


.13058, 13021. 


. X OUO 0 , 


13109. .132' 


50, 13132. .13242, 






13132. 


.13239, 13316, 




13361. .13477, 13362 .. 13478 , 






13363. 


.13479, 13363. 


. X O 4 / ^ 








beq. NO. 


10671 






Seq. ID 


OJ990410_26.9922 




Gene No. 


22702 






Strand 






Start 


57370 






End 


64368 




Name 


OJ990410 26. 9922. C4. 


o 4 . t c 


Method 


TBLASTX: Cress 




b tart 


13109 






End 


13497 




GI 


none 






Score 


160 




Exons 


13109. 


.13237, 13356. 




13362. .13496, 13363 .. 134 97 , 






13363. 


.13497 










Seq. No. 


10671 






Seq. ID 


OJ990410_26. 9922 


. G4 


Gene No. 


22702 






Strand 






Start 


57370 






End 


64368 




Name 


OJ990410 26. 9922. C4. 


o2 . tm 


Method 


TBLASTX .-Maize 




O -1 , -v- -(- 

btart 


21716 






End 


22680 




GI 


none 






Score 


100 




Exons 


21716. 


.21808, 21717. 


. z XoU J , 


22025. .22261, 22038 .. 22259, 






22140. 


.22271, 22141. 


. zzz du , 


22351. .22455, 22356 .. 224 54 , 






22357. 


.22479, 22449. 


. ODX , 


22450. .22680, 22450. .22680 




C rt « M rt 

Seq. No. 


10671 






Seq. ID 


OJ990410_26.9922 


n A 


Gene No. 


22702 






Strand 






Start 


57370 






End 


64368 




Name 


OJ990410 26. 9922. C4. 


o4 . t S 


Method 


TBLASTX : Soybean 




Start 


22356 






End 


22944 




rt -p 

GI 


none 






Score 


174 




Exons 


22356. 


.22466, 22357. 


. ZZ 4 o 0 , 


22474 . .22680, 22687 .. 227 97 , 






22756. 


.22944 










Seq. No. 


10671 






Seq. ID 


OJ990410_26. 9922 


.C4 


Gene No. 


22702 






Strand 






o tart 


57370 






End 


64368 




Name 


OJ990410 26.9922.04. 


rt O 4- m 

Oo . tm 


Method 


TBLASTX: Maize 




start 


22702 






End 


22994 




GI 


none 






Score 


377 




Exons 


22702. 


.22977, 22708. 


, ZZy / If 


22716.. 22994 


Seq. No. 


10671 






Seq. ID 


OJ990410_26.9922 


04 


Gene No. 


22702 






Strand 






Start 


57370 






End 


64368 




Name 


OJ990410 26. 9922. C4. 


ol3 . tm 


Method 


TBLASTX: Maize 




Start 


23093 






End 


23232 




GI 


none 






Score 


188 





11164 




Exons 


23093. 


.23224, 


23093. 




23095. .23232, 23095 


. . z Jz z o 




Seq. No. 


10671 








Seq. ID 


OJ990410 


_26. 9922 


.C4 


Gene No, 


22702 








Strand 








o rari: 


57370 








End 


64368 






Name 


OJ990410 26. 9922. C4, 


. ol . tm 


Method 


TBLASTX:! 


Mai ze 




Start 


23251 








End . 


23927 








none 








Score 


896 






Exons 


23251. 


.23847, 


23252. 


O O Q /I Q 


23859. .23927, 23871 


O O Q O T 

. . z jyz / 




Seq. No. 


10671 








Seq. ID 


OJ990410 


z o . y yzz 


r* A 
. b4 


Gene No. 


22702 








Strand 








Start 


57370 








End 


64368 






Name 


OJ990410 26. 9922. C4. 


, OD . uS 


Method 


TBLASTX: 


Soybean 




Start 


23419 








End 


23764 








none 








Score 


100 






Exons 


23419. 


.23472, 


23420, 


o o c T c 

, . z Jo / 0 , 


23500. .23565, 23588 


. . Z J / D4 , 






23588. 


.23731, 


23590, 


9 o 7 -D 










Seq. No. 


10671' 








Seq. ID 


OJ990410 


z D . y yz z 


r* A 
. b4 


Gene No . 


22702 








Strand 








Start 


57370 








End 


64368 






Name 


OJ990410 26. 9922. C4. 


, ol , tc 


Method 


TBLASTX :i 


Cress 




Start 


52928 








End 


56677 






GI 


none 








Score 


48 






Exons 


52928. 


.53077, 


53078. 


, . 5 Jlzo , 


53209. .5338 


;8, 53210 


. . O J J 1 / , 






53210. 


.53437, 


53213, 


c o o n 


53315. .53446, 53321 


. . 0 J4 J / , 






53330. 


.53758, 


53336. 


C O C /I o 


53336. .53446, 53339 


. . O J4 4 D , 






53429. 


.53701, 


53435, 


, . o4 lUb, 


53435. .53902, 53435 


C O Q /I O 

. . O Jo 4 Z , 






53438. 


.54166, 


53446, 


C Q C T O 

. . o Jo Jz , 


53450. .5405 


i8, 53477 


. . o4 1 bU , 






53546. 


.54346, 


53603. 


. .53902, 


53618. .53809, 53618 


. .54406, 






53678. 


.54166, 


53762. 


. .54613, 


53816. .54106, 54029 


. .54343, 






54091. 


.54474, 


54101, 


R ^ /I 1 Q 
, . 0 fi 4 1 O , 


54160. .54468, 54224 


. . D4 ol y , 






54232. 


.54486, 


54272, 


c /I c c n 


54310. .54663, 54338 


c /I c o Q 

. . 04 oz y , 






54431. 


.54550, 


55069, 


C C O O "7 


55070. .5522 


:8, 55220 


. . DD4 UO , 






55225. 


.55401, 


56375. 


. , O Dfi / D , 


56395. .56469, 56483 


. . DDO / / , 






56591. 


.56677 














Seq. No. 


10671 








Seq. ID 


OJ990410 


_2 6.9922 


.C4 


Gene No. 


22702 








Strand 








oTzart 


57370 








End 


64368 






Name 


OJ990410 26. 9922. C4. 


, oiz . um 


Method 


TBLASTX:! 


Mai ze 




04- ~, v4- 

b uar L 


52931 








End 


53136 








none 








Score 


195 






Exons 


52931. 


.53113, 


52937. 


, . D Ji J4t , 


52939.. 53136 






Seq. No. 


10671 








Seq. ID 


OJ990410 


z b . y yz z 


C A 

. b4 


bene no . 


22702 








Strand 








Start 


57370 








End 


64368 






Name 


OJ990410 26. 9922. C4. 


, Oz , rs 


Method 


TBLASTX : 


Soybean 




o uar L 


53210 ■ 








End 


56668 






GI 


none 








Score 


69 






Exons 


53210. 


.53317, 


53210. 


, .53317, 


53213. .53317, 53222 


. .53317, 






53222. 


.53371, 


53315. 


, .53446, 


53315. .53449, 53315 


. .54100, 






53318. 


.53893, 


53339. 


, .53827, 


53432. .54019, 53450 


. .54064, 






53456. 


.53560, 


53522, 


, .54160, 


53558. .53965, 53582 


. .54106, 






53630. 


.53974, 


53648. 


, .54106, 


53696. .54115, 53786 


. .54166, 





11165 



rii 



m 





53864 . 


.5454.4, 


53912. 


. .54163, 


54038. .54472, 54143 


. .54589, 






O f± Z U J • 


R 4 R 


D'i dCKJKj < 




54229. .54411, 54272 


. . O 4 Z) 4 J. , 






^4 "^n 1 

Ofl ± . 


A (^Q 
. hOO f 




C /l C C 


54562. .54609, 54563 


. .04D1U, 






O 4 ^ D O . 




DD\J / ^ , 




55091. .55195, 55238 


^ 4 1 1 






55261. 


.55404, 


55211 , 


. * DDHUO f 


56375. .56506, 56395 


. . 0 04 y y , 






56543. 


.56668 














O /-V r>» M /-\ 

beq. NO, 


10671 








Seq. ID 


OJ990-410 


O Q Q 9 9 


n A 


(a6u6 INO . 


22702 








Strand 










57370 








End 


64368 








OJ990410 26. 9922. C4. 


. o o . tm 


Method 


TBLASTX : 1 


IYJa.1 Ze 




oLa.ru 


53210 








End 


54619 








none 








Score 


89 






Exons 


53210. 


.53317, 


53210. 


. .53320, 


53213. .53464, 53222 


. .53317, 






53222. 


.53329, 


53315. 


. .53437, 


53339. .53473, 53432 


. .53623, 






53435. 


.53695, 


53438. 


• . J O O ^ *2 , 


53449. .53604, 53450 


c -3p q-i 






53450. 


.53617, 


53495. 


. . O J / D / , 


53513. .53965, 53558 


C O p O Q 

■ . o oo oy , 






53714. 


.54160, 


53771. 


. * D f ^ f 


53803. .54063, 53984 


. . O 4 Z OO , 






54143. 


. 54550, 


54149. 


^A A(\f, 
. . J 4 4 U D , 


54206. .54487, 54206 


C /I Q 

. .04DXy, 






54286. 


.54543, 


54286. 


. . 4 DO / 


54287. .54544, 54379 


. . O 4 O 4 -7 




O 6 q . LN O . 


10671 








Seq. ID 


OJ990410 


9^ QQ99 


n A 

. (^4 


Gene No. 


22702 








Strand 








Start 


57370 








End 


64368 






Na.irie 


OJ990410 26. 9922. C4 . 


. oy . um 


Method 


TBLASTX:! 


Mai ze 






54962 








End 


56467 








none 








Score 


139 






Exons 


54962. 


.55216, 


55082. 




55235. .55408, 55240 








56375. 


.56467 














Seq. No. 


10671 








Seq. ID 


OJ990410 


_26.9922 


.C4 


Gene No. 


22702 








Strand 








o t.a.ir L. 


57370 








End 


64368 






Name 


OJ990410 26. 9922. C4. 


. ol . tw 


Method 


TBLASTX:! 


ininea t. 




O caiTL. 


55081 








End 


55375 








none 








Score 


118 






XT' V o 


55081. 


.55194, 


55082, 




55237. .55350, 55238 


c c 07 c 

. .000/0 




o e q • IN o . 


10671 








Seq. ID 


OJ990410 


0 QQ9 9 
ZD. y y Z Z 




oene ino * 


22702 








Strand 








oTlaX I, 


57370 








End 


64368 






Name 


OJ990410 26. 9922. C4, 


. o3 . tm 


Method 


TBLASTX:! 


Maize 




Start 


57350 








End 


58439 






PT 
O J- 


none 








Score 


129 






M V ^ T~l O 


57350. 


.57391, 


57391, 


. . O / 4 yz , 


57400. .57504, 57438 


7 R 9 1 






57479. 


.57688, 


57481, 


R771 A 


57482. .57712, 57692 


. .0/ /DD, 






57697. 


.57798, 


57704, 


R 7 7 Q Q 


57897. .58124, 57898 


. .00104, 






58057. 


.58125, 


58305, 


, . O 0 4 O y , 


58305. .58403, 58307 


cp^ op 
. . 00 4 00 




oeq . INO . 


10671 








Seq. ID 


OJ990410 


9 Qq9 9 
Z D . y yZZ 


p^ 




22702 








Strand 








Start 


57370 








End 


64368 






Name 


OJ990410 26. 9922. C4. 


, olO . gs 


Method 


GENSCAN 






Start 


57370 








End 


64368 






GI 


none 








Score 


.85 






Exons 


57370. 


.57798, 


57900. 


.58124, 


58307. .58667, 58778 


. .58871, 






58949. 


.59182, 


59704 . 


.59822, 


59919. .60048, 62738 


. .62857, 





11166 






63013. 


.63241, 


64354 , 


1 » \j *± ^ \j \j 










O c; Lj^ • IN u • 


10671 








Seq. ID 


OJ990410 


9fi QQ99 






22702 








Strand 








Start 


57370 








End 


64368 






Name 


OJ990410 26. 9922. C4. 


.06. np 


Method 


AAT/NAP 








57373 








End 


60025 








3540179 






Score 


1074 






TT von G 
III AOi 1 o 


57373. 


.57798, 


57900. 


. .58124, 


58307. .58667, 58778 


. .58871, 






58949. 


.59182, 


59938. 


, .60025 












(AC004122) putative 


amino acid permease [Arabidopsis thaliana] 


Qiao Mn 


10671 








Seq. ID 


OJ990410 


_26.9922 


.C4 




22702 








Strand 








O LCli. L- 


57370 








End 


64368 






Name 


OJ990410 26. 9922. C4. 


.02. tc 


Method 


TBLASTX:< 


Cress 




Start 


57376 








End 


59184 






GI 


none 








Score 


93 






V von Q 


57376. 


.57495, 


57502. 


. .57687, 


57506. .57607, 57673 


. .57801, 






57701. 


.57745, 


57897. 


. .57962, 


57898. .57963, 57969 


. .58124, 






57970. 


.58125, 


57981. 


. .58145, 


58307. .58396, 58454 


. .58585, 






58772. 


.58873, 


58777, 


. .58878, 


58948. .59016, 58950 


. .59183, 






58951. 


.59184 














Q o rr KI o 
O t;: LJ^ > IN U • 


10671 








Seq. ID 


OJ990410 


_26. 9922 


.C4 


kjene lnu . 


22702 








Strand 








Q-l- -J 

otar L 


57370 








End 


64368 






NaiQe 


OJ990410 26. 9922. C4. 


,o3.ts 


Method 


TBLASTX:; 


Soybean 




Start 


57382 








End 


59184 






GI 


none 








Score 


91 






Exons 


57382. 


.57492, 


57502. 


. .57687, 


57503. .57607, 57679 


. .57801, 






57697. 


.57801, 


57897. 


. .57962, 


57898. .57963, 57969 


. .58124, 






57970. 


.58125, 


58307. 


, .58417, 


58436. .58603, 58455 


. .58604, 






58772. 


.58876, 


58777, 


, .58872, 


58950. .59183, 58957 


. .59184 





-A Seq. No. 


10671 






Seq. ID 


OJ990410_26.9922 


.C4 


Gene No. 


22702 






Strand 






Start 


57370 






- .End 


64368 




Name 


OJ990410 26. 9922. C4. 


.oll.tm 


' Method 


TBLASTX: Maize 




=j Start 


58442 






End 


58595 




:! GI 


none 






Score 


219 




Exons 


58442. 


.58594, 58443. 


. .58595 








Seq. No. 


10671 






Seq. ID 


OJ990410_26. 9922 


.C4 


Gene No. 


22702 






Strand 






Start 


57370 






End 


64368 




Name 


OJ990410 26. 9922. C4. 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


58601 






End 


59184 




GI 


none 






Score 


43 




Exons 


58601. 


.58696, 58623. 


. .58667, 


58779. .58823, 58779 .. 588 62 , 






58780. 


.58878, 58781. 


. .58870, 


58947. .58976, 58947 .. 59183, 






58948. 


.59184, 59140. 


. .59184 








Seq. No. 


10672 






Seq. ID 


OJ990410_26. 9922 


.C5 


Gene No. 


22703 






Strand 


+ 




Start 


2838 






End 


5586 




Name 


OJ990410_26.9922.C5, 


. o2 . np 


Method 


AAT/NAP 





11167 



91- ;=i rt 

O L. d I. L 


2838 V 


End 


5586 




4584355 


Score 


190 


von G 


2838. .2893, 5219. .5586 








(AC006420) Ac-like transposase [Arabidops-is thaliana] 




10672 


Seq.' ID 


OJ990410_26.9922. 


Gene No. 


22704 


Strand 




Start 


2160 


End 


5455 


IN CllllC 


OJ990410 26.9922.C5.ol.np 


Method 


AAT/NAP 


O C d I. L 


2160 


End 


5160 




5042463 


Score 


303 


Exon s 


2160. .2183, 3984. .4082, 4128. 


.4287, 4993.. 5160 




(AC007789) unknown protein [Oryza sativa] 


Seq. No. 


10672 


Seq. ID 


OJ990410_26.9922.' 


Gene No . 


22704 


Strand 




Start 


2160 


End 


5455 




OJ990410 26.9922.C5.o2.gs 


Method 


GENSCAN 




4775 


End 


5455 




none 


Score 


.9 


P von Q 


4775. .4881, 4993. .5103, 5389. 


.5455 






10673 


Seq. ID 


OJ990410_26.9922.i 


Gene No. 


22705 


Strand 




Start 


1 


End 


9845 


Name 


OJ990410 26.9922,C6.o2.np 


Method 


AAT/NAP 


o uar L 


1 


End 


9730 




2244866 


Score 


671 


XT' V /^"o a 


1..44, 6762. .7290, 9444. .9730 








{Z97337) hypothetical protein 


[Arabidopsis thaliana] 




10673 


Seq. ID 


OJ990410_26. 9922.1 


CZf^TiCi Mo 


22705 


Strand 




O U d J. L. 


1 


End 


9845 


Name 


OJ990410 26.9922.C6.ol.gp 


Method 


AAT/GAP 


Start 


658 


End 


1589 




98607 l.R10,84 


Score 


17 94 


P von Q 


658. .1589 






C^T n^Qoy'i'o 
ox L>cooi '~r * 


•1076290/pir 1 IS51169- 2.0e-30 , 


amino acid transporter AAP4 




Arabidopsis thaliana >gi 608671 emb CAA54631 (X77500) ai 




acid transporter [Arabidopsis 


thaliana] 


1 ' 


Sea. No. 


10673 


Seq. ID 


OJ990410_26.9922.^ 


Gene No. 


22705 


Strand 




Start 


1 


End 


9845 


Name 


OJ990410 26.9922.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


1001 


End 


1699 


GI 


none 


Score 


337 


Exons " 


1001. .1330,-1011. .1331, 1331. 


.1699, 1332.. 1697 



Seq. No. 10673 

Gene No. 22705 

Start . 1 

Name OJ9904 10_26 . 9922 . C6 . ol . gs 

Start 1007 

GI none 
Exons 



Seq. ID OJ990410_26.9922.C6 
Strand 

End 9845 

Method GENSCAN 

End 4949 

Score .68 



1007. .2015, 2109. .2229, 2295. .2528, 2636. .2737, 4886. .4949 



11168 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



10673 
22705 
1 

OJ990410_26.9922.C6.ol.np 
1010 . 

4138679 • . - . 



Seq. ID OJ990410_26. 9922. C6 
Strand 

End 9845 

Method AAT/NAP 

End 5058 

Score 1171 



1010.. 2015, 2109.. 2202, 2295,. 2532, 4887.. 5058 
(Y0959i) amino acid transporter [Vicia faba] 



10673 
22705 
1 

OJ990410_2 6. 9922.C6.ol.ts 

1013 

none 



Seq. ID OJ990410_26.9922.C6 
Strand 

End 984 5 

Method TBLASTX : Soybean 

End 2533 

Score 107 



1013. .1303, 1119. .1304, 1343. .1507, 1502. .1747, 1506. .1907, 
1772. .2014, 2135. .2215, 2293. .2532, 2294. .2533 



10673 
22705 
1 

OJ990410_26.9922.C6.ol.tc 

1115 

none 



Seq. ID OJ990410_26.9922.C6 
Strand 

End 9845 

Method TBLASTX : Cress 

End 2533 

Score 256 



1115. .1507, 1125. .1508, 1502. ,1762, 1503. .1754, 1743, ,1943, 
1754.. 2014, 2135.. 2215, 2293.. 2532, 2294,, 2533 



10673 
22705 
1 

OJ990410_2 6. 9922.C6.ol.tw 

1133 

none 

1133.. 1303, 1158. .1301, 1349. 

10673 
22705 
1 

OJ990410_2 6. 9922.C6.o3.tm 

1841 

none 

1841.. 2029, 1842.. 2030, 2135, 

10673 
22705 
1 

OJ990410_2 6, 9922.C6.o2.gp 

^2150 

5607375 

2150.. 2202, 2295.. 2528, 4886. 



Seq. ID OJ990410_26.9922.C6 
Strand 

End 984 5 

Method TBLASTX : Wheat 

End 1508 

Score 136 
.1507, 1350.. 1508 



OJ990410_26.9922.C6 
9845 

TBLASTX: Maize 
2536 
62 

2215, 2293.. 2532, 2294. .2536 
OJ990410 26. 9922. C6 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5003 



9845 
AAT/GAP 
5003 
742 



1076290/pir MS51169 2.0e-30 amino acid transporter AAP4 - 
Arabidopsis thaliana >gi_608 671_emb_CAA54 631_ (X77500) amino 
acid transporter [Arabidopsis thaliana] 



10673 
22705 



Seq. ID 
Strand 



OJ990410 26. 9922. C6 



11169 



start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ990410_26.9922.C6.o3.gp 
6463 

57195_1.R1084 
6463. .7101 

' 224 4866/embl CAB10288 . 1 1 1 . Oe 
[Arabidopsis thaliana] * 

10673 
22705 
1 

OJ990410_26.9922.C6.o2.gs 

6724 

none 

6724. .7290, 8955. .9161, 9444. 

10673 
22705 
1 

OJ990410_26.9922;C6.o3.tc 

6733 

none 

6733.. 6969, 6740.. 6910 

10673 
22705 
1 

OJ990410_26.9922.C6.o2.tm 

6736 

none 

6736. .7293, 6737. .7291, 7066. 
9661. .9696 

10673 
22705 
1 

OJ990410_26.9922.C6.o2.ts 

6748 

none 

6748.. 6978, 6752.. 6910, 6973. 
9448. .9564, 9594. .9674 

10673 
22705 
1 

OJ990410_26.9922.C6.o2.tc 

7069 

none 

7069. .7239, 7118. .7192, 7222. 
9489. .9563 

10673 
22705 
1 

OJ990410_26. 9922.C6.o2.tw 

7148 

none 



End 

Method 

End 

Score 



9845 
AAT/GAP 
7101 
1214 



■28- (Z97337) . hypothetical protein 



Seq. ID OJ990410_26.9922.C6 
Strand 

9845 
GENSCAN 
9845 
.65 



End 

Method 
End 
Score 
.9845 



Seq. ID OJ990410_26. 9922.C6 
Strand 

End ' 9845 

Method TBLASTX : Cress 

End 6969 

Score 97 



Seq. ID OJ990410_26. 9922.C6 
Strand 

End 9845 

Method TBLASTX: Maize • 

End 9696 

Score 507 

.7293, 9438. .9677, 9448. .9678, 



Seq. ID OJ990410_26. 9922.C6 
Strand 

End 9845 

Method TBLASTX : Soybean 

End 9674 

Score 77 

.7293, 7130.. 7291, 9438.. 9563, 



Seq. ID OJ990410_26.9922.C6 
Strand 

End 9845 

Method TBLASTX : Cress 

End 9563 

Score 71 

.7293, 7223.. 7291, 9438.. 9491, 



Seq. ID OJ990410_26.9922.C6 
Strand 

End 9845 

Method TBLASTX : Wheat 

End 9678 

Score 201 



11170 




Exons 7148. .7291, 7148. .7291, 7150. .7293, 7150. .7293, 9441. .9677, 

9442.. 9678, 9517.. 9615 



Seq. No. 


iUb / 4 


beq. XU 


ujyyu4xu zb.yyzz, 


, b / 


bene no . 


o o T r> i:; 


btrana 


+ 




Start 


/I Q O T 


Lna 


T C QQ O 

1 0 y o o 




Name' 


ujyyu^iu z D . y yzz . b / . oo . gs 


Metinoa 


^ IT M C O 7\ M 

blltNbbAN 




i>tart 


/I Q O T 

4 y z / 


Lna 


DO X4 




bl 


none 


Score 


. yo 




Exons 


4927. .5514 








oeq , JNO . 


1 U D / 


Seq. ID 


OJ990410_26.9922, 


.C7 


Gene No . 


0 0 "7 n 


Strand 


+ 




btar u 


4 y^ / 


End 


15983 




Naine 


ujyyu4iu ^1 tD , y y . b / . Oo . np 


Method 


AAT/NAP 




o rare 


c; n "7 /I 


End 


15983 






0 0 "7 7 1 1 


Score 


85 




Exons 


5074. .5238, 15481. .15983 








GI Descrip. 


voltage dependent Ca channel 


BI-2 [Oryctolagus cuniculus] 


Seq. No. 


XUb / 4 


Seq. ID 


OJ990410_26.9922, 


.07 


Gene No . 


o o "7 n c 

zz /Uo 


Strand 


+ 




Start 


/I O O T 

4 yz / 


End 


15983 




Name 


OjyyU4iu z D . y yzz . b / . oo . gp 


Method 


AAT/GAP 




Start 


DO lO 


End 


5850 




GI 


4 /1d4 bJ 


Score 


619 




Exons 


5515. .5850 








Seq. No. 


XU b / 4 


Seq. ID 


OJ990410_26.9922, 


.C7 


Gene No . 


o o "7 n ^ 
ZZ /U b 


Strand 


+ 




Start 


/I Q O T 

4 yz / 


End ■ 


15983 




Name 


vjjyyu4iu z b , y yzz . b / . oz . np 


Method 


AAT/NAP 




start 


XX J / u 


End 


12943 






b / Z o4 o J 


Score 


1509 




Exons 


11^70 11QTQ TOHQO lOQ/lT 

X Xo / u . . 1 X y xo , xzuyz..xzy4o 








GI Descrip. 


(AL132965) putative protein 


[Arabidopsis thaliana] 




oeq. rJO. 


10674 


Seq. ID 


OJ990410_26, 9922, 


.07 


Gene No. 


22707 


Strand 






ouart 


1184 


End 


2272 




Name 


OJ990410 26. 9922.C7.ol.np 


Method 


AAT/NAP 




ouar L 


1173 


End 


2272 




bl 


2244866 


Score 


634 




Exons 


1173. .1787, 1932. .2272 








GI Descrip. 


(Z97337) hypothetical protein [Arabidopsis thaliana] 




beq. NO. 


10674 


Seq. ID 


OJ990410_26. 9922. 


X7 


Gene No . 


22707 


Strand 






Start 


1184 


End 


2272 




Name 


OJ990410 26.9922.C7.o2.gs 


Method 


GENSCAN 




Start 


1184 


End 


2171 




GI 


none 


Score 


.71 




Exons 


1184. .1702, 1710. .1787, 1932 


. .2171 






Seq. No. 


10674 


Seq. ID 


OJ990410_26. 9922. 


.07 


Gene No. 


22708 


Strand 






Start 


3607 


End 


3957 





11171 



Name 

Start 

GI 

Exons 



OJ9904 10_26 . 9922 . C7 , o2 . gp Method AAT/GAP 

3607 End 3957 

2442369 Score 610 
3607. .3957 



Seq. No. 10674 Seq. ID 

Gene No. 22709 Strand 

Start 6641 End 

Name OJ9904 10_26 . 9922 . C7 . o4 . gs Method 

Start 6641 End 

GI none Score 

Exons 6641.. 6934 



OJ990410_26.9922.C7 

6934 

GENSCAN 

6934 



Seq. No. 10674 Seq. ID 

Gene No. 22710 Strand 

Start 13746 End 

Name OJ9904 10_26 . 9922 .C7 . o2 . tc Method 

Start 1203 End 

GI none Score 
Exons 



OJ990410_26,9922.C7 
17343 

TBLASTX: Cress 

1459 

123 



1203. .1427, 1211. .1420, 1412. .1459 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10674 
22710 
13746 

OJ990410_26, 

1217 

none 

1217. .1420, 
1470. . 1715, 
1716. .1790, 



9922.C7.o2,tm 



1218. 
1487. 
1934. 



.1412, 1400. 
,1705, 1499. 
.1957, 1947. 



Seq. ID OJ990410_26. 9922.C7 
Strand 

End 17343 
Method TBLASTX : Maize 
End 2186 
Score 165 

.1471, 1409. .1474, 1413. .1535, 
.1717, 1705. .1788, 1707. .1790, 
.2186, 1960. .2172 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10674 
22710 
13746 

OJ990410_26. 

1235 

none 

1235. .1420, 
1488. .1598, 
1956. .2063, 



9922.C7.ol.ts 



1269, 
1626. 
1960. 



1427, 1400. 
1751, 1716. 
2058, 2088. 



Seq. ID 

Strand 

End 

Method 

End 

Score 
.1468, 
.1790, 
.2168 



OJ990410_26.9922.C7 
17343 

TBLASTX : Soybean 
2168 ' 



1413. 
1761. 



.1469, 1469. 
.1805, 1926. 



1702, 
1967, 



Seq. No. 10674 Seq. ID 

Gene No. 22710 Strand 

Start 13746 End 

Name OJ9904 10_2 6 . 9922 .C7 . o3 . tc Method 

Start 1565 End 

GI none Score 

Exons 1565.. 1717, 1719.. 17.90 



OJ990410_26.9922.C7 
17343 

TBLASTX: Cress 

1790 

58 



Seq. No. 10674 

Gene No. 22710 

Start 13746 

Name OJ9904 10_2 6 . 9922 .C7 . ol . tw 

Start 1646 

GI none 

Exons 1646. .1702, 1646. .1702, 1647, 
1956. .2174, 1960. .2175, 1993, 



OJ990410_26.9922.C7 
17343 

TBLASTX: Wheat 
8075 
83 

1708. .1788, 1716. .1790, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
. 1715, 
.2109, 7998. .8075 



11172 




Seq. No. - 


10674 








Seq. ID 


OJ990410_26. 9922. 


.C7 


Gene No. 


22710 








Strand 








13746 








End 


17343 




Name 


OJ990410 26. 


9922. C7 


. o2.ts 


Method 


TBLASTX: Soybean 




Start 


5041 








End 


8212 






none 








Score 


69 




Exons 


5041. . 


5103, 


5134.. 5496, 5148 


..5288, 5334. .5495, 7735. .7776 




7858. . 


7971, 


7859.. 7966, 8050 


..8163, 8051. .8164, 8174. .8212 


beq. NO. 


10674 








Seq. ID 


OJ990410_26. 9922. 


.C7 


Gene No. 


22710 








Strand 






Start 


13746 








End 


17343 




Naine 


OJ990410 26. 


9922. C7 


. o3. tm 


Method 


TBLASTX: Maize 






11751 








End 


12175 






none 








Score 


260 




Exons 


11751. 


.11921 


, 11753 


. .11905, 


11756. .11926, 11758. .11919, 






12090. 


.12164 


, 12091 


. .12168, 


12091. ;i2171, 12092. . 12175, 






12104. 


.12172 












Seq. No. 


10674 








Seq. ID 


OJ990410_26.9922. 


.C7 


Gene No . 


22710 








Strand 






Start 


13746 








End 


17343 




Name 


OJ990410 26. 


9922. C7 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


12125 








, End 


12412 




Orl 


none 








Score 


391 




Exons 


12125. 


.12412 


, 12125 


. .12409, 


12127. .12411 




Seq. No. 


10674 








Seq. ID 


OJ990410_26.9922. 


.C7 


Gene No . 


22710 








Strand 






brart: 


13746 








End 


17343 




Name 


OJ990410 26. 


9922. C7 


.ol.tm 


Method 


TBLASTX: Maize 




btart 


12184 - 








End 


12956 






none 








Score 


1122 




Exons 


12184. 


.12921 


, 12185 


. .12931, 


12188. .12928, 12636.. 12956 




Seq. No. 


10674 








Seq. ID 


OJ990410_26.9922. 


.C7 


vjene lno . 


22710 








Strand. 






bnar L 


13746 








End 


17343 




Name 


OJ990410 26. 


9922. C7 


.ol.tc 


Method 


TBLASTX: Cress 




bt-art. 


12203 








End 


12656 






none 








Score 


614 




Exons 


12203. 


.12655 


, 12203 


. .12652, 


12211. .12654, 12519.. 12656 




Seq. No. 


10674 








Seq. ID 


OJ990410_26.9922. 


.C7 


Gene No . 


22710 








Strand 






b uar L 


13746 








End 


17343 




Name 


OJ990410 26. 


9922. C7 


. o4 . ts 


Method 


TBLASTX : Soybean 




b tar u 


12758 








End 


12937 






none 








Score 


286 




Exons 


12758. 


.12937, 12758 


. .12931, 


12760. .12933 




Seq. No. 


10674 








Seq. ID 


OJ990410_26.9922. 


.C7 


Gene No. 


22710 








Strand 






Start 


13746 








End 


17343 




Name 


OJ990410 26. 


9922. C7 


. o6 . gs 


Method 


GENSCAN 




Start 


13746 








End 


17343 





11173 



PT 


none 




Score 


.8 






1'^74fi 14490 14^40 


1 4 SQR 

. X 4 J !7 O / 


14706. .14807, 15010. .15049, 






1 ^474 1 Rfi'^4 1 '^Q'^9 


1 fin^7 

. X \>\J O f f 


16683. .16797, 17259. .17343 




Seq. No. 


10674 




Seq. ID 


OJ990410_26.9922 


.C7 


Gene No. 


22710 




■ Strand 












End 


17343 




NcLine 






Method 


TBLASTX : Soybean 




o ucir L. 


1 4 1 P Q ~ 

X 4 X 0 3/ 




End 


14421 




PT 


none 




Score 


-73 




Exons 


141fiQ 14^Qft 141 QH 
X4XO-3. m X *± o y o f X *± X y KJ * 


1 4 490 


14191. .14421, 14191. .14421 




o e q . LN u . 


X U O / J 




Seq. ID 


OJ990410_21.9922 


PI 


Gene No. 


22711 




Strand 


+ 




Start 


1 




End 


303 




Na,me 


r>.TQQn4in 9i qq99 pi 


ol . np 


Method 


AAT/NAP 






1 ~~ 

X 




End 


303 




PT 


[^04 94 R4 

O U 4 ^ 4 J 4 




Score 


73 




TP V ^\ ^ 


1 '^R 941 "^n^ 










PT Flo c T* 1 T\ 




polyprotein [Oryza 


sativa] 




Seq. No. 


10675 




Seq. ID 


OJ990410_21.9922 


.CI 


Gene No. 


22712 




Strand 


+ 




o uarr 


9 




End 


2231 




Name 


nTQQn4in 9i qq99 pi 


pi . gs 


Method 


GENSCAN 






0 c: n 




End 


2231 




P T 


none 




Score 


.43 




Exons 


9^n "^90 fiflR 1 n9fi 


1123. . 


1192, 2151. 


.2231 




o C ^ . IN • 


10675 




Seq. ID 


OJ990410_21. 9922 


PI 

t ^ X 


Gene No. 


22713 




Strand 


+ 




Start 


8303 




End 


14306 




Name 


OJ990410 21.9922.01. 


o2 .gs 


Method 


GENSCAN 




Start 


8303 




End 


14306 




GI 


none 




Score 


.54 




Exons 


8303.. 9220, 9291. .9723, 10326 .. 10375 , 


13074, .13355, 





14066. .14159, 14254. .14306 



Seq. No. 10675 Seq. ID 

Gene No. 22713 Strand 

Start 8303 End 

Name OJ990410_21 . 9922 . CI . o2 .np Method 

Start 8354 End 

GI 5915840 Score 

Exons 8354. .8812, 8843. .9220, 9291. .9920 

GI Descrip. CYTOCHROME P450 71D11 gi 12367431 (AF000403) putative cytochrome 
P450 [Lotus japonicus] 



OJ990410_21. 9922.C1 
+ 

14306 
AAT/NAP 
9920 
900 



Seq. No. 10675 

Gene No. 22714 

Start 19912 

Name OJ9904 10_21 . 9922 . CI . o4 . gs 

Start 19912 

GI none 

Exons 19912. .19971, 20065 .. 20368 , 
20977. .21264, 21472.. 21658 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990410_ 
+ 

22818 
GENSCAN 
21658 
.71 



21. 9922. CI 



20438. .20577, 2068 6 .. 20880, 



11174 




C (ii KT 
O e CJ . LN O . 


J. U D / O 


Seq. ID 


OJ990410_21 


.9922 


• ^^x 




9971 4 


Strand 


+ 






Start 


19912 


End 


22818 






Name 


OJ990410 21.9922.Cl.o3.np 


Method 


AAT/NAP 






O t ail, 


u ^ ^ u 


End 


22818 






\j± 


*1 J X y J O J 


Score 


898 






Exons 


909^0 9n'^fift 9ndftn 9nR77 


20686. .20880, 20977 21264 , 






91479 91 fiRft 99S(=;S 99finS 


22729. .22818 










[Arabidopsis thaliana] 






C ^ rr Kl 
O e . LMO . 


1 nfi7 R 

X U U / sj 


Seq. ID 


OJ990410_21 


. 9922 


* X 




22714 


Strand 


+ 






Start 


19912 


End 


22818 






Name 


OJ990410 21. 9922.Cl.o2.gp 


Method 


AAT/GAP 






O La. J. t_ 


20677 


End 


21525 








uC-osflcypl42f05bl 


Score 


1010 






Exons 


20677. .20880, 20977 .. 212 64 , 


21472. .21525 








M510385/gb|AAD21473.1i 6.0e-67 (AC007017) unknown 


protein 




[Arabidopsis thaliana] * 










oeq • NO. 


10675 


Seq. ID 


OJ990410_21 


. 9922 


.CI 


Gene No. 


22715 


Strand 








Start 


3370 


End 


3938 






Name 


OJ990410 21.9922.Cl.ol.gp 


Method 


AAT/GAP 






Start 


3370 ^' ■ 


End 


3938 






GI 


4879016 


Score 


860 






Exons 


3370.. 3938 











GI Descrip. 6041757/gb | AC011806 . 1 | AC011806 O.Oe+00 Genomic Sequence For 



i==i Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 

Ui complete sequence 



rjj Seq. No. 


10675 








Seq. ID 


OJ990410_21.9922.C1 


Gene No. 


22716 








Strand 




I,, Start 


8407 








End 


9905 


Name 


OJ990410 21 


.9922 


.C1.03. 


tm 


Method 


TBLASTX: Maize 


Start 


8407 








End 


8791 


U: GI 


none 








Score 


425 


: =i Exons 


. 8407. .8751, 


8408 


. .8788, 


8660. 


.8791 




.3 ?t 

Seq. No. 


10675 








Seq. ID 


OJ990410_21.9922.C1 


Gene No . 


22716 








Strand 




Start 


8407 








End 


9905 


Name 


OJ990410 21 


.9922 


■Cl.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


8408 








End 


9892 


GI 


none 








Score 


262 


Exons 


8408. .8728, 


8852 


. .9121, 


9125. 


.9220, 9285. .9398, 9290. .9394, 




9429. . 9656, 


9491 


. .9655, 


9675. 


.9869, 9680.. 9892 


Seq. No. 


10675 








Seq. ID 


OJ990410_21.^9922,C1 


Gene No. 


22716 








Strand 




Start 


8407 








End 


9905 


Name 


OJ990410 21 


.9922 


.Cl.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


8411 








End 


9806 


GI 


none 








Score 


67 


Exons 


8411. .8467, 


8456 


. .8710, 


9285. 


.9656, 9360. .9476, 9470. .9526, 




9551. .9655, 


9675 


. .9806, 


9680. 


.9748 





11175 



o e q . IN o . 


10675 






Seq. ID 


OJ990410 


01 QQ99 ri 




22716 






Strand 






Start 


8407 . 






End 


9905 




Name 


OJ990410 21. 9922. CI. 


o2. tm 


Method 


TBLASTX:] 


Maize 




9032 






End 


9761 






none 






Score 


88 




Exons 


9032. . 


9136, 9128.. 9220, 9189 


. 9221, 9190. . 9222, 






9291. . 


9410, 9293.. 9424, 9357 


. . 9410, 9407. . 9667, 


_7*lUO. . Zf yj \J \j f 




9674. . 


9748, 9675.. 9761, 9675 


. . 9761 






Seq. No. 


10675 






Seq. ID 


OJ990410 


_21. 9922.C1 


Gene No. 


22716 






Strand 








8407 






End 


9905 




Name 


OJ990410 21. 9922. CI. 


o2. tw 


Method 


TBLASTX:! 


Wheat 


o Lai u 


9131 






End 


9605 






none 






Score 


59 






9131. . 


9220, 9290.. 9397, 9291 


..9407, 9411. .9605, 


9416. . 9604 


Seq. No. 


10675 






Seq. ID 


OJ990410 


_21. 9922.C1 


Gene No. 


22716 






Strand 






0 L d i. i_ 


8407 






End 


9905 




Name 


OJ990410 21. 9922. CI. 


o3 . tw 


Method 


TBLASTX;! 


Wheat 


0 ua IT u 


9630 






End 


9905 






none 






Score 


50 




Exons 


9630. . 


9659, 9674.. 9901, 967.5 


..9869, 9675. .9905, 


KJ ^ \J * .170 f \J 


beq. iNo. 


10675 






Seq. ID 


OJ990410 


91 QQ99 n 


uene wo • 


22717 






Strand 








11710 






End 


12721 




Name 


OJ990410 21. 9922. CI. 


o4 . tm 


Method 


TBLASTX:] 


rJd J. ^c; 


oi-air u 


11710 






End 


12721 




C T 


none 






Score 


75 




17^ V 1^ 0 

lijXons 


11710. 


.11829, 11711. 


.11839, 


11719. .118 


41, 11740 


1 1 R 9 Q 




11761. 


.11835, 11813. 


.11842, 


11816. .11926, 11912 


1 1 QR Q 




11924. 


.11983, 11925. 


.12020, 


11932. .12012, 11934 


1 ?n9^ 




12036. 


.12185, 12042. 


.12188, 


12044. .12148, 12054 


1917 0 




12058. 


.12195, 12060. 


.12194, 


12064. .12183, 12064 


1 91 R Q 




12125. 


.12202, 12206. 


.12238, 


12249. .12365, 12257 


1 ?^R8 




12258. 


.12359, 12258. 


.12374, 


12258. .12377, 12260 


• » ^. C. -J 1 Zf f 




12261. 


.12365, 12261. 


.12338, 


12263. .12373," 12264 


..12368, 




12265. 


.12366, 12273. 


.12398, 


12376. .12495, 12380 


. .12532, 




12387. 


.12542, 12389. 


.12529, 


12398. .12523, 12406 


12519, 




12412. 


.12513, 12413. 


.12520, 


12414 . . 12521, 12415 


1 ? SI ^ 




12420. 


.12524, 12421. 


.12531, 


12428. . 12514, 12542 


19700 




12544 . 


.12606, 12545. 


.12721, 


12546. . 12647, 12553 


. . X^ 1 Ct\J f 




12567. 


.12674, 12567. 


.12680, 


12569. .12697, 12579 


12698 


0 6 q . LN 0 . 


10675 






Seq. ID 


OJ990410 


91 0099 n 




22718 






Strand 






0 ua J- u 


19875 






End 


22824 




Name 


OJ990410 21. 9922. CI. 


ol . tm 


Method 


TBLASTX : 1 


Mai ze 


Start 


19875 






End 


22824 




GI 


none 






Score 


89 




Exons 


19875. 


.19973, 19908. 


.19973, 


19909. .19974, 19913 


. .19975, 




20064. 


.20363, 20065. 


.20364, 


20065. .20328, 20085 


. .20363, 




20438. 


.20572, 20470. 


.20580, 


20473. .20577, 20475 


. .20579, 




20685. 


.20894, 20686. 


.20874, 


20691. .208 


85, 20976 


. .21263, 



11176 




20976. .21263, 20977 .. 21264 , 
21474 . .21659, 22562 22612, 
22732. .22824 




21471. .21659, 21472 21660, 
22564. .22611, 22731 .. 22817, 



Seq. No. 10675 

Gene No. 22718 

Start 19875 • 

Name OJ9904 10_21 . 9922 . CI . ol . tc 

Start 19896 

GI none 

Exons 19896. ,19973, 19903 .. 19974 , 
20065. .20313, 20085 20366, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

20064 

20470 



OJ990410 21. 9922. CI 



22824 

TBLASTX: Cress 
20523 
74 

20312, 20065. .20373, 
20523, 20478. .20519 



Seq. No. 10675 

Gene No. 22718 

Start 19875 

Name OJ990410_21 . 9922 . CI . ol . tw 

Start 19897 

GI none 

Exons 19897. .19974, 19901 .. 19978 , 
20065. .20319, 20085.. 20318 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990410_21.9922.C1 
22824 

TBLASTX: Wheat 

20319 

109 



19902. .19973, 20064 .. 20318, 



Seq. No. 10675 Seq. ID 

Gene No. 22718 Strand 

Start 19875 End 

Name OJ9904 10_21 . 9922 . CI . o2 . ts Method 

Start 20134 End 

GI none Score 

Exons 20134. .20328, 20137 .. 20367 , 20139 

20472. .20576, 20685 .. 20783, 20686 



20354, 
20784 



OJ990410_21.9922.C1 
22824 

TBLASTX: Soybean 

20784 

328 

20470. .20580, 



Seq. No. 10675 

Gene No. 22718 

Start 19875 

Name OJ9904 10_21 . 9922 . CI . o3 . tc 

Start 20683 

GI none 

Exons 20683. .20874, 20683 .. 20880, 
20976. .21128, 2097 6 .. 21128 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990410 21. 9922. CI 



22824 

TBLASTX: Cress 
21129 
230 

20685. .20888, 20808 .. 20885, 
20977. .21129 



Seq. No. 10675 
Gene No. 22718 
Start 19875 

Name OJ9904 10_21 . 9922 . CI . o3 . ts 

Start 20786 
GI none 

Exons 20786. .20881, 20793 .. 20894 , 

20975. .21070, 20976 2107 1 , 
21478. .21591 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990410 21. 9922. CI 



22824 

TBLASTX: Soybean 
21591 
136 

20794. .20874, 207 96 20885, 
20976. .-21263, 20977 21267, 



Seq. No. 10676 Seq. ID 

Gene No. 22719 Strand 

Start 42 End 

Name OJ9904 10_21 . 9922 . C2 . ol . gs Method 

Start 42 End 

GI none Score 

Exons 42.. 92, 271.. 348 



OJ990410_21.9922.C2 
+ 

348 

GENSCAN 

348 

.75 



11177 




Seq. No. 


10677 


Seq. ID 


OJ990410_ 


21.9922 


.C3 


Gene No. 


22720 


Strand 


+ 








1 


End 


lU 1 oD 






Name 


OJ990410 21. 9922.C3.ol.np 


Method 


7\ 7\ T> / "M A n 

AAi / JNAr 






btari: 


1 


End 


1 U 1 D J 






C T 


5917666 


Score 




- 




Exons 


1..63, 1965. .2004, 3807. .4053, 8800..: 


^ f\'\ 
iUl dD 






GI Descrip. 


(AF159297) extensin-like protein [Zea 


mays ] 






Seq. No. 


10677 


Seq. ID 


OJ990410_ 


21.9922 


.C3 


bene no . 


22720 


Strand 


+ 






OH 1 ■V-.4- 


1 


End 


lU 1 00 






Name 


OJ990410 21.9922.C3.ol.gs 


Method 








orart: 


632 


End 


T T Q 






PT 


none 


Score 








Exons 


632. .779 










Seq. No. 


10677 


Seq. ID 


OJ990410_ 


21.9922 


.C3 


bene no . 


22721 


Strand 








C -1 1 1^4- 

otar L 


1730 


End 


/ n Q c: 






Naine 


OJ990410 21.9922.C3.o2.gs 


Method 


TT* \1 C 7\ M 

blliNbbAN 






Start 


1730 


End 


/I n Q R 
4 Uo 0 






bi 


none 


Score 








Exons 


1730. .1835, 1936. .2040, 3751 


. .4085 








Seq. No. 


10677 


Seq. ID 


OJ990410^ 


21.9922 


.C3 


Gene No. 


22722 


Strand 








btart 


7423 


End 


11666 






Name 


OJ990410 21. 9922.C3.o3.gs 


Method 


GENSCAN 






btart 


7423 


End 


11619 






bi 


none 


Score 


.5 






Exons 


7423. .7554, 8975. .9149, 9337 


. .9625, 9751. .10163, 


luy DU . 


. iU: 




11008. .1112 6, 11341. .11388, 


11509. .11619 






Seq. No. 


10677 


Seq. ID 


OJ990410_ 


21.9922 


.C3 


Gene No. 


22722 


Strand 








o tar u 


7423 


End - 


11666 






Name 


OJ990410 21.9922.C3.o2.np 


Method 


AAT/NAP 






otart 


10906 


End 


11666 






bl 


4680183 


Score 


102 






Exons 


10906. .10994, 11628. .11666 










GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. 


mdica] 




Seq. No. 


10678 


Seq. ID 


OJ990410_ 


21.9922 


.C4 


Gene No. 


22723 


Strand 








Start 


145 


End 


1437 






Name 


OJ990410 21.9922.C4.ol.gs 


Method 


GENSCAN 






Start 


145. 


End 


1437 






GI 


none 


Score 


.45 






Exons 


145. .281, 1329. .1437 











Seq. No. 10679 Seq. ID OJ9904 10_21 . 9922 . C5 

Gene No. 22724 Strand + 

Start 2593 End 3108 

Name OJ9904 10_21 . 9922 . C5 . ol . gp Method AAT/GAP 

Start 2593 End 3108 



11178 



GI 38782_1.R1084 Score 809 

Exons 2593. .3108 

GI Descrip. ' 6069643/cibj | AP000616 . 1| AP000616 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 * 



beq. JNO, 


10679 


Seq. ID 


r\ TQQH/i 1 n 
vju y y Ufi i u 


Gene No . 


22725 


Strand . 




ouaru 


' 1 


End 


o u 


Name 


OJ990410 21.9922.C5.ol.np 


Method 


aziT /Map 


Start 


1 


End 


1189 


GI 


6907086 


Score 


962 


Exons 


1..352, 413. .1189 






KdL uescrip. 


(AP001129) hypothetical protein [Oryza 


Sat 1 va J 


oeq , INO . 


10679 


Seq. ID 


\JO J? U 4 J. U 


Gene No . 


22725 


Strand 




O -4- v-l- 

otarc 


1 


End 


J c3 O U 


Name 


OJ990410 21.9922.C5.ol.gs 


Method 


p 17' ■Kl c o n M 


O L. a. i. L. 


437 


End' 


3880 


GI 


none 


Score 


.68 . 


Exons 


437. .876, 1682. .1827, 2697 


..2809, 3875, 


. .3880 


Seq. No. 


10679 


Seq. ID 


OJ990410 


Gene No. 


22725 


Strand 




Start 


1 


End 


3880 


Name.. 


OJ990410 21.9922.C5.o2.np 


Method 


AAT/NAP. 


Start 


1896 


End 


2852 


GI 


4680186 


Score 


174 


Exons 


1896. .2311, 2786. .2852 






GI Descrip. 


{AF111709) unknown [Oryza 


sativa subsp, 


. indica] 



Seq. No. 10680 

Gene No. 22726 

Start 158 

Name OJ990410_21 . 9922 . C6 . ol . gp 

Start 158 

GI LIB3431-004-P1-K1-G12. 

Exons 158.. 225 

GI Descrip. M680203/gb | AAD27566 . 1 | AF114171_7 l.Oe-39 {AF114171) TNP2-like 
protein [Sorghum bicolor] ' 



Seq. ID OJ990410_21.9922.C6 

Strand + 

End 225 

Method AAT/GAP 

End 225 

Score 78 



Seq. No. 10680 

Gene No. 22727 

Start 2178 

Name OJ9904 10_21 . 9922 . C6 . ol . np 

Start 2178 

GI 4378066 

Exons 2178,. 2203, 8099.. 8323, 9784. 
GI Descrip. 



Seq. ID OJ990410_21.9922.C6 

Strand + 

End 9811 

Method AAT/NAP 

End 9811 

Score 97 
.9811 



(AF098806) polyprotein [Sorghum bicolor] 
gi|4680208|gb|AAD27571.1|AF114171_12 {AF114171) polyprotein 
[Sorghum bicolor] 



Seq. No. 10680 

Gene No. 22727 

Start 2178 

Name OJ9904 10_21 . 9922 . C6 . ol . gs 

Start 4023 



Seq. ID OJ990410_21.9922.C6 

Strand + 

End 9811 

Method GENSCAN 

End 4923 



11179 







none 




Score 


. 4 1 








F.5f on <^ 


4023. .4088, 4849. .4923 












O C t-j^ • LN . 


10680 




Seq. ID 


OJ990410_ 


21 9922 






Gene No. 


22728 




Strand 


+ 








Start 


11382 




End 


12939 








Name 


OJ990410 21. 9922. C6, 


. o4 . gs 


Method 


.GENSOAN 










11382 




End 


12939 










none 




Score 


.64 










11382. .11388, 11446, 


. .11622, 


11677. .11771, 11832. 


. 11923, 








12104. .12170, 12491, 


. .12670, 


12910. . 12939 










10680 




Seq. ID 


OJ990410_ 


21 . 9922 . 


, 06 




(^ono Mo 


22729 




Strand 


+ 








C-t- = -ri- 
o I. d i. u 


14896 




End 


23199 








Name 


OJ990410 21.9922,06. 


.06. gs 


Method 


GENSOAN 








Start 


14896 




End 


23199 








GI 


none 




Score 


.51 










14896,-14969, 15497. 


. .15537,. 


16074. .16139, 17573. 


. 17711, 








17939, .18054, 18805. 


. .18988, 


19193. .19311, 19476. 


. 19598, 








19648. .19768, 19939. 


. .20856, 


20920. .21058, 21320. 


. 22997, 








23006. .23199 














Qcin Mo 


10680 




Seq, ID 


OJ990410_ 


21 . 9922 . 


. 06 




Gene No. 


22729 




. Strand 


+ 






> 


Start 


14896 




End 


23199 






I'l 1 


Name 


OJ990410 21.9922,06. 


, o2 . np 


Method 


AAT/NAP 






i* 


O Cl i. L 


19958 




End 


23196 






=r 

; t 




6907089 




Score 


4138 






j=U 


P von ^ 


19958. .21216, 21331. 


. .23196 










'i sr 
•=1 i 




{AP001129) hypothetical protein [Oryza 


sativa] 






i "f 


q^ari Mo 


10680 




Seq. ID 


OJ990410_ 


21 9922 


. 06 


I: 


fJpriP No 


22730 




Strand 










Start 


4254 




End 


5535 






"I 


Name 


OJ990410 21,9922.06. 


. o2 . gp 


Method 


AAT/GAP 








Start 


4254 




End 


5535 






''•.-1 


GI 


, uC-osroM202023g04bl 




Score 


1050 








P.von Q 


4254. ,4573, 5181. .5277, 5404 


.'.5535 










vJ J. L^r^ O V_r X. .J. ^ . 


'2739368 2.0e-54 (AC002505) 


cyclin-like protein 


[Arabidopsis 






thaliana] ' 














Seq. No. 


10680 




Seq. ID 


OJ990410_ 


21.9922, 


.06 




Gene No, 


22731 




Strand 










Start 


9275 




End 


10119 








Name 


OJ990410 21.9922.06. 


. o3 . gs 


Method 


GENSOAN 








q-j- p rf 

O L. d X L. 


9275 




End 


10119 








GI 


none 




Score 


.82 








von ^ 


9275.. 9681, 9932.. 10017, 10034.. 10119 










Seq. No. 


10680 




Seq. ID 


OJ990410_ 


21.9922. 


.06 




Gene No. 


22732 




Strand 










Start 


13786 




End 


14040 








Name 


OJ990410 21,9922.06. 


, o5 . gs 


Method 


GENSOAN 








Start 


13786 




End 


14040 








GI 


none 




Score 


.89 








Exons 


13786. .13946, 13986, 


, .14040 











11180 



Seq. No. 10680 Seq. ID 

Gene No. 22733 Strand 

Start -23819 End 29909 

Name OJ990410_21 . 9922 .C6.o7 . gs Method GENSCAN 

Start 23819 End 29909 

GI none Score .58 

Exons 23819. .25339, 25373 .. 25561 , 25595 26134 , 26142 

27138. .27356, 27420 .. 27895, 27 976 27989, 28071 

28937. .29152, 29176 .. 294 97 , 29509 29751, 29805 



OJ990410 21. 9922. C6 



.27092, 
.28830, 
.29909 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



10680 
22733 
23819 

OJ990410_21.9922.C6.o3.np 

23822 

6498441 

23822. .24103, 24 197 .. 25594 , 
26983. .27356, 27420 .. 27883, 



OJ990410 21. 9922. C6 



Seq. ID _ 
Strand 

End 29909 
Method AAT/NAP 
End 29229 
Score 6894 
25766. .26490, 26665 .. 267 99, 
28213. .29229 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10680 
22734 
29956 

OJ990410_21. 9922.C6.ol.tm 

2710 

none 

2710. .2808, 
3105. .3191, 



OJ990410_21.9922.C6 
30034 

TBLASTX: Maize 

3191 

102 



2711.. 2809, 2809. 
3110. .3190 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3105, 2814.. 3092, 2881.. 3105, 



Seq. No. 


10680 






Seq. ID 


OJ990410_21.9922 


.C6 


Gene No. 


22734 






Strand 






Start 


29956 






End 


30034 




Name 


OJ990410 21 


. 9922. 


C6.07. tw 


Method 


TBLASTX: Wheat 




Start 


3125 






End 


3476 




GI 


none 






Score 


237 




Exons 


3125. .3304, 


3126. 


.3476 








Seq. No. 


10680 






Seq. ID 


OJ990410_21.9922 


.C6 


Gene No. 


22734 






Strand 






Start 


29956 






End 


30034 




Name 


OJ990410 21 


.9922. 


C6.o2. tw 


Method 


TBLASTX: Wheat 




Start 


7988 






End 


26778 




GI 


none 






Score 


75 




Exons 


7988. .8101, 


26358 


. .26777, 


26383. .26778 






Seq. No. 


10680 






Seq. ID 


.OJ990410_21.9922 


.C6 


Gene No. 


22734 






Strand 






Start 


29956 






End 


30034 




Name 


OJ990410 21 


.9922. 


C6.o5. tw 


Method 


TBLASTX: Wheat 




Start 


8206 






End 


24433 




GI 


none 






Score 


75 




Exons 


8206. .8286, 


23831 


. .23956, 


23835. .23957, 


23971. .24117, 





24144. .24428, 24149. .24433 



11181 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10680 
22734 
29956 

OJ990410_21 . 9922 .C6 . o4 . tw 

24434 

none 

24434. .24814, 24465. .24815 



10680 
22734 
29956 

OJ990410_21. 9922.C6. 

24620 

none 

24620. .24832, 24629. 



Seq. ID OJ990410_21. 9922.C6 
Strand 

End 30034 

Method TBLASTX : Wheat 

End 24815 

Score 222 



Seq. ID OJ990410_21.9922.C6 
Strand 

30034 

TBLASTX: Maize 
24952 
83 



End 

Method 
End 
Score 



o3.tm 
.24952, 24642. .24923 



10680 
22734 
29956 

OJ990410_21.9922.C6.o9.tw 

25145 

none 

25145. .25420, 25281.. 25457 

10680 
22734 
29956 

OJ990410_2I. 9922.C6.o6. tw 

25460 
none 

25460. .25609, 254 61 .. 25598 , 
25670. .25894, 25697. .25918 

10680 
22734 
29956 

OJ990410_21 . 9922 . C6 . ol . ts 

26328 . 

none 

26328. .26699, 26539.. 26682 

10680 
22734 
29956 

OJ990410_21 . 9922 . C6 . o4 . tm 

26451 

none 

26451. .26834, 26470. .26835 



Seq. ID OJ990410_21.9922.C6 
Strand 

End 30034, 

Method TBLASTX : Wheat 

End 254 57 

Score 59 



Seq. ID OJ990410_21. 9922 .C6 
Strand 

End 30034 

Method TBLASTX : Wheat 

End 25918 

Score 84 
25475. .25600, 25653 .. 25829, 



Seq. ID OJ990410_21. 9922.C6 
Strand 

End 30034 

Method TBLASTX : Soybean 

End. 26699 

Score 77 



Seq. ID OJ990410_21. 9922.C6 
Strand 

End 30034 

Method TBLASTX : Mai ze 

End 26835 

Score 218 



10680 
22734 
29956 

OJ9904 10_2 1 . 9922 . C6 . o2 . tm 
26862 
none 

26862. .26978, 26862 27218 , 26872.. 27183 



Seq. ID OJ990410_21. 9922.C6 
Strand 

End 30034 

Method TBLASTX : Maize 

End 27218 

Score 73 



11182 



Seq. No. 10680 

Gene No. 22734 

Start 29956 

Name OJ9904 10_21 . 9922 . C6 

Start 26886 

GI none 

Exons 26886. .27347, ''26892 



Seq. ID OJ990410_21.9922.C6 
Strand 

End 30034 

,ol.tw Method TBLASTX : Wheat 

End 27348 

Score 210 
.27347, 26893.. 27348 



Seq. No. 10680 

Gene No. 22734 

Start 29956 

Name OJ9904 10_2 1 . 9922 . C6 

Start 27513 

GI none 

Exons 27513. .27998, 27544 



Seq. ID OJ990410_21. 9922.C6 
Strand 

End 30034 

.03. tw Method TBLASTX : Wheat 

End 27999 

Score 171 
.27804, 27826.. 27999 



■'4 
t , 

'isF 



Seq. No. 10680 

Gene No. 22734 

Start 29956 

Name OJ9904 10_21 . 9922 . C6 . 

Start 28736 

GI none 

Exons 28736. .28870, 28875. 

28930. .29010, 29034. 



l\ Seq. No. 
Gene No. 
Start 
J Name 
l1 Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990410_21.9922.C6 
Strand" 

End 30034 

oB.tw Method TBLASTX : Wheat 

End 29078 

Score 73 
.28901, 28905. .28946, 28929 .. 29027 , 
.29078 



10680 
22734 
29956 

OJ990410_21. 9922.C6.o4.np 
29956 
5042454 
29956. .30034 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID" OJ990410_21.9922.C6 
Strand 

End 30034 
Method AAT/NAP 
End 30034 
Score 85 



10681 
22735 
82 

OJ990410_21. 9922.C7.ol.gs 
82 

none 

82. .112, 1616. .1838, 2412. .2566, 2958. .3207, 4104. .4281 



Seq. ID OJ990410_21. 9922.07 

Strand + 

End 4281 

Method GENSCAN 

End 4281 

Score . 67 



Seq. No. 10681 

Gene No. 22736 

Start 19272 

Name OJ9904 10_21 . 9922 . C7 . o3 . gs 

Start 19272 

GI none 

Exons 19272. .19592, 19735.. 19878 



Seq. ID OJ990410_21.9922.C7 

Strand + 

End 19878 

Method GENSCAN 

End 19878 

Score .45 



Seq. No. 10681 

Gene No. 22737 

Start 23256 

Name OJ9904 10_21 . 9922 . C7 . o2 . gp 

Start 23256 

GI 39479_1.R1084 

Exons 23256. .23750 



Seq. ID OJ990410_21.9922.C7 

Strand + 

End 23750 

Method AAT/GAP 

End 23750 

Score 900 



11183 



GI Descrip. ' 629688/pir | | S4 6210 l.Oe-23 dehydroquinase shikimate 
dehydrogenase - Common tobacco >gi_535771 (L32794) 
dehydroquinate dehydratase/shikimate dehydrogenase [Nicotiana 
tabacum] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10681 
22738 
5313 

OJ990410_21 . 9922 . 07 . o2 . gs 

5313 

none 



Seq. ID OJ990410_21. 9922.C7 
Strand 

End 23726 

Method GENSCAN 

End 13815 

Score .41 



5313.. 5332, 5509.. 5674, 6031.. 6179, 6496., 6593, 8235,. 8476, 
9074. .9241, 11225. .11512, 11952 ., 12170, 13567 13672 , 
13805. .13815 



Seq. No. 10681 
Gene No. • 22738 
Start 5313 

Name OJ990410_21 . 9922 . C7 . o2 . tm 

Start 5372 
GI none 

Exons 5372,, 5422, 5373.. 5417, 5374, 

5503., 5664, 5503.. 5661, 5510, 
6030,, 6083, 6031.. 6171, 6031, 
6722,, 6793, 6723.. 6833, 6723, 
6933, ,7013 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5424, 5375 
.5677, 5511 
.6180, 6488 
.6833, 6931 



OJ990410 21.9922.07 



23726 

TBLASTX: Maize 
7013 
69 

5422, 5495,. 5662, 
5672, 6023.. 6133, 
6637, 6498,. 6638, 
7011, 6932. .7012, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10681 
22738 
5313 

OJ990410_21 . 9922 . 07 . ol . np 

5462 

5457882 



Seq. ID OJ990410_21. 9922.07 
Strand 

End 23726 

Method AAT/NAP 

End 8404 

Score 163 



5462. .5674, 6037. .6101, 6423, ,6616, 6738, .6863, 8204. .8404 
(AJ248284) shikimate 5-dehydrogenase (aroE) [Pyrococcus abyssi] 



Seq. ID OJ990410_21. 9922 .07 
Strand 

End 23726 

Method TBLASTX : Soybean 

End 20883 

Score 72 

.6180, 6041. .6130, 6491. ,6592, 



10681 
22738 
5313 

OJ990410_21.9922.C7 .ol.ts 
5522 
none 

5522.. 5677, 5523.. 5675, 6031. 
6497. .6559, 6498. ,6593, 6723. .6803, 6795. .6833, 6931. .7011, 
8235. .8582, 8237. ,8584, 1194 0 .. 12170, 11950 .. 12171, 
13565. ,13675, 13567 .. 13683, 13573 ., 13683, 20719.. 20883 



Seq. No. 10681 Seq. ID OJ9904 10_21 . 9922 , 07 

Gene No. 22738 Strand 

Start 5313 ~ End 23726 

Name OJ990410_21 . 9922 . 07 . ol . gp Method AAT/GAP 

Start 6031 End 6189 

GI 4968760 Score 216 

Exons 6031.. 6189 

GI Descrip, 629688/pir | | S4 6210 3.0e-29 dehydroquinase shikimate 
dehydrogenase - Common tobacco >gi_535771 (L32794) 
dehydroquinate dehydratase/shikimate dehydrogenase [Nicotiana 



11184 



tabacum] 



C /Ti M 

beq . INO . 


1 Of^PI 
i Udo 1 








Seq. ID 


OJ990410_21.9922 




Gene No , 










Strand 
















End 


23726 




Name 




QQ9 9 

y yz Z , 


, u / . ox , 


LC 


Method 


TBLASTX: Cress 






"7 9 Q 








End 


8500 






none 








Score. 


130 




Exons 


D / Z y . . DO U J / 


oy J X < 


. . / U X X , 


fi 9 R 


.8498, 8237. .8500 




Seq. No. 


10681 








Seq. ID 


OJ990410_21.9922 


.C7 


uene jno . 


22738 








Strand 








5313 








End 


23726 




Naiue 


OJ990410 21. 


9922. 


.C7.o2. 


np 


Method 


AAT/NAP 




C 4- -v^l- 

btart 


6934 








End 


20799 






1362060 








Score 


753 




Exons 


6934. .6994, 


8235. 


. .8581, 


11952 


. .12170, 


13567. .13672, 20636. 


GI Descnp, 


dehydroquinase-shikimate dehydrogenase 


- garden pea 




Seq. No. 


10681 








Seq. ID 


OJ990410_21.9922 


.C7 


Gene No . 


22738 








Strand 






C 4- — v4- 

Start 


5313 








End 


23726 




Name 


OJ990410 21. 


9922. 


.C7.01. 


tm 


Method 


TBLASTX: Maize 




btart 


8264 








End 


13675 




T 

GI 


none 








Score 


257 h ' 




Exons 


8264. .8584, 


8265. 


. .8585, 


11950 


. .12171, 


11952. .12170, 






13558. .13671 


, 13565. .13675, 13573.. 13674 




Seq. No. 


10681 








Seq. ID 


OJ990410_21. 9922 


.C7 


Gene No. 


22738 








Strand 






Start 


5313 








End 


23726 




Name 


OJ990410 21. 


9922. 


.C7.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


8285 








End 


12047 




GI 


none 








Score 


280 




Exons 


8285. .8584, 


8289. 


. .8585, 


11950 


. . 12042, 


11952. .12047 





Seq. -No. 


10681 


Seq. ID 


OJ990410_21. 9922 


.C7 


Gene No. 


22738 


Strand 






Start 


5313 


End 


23726 




Name 


OJ990410 21.9922.C7.o2.tc 


Method 


TBLASTX: Cress 




Start 


8501 


End 


13683 




GI 


none 


Score 


101 




Exons 


8501.. 8590, 8502.. 8612, 8514. 


.8603, 11940. .12170, 11965 


. . i: 




13565. .13675, 13573.. 13683 








Seq. No. 


10681 


Seq. ID 


OJ990410_21.9922 


.C7 


Gene No. 


22738 


Strand 






Start 


5313 


End 


23726 




Name 


OJ990410 21.9922.C7.o4.gs 


Method 


GENSCAN 




Start 


20521 


End 


23726 




GI 


none 


Score 


.83 




Exons 


20521. .21199, 23710. .23726 








Seq. No. 


10682 


Seq. ID 


OJ990410_21.9922 


.C8 


Gene No. 


22739 


Strand 






Start 


199 


End 


4640 




Name 


OJ990410 21.9922.C8.o2.tm 


Method 


TBLASTX: Maize 





11185 



start 
GI 

Exons 



193 End 3115 

none Score 65 

193. .243, 197. ,247, 198. .248, 200. .250, 348. .407, 355. .522, 
368. .520, 691. .834, 694. .867, 2589. .2750, 2592. .2639, 
2716. .2754, 2835. .2945, 2836.-2943, 3033. .3098, 3033. .3098, 
3034. .3102, 3035. .3115 - ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10682 . 
22739 
199 

OJ990410_21.9922.C8.ol.gp 
199 

39479 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990410 21.9922.08 



4640 
AAT/GAP 
2756 
874 

199. .245, 354. .519, 694. .842, 2612. .2756 
*629688/pir| IS46210 l.Oe-23 dehydroquinase shikimate 
dehydrogenase - Common tobacco >gi_535771 (L32794) 
dehydroquinate dehydratase/shikimate dehydrogenase [Nicotiana 
tabacum] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10682 
22739 
199 

OJ990410_21. 9922.C8.ol.np 
208 

3169883 

208. .251, 363. .519, 



OJ990410_21.9922.C8 

4640 
AAT/NAP 
4640 
936 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2612. .2726, 2814. .2942, 



694 . .842, 
3033. .3096, 4289. .4640 

(AF033194 ) dehydroquinate dehydratase/shikimate : NADP 
oxidoreductase [Lycopersicon esculentum] gi 13169888 (AF034411) 
dehydroquinate dehydratase/shikimate :NADP oxidoreductase 
[Lycopersicon esculentum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10682 
22739 
199 



Seq. ID OJ990410_21.9922.C8 
Strand 



End 

OJ9904 10_21 . 9922 .C8.ol.gs Method 
354 End 
none Score 
354. .519, 694. .842, 2612. .2752, 2825. 
4289. .4614 



4640 
GENSCAN 
4614 
.8 

.2942, 3033. .3096/- 



Seq. No. 10682 Seq. ID 

Gene No. 22739 Strand 

Start 199 End 

Name OJ990410_21 . 9922 . C8 . ol . ts Method 

Start 364 End 

GI none Score 
Exons 



OJ990410_21.9922.C8 
4640 

TBLASTX : Soybean 

4638 

96 



364. .525, 368. .526, 694. .867, 704. .793, 2607. .2717, 2808. .2915, 
2836. .2907, 2907. .2945, 2908. .2943, 3033. .3098, 4289. .4636, 
4291. .4638 



Seq. No. 10682 Seq. ID 

Gene No. 22739 Strand 

Start 199 End 

Name OJ9904 10_2 1 . 9922 . C8 . ol . tc Method 

Start 2803 End 

GI none Score 



OJ990410_21.9922.C8 
4640 

TBLASTX: Cress 

4554 

64 



11186 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2803. .2892, 2841. .2915, 2845. .2925, 2910. .2945, 3033. .3098, 
4267. .4515, 4289. .4552, 4291. .4554 



10682 
22739 
199 

OJ990410_21.9922.C8.ol.tm 

4318 

none 

4318. .4638, 4319. .4639 

10682 
22739 
199 

OJ990410_21. 9922.C8.ol.tw 

4337 

none 

4337. .4639, 4339. .4638 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq.. ID 

Strand 

End 

Method 

End 

Score 



OJ990410_21.9922.C8 
4640 

TBLASTX: Maize 

4639 

266 



OJ990410_21.9922.C8 
4640 

TBLASTX: Wheat 

4639 

277 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



10683 Seq. ID OJ9904 10_21 . 9922 . C9 

22740 Strand 

1 End 7492 

OJ9904 10_21 . 9922 . C9 . ol . np Method AAT/NAP 

1 End 7492 

629688 '■ Score 418 

1..42, 717. .947, 2115. .2220, 7212. .7492 

dehydroquinase shikimate dehydrogenase - Common tobacco 
gi 1 535771 {L32794) dehydroquinate dehydratase/shikimate 
dehydrogenase [Nicotiana tabacum] 



10683 
22740 
1 

OJ990410_21.9922.C9.ol.gs 

555 

none 



Seq.. ID OJ990410_21. 9922 .C9 
Strand 

End 74 92 

Method GENSCAN 

End 7399 

Score .7 



555.. 611, 729.. 947, 2115.. 2220, 2352.. 2362, 3796.. 3922, 
5244. .5288, 7104. .7169, 7212. .7399 



10683 Seq. ID 

22740 Strand 

1 End 

OJ990410_21. 9922.C9.ol.tc Method 

717 End 

none Score 



OJ990410_21.9922.C9 
7492 

TBLASTX: Cress 

2231 

205 



717. .947, 742. .948, 744. .953, 2112. .2222, 2112. .2231, 2155. .2223 

OJ990410 21. 9922. C9 



10683 
22740 
1 

OJ990410_21.9922.C9.ol.tm 

717 

none 

717. .941, 727. .939, 728. .940 

10683 
22740 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 
Strand 



7492 

TBLASTX: Maize 

941 

294 



OJ990410 21. 9922. C9 



11187 




start 


1 




End 


7492 




Name 


ujyyu4iu ^x.yy^i/c.oy.oi. 


cs 


Method 


TBLASTX : Soybean 




Start 


TIT 
/ 1 / 




End 


7396 




GI 


none 




Score 


147 




Exons 


TIT QQO TTT Q/1'7 "70"? 


. , y 4i 0 , 


2112. .2231, 2115. .2219, 
















Seq. No. 


10684 






n.TQQDdin 91 QQ99 


.Cll 


Gene No. 


22741 






^. 




Start 


"7 Q Q 

/ jy 




ILIIU 


O D / 




Name 


ujyyu4iu ^i.yy^^.bii.oi 


. gs 


Method 


GENSCAN 




Start 


T "3 Q 

/ jy 




End 


867 




GI 


none 










Exons 


1 o)p , .00/ 










Seq. No. 


10685 




Q^c^ci in 


n.TQQD^in 91 QQ99 


.C15 


Gene No. 


22742 




O L. X dilLl 






b uarr 








X U O D 




Name 


ujyyufixu zcx . yyzz . bxo . ox 


. rm 


Method 


TBLASTX: Maize 




btart 


Q ^: c, 

ODD 




End 


748 




GI 


none 




Score 


D D 




Exons 




7 /I R 








Seq. No. 


10685 




beq. xu 


ujyyu^xu zx.yy^.^^, 


.015 


Gene No . 


22742 




Q"l- Y-ra mrl 

bi, ranu. 






Start 


0 c 

J DO ^ 




EjnQ 


1 n "5 

XUO D 




Name 


OJyyu4XU zx. yyzz.cxo.ox 


. tw 


Method 


TBLASTX: Wheat 




Start 


O 0 

oyo 




End 


1036 




GI 


none 




Score 


fl U J 




Exons 


oyo..yzZf fijy..o/j/ d^u 


. . //Of 


(TO 9 Q9 -1 


Q C (T 10*^^ 
r^OD. .XU^D 




Seq. No. 


10685 




oeq . X u 


OTQQn^in 91 QQ99 


.C15 


Gene No. 


22742 




q-H nH 
O t.X cHlQ. 






Start 


Q C Q 
ODD 




IiiIlQ. 


X U O D 




Name 


ujyyufixu zx . yy^z.uxo.ox 






TRT a QTY • P-roc: <= 
1 OXiiAO lA.. k^X^oo 




Start 


Q n 
bo U 




End 


1036 




bi 


none 




Score 


176 




Exons 


Dou..yxD/ Doo..yxz, yoD 


1 n '5 ^^ 

. . XUO D 








Seq. No. 


X U DO D 




Seq. ID 


OJ990410_21.9922, 


. bXO 


Gene No. 


22743 




Strand 






Start 


664 




End 


872 




Name 


OJ990410 21. 9922. CIS. ol 


.np 


Method 


AAT/NAP 




Start 


664 




End 


872 




bl 


6900306 




Score 


229 




Exons 


664. .872 










GI Descrip. 


(AJ250282) putative acid phosphatase [Hordeum vulgare] 




Seq. No. 


10686 




Seq. ID 


OJ990410_21. 9922. 


.018 


Gene No. 


22743 




Strand 






Start 


664 




End 


872 




Name 


OJ990410 21.9922.C18.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


677 




End 


859 




GI 


none 




Score 


129 




Exons 


677.. 835, 678.. 836, 834 


. .857, 


836. .859 






Seq. No. 


10687 




Seq. ID 


OJ990410_21.9922. 


.024 



11188 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22744 Strand + 

1 End 675 

OJ990410_21. 9922.C24 .ol.np Method AAT/NAP 

1 End 675 

4680203 Score 456 
1..51, 85. .675 

(AF114171) TNP2-like protein [Sorghum bicolor] 



10687 
22744 
1 

OJ990410_21. 9922.C24.ol.gs 
80 

none 
80. .650 



Seq. ID ' OJ990410_21.9922.C24 

Strand + 

End 675 

Method GENSCAN 

End 650 

Score .75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10687 
22744 
1 

OJ99Q410_21.9922.C24.ol.tw 
92 

none 



Seq. ID OJ990410_21. 9922.C24 

Strand + 

End 675 

Method TBLASTX : Wheat 

End 640 

Score 236 



92. .508, 181. .507, 521. .640, 544. .627 



10687 . 

22744 

1 

OJ990410_21,9922.C24.ol.ts 

196 

none 

196. .450, 217. .501, 218. .499 



Seq. ID OJ990410_21. 9922.C24 

Strand + 

End 675 

Method TBLASTX : Soybean 

End 501 

Score 88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10688 
22745 
1 

OJ990410_21. 9922. C25. ol.np 
1 

6742729 
1. .1103 

{AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ990410_21.9922.C25 
Strand -f 

1125 
AAT/NAP 
1103 
796 



End 

Method 

End 

Score 



Seq. ID OJ990410_21.9922.C25 

Strand + 

End 1125 

Method GENSCAN 

End 808 

Score .44 



Seq. ID OJ990410_21.9922.C25 

Strand + 

End 1125 

Method TBLASTX : Wheat 

End . 1125 

Score 426 



10688 
22745 
1 

OJ990410_21. 9922.C25.ol.gs 
18 

none 

18. .165, 187. .276, 360. .808 

10688 
22745 
1 

OJ990410_21. 9922.C25.ol.tw 
302 
none 

302. .730, 316. .720, 419. .763, 517. .738, 744. .812, 819. .1019, 
845. .979, 1072. .1125 



11189 




Seq. No. 


10688 








Seq. ID 


OJ990410_21. 


9922 


.C25 


Gene No. 










Strand 


+ 






Start 


-1 

1 








End 


1125 






Name 


OJy yU4 ID 


z 1 . y yzz . Cz b 


. Ol 


. tm 


Metnou 


TBLASTX: Maize 




Start 










End 


628 






GI 


none 








Score 


298 






Exons 


O T "3 /TOT 

oI3 . » bZ f , 


ol4 . . OZO 














Seq. No. 


10688 








Seq. ID 


OJ990410_21. 


9922 


.C25 


Gene No . 


/4b 








btrand 


+ 






Start 


1 








Lna 


1125 






Name 


TO Q n yi 1 n 

ojy yu4 lU 


z I . y yzz . LZb 


. ol 


. tc 




TBLASTX: Cress 




Start 


R Q 








Lna 


983 






GI 


none 








Score 


Ibz 






Exons 


Oby . . ODD, 


R Q T T n 
boo. . / / 


Q 1 Q 

o I y 


Q Q T 

. . y 0 o 










Seq. No. 


10689 








Seq. ID 


OJ99U4 ID Zl . 


n o o o 

yyzz 


.C26 


Gene No . 


/ 4 b 








btrand 


+ 






Start 


54 








End 


zd4 






Name 


OJyyU4 10 


zi . y yzz . czD 


. ol 


.gs 


Method 


GENS CAN 






Start 


54 








End 


264 • 






GI 


none 








Score 


C A 

. d4 






Exons 


54 . .264 
















Seq. No. 


10690 








Seq.' ID 


OjyyU41U Zl . 


yyzz 


.C29 


Gene No. 


221 Al 








Strand 


+ 






Start 


267 








End 


"DOC 

Job 






Name 


OJ990410_ 


21 . yyzz . Cz 9 


. ol 


.gs 


Method 








Start 


Z67 








End 


385 






GI 


none 








Score 


.8 






Exons 


O (TT O O C 

ZD / . . OOD 
















Seq. No. 


10691 








Seq. ID 


OJ990410_21. 


QQOO 

yyzz 


.C32 


bene no . 


zz /4o 








btrand 








Start 


o "3 
5o J 








End 


873 






Name 


ojy yu4 lu 


z 1 . yyzz . c jz 


. ol 


.gs 


Method 


GENSCAN 








Q T 








bna 


873 






GI 


none 








Score 


.42 






Exons 


coo Q T "3 
















Seq. No. 


10692 








Seq. ID 


OJ990410 21. 


9922 


.C33 


Gene No. 


22749 








Strand 


+ 






btart 


1 








End 


651 






Name 


OJ990410 


21.9922.033 


.ol 


.np 


Method 


AAT/NAP 






Start 


1 








End 


651 






GI 


4680204 








Score 


592 






Exons 


1. .651 
















GI Descrip. - 


, {AF114171) hypothetical 


protein [Sorghum bicolor] 






Seq. No. 


10692 








Seq. ID 


OJ990410_21. 


9922 


.C33 


Gene No. 


22749 








Strand 


+ 






Start 


1 








End 


651 






Name 


OJ990410 


21. 9922.C33 


.ol 


.gs 


Method 


GENSCAN 






Start 


61 








End 


614 






GI 


none 








Score 


.95 







Exons 61. . 614 



11190 




Seq. No. 


10692 




Seq. ID 


OJ990410_21.9922 


.C33 


Gene No. 


22749 




Strand 


+ 




b tart 


1 




bnu 


DDI 




NaiTie 


ujyyu4iu X . y yz/c . L Jo . oi 




Method. 


i bLiAo i A . wnea L 




Start 


loo 




tno 


O Dl 






none 




Score 






Exons 


1QQ OQD ic^Q ocQ i^;n 


. , jy 0 , 


iDU. .ouy. 


0^:1 a'oq '5Q1 


0 D X , 




4 D D . .DDI 










Seq. No. 


10693 




Seq. ID 


OJ990410_21.9922 


.C36 


Gene No . 


0 0 T c; n 




Strand 






Start 


yz 




bna 


Loo 




Naine 


vjjyyu^nu ^ 1 . y yz: ^: . b J D . oi 


. gs 


Method 


T M O 7\ M 




Start 


yz 




bna 


Loo 






none 




Score 






Exons 


y^i . . 1 J J 










Seq. No. 


10694 




Seq. ID 


OJ990410_21.9922 


.C37 


Gene No . 


22751 




Strand 






otart: 


124 




bna 


1 1 Q "7 
X 1 O / 




Name 


OJ990410 21.9922.C37.ol 


.gs 


Method 






Start 


124 




bna 


ilo / 






none 




Score 






kll Exons 


124. .268, 855. .1023, 1142. .IK 


i 1 






rf) 

Seq. No. 


10694 




Seq. ID 


OJ990410_21.9922 


.C37 


irni Gene No. 


22751 




Strand 






'•^l Start 


124 




End 


iio / 




''-M Name 


OJ990410 21.9922.C37.ol 


.np 


Method 






\l\ Start 


640 




End 


1 n C c: 




i l\ bi 


6539570 




Score 


O c. 1 




Exons 


640. .703, 863. .1065 










GI Descrip. 


(AP000836) hypothetical 


protein . [Oryza 


sativa J 




'"'I Seq, No. 


10695 




Seq. ID 


OJ990410_21.9922 


.C38 


Gene No. 


22752 




Strand 






C •= >-4- 

i, j ocaru . 


482 




End 


2177 




Name 


OJ990410 21.9922.C38.ol 


.gs 


Method 


GENSCAN 




,;st otarti 


482 




End 


2177 






none 




Score 


.69 




Exons 


482. .629, 763. .890, 1403. .1559, 1577. .1614, 1896. .2177 




Seq. No. 


10695 




Seq. ID 


OJ990410__21. 9922 


.C38 


Gene No. 


22752 




Strand 






ouar u 


482 




End 


2177 




Name 


OJ990410 21.9922.C38.ol 


.np 


Method 


AAT/NAP 




otar u 


544 




End 


672 




C T 


6721512 




Score 


52 




Exons 


544. .672 










GI Descrip. 


(AP00107 2) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


10696 




Seq. ID 


OJ990410_21. 9922 


.C39 


Gene No. 


22753 




Strand 


+ 




Start 


1 




End 


54 




Name 


OJ990410 21. 9922.C39.ol 


.gp 


Method 


AAT/GAP 




Start 


1 




End 


54 





11191 



GI 39479_1.R1084 Score 83 

Exons 1 . . 54 

GI Descrip, ' 629688/pir | | S4 6210 l.Oe-23 dehydroquinase shikimate 
dehydrogenase - Common tobacco >gi_535771 (L32794) 
dehydroquinate dehydratase/shikimate dehydrogenase [Nicotiana 
tabacum] ' 



ocq . viu . 


10697 


Seq. ID 




Zf ^ ^ c. 


ri 




22754 


Strand 


+ 








1 


End 


1 *i J 






Name 


OJ990520 29.9922.Cl.ol.np 


Method 


AAT/NAP 






Start 


" 1 


End 


443 






GI 


5091513 


Score 


197 








1..27, 246. .443 












(AB023482) Hypothetical protein [Oryza 


sativa] 






o e q . NO. 


10698 


Seq. ID 


OJ990520_29. 


9922 


.C2 


oene lno . 


22755 


Strand 








o uar L, 


1 


End 


660 






Name 


OJ990520 29.9922.C2.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


660 






P T 


4646203 


Score 


155 






Exons 


l.,189, 634. .660 










ox uescrxp. 


(AC007230) Belongs to PF| 00026 Eukaryotic aspartyl 


protease 




family. [Arabidopsis thaliana] 








beq . NO . 


10698 


Seq. ID 


OJ9'90520_29. 


9922 




Gene No. 


22755 


Strand 








Start 


1 


End 


660 






Name 


OJ990520 29.9922.C2.ol.tc 


Method 


TBLASTX: Cress 




O UdX L 


1 


End 


180 






oX 


none 


Score 


107 








1..180, 5. .175 










o C • IN (J • 


10698 


Seq. ID 


OJ990520_29. 


9922 


.C2 


Gene No. 


22755 


Strand 








Start 


1 


End 


660 






Name 


OJ990520 29. 9922.C2.ol.tm 


Method 


TBLASTX: Maize 




O L. ClX C 


1 


End 


172 






X 


none 


. Score 


144 








1..159, 2. .157, 2. .172 












10699 


Seq. ID 


OJ990520_29. 


9922 


.C4 




22756 


Strand 








Start 


191 


End 


2602 






Name 


OJ990520 29.9922.C4.ol.gs 


Method 


GENSCAN 






Start 


191 


End 


2602 






GI 


none 


Score 


.51 






Exons 


191. .404, 696. .1715, 2561. 


.2602 








Seq. No. 


10700 


Seq. ID 


OJ990520_29. 


9922 


.C5 


Gene No. 


22757 


Strand 


+ 






Start 


76 


End 


2440 






Name 


OJ990520 29.9922.C5.ol.gs 


Method 


GENSCAN 






Start 


76 


End 


2440 






GI 


none 


Score 


.87 






Exons 


76. .145, 2292. .2440 











11192 



Seq. No. 10700 
Gene No. 22757 
Start 76 

Name OJ990520_29 . 9922 . C5 . ol . gp 

Start 1340 

GI 21474_1.R1084 

Exons ' . 1340. .1482 

GI Descrip. '3894159 2.0e-10 (AC005312) 
thaliana] ' 



Seq, ID OJ990520_29. 9922.C5 

Strand + 

End 2440 

Method AAT/GAP 

End 1482 

Score 24 6 

hypothetical protein [Arabidopsis 



Seq. No. 10700 Seq. ID OJ990520_29 . 9922 . C5 

Gene No. 22758 Strand 

Start 2133 End 2463 

Name OJ990520_29 . 9922 . C5 . o2 . gp Method AAT/GAP 

Start 2133 End 2463 

GI LIB3477-003-P1-K1-E9 Score 163 

Exons 2133.. 2241, 2430.. 2463 

GI Descrip. ' 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
satival * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10701 Seq. ID OJ990520_29 . 9922 . C6 

22759 Strand 
2024 End 
OJ990520_29. 9922.C6.o2'.np Method 
2024 End 
6063554 Score 
2024. .2224, 2324. .2562, 3711. .3883 

(AP000615) ESTs AU075609 {C63344 ) , C71850 (E04 64 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ990520_29.9922. 
+ 

3883 
AAT/NAP 
3883 
171 



10701 
22760 
5059 

OJ990520_29.9922.C6.o2 .gs 
5059 
none 

5059. .5859 

10701 
22760 
5059 

OJ990520_2 9. 9922.C6.o3.np 
5059 
4512231 
5059. .5856 

(AB014741) ORFO protein [Oryza sativa] 



Seq. ID OJ990520_29.9922.C6 

Strand + 

End 5859 

Method GENSCAN 

End • 5859 

Score . 9 



Seq. ID OJ990520_29.9922.C6 



Strand 
End 

Method 

End 

Score 



5859 
AAT/NAP 
5856 
1320 



10701 
22761 
1 

OJ990520_2 9 . 9922 . C6 . o4 . np 
1 

6850312 



Seq. ID OJ990520_29.9922.C6 



Strand 
End 

Method 

End 

Score 



23179 
AAT/NAP 
18614 
297 



1..41, 7294. .7540, 7664. .7797, 7886. .7992, 18485. .18614 



11193 



1 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



(AC009999) Contains similarity to nucellin from Hordeum vulgare 
gb|U87148. ESTs gb|T22068, gb|F14251, gb|F14237, gb|F14242 come 
from this gene. [Arabidopsis thaliana] 



10701 
22761 
1 

OJ990520_29.9922.C6.ol.gs 

164 

none 



Seq. ID OJ990520_29.9922.C6 
Strand 

End 23179 

Method GENSCAN " ' 

End 4257 

Score .54 



164. .262, 732. .912, 1024. .1579, 1975. .2302, 2318. .2539, 
2577. .2833, 3948. .4063, 4247. .4257 



Seq. ID OJ990520_29. 9922.06 
Strand 

End 23179 

Method AAT/GAP 

End 7372 

Score 1076 



10701 
22761 
1 

OJ990520_29.9922.C6.ol.gp 
1124 

uC-osflcypl76fl0bl 
1124. .1599, 7297. .7372 

' 6041757/gb| AC011806. 1 1 AC011806 O.Oe+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence* 



10701 

22761 - 
1 

OJ990520_29.9922.C6.o3.gs 

6837 • 
none 



Seq. ID OJ990520_29.9922.C6 

Strand . - 

End 23179 

Method GENSCAN 

End 8415 

Score . 63 



6837. .6861, 7297. .7458, 7880. .8031, 8353. .8415 



10701 
22761 
1 

OJ990520_29.9922.C6.ol.tm 

7288 

none 



Seq. ID OJ990520_29. 9922.C6 
Strand 

End 23179 

Method TBLASTX: Maize 

End 8005 

Score 92 



7288. .7452, 7293. .7409, 7294. .7536, 7295. .7498, 7296. .7568, 
7671. .7796, 7677. .7754, 7678. .7791, 7904. .8005 



10701 
22761 
1 

OJ990520_2 9.9922.C6.o4.gs 

9354 

none 



Seq. ID OJ990520_29. 9922.C6 
Strand 

End 23179 

Method GENSCAN 

End 17745 

Score .73 



9354. .9540, 9600. .9721, 10801 11021, 11027 .. 11291 , 
12210. .12251, 12305. .12431, 13066 ..' 13237 , 15397 .. 15590, 
16135. .16228, 174 09. .17525, 17703. .17745 



10701 
22761 
1 

OJ990520_29. 9922.C6.o5.np 

17292 

4680204 



Seq. ID OJ990520_29.9922.C6 
Strand 

End 23179 

Method AAT/NAP 

End 23179 

Score 1035 



11194 



Exons 17292. .17334, 19528 .. 19622, 19973 .. 20192, 2028 9 20438 , 

20548. .21671, 21746.. 23179 
GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



Seq. No. 10701 
Gene No. 22761 
Start 1 

Name OJ990520_2 9 . 9922 . C6 . o5 . gs 

Start 19476 
GI none 

Exons 19476. .19652, 19732 .. 19830 , 

20572. .21257, 21259 .. 214 04 , 
21911. .22076, 22206.. 23164 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990520 29. 9922. C6 



23179 
GENSCAN 
23164 
.55 

19925. .19997, 20082 .. 20192, 
21530. .21671, 21746. .21865, 



Seq. No. 10701 

Gene No. 22761 

Start 1 

Name OJ990520_29 . 9922 . C6 . ol . tw 

Start 22136 

GI none 

Exons 22136. .22306, 22269 .. 224 36, 
22399. .22539, 22429.. 22539 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_29.9922.C6 

23179 - 
TBLASTX: Wheat 
22539 
84 



22301. .22537, 22388 .. 22537 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10702 
22762 
1 

OJ990520_29 
1 

342_1.R1084 
1..341, 451 



OJ990520 29. 9922. C7 



Seq. ID _ 

Strand 

End 3204 
Method AAT/GAP 
End 3204 
Score 5332 
683. .3204 

M574406/gb|AAD24042.1| O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



9922.C7.ol.gp 



,545, 628. .647, 



Seq. No. 


10702 




Seq. ID 


OJ990520_29. 9922.C7 


Gene No. 


22762 




Strand 




Start 


1 




End 


3204 


Name 


OJ990520 29.9922.C7.ol. 


gs 


Method 


GENSCAN 


Start 


755 




End 


3169 


GI 


none 




Score 


-.98 


Exons 


755. .3169 








Seq. No. 


10702 




Seq. ID 


OJ990520_29. 9922.C7 


Gene No. 


22762 




Strand 




Start 


1 




■End 


3204 


Name 


OJ990520 29.9922.C7.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


830 




End 


2147 


GI 


none 




Score 


131 


Exons 


830. .922, -911. .991, 996 


. .1076, 


1004. . 


1144, 1005. .1145, 




1092. .1187, 1124. .1183, 


1190. . 


1234, 1195. .1230, 1229. .2146, 



1245. .2147 



Seq. No. 10702 Seq. ID 

Gene No. 22762- Strand 

Start 1 End 

Name OJ990520_2 9 . 9922 . C7 . ol . np Method 

Start 1314 End 

GI 6742729 Score 



OJ990520_29.9922.C7 

3204 
AAT/NAP 
3204 
3014 



11195 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1314, .3204 

(AF121139) RIM2 protein [Oryza sativa] 



10702 
22762 
1 

' OJ990520_2 9. 9922.C7 .ol.tc 
1411 • 
none 



Seq. ID OJ990520_29. 9922.C7 
Strand 

End 320'4 

Method TBLASTX : Cress 

End - 18 63 

Score 182 



1411, .1662, 1412. .1849, 1412, .1855, 1416. .1859, 1422. .1859, 
1681, .1863 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10702 
22762 
1 

OJ990520_2 9. 9922.C7.o2.tm 

1790 

none 



10702 
22762 
1 

OJ990520_29. 9922.C7 .o3.tw 

2148 

none 



Seq. ID OJ990520_29, 9922,C7 
Strand 

End 3204 

Method TBLASTX : Maize 

End 2104 

Score 70 



1790. .2020, 1790. .2104, 1818, ,2093 



Seq, ID OJ990520_29, 9922.C7 
Strand 

End 3204 

Method TBLASTX : Wheat 

End 2558 

Score 81 



2148, .2234, 2150. .2239, 2150. .2233, 2266.-2478, 2267. .2485, 
2307. .2489, 2495. ,2557, 2508. ,2558 



10702 
22762 
1 

OJ990520_29.9922.C7.ol.ts 

2591 

none 

2591. .2833 



Seq. ID OJ990520_29. 9922.C7 
Strand 

End 3204 

Method TBLASTX : Soybean 

End 2833 

Score 204 



Seq. No*. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10702 
22762 
1 

OJ990520_29 , 9922 . C7 . ol . tm 

2663 

none 



10702 
22762 
1 

OJ990520_29, 9922.C7.o2.tw 

2697 

none 



Seq. ID OJ990520_29. 9922.C7 
Strand 

End 3204 

Method TBLASTX : Mai ze 

End 3109 

Score 113 



2663.-2857, 2867, .3109, 2868, .3101 



Seq. ID OJ990520_29. 9922-C7 
Strand 

End 3204 

Method TBLASTX : Wheat 

End 3166 

Score 173 



2697-. 2903, 2697. .2906, 2702. .2905, 2702. .2926, 2906. .3004, 
2907-,2999, 2987. .3109, 3008. .3112, 3012. .3113, 3092. .3148, 
3113-.3166, 3114. .3158 



Seq. No. 
Gene No. 



10702 
22762 



Seq. ID OJ990520_29. 9922.C7 
Strand 



11196 








1 

X 








3204 












QQ9 9 


P7 rk9 tn 


i^i C L, I i L/ U 


TBLASTX: Cress 






O Lair L 










3203 










none 






Score 


-7 O 








Exons 


9QS4 "^909 

£. ^ ^ m m O £.\J f 






• ^ ^ \j J 










Seq. No. 


10703 






Seq. ID 


O.TQQnS9n '9Q 


QQ99 


.C8 




Gene No. 


22763 






Strand 










O La, J- U 


















Na.ine 


n.TQQns9n 9Q 


QQ9 9 


PR ri'^ rtQ 


Mo +" h oH 


O Hi IN O V_/rt.iN 








O Ua. XT U 


^9Q^ 
o ^ ^ o 






FnH 


^ -7 O ^ 








PT 


none 








89 








Exons 




^791 


. . .J _7 O 












Q Q rr M 

o e . IN (J . 








o c . J-U 


OJ990520_29, 


.9922 


PR 






22764 






Strand 










start 


1 






End 


1179 








Name 


OJ990520_29 


.9922 


. C8 . ol . gp 


Method 


AAT/GAP 








o uairu 


1 

X 






End 


1179 








PT 


9 T 1 09 ^ 






Score 


299 








IT* V ^\ 'r\ ^ 


1 90 SQ? 
X*.^U/ o^o. 


.731, 


1142. .1179 














R9 1 fi9 /omh 


ICAB55420.il 9.0e- 


13 {AL117265) zhb0012. 


, 1 [Oryz, 






s a t i va ] 














= 5? 


o e q . IN o . 


1 070"^ 






Seq. ID 


OJ990520_29. 


.9922 


PQ 




Gene No.- 


22764 






Strand 










Start 


1 






End 


1179 








Name 


OJ990520 29 


.9922 


PO y-vT T-ir^ 


Method 


AAT/NAP 








o tar L. 


1 






End 


731 








P T 


4680203 






Score 


768 








Exons 


1. .731 














• i I 

y 




(AF114171) TNP2- 


like protein 


[Sorghum bicolor] 






' "f 


Seq. No. 


10703 






Seq. ID 


OJ990520_29. 


,9922 


.C8 




Gene No. 


22764 






Strand 












1 






End 


1179 








Name 


OJ990520 29 


.9922 


.C8.ol.gs 


Method 


GENSCAN 








o uar L. 


38 






End 


494 








P T 


none 






Score 


.99 






_ t 


IT* v n c 
III A(JIlo 


38. .494 
















Seq. No. 


10703 






Seq. ID 


OJ990520_29. 


.9922 


.C8 




Gene No. 


22765 






Strand 










o uai. L 


2107 






End 


2965 








Name 


OJ990520 29 


. 9922 


.C8.o2.gs 


Method 


GENSCAN 








o L a r u 


2107 






End 


2965 








PT 


none 






Score 


.42 








Exons 


2107. .2381, 


2818 


..2965 














10703 






Seq. ID 


OJ990520_29, 


,9922 


.C8 




Gene No. 


22766 






Strand 










Start 


4540 






End 


6759 








Name 


OJ990520 29 


.9922 


.C8.01. tw 


Method 


TBLASTX: Wheat 






Start 


24 






End 


380 








GI 


none 






Score 


160 








Exons 


24. .281, 29 


. .280 


, 39. .290, 40 


..282, 273. .380 







11197 




Seq. No. 


10703 








Seq. ID 


OJ990520_29.9922, 


.C8 


Gene No. 


22766 








Strand 








fi O 4 U 








RnH 






Na.ine 




» J? z . 


k^O . (J X * 




Mo"!" h oH 


TRT QCJTY • <^owHo;:»n 




o L a.J- t. 












/ 






none 








O J- c 


J. U J 




P V on Q 


19 257 43 


. . 249 














10703 








Seq. ID 


OJ990520_29.9922, 


. C8 


Gene No. 


22766 








Strand 






Start 


4540 








End 


6759 




Name 


OJ990520 29. 


. 9922. 


C8.04 . 


gs 


Method 


GENSCAN 




Start 


4540 








End 


6759 




GI 


none 








Score 


.86 




Exons 


4540. .4618, 


5866. 


.5934, 


6111. 


.6235, 6592.. 6759 





Seq. No. 10704 Seq. ID 

Gene No. 22767 Strand 

Start 201 End 

Name OJ990520_29 . 9922 . C9 . ol . gs Method 

Start 201 End 

GI none Score 

Exons 201.. 337 



OJ990520_29. 9922.09 
+ 

337 

GENSCAN 

337 

.57 



Seq. No. 


10704. 


Seq. ID 


OJ990520_29.9922.C9 


Gene No. 


22768 


Strand 


+ 


Start 


4853 


End 


6566 


Name 


OJ990520 29.9922.C9.o2.gs 


Method 


GENSCAN 


Start 


4853 


End 


6566 


GI 


none 


Score 


.49 


Exons 


4853. .5127, 6356. .6427, 6497 


. .6566 




Seq. No. 


10704 


Seq. ID 


OJ990520_29.9922.C9 


Gene No. 


22769 


Strand 


+ 


Start 


18366 


End 


22271 


Name 


OJ990520 29.9922.C9.o4.tw 


Method 


TBLASTX: Wheat 


Start 


18360 


End 


18747 


GI 


none 


Score 


356 


Exons 


18360. .1874 6, 18371., .18745, 


18484. .18747 


Seq. No. 


10704 


Seq. ID 


OJ990520_29.9922.C9 


Gene No. 


22769 


Strand 


+ 


Start 


18366 


End 


22271 


Name 


OJ990520 29.9922.C9.ol.np 


Method 


AAT/NAP 


Start 


18366 


End 


22271 


GI 


6539553 


Score 


6707 


Exons 


18366. .22271 






GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIREl 



(D85597) [Oryza sativa] gi.J 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIREl (D85597) 
[Oryza sativa] 



Seq. No. 10704 Seq. ID 

Gene No. 22769 Strand 

Start 18366 End 

Name OJ990520_29 . 9922 . C9 . o2 . tm Method 

Start 18495 End 



OJ.990520_29.9922.C9 
+ 

22271 

TBLASTX: Maize 
18808 



11198 



GI 

Exons 



none Score 366 

18495. .18806, 18503 .. 18808 , 18505.. 18807 



O C ^ • IN (J • 


10704 






Seq. ID 


OJ990520 29.9922.09 




22769 






Strand 


+ 




O L. d I- 


18366 






End 


22271 




Ns-ine 


OJ990520 29. 9922. C9. 


ol . tm 


Method 


TBLASTX: Maize 




start 


19307 






End 


19629 




GI 


none 






Score 


261 




Exons 


19307. 


.19561, 19314. 


.19628, 


19334. .19627, 194 68. .19629 




O C . IM\J * 


10704* 






Seq. ID 


OJ990520_29.9922 


r9 




22769 






Strand 


+ 




3 rt 


18366 






End 


22271 




Nsitie 


OJ990520 29. 9922. C9. 


o5 . tw 


Method 


TBLASTX .-Wheat 




91-3 rt 


19907 






End 


20099 




GI 


none 






Score 


263 




Exons 


19907. 


.19978, 19908. 


.20099, 


19908. .20099 




O C U . LN ^ . 


10704 






Seq. ID 


OJ990520_29.9922 


CQ 

. \^ -7 




22769 






Strand 


+ 




O L. CL i. U 


18366 






End 


22271 






OJ990520 29.9922.09. 


o5 . tm 


Method 


TBLASTX: Maize 




04- a v--|- 


19956 






End 


20528 




\j J. 


none 






Score 


228 




Exons 


19956. 


.20264, ■ 20039. 


.20230,' 


20283.. 20528 




9prr Mn 


10704 






Seq, ID 


OJ990520_29.9922 


PQ 


r^oTio Mo 


22769 






Strand 


+ 




c+-;a rt 


18366 






End 


22271 




NsiTie 


OJ990520 29.9922.09. 


o3 . t s 


Method 


TBLASTX: Soybean 




start 


20052 






End 


20477 




GI 


none 






Score 


197 




Exons 


20052. 


.20276, 20060. 


.20230, 


20061. .20231, 20277. .20477, 






20285. 


.20323 










Sea No 


10704 






Seq. ID 


OJ990520_29.9922 






22769 






Strand 


+ 




Start. 


18366 






End 


22271 




Name 


OJ990520 29.9922.09. 


o2 . tc 


Method 


TBLASTX: Ores s 




Start 


20085 






End 


20477 




GI 


none 






Score 


112 




Exons 


20085. 


.20267, 20280. 


.20477 








Sea No 


10704 






Seq. ID 


OJ990520_29.9922 


. 09 


HenP No 


22769 






Strand 


+ 




O U d i. L. 


18366 






End 


22271 




Name 


OJ990520 29.9922.09. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


20100 






End 


20855 




GI 


none 






Score 


624 




Exons 


20100. 


.20564, 20108. 


.20587, 


20608. .20838, 20616 .. 20855, 






20638. 


.20835, 20696. 


.20854 








Seq. No. 


10704 






Seq. ID 


OJ990520_29.9922 


09 


Gene No. 


22769 






Strand 


+ 




Start 


18366 






End 


22271 




Name 


OJ990520_29. 9922.09. 


ol.ts 


Method 


TBLASTX: Soybean 





11199 



O Lcti. L 


9077 S 






J J \J -7^ w VJ 




11) A. (Jl io 


9n77R 7()^<^^ 


91 088 








Seq. No. 


10704 




Gene No. 


22769" 






18366 




Nsine 




o1 to 

VJ X . u v^ 


CH- 3 T--t- 


^ VJ u o o 






none 




P von 


20868 21128 




Seq. No. 


10704 




Gene No. 


22769 




Start 


18366 




Nsme 




o"^ t*Tin 


Of- o r-t 

O L-dl. L 


^ VJ -7 X VJ 






n on d 






20910 21374 21045 


. 21227 


Seq. No. 


10704 




Gene No. 


22769 




q-i- 7-+- 

O U d i. L. 


X O J \J Vj 




Name 


n.TQQnR9n 9Q QQ99 pq 
v^O ^ y\j D ^j?.^^^^.v^z? 


0*3 . "CW 


O Ua JT L 


on Q1 n ~ ■ 
Z U ^ X u 






none 




von c 


9nQin 910S7 


919^0 


Seq. No. 


10704 




Gene No. 


22769 




9t;^ rt 


18366 




Name 




o9 -h Q 

VJ^ • L o 




91 '^09 ~~ 
^1 X o u ^ 






n on o 




P von Q 


21309 21S08 21306 


. 21554 , 


Seq. No. 


10704 




Gene No. 


22769 




Start 


18366 




Name 


n.TQQnS9n 9Q QQ99 pq 


o 4 I" m 


O LdX L 


9 1 4 fiR ~" 

Z. X *i O J 




\J X 


n on o 




F. von <=? 


21465 21803 21465 


.21788 


o tr q . IN vj . 


X VJ f VJ *a 




Gene No. 


22769 




Start 


18366 




Name 


n,TQQ0S9O 9Q QQ99 PQ 


o2 ■ tw 


O L a X L 


91 fiSQ ~ 

Z X V ^ ^ 




P T 
oX 


none 




Exons 


21659. .21706, 21660. 


.21734, 




21750. .22097, 21751. 


.22134 


Seq. No. 


10704 




Gene No. 


22769 




Start 


18366 





End 21239 
Score 385 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990520_29.9922.C9 
+ 

22271 

TBLASTX: Cress 

21128 

286 



OJ990520_29.9922.C9 
+ 

22271 

TBLASTX: Maize 

21374 

357 



Seq. ID OJ990520_29.9922.C9 

Strand + 

End 22271 

' Method TBLASTX: Wheat 

End 21455 

Score 318 
21249. .21455, 21323. .21427 

Seq. ID OJ990520_29.9922.C9 

Strand + 

End 22271 

Method TBLASTX : Soybean 

End 21653 

Score 311 
21309. .21653 

Seq. ID OJ990520_29. 9922.09 

• Strand + 

End 22271 

Method TBLASTX: Maize 

End 21803 

Score 315 



Seq. ID OJ990520_29.9922.C9 

Strand + 

End ' 22271 

Method TBLASTX : Wheat 

End 22135 

Score 101 
21661. .21735, 2174 9 22135, 



Seq. ID OJ990520_29. 9922.C9 
Strand + 
End 22271 



11200 






OJ990520 29.9922.C9.o4.ts 


Method 


TBLASTX: Soybean 




21666 


End 


22007 




none 


Score 


90 


P von Q 


21666. .21779, 21798 22007 , 21803. .21928 


Seq. No. 


10705 


Seq. ID 


OJ990520_29. 9922. CIO 


Gene No. 


22770 


Strand 


+ 


O Ucil. L 


149 


End 


1635 




OJ990520 29.9922.C10.ol.gs 


Method 


GENSCAN 




X 1 ^ 


End 


1635 




none 


Score 


.74 




149. .324, 337. .384, 574. .690, 


894. .1029, 1559. .1635 


Seq. No. 


10705 


Seq. ID 


OJ990520_29. 9922. CIO 


Gene No. 


22771 


Strand 


+ 


O L. d i. L 


5100 


End 


8549 


Nsine 


OJ990520 29. 9922.C10.o2.gs 


Method 


GENSCAN 


O L d J. L. 


5100 


End 


8549 




none 


Score 


.74 




5100. .5368, 5488. .5620, 6833. 


.6993, 8495. .8549 


O ^ Lj^ • IN u . 


10705 


Seq. ID 


OJ990520_29. 9922. CIO 


Gene No. 


22772 


Strand 




Start 


1 


End 


5376 


Narne 


OJ990520 29.9922.C10.ol.np 


Method 


AAT/NAP 


c;-f- o -r-t- 


1 


End 


5376 




6728988 


Score 


523 


Exons 




4533. .4762, 4891. .5022, 5115. .5376 


CIT Oo C; O T" T "O 


(AC018363) putative aspartyl 


protease 


[Arabidopsis thaliana] 


Corr Mo 


10705 


Seq. ID 


OJ990520_29. 9922. CIO 


Gene No. 


22773 


Strand 




Start 


10837 


End 


11721 


LN dlllC 


OJ990520 29.9922.C10.ol.tm 


Method 


TBLASTX: Maize 


O L. d i. L. 


542 


End 


4738 


O A, 


none 


Score 


143 


P V on Q 


542. .688, 543. .692, 556. .696, 


571.. 696, 1529. .1720, 1545. .1643, 




1551. .1757, 1552. .1755, 1552. 


.1770, 4530.. 4685, 4532.. 4738 


Seq. No. 


10705 


Seq. -ID 


OJ990520_29. 9922. CIO 


Gene No. 


22773 


Strand 




Start 


10837 


End 


11721 


Naine 


OJ990520 29.9922.C10.ol.tc 


Method 


TBLASTX: Cress 


O L. d I. L. 


553 


End 


1778 


GI 


none 


Score 


77 


R von Q 


553. .696, 560. .688, 1551. .1778, 1552.. 


1773 


Seq. No. 


10705 


Seq. ID 


OJ990520_29. 9922. CIO 


Gene l^o. 


22773 


Strand 




O L. d i. L. 


10837 . 


End 


11721 


Name 


OJ990520 29.9922.C10.ol.ts 


Method 


TBLASTX : Soybean 


Start 


574 


End 


1739 


GI 


none 


Score 


142 


Exons 


574. .696, 1542. .1739, 1558. .1731 




Seq. No. 


10705 


Seq. ID 


OJ990520_29. 9922. CIO 


Gene No. 


22773 


Strand 





11201 






X u 0 J / 


End 


11721 




riTQQn^9n 9Q QQ99 Pin r»9 i-m 
VJu ^iJUO^U -7-/^^ .v^XU * 0^ • LIU 


Method 


TBLASTX: Maize 






End 


5224 




none 


Score 


92 


Exons 


4Qn^ "=101 dQOA 


.5021, 5114. .5167, 5174.. 5224 


Seq. No. 


10705 


Seq. ID 


OJ990520_29. 9922. CIO 


Gene No.' 


22773 


Strand 


- 


o L-ciX. L 


X u 0 0 / 


End 


11721 


Nsitie 


OTQQD^^n 9Q QQ99 PI fl rr^ 


Method 


GENSCAN 


OLa.iL. 


1 nft '^7 ~ 
X u 0 0 / 


End 


11721 


P T 


none 


Score 


.52 


iLi AvJi Xo 


infi^7 inQ9fi T 1 Sfi9 11791 

XLiO-.Jr • .XU^^vJ/ XXvJU^* .XXr^X 






Seq. No. 


10706 


Seq. ID 


OJ990520_29.9922.C11 


Gene No. 


22774 


Strand 


+ 


0 L aX L 


1 74 


End 


6667 


N3ITie 


n.TQQnS9n 9Q QQ99 pi 1 ol rfc; 


Method 


GENSCAN 


0 taX L 


1 7 d ~ 

X / 4 0 


End 


6667 




none 


Score 


.62 


Exons 


MAf^ IftHQ Sn'^7 S147 S41fi 


.5800, 5873. .6667 


oeq . iMO . 


1 n7nf^ 

X U / U D 


Seq. ID 


OJ990520_29.9922.C11 


Gene No. 


22774 


Strand 


+ 


Start 


1746 


End 


6667 


Name 


OJ990520 29.9922.Cll.ol.np 


Method 


7UVT/NAP 


0 rar L 


2695 


End 


4643 


P T 


4680186 


Score 


195 


Exons 


2695. .2940, 4442. .4643 






uescnp. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


0 e q . ln 0 . 


10706 


Seq. ID 


OJ990520_29.9922.C11 


VjCllt; LNL> . 


22775 


Strand 




Start 


1312 


End 


1808 


Name 


OJ990520 29.9922.Cll.ol.gp 


Method 


AAT/GAP 


Q-l- a -r-l- 
0 tciirL. 


1312 


End 


1808 


PT 


uC-osflcypl26fl0bl 


Score 


990 


Exons 


1312. .1808 








•3915039/sp|Q41144 ISTC RICCO 


l.Oe-15 SUGAR CARRIER PROTEIN C 




>gi_169718 (L08196) sugar carrier protein [Ricinus communis] 


0 e q . LN 0 . 


10706 


Seq. ID 


OJ990520_29.9922.C11 




22776 


Strand 




Start 


5036 


End 


6650 


Name 


OJ990520 29.9922.Cll.o2.np 


Method 


AAT/NAP 


Start 


5036 


End 


6650 


PT 


6907087 


Score 


430 




5036.. 5137, 5679. .6650 






PT nQC/^T*1 

oX Ucot-XXp. 


(AP001129) ESTs C72771 (E22.15 ) , AU082313 (E2215) correspond to 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 






Seq. No. 


10706 


Seq. ID 


OJ990520_29.9922.C11 


Gene No. 


22777 


Strand 




Start 


7670 


End 


8363 


Name 


OJ990520 29.9922.Cll..o2.gs 


Method 


GENSCAN 


Start 


7670 


End 


8363 



11202 






none 


Score 


7 ^ 








TT* \^ c 














oecj . iNO . 


xu / U / 


oeq. xu 


OJ990520_ 


_29. 


Q Q9 9 


PI 9 
UXZ 


Gene No. 


22778 


Strand 


+ 








Start 


169 


End 


8321 








Name 


OJ990520 29.9922.C12.ol.gs 


Method 


GENSCAN 








o uaiT u 


169 


End 


8321 










none 


Score 


.48 








Exons 


169. .262, 955. .1013, 2064.. 


2229, 3429.. 


3555, 4225.. 


4634, 






4858. .5002, 6847. .6966, 7282. .7396, 7403. .7545, 


7571. ,7714, 




ii'^f, ffnn4 ftnii ft^?i 












Gary M/^ 
oeCJ . LNO . 


10707 


Seq. ID 


OJ990520 


_29. 


9922. 


C12 


Gene No. 


9977ft 
^ ^ t / o 


Strand 


+ 








Start 


X D ^ 


End 


8321 








Name 


riTQQn'^9n 9Q QQ99 pi 9 o9 nn 


Method 


AAT/NAP 








o uar L 


9 o -3 n 
^ 0 J X 


End 


3599 










4 D 0 U X O O 


Score 


182 








TP v ^> c* 


9ff'^1 9Qni "^Rl n "^t^QQ 












GI Descr ip . 


{AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




beq. INC. 


10707 


Seq. ID 


OJ990520_ 


_29. 


9922. 


PI 9 


Gene No. 


22779 


Strand 










Start 


948 


End 


1156 








Name 


bj990520 29.9922.C12.ol.np 


Method 


AAT/NAP 








Start 


948 


End 


1156 










5852181 


Score 


112 








Exons 


948. .1156 












GI Descrxp. 


(AL117265) . zhbOOll.l [Oryza 


sativa] 










Seq. No. 


10707 


Seq. ID 


OJ990520_ 


_29. 


9922. 


C12 


Gene No. 


22780 


Strand 










Q4- a 

o car L. 


8955 


End 


12317 








Name 


OJ990520 29.9922.C12.o2.gs 


Method 


GENSCAN 








o car L 


8955 


End 


12317 








PT 
(aX 


none 


Score 


.59 








Exons 


8955. .9068, 11170 .. 11274 , 11955. .12317 










o e q . LN o . 


10707 


Seq. ID 


OJ990520_ 


_29. 


9922. 


C12 




22780 


Strand 










Start 


8955 


End 


12317 








Name 


OJ990520 29.9922.C12.ol.gp 


Method 


AAT/GAP 








ocar u 


11720 


End 


12018 








P T 
laX 


61605 3.R1084 


Score 


419 








Exons 


11720. .12018 












ljx uescrxp. 


' 1402920/emb|CAA66965| 2.0e 


-20 (X98321) 


peroxidase 


[Arabidopsis 




thaliana] ' 












beq. NO. 


10707 


Seq. ID 


OJ990520_ 


_29. 


9922. 


C12 


Gene No. 


22781 


Strand 










Start 


12464 


End 


12712 








Name 


OJ990520 29.9922.C12.o2,gp 


Method 


AAT/GAP 








Start 


12464 


End 


12712 








GI 


3761181 


Score 


409 








Exons 


12464. .12712 













GI Descrip. 4 521 193/dbj | AB013450 . 1 | AB013450 l.Oe-99 Oryza sativa DNA, 



11203 




similar sequence to Pib gene 



ocq . LNO . 






Seq. ID 


OJ990520_29.9922 


PI 9 


o o M 






Strand 








1 4 404 

X »± *i U 1 




End 


20886 




Naitie 




o9 -hm 


Method 


TBLASTX: Maize 






10296 ~ 




. End 


10685 




r'T 


none 




Score 


63 






109Qfi lOf^lQ 109Q7 


1 04 Q4 


10626. .10685 




Seq. No. 


10707 




Seq. ID 


OJ990520_29. 9922 


.C12 




22782 




Strand 








T 4404 

X T *1 U *1 




End 


20886 




Nsine 


n.TQQ0R90 ?Q CiQpO pi 9 

WU_?_?UsJt.VJ ^^._7^iL.^.^X^ 


o 1 "hm 


Method 


TBLASTX: Maize 




O L- ClX (_ 


1 Ofl4 Q ~ 

X W O J 




End 


11262 




ox 


none 




Score 


67 




P von Q 


1 0R4 Q 1 09fi5 1 OR SO 


. 10960, 


10975. .11034, 11029. .11262, 






11030. .11188 












1 0707 
X u / u / 




Seq. ID 


OJ990520_29. 9922 


PI 9 


Q ^ M /*\ 


997ft 9 




Strand 






o uaxr u 


1 4404 

X *i f± U *i 




End 


20886 




Name 


nTQQ0C>90 9Q QQ^C PI 9 


- 

. Ox • "CW 


Method 


TBLASTX: Wheat 




otax L 


X U D 




End 


11200 






none 




Score 


164 - 




Exons 


1 OQOf; 111 QO 1 0Q07 

xuyuD. .ixxyUf xuyu / . 


1 1 900 
. X X z u u 








Seq. No. 


10707 




Seq. ID 


OJ990520__29.9922 


.C12 


Gene No. 


22782 • 




Strand 






O L. dX L 


14404 




End 


20886 




Name 


OJ990520 29.9922.C12 


. o3 . np 


Method 


AAT/NAP 




O L a X L 


14252 




End 


20886 




kJX 


.5091513 




Score 


2301 




von c 


14252. .14398, 15527. 


.15595, 


15660. .157 67, 15842. .16233, 






17064. .18408, 20801. 


.20886 








oX UcoO-XXp. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No . 


10707 




Seq. ID 


OJ990520_29.9922 


.C12 




22782 . 




Strand 






O L. d X L 


14404 




. End 


20886 






OJ990520 29.9922.C12 


. o3 . gs 


Method 


GENSCAN 




O L. CtX L 


14404 




End 


18512 




VJ J. 


none 




Score 


.61 




T^^ V on c 


14404. .14618, 14930. 


.15060, 


15365. .15668, 15723 .. 158 61 , 






15947. .16331, 16968. 


.18118, 


18120. .18512 




O C . LN . 


10707 




Seq. ID 


OJ990520_29.9922 


PI 9 


riono Mo 


22782 




Strand 






O UaX L 


14404 




End 


20886 




Name 


OJ990520 29.9922.C12 


.o4 .gs 


Method 


GENSCAN 




start 


19276 




End 


20744 




GI 


none 




Score 


.74 




Exons 


19276, .19554, 19991. 


.20039, 


20202. .20229, 20628.. 20744 




Seq. No. 


10707 




Seq. ID 


OJ990520_29. 9922 


.C12 


Gene No. 


22782 




Strand 






Start 


14404 




End 


20886 





11204 



Name OJ990520_29 . 9922 . C12 . o3 , gp Method AAT/GAP 

Start 19585 End 19833 

GI 3761181 Score 410 

Exons 19585, .19833 

GI Descrip. 4521193/dbj I AB0134 50 . 1 | AB013450 l.Oe-99 Oryza sativa DNA, 
similar sequence to Pib gene ' 



Seq. No. 10708 Seq. ID 

Gene No. 22783 Strand 

Start 1 End 

Name OJ990520_29 . 9922 .C13 . ol . np Method 

Start 1 End 

GI 5091512 Score 

Exons 1 . . 456 

GI Descrip. (AB023482) Similar to Plasmodium vivax circumsporozoite protein 

gene/ complete cds. (M11926) [Oryza sativa] 



OJ990520_29.9922.C13 
456 

AAT/NAP 

456 

633 



Seq. Np. : 


10708 






Seq.. ID 


OJ990520_ 


_29. 


9922 


.013 


Gene No. 


22784 






Strand 










Start 


62 






End 


470 








LN alilC 


OJ990520 29.9922.013 


.ol 


. gs 


Method 


GENSOAN 








O L. Cl ^ L. 


62 






End 


470 










none 






Score 


. 72 










62. .470 
















Seq. No. 


10709 






Seq. ID 


OJ990520_ 


_29. 


9922 


.016 


Gene No. 


22785 






Strand 


+ 








Start 


56 






End 


155 








Name 


OJ990520 29.9922.016 


.ol 


.gs 


Method 


GENSOAN 








Start 


56 






End 


155 








GI 


none 






Score 


. 93 








F. von 


56. .155 
















Qprr No 


10710 






Seq. ID 


OJ990520 


29. 


9922 


.017 


Gene No. 


22786 






Strand 










Start 


1 






End 


741 








Name 


OJ990520 29.9922.017 


.ol 


.np 


Method 


AAT/NAP 








Start 


1 






End 


741 








GI 


5091513 






Score 


969 








Exons 


1. .741 
















GI Descrip. 


(AB023482 ) Hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


10710 






Seq. ID 


OJ990520_ 


_29. 


9922 


.017 


Gene No. 


22786 






Strand 










Start 


1 






End 


741 








Name 


OJ990520 29.9922.017 


.ol 


.gs 


Method 


GENSOAN 








Start 


26 






End 


644 








GI 


none 






Score 


.85 








Exons 


26. .199, 204. .644 
















Seq. No. 


10711 






Seq. ID 


OJ990520_ 


_29. 


9922 


.018 


Gene No. 


22787 






Strand 










Start 


1 






End 


218 








Name 


OJ990520 29.9922.018 


.ol 


.np 


Method 


AAT/NAP 








Start 


1 






End 


218 








GI 


6728988 






Score 


238 








Exons 


1. .218 

















11205 



GI Descrip. (AC018363) putative aspartyl protease [Arabidopsis thaliana] 



Seq. No. 10711 

Gene No. 22787 

Start 1 

Name OJ990520_2 9 . 9922 . GIB . ol . tc 

Start'" 1 

GI none 

Exons 1. .192, 2. .181 



Seq. ID OJ990520_29. 9922. CIS 

Strand . - 

End 218 

Method TBLASTX : Cress 

End 192 

Score 170 



Seq. No. 10711 

Gene No. 22787 

Start 1 

Name OJ990520_29 . 9922 . C18 . ol . tm 

Start 1 

GI none 

Exons 1..189, 4. .90, 5. .184 

Seq. No. 10711 

Gene No. 22787 

Start 1 

Name OJ990520_29 . 9922 . C18 . ol . ts 

Start 1 

GI none 

Exons 1. . 186, 5. .178 

Seq. No. 10712 

Gene No. 22788 

Start 126 

Name OJ990520_29 . 9922 . C20 . ol . gs 

Start 126 

GI none 

Exons 126.. 500 



Seq. ID OJ990520_29. 9922.018 

Strand 

End 218 

Method TBLASTX : Maize 

End 189 

Score 121 



Seq. ID OJ990520_29. 9922.018 
Strand 

End 218 

Method TBLASTX : Soybean 

End 18 6 

Score 142 



Seq. ID OJ990520_29. 9922.020 

Strand + 

End 500 

Method GENSOAN 

End 500 

Score .78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10712 
22789 
1 

OJ990520_2 9.9922.020.ol.np 
1 

2832637 
1..223, 557. .580 

(AL021711) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990520_29. 9922.020 
Strand 

580 

AAT/NAP 
580 
62 



End 

Method 

End 

Score 



10712 
22789 
1 

OJ990520_29. 9922. 020.01. ts 
86 

none 
86. .394 



Seq. ID OJ990520_29. 9922.C20 
Strand 

End 580 

Method TBLASTX : Soybean 

End 394 

Score 178. 



Seq. No. 10713 

Gene No. 22790 

Start 1 

Name OJ990520_29 . 9922 . 021 . ol . gp 

Start 1 

GI 4715698 



Seq. ID OJ990520_29. 9922.021 

Strand + 

End 582 

Method AAT/GAP 

End 395 

Score 310 



11206 




Exons 1..23, 229.. 395 

GI Descrip. 4585924/gb | AAD25584 . 1 1 AC007211_6 2.0e-18 (AC007211-) hypothetical 
protein [Arabidopsis thaliana] 



becj. iNO . 


10713 






Seq. ID 


OJ990520__29. 9922 


P9 1 
. CZ X 


Gene No . 


22790 






Strand 


+ 




b uar L 


1 






End 


582 




Name 


OJ990520 


29.9922.C21.ol 


. np 


Method 


AAT/NAP 




b can: 


1 






End 


582 




GI 


2459436 






Score 


130 




Exons 


1..39, 241. .582 










ol uesciTip. 


(AC002332 


) unknown protein [Arabidopsis thaliana] 




becj. iNo. 








Seq. ID 


OJ990520_29.9922 


P9 1 


oene lno. 


z ^ / y u 






Strand 


+ 




o L. a J- 1 


-1 
1 






End 


582 




Name 


uj y y u DZ u 


29.9922.C21.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


Z 1 D 






bna 


D 1 y 




GI 


none 






Score 


176 




Exons 


216. .443, 


274. .444, 469 


. .519 








beq. NO. 








Seq. ID 


OJ990520_29.9922 


1^9 1 
. v_,Z X 


Gene No . 


/ y u 






Strand 


+ 




b uar L 


1 






End 


582 




Name 


UJ y y u D^: u 


29. 9922.C21.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


Z 4 1 






bna 






GI 


none 






Score 


181 




Exons 


241. .450, 


241.. 453, 463 


. .555 








beq , INO . 


1 u / u 






Seq. ID 


OJ990520_29. 9922 


P9 1 
. OZ X 


Gene No. 


9 0 T QH 






Strand 


+ 




o uar L 


X 






End 


582 




Name 


n TQQO R9n 


29. 9922.C21.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


J u ± 






Htna 


R 9 Q 

3 z y 




GI 


none 






Score 


243 




v ■n ^ 


301. .462, 


308. .463, 309 


. .485, 


315. .464, 


416. .529, 421.. 


w> z o 


C d KT 

o e q . LN o . 


X U / JL J 






Seq. ID 


OJ990520_29.9922 


r9 1 


osne iNO . 


997 QD 
zz / yu 






Strand 


+ 




o t air u 


1 






End 


582 




Name 


OJ990520 


29. 9922.C21.ol 


.gs 


Method 


GENSCAN 




start 


355 






End 


525 




GI 


none 






Score 


.77 




Exons 


355. .525 












beq . JNO . 


10714 






Seq. ID 


OJ990520_29.9922 


P99 


Gene No . 


22791 






Strand 






Start 


187 






End 


318 




Name 


OJ990520 


29.9922.C22.ol 


.gs 


Method 


GENSCAN 




Start 


187 






End 


318 




GI 


none 






Score 


.59 




Exons 


187. .318 












Seq. No. 


10715 






Seq. ID 


OJ990520_29.9922 


.C23 


Gene No. 


22792 






Strand 






Start 


1 






End 


567 




Name 


OJ990520 


29.9922.C23.ol 


.np 


Method 


AAT/NAP 





11207 




o tar u 


1 


End 


O D / 




5091513 


Score 


TOO 


Exons 


1. .567 






GI Descirip, 


(AB023482) Hypothetical protein [Oryza 


sat 1 V a J 


Seq. No. 


10715 


Seq. ID 


OJ990520_29.9922.C23 


Gene No. 


22792 


Strand 




btart 


1 


End 


Do/ 


Name 


OJ990520_29.9922.C23.ol.gs 


Method 


P TT M Q n KT 
bUtNbbAN 


btart 




tna 




bJ. 


none 


Score 


1 


Exons 


57. .470 






Seq. No. 


10716 


Seq. ID 


OJ990410_20.9922.C1 


Gene No. 


22793 


Strand 


+ 




1 


End 


D 


Name 


OJ990410 20.9922.Cl.ol.gp 


Method 


l\J\l / bAr 


o tart 


1 


End 


D y J 




none 


Score 


1 OT T 


Exons 


1 . . D J 






beq. NO. 


10716 


Seq. ID 


/^TOon/iin on qqoo r^i 


Gene No . 


22794 


Strand 


+ ~ 


Start 


9086 


End 


9283 


Name 


OJ990410 20.9922.Cl.o2.gp 


Method 


AAT/GAP 


Start 


9086 


End 


9283 


GI 


10431 1.R1084 


Score 


315 


Exons 


9086. . 9283 






GI Descrip. 


'1256198/clbj ID63711IRICTNR3 4 


.Oe-82 Rice transposon Tnr3 DNj 




complete sequence' 






beq. NO. 


10716 


Seq. ID 


OJ990410_20.9922.C1 




22795 


Strand 




Start 


194 


End 


1512 


Name 


OJ990410 20. 9922,Cl.ol.np 


Method 


AAT/NAP 


b taru 


194 


End 


1512 




1155068 


Score 


133 


Exons 


- 194. .577, 1450. .1512 






GI Descrip. 


(X94976) cell wall-plasma membrane linker protein [Brassica 




napus] 






Seq. No. 


10716 


Seq. ID 


OJ990410_20.9922.C1 


Gene No. 


22796 


Strand 




b tar L 


3899 


End 


7950 


Name 


OJ990410 20.9922.Cl,o2.gs 


Method 


GENSCAN 


biiart. 


3899 


End 


7950 


bl 


none 


Score 


.74 


Exons 


3899. .4112, 5693. .5840, 5845. 


.6035, 7274. .7364, 7911. .7950 


beq. NO. 


10717 


Seq. ID 


OJ990410_20.9922.C2 




22797 


Strand 


+ 


start 


5034 


End 


14675 


Name 


OJ990410 20.9922. C2.o2.gs 


Method 


GENSCAN 


Start 


5034 


End 


14325 


GI 


none 


Score 


.57 


Exons 


5034. .5184, 6041. .6652, 7000. 


.7143, 7479. .7570, 7670. .7999, 




8615. .8659, 9115. .9234, 9746. 


.9853, 10125. .10298, 10544. .lOi 



11208 




11133. .11240, 
12712. .12793, 
13636. . 13835, 



11576. .11724, 
12881. .13087, 
13966. .14025, 



12306. .12459, 
13193. . 13376, 
14121. .14325 




12633. .12663, 
13464 . . 13547, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10717 
22797 
5034 

OJ990410_20. 9922.C2.ol.np 

7847 

4539327 



Seq. ID OJ990410_20. 9922.02 

Strand + 

End 14675 " 

Method AAT/NAP 

End 14322 

Score 2729 



7847. .7999, 8615. .8659, 9115. .9234, 9313. .9420, 9746. .9853, 
10125. .10298, 10544. .10681, 11133 .. 11235 , 11351 .. 114 63 , 
11576. .11724, 12306. .12459, 12633 .. 127 93 , 1288 1 .. 1307 6, 
13110. .13376, 13464. .13547, 13636 .. 13835 , 13966 .. 14025 , 
14121. . 14322 

{AL035679) putative proton pump [Arabidopsis thaliana] 



10717 Seq. ID 

22797 Strand 

5034 End 

OJ990410_20. 9922.C2.o2.gp Method 

12630 End 

LIB3433-045-P1-K1-B10 Score 

12630. .12793, 12881 .. 13087 , 13193. .13218 
•5823572/emb|CAB53754.1| 3.0e-21 (AL049730 
[Arabidopsis thaliana]' 



OJ990410_20.9922.C2 
+ 

14675 
AAT/GAP 
13218 
731 



putative protein 



10717 
22797 
5034 

OJ990410 20.9922.C2.o3.gp 



Seq. ID OJ990410__20. 9922.C2 

Strand + 

End 14675 

Method AAT/GAP 

End 14675 

Score 1047 



14127 
5456485 
14127. .14675 

4567273/gb|7U^D23686.1|AC006841_14 l.Oe-18 (AC006841) putative 
vacuolar proton ATPase subunit [Arabidopsis thaliana] 



10717 Seq. ID 

22798 Strand 

977 End 

OJ990410_20. 9922.C2.ol.gs Method 

977 End 

none Score 

977. ,1094, 1427. .1569, 2493. .3189 



OJ990410_20.9922.C2 

3189 
GENSCAN 
3189 
.55 



Seq. No. 10717 Seq. ID 

Gene No. 22799 Strand 

Start 3817 End 

Name OJ9904 10_20 . 9922 . C2.. ol . gp Method 

Start 3817 ' End 

GI none Score 

Exons 3817 . .4644 



OJ990410_20. 9922.C2 

4644 
AAT/GAP 
4644 
1589 



Seq. No. 10717 Seq. ID 

Gene No. 22800 Strand 

Start 14435 End 

Name OJ990410 20 . 9922 . C2 . o2 . tc Method 



OJ990410_20. 9922.C2 
22825 

TBLASTX: Cress 



11209 



ii: 

Q 

Q 



C4- -a v-4- 


Z / O X 




3097 








Qoo r"o 


9S3 






97*^1 '^n?7 ?7s^ ^nm 








Seq. No. 


10717 


Seq. ID 


OJ990410_20. 9922 


.02 


Gene No. 


22800 


Strand 






q-|- => rl- 


X J .J 




9989S 

^ ^ O ^ 




N^rue 


n.TQQn^in ?n qq^9 r9 ^9 +-m 

WtJ-7^U*iXL' ^U. ^^^^ .k^^ .L/^ . Llll 




TRT Zi^TV • M;^ -i 

1 OJ-jrlo 1 . Lud X Z> cr 






97 '^1 ~ 

^ / O X 


FnrJ 


304 3 

O \J *3 J 




O X 




O O^X C 


4 9 R 

'a ^ ^ 






97^1 ^04? ?7sn ?n4^ 








Seq. No. 


10717 


Seq. ID 


OJ990410_20.9922 


.02 


Gene No. 


22800 


Strand 








1 4 4 


End 


2282 S 




Nfiitie 


n.TQQn4in ?n qq?? r9 n? y<s, 

\J\J Zf -/ \J ^ X\J £^\J • ^ ^ ^ ^ t t KJ^ • L.O 


Mo"t~ Vi or! 


1 sDXir\.iD 1 /\. • ouyxjcdxi 




o Ldx L 


97^1 ~ 

^ / X 


FnH 


304 fi 

J V *i U 








Qr^o y o 
OOVJX c 


318 

•J X o 




17" V Ti c; 


97^1 3027 27^0 3001 3017 


304 6 






Seq. No. 


10717 


Seq. ID 


OJ990410_20.9922 


.02 


Gene No. 


22800 


Strand 






O LdX L. 


1 4 4 3 S 

X 4 T J J 




9 989^ 

^ O ^ U 




Nsnie 


ri,TQQ0410 90 QQ99 r9 o4 i-m 




X OXjr^O X /\ . L*Jd X Z> c 




O Ld J- L 




FnH 


D O Z O 




o± 


none 


Score 


4 4 




XT' V ^> o 


DU^/..OX4;7/ DXOO..DZ0X/ DZO^ 








o e q . LN o . 


10717 


Seq. ID 


r).TQQ041 0 90 QQ99 


P9 




22800 


Strand 






O Ldi U 


14435 


End 


22825 




Name 


OJ990410 20.9922.C2.o4.tc 


Method 


TBLASTX: Cress 




Start 


9735 


End 


12725 






none 


Score 


209' 






9735.. 9836, 10124 .. 10321, 10137 .. 10298, 


10145. .10300, 






1054 3. .10635, 1054 6. .10662, 


10550. .10684, 11121. .11234, 






11350. .11472, 11361. .11453, 


11573. .11725, 11581. .11724, 






12300. .12452, 12301 .. 12459, 


12630. .12725, 12630.. 12725 




9farr Kin 


10717 


Seq. ID 


OJ990410_20. 9922 


r? 




22800 


Strand 






Start 


14435 


End 


22825 




Name 


OJ990410 20.9922.C2.o3.ts 


Method 


TBLASTX : Soybean 




Start 


10203 


End 


11725 




GI 


none 


Score 


145 




Exons 


10203. .10298, 10205. .10321, 


10536. .10643, 1054 6 .. 10662 , 






10550. .10684, 11109. .11243, 


11120. .11245, 11362. .11472, 






11364. .11459, 11573. .11725, 


11578. .11724 





Seq. No. 10717 

Gene No. 22800 

Start 14435 

Name OJ9904 10_20 . 9922 . 02 . o6 . ts 

Start 12633 

GI none 

Exons 12633. .12791, 12634 .. 12801 , 
12861. .12935, 12875.. 12934 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990410_20. 9922.02 
22825 

TBLASTX: Soybean 

12935 

216 



12634. .12777, 12636 .. 127 97 , 



11210 



Seq. No. 10717 
Gene No. 22800 
Start 14435 

Name OJ9904 10_20 . 9922 . C2 . ol . tm 

Start 12649 
GI none 
Exons ' ■ 1264 9. 

12884, 

13459. 

13634. 

13702. 

14122. 



12789, 12651. 
13102, 13182, 



13548, 
13711, 
13833, 
14325, 



13460, 
13697, 
13963, 
14124 , 



.12791, 
.13376, 
.13540, 
.13831, 
.14025, 
.14336, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990410 20. 9922. C2 



22825 

TBLASTX: Maize 
14476 
207 

12861. .13088, 12863. .13090, 
13193. .13378, 13194. .1337 9, 
13630. .13731, 13633. .13710, 
13700. .13831, 13701. .13835, 
13970. .14026, 14 107 .. 14325, 
14399. ,14476 



Seq. No. 10717 

Gene No. 22800 

Start 14435 

Name OJ9904 10_20 . 9922 . C2 . ol . tc 

Start 12726 

GI none 

Exons 12726. .12791, 12729 .. 127 97 , 
13191. .13319, 13194. .1334 6, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



12860. . 13087, 12861 
13196. .13345 



OJ990410_20. 9922.C2 
22825 

TBLASTX: Cress 

13346 

87 

13088, 



Seq. No. 10.717 

Gene No. 22800 

Start 14435 

Name OJ9904 10_20 . 9922 .C2 . o4 . ts 

Start 13008 

GI none 

Exons 13008. .13091, 13017 .. 13085, 
13196. .13417, 134 97. .13541 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990410_20. 9922.C2 
22825 

TBLASTX : Soybean 

13541 

93 



13187. .13360, 13191. .1337 9, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10717 
22800 
14435 
OJ990410 
13460 
none 
13460. 
13636. 



20.9922.C2.o6.tc 



13543, 
13695, 



13759. . 13833, 



13473. .13547, 
13640. .13681, 
13970. .14017 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13497. .13544, 
13690. .13833, 



OJ990410 20. 9922. C2 



22825 

TBLASTX: Cress 
14017 
77 

13635. .13679, 
13725. .13835, 



Seq. No. 10717 
Gene No. 22800 
Start 14435 

Name OJ9904 10_20 . 9922 . C2 . o5 . ts 

Start 13636 
GI none 
Exons .; 13636. 

13759. 

14122. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990410 20. 9922. C2 



,13704, 13690. .13833, 13725, 
13833, 13963. .14028, 13970. 
,14319, 14189. .14320 



22825 

TBLASTX: Soybean 
14320 
60 

13829, 13725. .13835, 
14026, 14121. .14318, 



Seq. No. 10717 Seq. ID 

Gene No. 22800 Strand 

Start 14435 End 

Name OJ9904 10_20 . 9922 . C2 . o5 . tc Method 

Start 14148 End 



OJ990410_20. 9922.C2 
22825 

TBLASTX: Cress 
14313 



11211 




PT 


none 




Score 


221 


TP /^\ T-N r7 


l^'^Ofi 




14176. .14313 


O ^ • V • 


10717 




Seq, ID 


OJ990410_20.9922 


Gene No. 


22800 




Strand 




Start 


14435 




End 


22825 


Name 


OJ990410 20. 9922. C2, 


o2 . np 


Method 


AAT/NAP 


Start 


14435 




End 


18253 


GI 


2789434 




Score 


1310 


Exons 


14435. .14482, 15139. 


.15376, 


15413. .15504, 15595. .15762, 



15848. .16078, 16226 .. 16300, 16399 .. 1647 9, 16592 .. 16690, 
16838. .16956, 17047 .. 17167, 17321 .. 1737 1, 17531 .. 17 632 , 
18149. . 18253 



GI Descrip. (AB001389) CLBl [Lycopersicon esculentum] 



Seq. No. 10717 
Gene No. 22800 
Start 14435 

Name OJ990410_20 . 9922 . C2 . o3 . gs 

Start 15124 
GI none 
Exons 15124 . . 15762, 

16592. .16690, 

17531. .17632, 

22740. .22825 



15848. .16073, 
16838. .16956, 
18334. .18450, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
16215. .16300, 
17026. .17167, 
19367. .-19464, 



OJ990410 20. 9922. C2 



22825 
GENSCAN 
22825 
.7 

16399. 
17321. 
19492. 



,16479, 
17371, 
19553, 



Seq. No. 10717 
Gene No. 22800 
Start 14435 

Name OJ9904 10_20 . 9922 . C2 . o3 . tc 

Start 15127 
GI none 

Exons 15127. .15219, 15592 .. 15738 , 

16217. .16309, 16397. .164 80, 
16593. .16712, 16622. .16711, 
16839. .16958, 17021. .17170, 
17312. .17374, 17523. .17633, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15845 

16399 

.16823 

17046 

17523 



OJ990410 20. 9922. C2 



22825 

TBLASTX: Cress 
17647 
178 

16075, 15867. .16085, 
16500, 16399. .16488, 
16954, 16835. .16957, 
17168, 17071. .17172, 
17621, 17525. .17647 



Seq. No. 10717 
Gene No. 22800 
Start 14435 

Name OJ990410_20 . 9922 . 02 . o3 . tm 

Start 15145 
GI none 
Exons 15145, 

15846, 

16397, 

16622, 



,15219, 
,16076, 
,16492, 
,16711, 
17039. .17122, 



15484 . 
16235. 
16399. 
16808. 
17046. 



,15507, 
,16309, 
,16518, 
,16957, 
17123, 



Seq. ID OJ990410_20. 9922.C2 
-Strand 

End 22825 

Method TBLASTX : Maize 

End 17125 

Score 216 
15580. .15765, 15842 .. 16075, 
16254. .16301, 16256. .16306, 
16399. .16488, 16593 .. 167 12 , 
16823. .16954, 16836 .. 16958 , 
17078. .17125 



Seq. No. 10717 

Gene No. 22800 

Start 14435 

Name OJ990410_20 . 9922 . C2 . ol . ts 

Start 15592 

GI none 
Exons 



Seq. ID OJ990410_20. 9922.C2 



Strand 
End 

Method 

End 

Score 



22825 

TBLASTX : Soybean 

16465 

182 



15592. .15738, 15845 .. 16075, 1584 6. .16076, 16220. .16306, 



11212 



16220. .16309, 1 6397 .. 16465, 16399.. 16464 





Seq. No. 


10718 


Seq. ID 


OJ99.0410_ 


20. 9922. C3 




Gene No . 


ZZoUi 


Strand 


+ 






btart 


i 


End 


1765 






Name 


ojyyu4iu zu . y yzz . c J . oi . np 


Method 


AAT/NAP 






Start 


i 


End 


1765 






GI 


z y / yooi 


Score 


1151 






Exons 


i . . i / DO 










GI Descrip. 


(AbUUoDoU; putative protein 


kinase [Arabidopsis 


thaliana ] 




Seq. No. 


10718 


Seq. ID 


OJ990410 


20. 9922. C3 




Gene No. 


22802 


Strand 


+ 






Start 


i y 4 3 u 


End 


25467 






Name 


ujyyu4iu zu . y yzz . b J . 04 . gs 


Method 


GENSCAN 






Start 


i y 4 ou 


End 


25467 






T 
bi 


none 


Score 


.52 






Exons 


ici/ic;n TQtiRn iqtqq iqqtq 

iy4ou . . 1 yoou, ly /yo . . lyy /y. 


20048. .20194, 20711. 


. Z U / 3 / , 






oinoc oioQT oi£;c7 oiTcin 
Z i Uo D . . z i J y / / ZiDD / . . Zi /bU, 


22426. .23088, 23255. 


, zo J / y , 






z J4yz . . zooZb, z Joy / . . Zo /oo , 


23826. .24523, 24950. 


. Z04 D / 




Seq. No. 


10718 


Seq. ID 


OJ990410_ 


20. 9922. C3 




Gene No. 


22803 


Strand 


+ 




n 

•S Ki 


Start 


31547 


End 


36844 




, ^2 

= cr 


Name 


OJ990410 20. 9922. 03. 06. np 


Method 


AAT/NAP 




iJI 


Start 


31547 


End 


36844 






GI 


6721512 


Score 


78 




1 bl 


Exons 


31547. .31590, 32372 .. 32508 , 


32536. .32664, 35678. 


O c T /I /I 
. Jo / 4 4 , 


1 I 




36803. .36844 










GI Descrip. 


{AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


10718 


Seq. ID 


OJ990410_ 


20. 9922. C3 




Gene No. 


22804 


Strand 








otar L 


4876 


End 


10069 




( 


Name 


OJ990410 20.9922.C3.o2.gs 


Method 


GENSCAN 






Start 


4876 


End 


10069 






bi 


none 


Score 


.76 






Exons 


4876. .4971, 5585. .5794, 5892 


..6095, 6190. .6306, 


6501. . 6619, 


::i 




6810.. 7150, 7757.. 7832, 7855 


..7918, 8071, .8429, 


8532. .8635, 






8772.. 9077, 9284.. 9451, 9507 


. .9804, 10027. .10069 




Seq. No. 


10718 


Seq. ID 


OJ990410_ 


20. 9922. C3 




Gene No. 


22804 


Strand 








bear i: 


4876 


End 


10069 






Name 


OJ990410 20.9922.C3.o2.np 


Method 


AAT/NAP 






otar L 


4900 


End 


8241 






r* T 
bi 


5823572 


Score 


698 






Exons 


4900. .4971, 5585. .5794, 5853 


.,6104, 6190. .6318, 


6501. .6619, 






6810. .7150, 7301. .7438, 7743 


..7918, 8071. .8241 






GI Descrip. 


(AL049730) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


10718 


Seq. ID 


OJ990410_ 


20. 9922. C3 




Gene No. 


22804 


Strand 








Start 


4876 


End 


10069 






Name 


OJ990410 20. 9922.C3.ol.gp 


Method 


AAT/GAP 






Start 


6857 


End 


7355 






GI 


428488 


Score 


662 





11213 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6857.. 7150, 7301.. 7355 

5823572/enib|CAB53754 . 1 1 3.0e-21 (AL049730) putative protein 
[Arabidopsis thaliana] 



10718 
22805 
13097 

OJ990410_20.9922.C3.o3.tc 

32 

none 



Seq. ID OJ990410_20. 9922 .C3 
Strand 

End . 40543 

Method TBLASTX : Cress 

End 397 

Score 125 



32. .178, 52. .171, 173. .214, 175. .243, 293. .397, 296. .397 



Seq. No. 10718 

Gene No. 22805 

Start 13097 

Name OJ9904 10_20 . 9922 . 03 . o9 . tm 

Start 47 

GI none 
Exons 



Seq. ID OJ990410_20.9922.C3 
Strand 

End 40543 

Method TBLASTX : Mai ze 

End 595 

Score 91 



47. .196, 61. .138, 169. .216, 317. .394, 401. .595 



Seq. No. 10718 

Gene No. 22805 

Start 13097 

Name OJ9904 10_20 . 9922 . C3 . ol . tm 

Start 1030 

GI none 
Exons 



Seq. ID OJ990410_20.9922.C3 
Strand 

End 40543 

Method TBLASTX: Maize 

End 28211 

Score 69 

1030. .1122, 1032. .1142, 1070. .1177, 1072. .1176, 1237. .1725, 
1238.. 1726, 28071.. 28211 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10718 
22805 
13097 

OJ990410_20.9922.C3.ol.tc 

1300 

none 



Seq. ID OJ990410__20.9922.C3 
Strand 

End 40543 

Method TBLASTX : Cress 

End 1769 

Score 36 



1300. .1323, 1337. .1420, 1342. .1437, 1415. .1729, 1417. .1557, 
1445. .1702, 1582. .1767, 1584. .1769 



10718 
22805 
13097 

OJ990410_20.9922.C3.o3. ts 

1495 

none 

1495. .1746, 1496. .1729 



Seq. ID OJ990410_20.9922.C3 
Strand 

End 40543 

Method TBLASTX : Soybean 

End 1746 

Score 210 



Seq. No. 10718 

Gene No. 22805 

Start 13097 

Name OJ9904 10_20 . 9922 . C3 . o5 . tm 

Start 6895 

GI none 
Exons 



Seq. ID OJ990410_20. 9922 .C3 
Strand 

End 40543 

Method TBLASTX: Maize 

End 8230 

Score 53 



6895. .7083, 7007. .7063, 7063. .7149, 7064. .7147, 7294. .7443, 
7301. .7444, 7727. .7846, 7732. .7782, 7754. .7810, 7814. .7921, 
7824. .7919, 8069. .8230, 8071. .8229 



Seq. No. 



10718 



Seq. ID OJ990410 20. 9922. C3 



11214 




Gene No. 


22805 




Strand 






Start 


iouy / 




End 


40543 




Name 




. o6 . gs 


Method 


GENSCAN 




Start 


louy / 




End 


15124 




GI 


none 




Score 


.59 




Exons 




. ,14 /oy. 


15051. .15124 




Seq. No. 


lU / 10 




Seq. ID 


OJ990410_20. 9922, 




Gene No. 


22805 




Strand 


- 




Start 


13097 




End 


40543 




Name 


OJ990410 20. 9922. C3 


. o3 . np 


Method 


AAT/NAP. 




Start 


13109 




End 


14098 






2979555 




Score 


523 




Exons 


13109. .13939, 13988 


. .14098 








GI Descrip, 


(AC003680) unknown protein 


[Arabidopsis 


; thaliana] 




Seq. No. 


10718 




Seq. ID 


OJ990410_20. 9922. 




Gene No. 


22805 




Strand 






Start 


T o n fi T 

liuy / 




End 


40543 




Name 


OJ990410 20. 9922. C3 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


13406 




End 


13846 




GI 


none 




Score 


40 




Exons 


13406. .13552, 13427 


. .13549, 


13535. .13621, 13587 .. 13619, 






13628. .13666, 13649 


. .13846, 


13728. ,13844 




Seq. No. 


10718 




Seq. ID 


OJ990410_20. 9922, 


.C3 


Gene No. 


22805 




Strand 






Start 


13097 




End 


40543 




Name 


OJ990410 20. 9922. C3 


. 06. tm 


Method 


TBLASTX: Maize 




Start 


13652 




End 


13844 




GI 


none 




Score 


81 




Exons 


13652. .13843, 13728 


. .13844 








Seq. No. 


10718 




Seq, ID 


OJ990410_20. 9922, 


.C3 


Gene No. 


22805 




Strand 






otart 


13097 




End 


40543 




Name 


OJ990410 20. 9922. C3 


.o9, tw 


Method 


TBLASTX: Wheat 




b tart 


13661 




•End 


21268 




bl 


none 




Score 


89 




Exons 


13661. .13873, 13728 


. .13874, 


21194, .21268 




Seq. No. 


10718 




Seq. ID 


OJ990410_20. 9922, 


.C3 


Gene No. 


22805 




Strand 






o Lart 


13097 




End 


40543 




Name 


OJ990410 20. 9922. C3 


.02. to 


Method 


TBLASTX: Cress 




Start 


13688 




End 


14074 




GI 


none 




Score 


77 




Exons 


13688. .13846, 13880 


. .13936, 


14018. .14074 




Seq. No. 


10718 




Seq. ID 


OJ990410_20.9922, 


. bo 


Gene No . 


22805 




Strand 






Start 


13097 




End 


40543 




Name 


OJ990410 20. 9922, C3 


. o7 . np 


Method 


AAT/NAP 




Start 


14558 




End 


40543 




GI 


5734709 




Score 


119 




Exons 


14558. . 14587, 20890 


. .20943, 


24771. .24870, 28052 .. 28272 , 






29213. .29408, 30925 


. .31060, 


34 933. .3504 0, 40233. .4 0543 





11215 



GI Descrip. {AC008075) Contains PF 100069 Eukaryotic protein kinase domain. 
[Arabidopsis thaliana] 



Seq. No. 10718 Seq. ID 

Gene No. 22805 Strand 

Start 13097 End 

Name OJ9904 10_20 . 9922 . C3 . o5 . gs Method 

Start 26078 End 

GI none Score 

Exons 26078. .29011 



OJ990410_20.9922.C3 

40543 
GENSCAN 
29011 
.97 



Seq. No. 10718 Seq. ID 

Gene No. 22805 Strand 

Start 13097 End 

Name OJ9904 10__20 . 9922 . C3 . o4 . np Method 

Start 26081 End 

GI 5902445 Score 

Exons 26081. .27318, 27358.. 29200 

GI Descrip. {AB030283) GAG-POL precursor [Oryza sativa] 



OJ990.410_20.9922.C3 

40543 
AAT/NAP 
29200 
3086 





Seq. No. 


10718 






Seq. ID 


OJ990410_20.9922 




Gene No . 


22805 






Strand 






Start 


13097 






End 


40543 


•:rr 


Name 


OJ990410 20. 9922. C3. 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


26090 






End 


26698 


i'fl 


GI 


none 






Score ' 


67 


rll 


Exons 


26090. 


.26221, 26091. 


. ;26216, 


26246. .26698, 2 64 42 .. 2654 9, 


.: SI 
I s 




• 26598. 


.26684 








■5 k't 


Seq. No. 


10718 






Seq. ID 


OJ990410_20.9922 


5; 


Gene No. 


22805 






Strand 




I 


Start 


13097 






End 


40543 


1 if 


Name 


OJ990410 20. 9922. C3. 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


26126 






End 


26374 




GI 


none 






Score 


153 




Exons 


26126. 


.26209, 26210, 


. .26374 






!=" 

a: 


Seq. No. 


10718 






Seq. ID 


OJ990410_20.9922 




Gene No. 


22805 






Strand 




• E Si, 


Start 


13097 






End 


40543 




Name 


OJ990410 20. 9922, C3. 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


26822 






End 


27205 




GI 


none 






Score 


216 




Exons 


26822. 


.27205, 26823. 


. .27197 








Seq. No. 


10718 






Seq. ID 


OJ990410_20.9922 




Gene No. 


22805 






Strand 






Start 


13097 






End 


40543 




Name 


OJ990410 20. 9922. C3- 


. o3. tm 


Method 


TBLASTX: Maize" 




Start 


26900 






End 


27205 




GI 


none 






Score 


177 




Exons 


26900. 


.27205, 26901. 


. .27188 








Seq. No. 


10718 






Seq. ID 


OJ990410_20.9922 




Gene No. 


22805 






Strand 






Start 


13097 






End 


40543 




Name 


OJ990410 20. 9922. C3, 


. o6 . tw 


Method 


TBLASTX: Wheat 



11216 



b car L 


z / oUZ 








none 






Exons 


27602. 


.27736, 27605 


• . ^ / / J U , 




27887. 


.27991 




Seq. No. 


10718 






Gene No. 


22805 






O Lcil. L 


13097 






Name 


OJ990410 20. 9922. C3 


. OO . t-W 


b rare 


28001 








none 






Exons 


28001. 


.28183, 28061 




Seq. No. 


10718 






Gene No. 


22805 








13097 






Name 


OJ990410 20. 9922. C3 


. oz . us 


b taru 


28205 








none 






Exons 


28205. 


.28630, 28446 


9ft S71 


Seq. No. 


10718 






Gene No. 


22805 






Q-l- a vh 

bi,ar L. 


13097 






Name 


OJ990410. 20. 9922. C3 


. o2 . tw 


Start 


28260 






GI 


none 






Exons 


28260. 


.28574, 28262 




Seq. No. 


10718 






Gene No. 


22805 








13097 






Name 


OJ990410 20. 9922. C3 


. o4 . tm 


b uarr 


28358 






bl 


none 






Exons 


28358. 


.28741, 28359 


9 ft R7 4 


Seq. No. 


10718 






Gene No. 


22805 






b tax L. 


13097 






Name 


OJ990410 20. 9922. C3 


. oz . tm 


b cam 


28769 








none 






Exons 


28769. 


.29125, 28770 




Seq. No. 


10718 






Gene No. 


22805 






O Lo-X U 


13097 






Name 


OJ990410 20. 9922. C3 


. ol . tw 


C+- -1 

b rar u 


28800 






GI 


none 






Exons 


28800. 


.29255, 28811 


. .29254 


Seq. No. 


10718 






Gene No. 


22805 






Start 


13097 






Name 


OJ990410_20.9922.C3 


.06. gs 



End 27991 
Score 80 
27612. .27743, 27737. .27838, 



- Seq. ID OJ990410_20. 9922.C3 
.Strand 

End 40543 

Method TBLASTX : Wheat 

End 28255 

Score 61 
28187. .28255 

Seq. ID OJ990410_20.9922.C3 
Strand 

End 40543 

Method TBLASTX : Soybean 

End 28630 

Score 8 9 



Seq. ID OJ990410_20. 9922.C3 
Strand 

End 40543 

Method TBLASTX : Wheat 

End 28684 

Score 229 
28295. .28684 

Seq. ID OJ990410_20. 9922.C3 
Strand 

End 40543 

Method TBLASTX : Mai ze 

End 28741 

Score 112 
28525. .28707, 28604. .28714 

Seq. ID OJ990410_20. 9922.C3 
Strand 

End 40543 

Method TBLASTX : Mai ze 

End 29125 

Score 224 
28823. .29071 

Seq. ID OJ990410_20.9922.C3 
Strand 

. End 40543 

Method TBLASTX: Wheat 

End 29255 

Score 336 



Seq. ID OJ990410_20. 9922.C3 
Strand 

End 40543 

Method GENSCAN 



11217 






29264 


End 


32461 






none 


Score 


.73 






29264 29862 30004 30146. 


30205. .31022, 31039 


, . 31152, 




31160 31826 32016 32461 








Sf^rr No 


10718 


Seq. ID 


OJ990410 


20. 9922 ,C3 


Gene No. 


22805 


Strand 






Start 


13097 


End 


40543 




Name 


OJ990410 20. 9 922. 03. o5. no 


Method 


AAT/NAP 




Start 


29267 ~ 


End 


31118 




\3 J. 


5902444 

^ \y T T T 


Score 


1024 






29267 31118 








QT DespriD 

JL Lp^ ^ ^ * 


{AB030283) GAG-POL precursor 


[Oryza sativa] 




kJ C • IN • 


10718 


Seq. ID 


OJ990410 


20.9922 C3 


Gene No. 


22805 


Strand 






Start 


13097 


End 


40543 




Name 


OJ990410 20 . 9922 .C3 .o5 . tw 


Method 


TBLASTX:' 


Wheat 


Start 


29447 ~ 


End 


29894 




GI 


none 


Score 


38 




P von ^ ' 


29447 29683 29457 29522, 


29462. .29677, 29565 


. .29681, 




2 97 20.. 29893, 2 97 21.. 29894 










10718 


Seq. ID 


OJ990410 


20 9922 C3 


Gene No. 


22805 


Strand 






Start 


13097 


End 


40543 




Name 


OJ990410 20 9922 C3 o7 tw 


Method 


TBLASTX:^ 


Wheat 


Start 


30534 ~ 


End 


30926 




GI 


none 


Score 


86 




P von 

J_j J\. kJ 1 1 o 


30534 30809 30535 30762 


30768. .30881, 30820 


30870 




30882 30926 








Seq. No. 


10718 


Seq. ID 


OJ990410 


_20.9922.C3 


Gene No. 


22805 


Strand 






Start 


13097 


End 


40543 




Name 


OJ990410 20 9922 C3 o8 tm 


Method 


TBLASTX:! 


Ma i ze 


Start 


30648 ~ 


End 


30887 




GI 


none 


Score 


198 




Exons 


30648 . . 30887 








Seq. No. 


10718 


Seq. ID 


OJ990410 


_20. 9922.03 


Gene No. 


22805 


Strand 






Start 


13097 


End 


40543 




Name 


OJ990410 20 9922 C3 o7 as 


Method 


GENSCAN 




Start 


39634 ~ 


End 


40383 




GI 


none 


Score 


.71 




Exons 


39634.. 39718, 40179.. 40383 








C \^ . LN ^ • 


10719 


Seq. -^ID 


OJ990410 


20 9922 04 


ric>np Nn 


22806 


Strand 


+ 




Start 


1513 


End 


7619 




Name 


OJ990410 20.9922.C4.o2.gs 


Method 


GENSCAN 




Start 


1513 


End 


7619 




GI 


none 


Score 


.77 




Exons 


1513. .1517, 1632. .1750, 1946 


..2227, 2700.. 2752, 


2830. .2989, 




3253. .3729, 3928. .4151, 4957 


..5067, 5150.. 5290, 


5949. .6011, 




6067.. 6147, 6230.. 6302, 6406 


. .6461, 6554. .6648, 


6743. .6777, 



11218 




7543. .7619 



OCi.^ . LXW • 


10719 

X W f X ^ 




Seq. ID 


OJ9904 10 


?n 99?? r4 


OCllC LNVJ. 


^ ^ O \J 1 




O L. X dl iV,^ 








1 1 7 




FnH 


134 99 

X J 1 ^ _7 








z? Zf ^ ^ .v-^i .wi .^o 




O LLi O ^rtiLN 






1^17 6 ~ 

X ^ X / w 




FnH 


134 99 








- 


O O wX c 


. 94 




Exons 


13176. .13499 










o c ^ . . 


10719 




Seq. ID 


OJ9904 10 


20 992? r4 




22808 




Q-t- r;5nd 






o I- d J. u 


14 67 6 




End 


17076 




No, me 




99?? r4 nS rr<5 




GFNSrAN 

VJ J-J L Y V^Z^IH 




start 


14676 ~ 




End 


17076 




O -L 


none 




Score 


. 91 




Exons 


14676. .14838 


, 16970. .17076 








it^ • LM W t 


10719 




Seq. ID 


OJ9904 10 


20 9922 C4 




22809 




O L, X Cli iV-i 






cj-l- a r1- 


248 




FnH 


824 

O ^ 1 




Nsrtie 


OJ990410 20. 


9922.C4.ol.gs 


IMC 


O Hj LN O V»^rt IN 






248 




FnH 


O ^ *i 






none 




O l_vJX C 


. O D 




Exons 


248. .691, 753. .824 








Seq. No. 


10719 




Seq, ID 


OJ990410_ 


_20. 9922.C4 


Gene No. 


22810 




Strand 






Q-l- a r-f- 
O LdX L 


7958 




End 


13362 




Narne 


OJ990410 20. 


9922.C4.o3.gs 


Method 


GENSCAN 




O LdX L 


7958 




End 


12466 




V3 X 


none 




Score 


.81 






7958. .8203, 


8526.-8669, 8755 


, ,8882, 9167. ,9308, 


9395. . 9490, 




9666. . 9806, , 


9951. .10125, 10537, ,10703, 


10901, ,10994, 




11984. .12075 


, 12185, .12279, 


12361, , 12466 




Seq. No. 


10719 




Seq. ID 


OJ990410_ 


_20. 9922.C4 


Gene No. 


22810 




Strand 






Start 


7 958 




End 


13362 




Name 


OJ990410 20. 


9922.C4.ol.np 


Method 


AAT/NAP 




Start 


8499 




End 


12466 




GI 


4006914 




Score 


1351 




Exons 


8499. .8669, 


8755,. 8882, 9188 


..9308, 9395. .9490, 


9666. .9806, 




9951, .10125, 


10537. .10669, 10755 .. 1082-/ 


10901. 


.10994, 



11984. ,12075, 12185. .12279, 12361. ,12466 
GI Descrip. {Z99708) serine C-palmitoyltransf erase like protein [Arabidopsis 
thaliana] 



Seq.' No. 


10719 






Seq. ID 


OJ990410_ 


_20, 


.9922 


.C4 


Gene No. 


22810 






Strand 










Start 


7958 






End 


13362 








Name 


OJ990410 20 


.9922. 


.C4 .ol.gp 


Method 


AAT/GAP 








Start 


8593 






End 


8788 








GI 


701925 






Score 


143 








Exons 


8593, ,8669, 


8755, 


. .8788 












Seq. No. 


10719 






Seq. ID 


OJ990410_ 


_20. 


,9922 


.C4 



11219 








22810 


Strand 






Start 


7958 


. End' 


13362 




Name 


OJ990410 20.9922.C4.o2.gp 


Method 


AAT/GAP 






9935 


End 


10983 




P T 


43229 1.R1084 


Score 


816 






9935. .10125, 10536. .10669, 10755. .1082'^ 


', 10901.. 10983 






M006914/emb|CAB16844.1| l.Oe-61 {Z99708) serine 






P — 1 Tn 1 1 i"y^"n^'F^T*.3Qfi 1 i 

\^ pet XIUJ. 1_ X L. X Ctl lO J- Ci. do C X X 


protein [Arabidopsis thaliana] 




Seq. No. 


107 1 9 


Seq. ID 


OJ990410_20.9922.C4 




Gene No. 


22810 


Strand 








7958 


End 


13362 




M a TYi o 
LN alllc 


OJ990410 20. 9922.C4.o3.gp 


Method 


AAT/GAP 




O LdX C 


1 2209 


End 


13362 






7004 07 

/ VJ VJ 1 VJ / 


Score 


714 




Exons 


1990Q 1997Q 

X^^UI7**X^^/Z7, X^^UXa.X^^^O, 


13218.. 13362 




O c • L H • 


1 07 1 Q 

X U / X -7 


Seq. ID 


OJ990410_20.9922.C4 




Gene No. 


Z Z O X X 


Strand 






Start 


X O OZ X 


End 


15408 




Name 


niQQOAin 90 QQ99 P4 n9 


Method 


AAT/NAP 




Q-h =» -ri- 
ot, ar t. 


X D OZ X 


End 


15408 






6721547 


Score 


76 


'.J 


Exons 


15321. .15408 








\3± uescnp. 


^/iirUUXU fO/ oXniXXax LO wxyZa. 


sativa gene for Pib. {AB013448 


m 


beq . NO . 


1 07 1 Q 

X U / X J7 


Seq. ID 


OJ990410_20. 9922.C4 


rii 


oene lno . 


99fl 1 9 
Z Z O X z 


Strand 






ouar u 


90Q1 0 

Z. U !3 X U 


End 


21198 




Name 




Method 


TBLASTX: Maize 


J 


Start 


1203 


End 


9415 






none 


Score 


69 






190^ 19S^ 190S 19S9 1990 


..1312, 1252. .1287, 1254. .1322 






R47R Rfi79 fl4Q0 Rfififi R4Q1 


..8670, 8492. .8671, 8752. .8892 


r "i 




R7R^ RflQfi R7S4 RRQ7 fl7SS 


..8907, 9151. .9321, 9152. .9322 






Q1 ^R Q199 Q1 fift Q^9(^ Q^QS 


. . 9415 






Seq. No. ' 


1 07 1 Q 

X \J / X ^ 


Seq. ID 


OJ990410_20.9922.C4 




Gene No. 


22812 


Strand 




Q 


o u a.i. L. 


20910 


End 


21198 


:'~\ 


Name 


O.TQQ041 0 90 QQ99 r4 n9 


Method 


TBLASTX: Soybean 






fi4 Q4 ~ 

O *i ^ 4 


End 


8675 






1 IWl IC 


Score 


131 






8494. .8670, 8508. .8675 








Seq. No. 


10719 


Seq. ID 


OJ990410_20.9922.C4 




Gene No. 


22812 


Strand 






O L.C1 J. U 


20910 


End 


21198 




Name 


OJ990410 20.,9922.C4.o2.tc 


Method 


TBLASTX: Cress 






8521 


End 


8880 




GI 


none 


Score 


94 




Exons 


8521.. 8664, 8529. .8672, 8755 


..8880, 8759. .8839 




Seq. No. 


10719 


Seq. ID 


OJ990410_20. 9922.C4 




Gene No. 


22812 


Strand 






Start 


20910 


End 


21198 




Name 


OJ990410 20. 9922.C4.ol.ts 


Method 


TBLASTX : Soybean 



11220 



start 
GI 

Exons 



9234 



End 



10997 



none Score 72 

9234. .9326, 9247. .9303, 9395. .9496, 9420. .9497, 9636. .9809, 
9637. .9807, 9648. .9842, 9664. .9813, 9951. .10127, 9952. .10125, 
10533. .10670, 10536. .10670, 10537 .. 10671, 10747 .. 10803, 
10747. .10836, 10752 .. 10805, 10757 .. 10828, 10880 .. 10996, 
10908. .10997, 10926. .10997 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10719 Seq. ID 

22812 Strand 

20910 End 

OJ990410__20. 9922.C4 .ol.tc Method 

9988 End 

none Score 



OJ990410_20.9922.C4 
21198 

TBLASTX: Cress 

10836 

106 



9988.. 10125, 9990.. 10127, 10017 .. 10202, 10533 .. 10670 , 
10536. .10670, 10537. .10671, 10747 .. 10836, 10752 .. 10832 , 
10757.. 10834 



Seq. No. 10719 

Gene No. 22812 

Start 20910 

Name OJ9904 10_20 . 9922 . C4 . o2 . tm 

Start 10626 

GI none 
Exons 



Seq. ID OJ990410_20.9922.C4 
Strand 

End 21198 

Method TBLASTX : Maize 

End 10997 

Score 40 



10626. .10670, 10627. .10671, 10683 1074 8 , 10704 .. 10853, 
10742. .10813, 10868. .10996, 10899 .. 10997 , 10902. .10997 



Seq. No. 10719 Seq. ID 

Gene' No. 22812 Strand 

Start 20910 End 

Name OJ9904 10_20 . 9922 . C4 . o3 . ts Method 

Start 12019 End 

GI none Score 

Exons 12019. .12078, 12022 .. 12078 , 12185 .. 1228 9, 12339 .. 12476, 
12359. .12475 



OJ990410_20. 9922.04 
21198 

TBLASTX : Soybean 
12476 
65 



Seq. No. 10719 

Gene No. . 22812 
Start 20910 

Name OJ990410_20 . 9922 .C4 . o3 . tm 

Start 12203 
GI none 

Exons 12203. .12289, 12211 .. 12291, 

12355. .12474, 12360. .1247 6, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12212. .12292, 
12361. .12477 



OJ990410 20. 9922. C4 



21198 

TBLASTX: Maize 
12477 
67 

12353. .12475, 



Seq. No. 10719 Seq. ID 

Gene No. 22812 Strand 

Start 20910 End 

Name -pJ9904 10_20 . 9922 . C4 . o7 . gs Method 

Start 20910 End 

GI none Score 

Exons 20910. .20985, 21131.. 21198 

Seq. No. 10720 Seq. ID 

Gene No. 22813 Strand 

Start 1 End 

Name OJ990410 20 . 9922 . 05 . ol . np Method 



OJ990410_20. 9922.04 

21198 
GENSCAN 
21198 
.5 



OJ990410_20. 9922.05 
589 

AAT/NAP 



11221 



start 
GI 

Exons 

GI Descrip. 



End 
Score 



589 
983 



2498930 
1. .589 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi 11203794 (U18774) Sog [Drosophila melanogaster] 





Seq. No. 


10720 


Seq. ID 


.OJ990410 20.9922 


.C5 




Gene No . 


22813 


Strand 








start 


1 


End 


589 






Name 


OJ990410 20.9922.C5.ol.gs 


Method 


GENSCAN 






Start 


14 


End 


532 






GI 


none 


Score 


.52 






Exons 


14. .177, 225. .532 










Seq. No. 


10721 


Seq. ID 


OJ990410_20.9922 


.C6 




Gene No . 


22814 


Strand 


+ 






Start ■ 


1 


End 


693 






Name 


OJ990410 20.9922.C6.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


693 






GI 


5902445 


Score 


641 






R von *=? 


1 586- 664 693 












(AB030283) GAG--POL orecursor 


[Oryza sativa] 




.a s; 


Sea No 


10721 


Seq. ID 


OJ990410_20. 9922 


.C6 


: "! 




22814 


Strand 


+ 




"Si s? 


Start 


1 ' 


Fnd 


693 

W J 




ifi 


Name 


OJ990410 20.9922.C6:o2.tm 


Method 


TBLASTX: Maize 




fll 


Start 


1 


End 


157 






GI 


none 


Score 


173 




'= 


Exons 


1 . . 156, 2 . . 157 










Seq. No. 


10721 


Seq. ID 


OJ990410_20.9922 


.C6 






22814 


Strand 


+ 






Start 


1 


End 


693 




Q 


Name 


OJ990410 20.9922.C6.ol.tw 


Method 


TBLASTX: Wheat 






Start 


47 


End 


466 




{ . 


GI 


none 


Score 


469 






Exons 


47. .466, 49. .207, 373. .465 








□ 


Seq. No. 


10721 


Seq. ID 


OJ990410_20.9922 


.C6 


Q 




22814 


Strand 


+ 






Start 


1 


End 


693 






Name 


OJ990410 20.9922.C6.ol.gs 


Method 


GENSCAN 






Start 


110 


End 


499 






GI 


none 


Score 


.91 






Exons 


110. .499 










Seq. No. 


10721 


Seq. ID 


OJ990410_20.9922 


.06 




Gene No. 


22814 . ; 


Strand 


+ 






Start 


1 


End 


693 






Name 


OJ990410 20.9922.C6.ol.tm 


Method 


TBLASTX: Maize 






Start 


161 


End 


556 






GI 


none 


Score 


307 






Exons 


161. .556, 376. .510 










Seq. No. 


10721 


Seq. ID 


OJ990410_20.9922 


.06 




Gene No. 


22814 


Strand 







11222 




start 


1 


End 


693 




OJ990410 20 9922 C6 ol ts 


Mpthod 


TBLASTX' Sovbean 


Start 


239 ~ 


End 


475 


GI 


none 


Score 


224 


F.vnn 


239 475 376 474 






Qprr No 

O ^ ■ IN \^ • 


10722 


Seq. ID 


OJ990410 23 9923 C2 


Gene No . 


22815 


Strand 




Start 


155 


End 


1550 


Name 


OJ990410 23. 9923.C2.ol.np 


Method 


AAT/NAP 


Start 


155 


End 


1550 


ox 


5903050 


Score 


71 


p. von *=? 


155. .303, 1524 . .1550 






VJ J. Ly^iK^^J 1. ■ 


(AC008016) ESTs gb|T44179, gb | 


T20783 - 


and gb|AA39538 6 come fror 




this gene. [Arabidopsis thaliana] 




Seq. No. 


10723 


Seq. ID 


OJ990410_23.9923.C3 


Gene No. 


22816 


Strand 




Start 


569 


End 


1579 


Name 


OJ990410 23.9923.C3.ol.gs 


Method 


GENSCAN 


Start 


569 


End 


1579 


GI 


none 


Score 


. 95 


Hi W W i 1 O 


569. .640, 710. .823, 901. .1057, 


1113. . 


1579 


O C ^-J . LN V,J . 


10723 


Seq. ID 


OJ990410 23 9923 03 


Cpnp No 


22817 


Strand 


+ ~ 


Start 


4107 


End 


4250 


Name 


OJ990410 23.9923.C3.ol.gp 


Method 


AAT/GAP 


Start 


4107 


End 


4250 


GI 


21474 1.R1084 


Score 


247 • 


on <5 


4107. .4250 








'3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 




thaliana] ' 






Seq. No. 


10723 


Seq. ID 


OJ990410_23.9923.C3 


Gene No. 


22818 


Strand 




Start 


1880 


End 


4094 


Name 


OJ990410 23.9923.C3.o2.gs 


Method 


GENSCAN 


Start 


1880 


End 


4094 


GI 


none 


Score 


.74 


Exon 


1880. ..2187, 2233.. 2372, 2397.. 


2716, 3586.. 3632, 4043.. 4094 


Seq. No. 


10723 


Seq. ID 


OJ990410_23.9923.C3 


Gene No. 


22819 


Strand 




Start 


4641 


End 


4826 


Name 


OJ990410 23. 9923.C3.o3.gs 


Method 


GENSCAN 


Start 


4641 


End 


4826 


GI 


none 


Score 


.93 


F. X n n <^ 


4641. .4826 






o C . IN . 


10724 


Seq. ID 


OJ990410_23.9923.C4 


Gene No. 


22820 


Strand 


+ 


Start 


309 


End 


451 


Name 


OJ990410 23. 9923.C4.ol.gp 


Method 


AAT/GAP 


Start 


309 


End 


451 


GI 


21474 1.R1084 


Score 


241 


Exons 


309. .451 







11223 




GI Descrip. '3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] ' 





10794 

J. \J f ^ *i 


Seq. ID 


OJ990410_23.9923.C4 




^ z. O Z> J. 


Strand 




o Lair U 




End 


4437 


Name 


n.TQQOdin 9*^ QQ9'^ Pd o1 riQ 


Method 


GENSCAN 




7^1 ~ 


End 


4349 




none 


Score 


.67 


Kxcns 


7^1 Q1 QQfi inQ4 llftQ 


1261, 1346. 


.1456, 1553. .1726, 




1836.. 2521, 2523.. 2665, 278 


5. .2926, 3001. .4349 


Cia/T Mn 


10724 


Seq. ID 


OJ990410_23.9923.C4 


fZ^TTt a Mo 


22821 


Strand 




O L di. L 


731 


End 


4437 


Name 


OJ990410 23.9923.C4 .ol.np 


Method 


AAT/NAP 


O L, Ct I. L. 


749 


End 


4437 




4680204 


Score 


1013 


Exons 


749. .886, 1237. .1456, 1553. 


.1726, 1836 


..2926, 3001. .4437 


GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Qorr Mr^ 
O tr q . IN (J . 


10724 


Seq. ID 


OJ990410_23.9923.C4 


laene ino . 


22821 


Strand 




o uar L 


731 


End 


4437 


Name 


OJ990410 23.9923.C4.ol.tw 


Method 


TBLASTX: Wheat 


b uar u 


3391 


End 


3794 


P T 


none 


Score 


84 


Exons 


3391. .3561, 3524. .3691, 3556. .3792, 3643. .3792, 3654. .3794, 




3684. .3794 






^prr Mo 


10725 


Seq. ID 


OJ990410_23.9923.C5 


Gene No. 


22822 


Strand 


+ 


Start 


12410 


End 


15337 




OJ990410 23.9923.C5.o3.np 


Method 


AAT/NAP 


q-l- a -r-t- 
O L di. L 


12410 


End 


15325 




6691716 


Score 


2485 


IT" von c 


12410. ,13298, 13495. .13672, 


13749. .13849, 13928 .. 14107 , 




14185. .14372, 14 447 .. 1454 9, 


14699. .14812, 14886. .15325 




(AP000492) hypothetical protein [Oryza 


sativa] 




gi| 6691717 Idbj |BAA89397.1| 


(AP000570) 


hypothetical protein 




[Oryza sativa] 






Cfiri Mo 


10725 


Seq. ID 


OJ990410_23.9923.C5 


O o Mo 


22822 


Strand 


+ 


O L ct I. U 


12410 


End 


15337 


Name 


OJ990410 23.9923.C5.o4 .gs 


Method 


GENSCAN 


Cf- a y-f- 
0 L dX L 


12410 


End 


15337 




none 


Score 


. 92 


Exons 


12410. .13294, 13381. .13472, 


13508. .13672, 13749. .14107, 




14185. . 14372, 14 993. .15337 






Se'q. No. 


10725 


Seq. ID 


OJ990410_23.9923.C5 


Gene No. 


22823 


Strand 




Start 


313 


End 


5899 


Name 


OJ990410 23.9923.C5.ol.gp 


Method 


AAT/GAP 


Start 


313 


End 


4406 


GI 


342 1.R1084 


Score 


6739 



11224 



Exons 313.. 828, 938.. 1042, 1161, 

GI Descrip. ' 4574406/gb | AAD24042 . 1 | 0. 
sativa] * 

Seq. No. 10725 

Gene No. 22823 

Start 313 

Name OJ9904 10_23 . 9923 . C5 . o2 . gp 

Start 313 

GI 342_1.R1084 

Exons 313.. 828, 938.. 1042, 1161. 

GI Descrip. M574 406/gb | AAD24 042 , 1 1 0. 
sativa] ' 

Seq. No. 10725 

Gene No. 22823 

Start 313 

Name OJ9904 10_23 . 9923 , C5 . o5 . gp 

Start 480 

GI 342_1.R1084 

Exons 480.. 828, 938.. 1042, 1161. 

GI Descrip. M574406/gb | AAD24042 . 1 1 0. 
sativa] ' 

Seq. No. 10725 

Gene No. '^22823 

Start ' 313 

Name OJ9904 10_23 . 9923 . C5 . o6 . gp 

Start 482 

GI 342_1.R1084 

Exons . 482.. 828, 938.. 1042, 1161, 

GI Descrip. ' 4574406/gb | AAD24042 . 1 | 0. 
sativa] * 

Seq. No. 10725 

Gene No. 22823 

Start, 313 

Name . OJ990410_23 . 9923 . C5 . o4 . gp 

Start 485 

GI 342_1.R1084 

Exons 485,. 828, 938.. 1042, 1161. 

GI Descrip. ' 4574406/gb | AAD24042 . 1 | 0. 
sativa] ' 

Seq. No. 10725 

Gene No. 22823 

Start 313 

Name OJ990410_23 . 9923 . C5 . o3 . gp 

Start 491 

GI 342_1.R1084 

Exons 491. .828, 938.. 1042, 1161. 

GI Descrip. ' 4574406/gb | AAD24042 . 1 | 0. 
sativa] ' 

Seq. No. 10725 

Gene No. 22823 

Start 313 



.4406 

Oe+00 (AF121139) RIM2 protein [Oryza 



Seq. ID OJ990410_23. 9923.C5 
Strand 

End 5899 

Method AAT/GAP 

End 4410 

Score 6743 
,4410 

Oe+00 (AF121139) RIM2 protein [Oryza 



Seq. ID OJ990410_23,9923.C5 
Strand 

End 5899 

Method AAT/GAP 

End 4571 

Score 6645 
.4571 

Oe+00 (AF121139) RIM2 protein [Oryza 



Seq. ID OJ990410_23. 9923.C5 
Strand 

End 58 99 

Method AAT/GAP 

End 4 571 

Score 6641 
.4571 

Oe+00 (AF121139) RIM2 protein [Oryza 



Seq. ID OJ990410_23. 9923.C5 
Strand 

End 5899 

Method AAT/GAP 

End 4571 

Score 6635 
,4571 

Oe+00 (AF121139) RIM2 protein [Oryza 



Seq. ID OJ990410_23. 9923.05 
Strand 

End 5899 

Method AAT/GAP 

End 4 571 

Score 6623 
.4571 

Oe+00 (AF121139) RIM2 protein [Oryza 



Seq. ID OJ990410_23. 9923.C5 
Strand 

End 5899 



11225 








QQ9'^ r\^ no 


Method 


AAT/NAP 


oua.ru 


X ^ D D 




End 


5899 




H DOUZU J 




Score 


3291 


Exons 




9t;9n 97i^n 9004 


.4575, 5810. .5899 


iai uescnp . 


Pi 14171 ^ 


iNirz xxKe prouexn 


[Sorghum bicolor] 


O Q \T/^ 

oeq . NO . 


1 m 9 ^ 




Seq. ID 


OJ990410_23.9923.C5 




^ ^ O ^ J 




Strand 




Start 


313 




End 


5899 


Name 


OJ990410 23 


.9923.C5.o7.gp 


Method 


AAT/GAP 


o uax U 






End 


5025 




90-1 09 "^f^i 




Score 


302 


Exons 


Oh yy , M 0 D D y f 


AA'Kfi /IQftft 


.5025 




X P\^::i C? V T 

oi uebc-inp. 




ir'aRR'^49n 1 1 Q 0*:^— 

1 k-^rlD O^fi^U.XI 17. UC 


13 {AL117265) zhb0012.1 [Oryza 




sat X va ] 








Seq. No. 


10725 




Seq. ID 


OJ990410_23.9923.C5 


Gene No. 


22824 




Strand 




O udX U 


^^9 f^9 




End 


7161 


Name 


n TQQn4 1 n 9 


009"^ PR /^9 rrc: 


Method 


GENSCAN 


Q A- _ — 4- 

ouax u 






End 


6831 




none 




Score 


1 


Exons 


DZ DZ . . Do J X 








beq. NO. 


1 n 7 9 
X u / Z D 




Seq. ID 


OJ990410_23.9923.C5 


Gene No. 


22824 




Strand 




Start 


6262 




End 


7161 


Name 


Pi TQQPI /I in 9 


QQOT PR r>0 nr\ 

. yy^O ,\^D .oz . np 


Method 


AAT/NAP 


otiar u 


9 R 

dz dd 




End 


7161 




Z fi OZ 0 ~3 ^1 




Score 


168 


Exons 




^t^'^Q f;Qn9 7nQR 


.7161 




GI Descrip. 


u u u 0 o / ^ 


nypouneuxcax proue 


in [Arabidopsis thaliana] 


Seq. No. 


10725 




Seq. ID 


OJ990410_23.9923.C5 


Gene No. 


22825 




Strand 




o uar u 


10725 




End 


11806 


Name 


OJ990410 23 


. 9923.C5.o3.gs 


Method 


GENSCAN 


o uar u 


10725 




End 


11806 


P T 


none 




Score 


.89 


Exons 


10725. .10953, 11787.. 11806 






o e q . NO. 


10725 




Seq. ID 


OJ990410_23.9923.C5 


oene no . 


22826 




Strand 




Start 


15667 




End 


22562 


Name 


OJ990410 23 


.9923.C5.ol.tw 


Method 


TBLASTX: Wheat 


o t ax U 


1320 




End 


2637 


PT 


none 




Score 


122 


XT' V /^T^ o 


1320. . 1412, 


1401. .1481, 1494. 


.1607, 1495. .1608, 1582. .1677, 




1614. .1673, 


1680. .1724, 1685. 


.1720, 1719. .2636, 1734. .2051, 




1735. .2637 








Seq. No. 


10725 




Seq. ID 


OJ990410_23.9923.C5 


Gene No. 


22826 




Strand 




Start 


15667 




End 


22562 


Name 


OJ990410 23 


. 9923.C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


1901 




End 


2353 


GI 


none 




Score 


176 



11226 



Exons 



1901.. 2152, 1902.. 2339, 1902, 
2171. .2353 



.2339, 1906.. 2349, 2029.. 2349, 



Seq. No. 10725 

Gene No. 22826 

Start 15667 

Name OJ9904 10_23 , 9923 . C5 . o4 . tm 

Start 2280 

GI none 

Exons 2280.. 2594, 2308.. 2583 



Seq. ID OJ990410_23. 9923.C5 
Strand 

End 22562 
Method . TBLASTX: Maize 
End " 2594 
Score 136 



Seq. No. 10725 

Gene No. 22826 

Start 15667 

Name OJ990410_23 . 9923 . C5 . o7 . tw 

Start 2638 

GI none 

Exons 2638.-2724, 2640.. 2723, 2756. 
2985. .3047, 2998. .3048 



Seq. ID OJ990410_23. 9923.C5 

Strand . - 

End 22562 

Method TBLASTX : Wheat 

End 3048 

Score 81 

.2968, 2757, .2975, 2797. .2979, 



Seq. No. 10725 

Gene No. 22826 

Start 15667 

Name OJ990410_23 . 9923 . 05 . o4 . ts 

Start 3081 

GI none 

Exons 3081 r. 3320 



Seq. ID OJ990410_23. 9923.C5 
Strand 

End 22562 

Method TBLASTX : Soybean 

End 3320 

Score 216 



'"Hi 



Seq. No. 10725 

Gene No. 22826 

Start 15667 • 

Name OJ990410_23 . 9923 .C5 . o3 . tm 

Start 3153 

GI none 

Exons 3153.. 3317, 3355.. 3609, 3355, 

Seq. No. 10725 

Gene No. 22826 

Start 15667 

Name OJ990410_23 . 9923 .C5 . o2 . tw 

Start 3187 

GI none 

Exons 3187.. 3345, 3187.. 3312, 3192. 

3394. .3492, 3395. .3487, 3496, 
3602. .3646 



Seq. ID OJ990410_23. 9923.C5 
Strand 

22562 

TBLASTX: Maize 
3609 
103 



End 

Method 
End 
Score 
.3597 



Seq. ID OJ990410_23. 9923.05 
Strand 

End 22562 
Method TBLASTX: Wheat ' 
End 3654 
Score 102 

.3317, 3316. .3414, 3320. .3391, 
.3600, 3500. .3589, 3601. .3654, 



Seq. No. 10725 

Gene No. 22826 

-Start 15667 

Name OJ9904 10_23 . 9923 . 05 . o2 . tc 

Start 3442 

GI none 

Exons 3442.. 3783, 3461.. 3598, 3638. 



Seq. ID OJ990410_23. 9923.05 
Strand 

End 22562 

Method TBLASTX : Oress 

End 37 90 

Score 88 
.3790 



Seq. No. 
Gene No. 
Start 



10725 
22826 
15667 



Seq. ID OJ990410_23. 9923.05 
Strand 

End 22562 



11227 






mQQ^^A^^ oi. qqo'i. pr i-c 
z o . ^ z o . v^o . o ± . t s 


Method 


TBLASTX: Soybean 






End 


3952 




none 


Score 


121 


Exons 




..3876, 3869. .3952, 3877. .3951 


Seq. No. 


10725 


Seq. ID 


OJ990410_23.9923.C5 


Gene No. 


22826 


Strand 




o L. dX L 


X J O D / 


End 


22562 


N3ine 


WU^i?Uf±XU ZO.^^Zj.V^O.OXU.UW 


Method 


TBLASTX: Wheat 




■3 Q p n 

O 0 O X 


End 


4224 


n 


none 


Score 


187 




?PR1 419'^ '^Rft'^ ^11^4 "^ftfld 


. .4126, 4093. .4224 


C d Mr\ 
O e . IN O . 


1 07 9 R 

X U / Z J 


Seq. ID 


OJ990410_23. 9923.C5 


oene ino . 


9 9fi 9 
Z Z O Z D 


Strand 




Start 


15667 


End 


22562 


Name 


OJ990410 23. 9923.C5.o6,tm 


Method 


TBLASTX: Maize 


o uaiT U 




End 


22478 




none 


Score 


114 


Exons 


(^^91=1 fi^^DQ (^^^41 (^Rf^ft f.f.f.l 


..6735, 6668.-6733, 10788 .. 1094 0, 




1 flfind inQ9f^ 9997ft 99'^f^l 


22282. .22332, 22404 22478, 




994rm 994 70 






o e q . NO. 


1 n7 9 
X U / Z 3 


Seq. ID 


OJ990410_23. 9923.C5 


Gene No . 


9 9 Q 9 
Z Z O Z D 


Strand 




Start 


15 667 


End 


22562 


Name 


OJ990410_23. 9923.C5.o3.tc 


Method 


TBLASTX: Cress 


o uar L 




End 


22476 




none 


Score 


69 


Exons 


(^"^^i^ (^^^nn (^'^/i'7 ^/i^^ (^RiQ 


..6598, 6664.. 6735, 6665.. 6736, 




insriQ inQt;9 inpin inQ9^^ 
xuouy. . xuyoZ/ xuoxu. . xuyzo, 


22156. .22185, 22281 .. 22364 , 




999R9 99^(^9 99401 9947R 


22402, .22476 


Seq. No. 


10725 


Seq. ID 


OJ990410_23. 9923.C5 


Gene No. 


22826 


Strand 




O L. Cli- L. 


± ^ tJ o / 


End 


22562 


Name 


n.TQQn4in 9"^ QQ9'^ PR l-w 


Method 


TBLASTX: Wheat 




1 9 R^n ~ 

X z o o u 


End 


12820 




none 


Score 


218 


Ej AvJl io 


1 9 s^n 1 9ft 90 






o c q . IN o . 


1 07 9 R 


Seq. ID 


OJ990410_23.9923.C5 


Gene No. 


22826 


Strand 




Start 


15667 


End 


22562 


IN dlllc; 


r».TQQ041 0 9"^ QQ9? PR oR 


Method 


GENSCAN 




X O O D / 


End 


22562 




none 


Score 


.67 


Exons 


XDOO / . .XDJODf XDO-74 . .XOD/Z^ 


18915. .20500, 20527. .21140, 




911ft1 91*^10 91*^7'^ 9171*^ 
ZXXOX. .ZXOXUf ZXO/O. .ZX /XOf 


22194.. 22562 


^ . • 


10725 


Seq. ID 


OJ990410__23. 9923.C5 


Gene No. 


22826 


Strand 




Start 


15667 


End 


22562 


Name 


OJ990410 23. 9923.C5.o5.tw 


Method 


TBLASTX: Wheat 


Start 


15679 


End 


16293 


GI 


none 


Score 


89 


Exons 


15679. .15810, 15802. .16293, 


16004. .16132, 16184.. 16273 



11228 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10725 
22826 
15667 

OJ990410_23.9923.C5.o4 .np 
15703 
5922631 
15703. .18231, 
20700. .20878, 



18837. 
21138, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
19890 
21640 



OJ990410 23. 9923. C5 



22562 
AAT/NAP 
21764 
6600 

20083. 



.20654, 



19763, 19890. .20040, 
21382, 21640. .21764 
{AP000492) ESTs C2634 7 (C12145 ) , AU078074 (012 14 5 ) correspond to 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | db j | BAA85207. 1 1 (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 

Seq. ID OJ990410_23. 9923.05 



10725 
22826 
15667 

OJ990410_23,9923.05.o7.tm 
15718 
none 

15718. .15819, 15719. .15820, 15799. .15981 



Strand 
End 

Method 

End 

Score 



22562 

TBLASTX: Maize 
15981 
99 



10725 ■ 
22826 
15667 

OJ990410_23. 9923.05.o9.tw 
16294 
none 
16294 
16586 



OJ990410 23,9923.05 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16356, 16295. .16564, 16297 .. 16611, 16408 .. 16587 , 
16663 



22562 

TBLASTX: Wheat 

16663 

50 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



10725 Seq. ID 

22826 Strand 

15667 End 

OJ99..0410_23. 9923.05.o5.tm Method 

16438 End 

none Score 

16438. .16485, 16477 .. 16617, 
16584. .16802 

10725 

22826 Strand 

15667 End 
OJ990410_23. 9923.05.ol4.tw Method 

16760 , .--End 

none Score 



OJ990410_23. 9923.05 
22562 

TBLASTX: Maize 
16802 
81 

16517. .16741, 16583. .16801, 



Seq. ID OJ990410_23. 9923.05 



22562 

TBLASTX: Wheat 

17098 

60 



16760. .16897, 16779 .. 16913, 16964 .. 17098 , 17004.. 17096 



10725 Seq. ID 

22826 Strand 

15667 End 

OJ990410_23. 9923.05.o8 .tw Method 

17114 End 

none Score 



OJ990410_23. 9923.05 
22562 

TBLASTX: Wheat 

17536 

216 



11229 





Exons 


17114. 


.17536, 17190, 


1 7 ^ 1 
. . 1 / O J 1 










Seq. No. 


10725 






Seq. ID 


OJ990410_23.9923 


.05 




Gene No. 


22826 






Strand 








C-l 1 v-4- 


15667. 








OOC: CO 
iC Z D 






Name 


OJ990410 23. 9923. C5, 


. O J . bS 


lYJe unoa 


i cjLjHo 1 A , oOyDean 






Start 


17157 






liina 


1 7 c /I o 
X / Dfi O 






GI 


none 






Score 


1 

X 0 4 






Exons 


17157. 


.17537, 17159, 


. . X / O 4 0 










Seq. No. 


10725 






Seq. ID 


OJ990410_23. 9923 


.05 




Gene No. 


22826 






Strand 








o tart 


15667 








Z. ^ 






Name 


OJ990410 23. 9923. C5, 


. o fo . tw 


LYlc LXIOCJ. 








C-l 1 vi- 


17573 






CjIIO 


1 ft nm 

X O U U X 








none 






Score 








Exons 


17573. 


. 18001 












Seq. No. 


10725 






Seq. ID 


OJ990410_23.9923 


.05 




Gene No. 


22826 






Strand 








o cart: 


15667 






End 


22562 






Name 


OJ990410 23.9923.05, 


. ol . tm 


Method 


TBLASTX: Maize 






start 


17672 






End 


18104 






GI 


none 






Score 


161 






Exons 


17672. 


.17827, 17852, 




17853. . 18.104 




m 

•.St 1 


Seq. No.- 


10725 






Seq. ID 


OJ990410_23. 9923 


.05 


I i 3 

; fcr 


Gene No. 


22826 






Strand 






! t 


Start 


15667 






End 


22562 




; i 


Name 


OJ990410 23. 9923. C5, 


. oz . us 


Method 


TBLASTX: Soybean 






otart 


17771 






End 


18172 






GI 


none 






Score 


37 




;t 


Exons 


17771 . 


.18172, 17805, 


1 7 Q7 ^ 


18012. .18: 


155 






Seq. No. 


10725 






Seq. ID 


OJ990410_23. 9923 


.05 


M 


Gene No. 


22826 






Strand 






M; 


o tar u 


15667 






End 


22562 




. =: 


Name 


. OJ99041Q 23.9923.05, 


A 

. 04 . tw 


Method 


TBLASTX: Wheat 






o uar r 


18047 






End ' 


18466 




Q 


Gl 


none 






Score 


239 






Exons 


18047. 


.18466, 18048, 


1 ft 4 fi4 

. . X O 1 Dfi 










Seq. No. 


10725 






Seq. ID 


OJ990410_23.9923 


.05 




Gene No. 


22826 






Strand 








o uar u 


15667 






End 


22562 






Name 


OJ990410 23.9923.05, 


. o^. . cm 


Method 


TBLASTX: Maize 






o uar L 


18335 






End 


18662 






Gl 


none 






Score 


188 






Exons 


18335. 


.18655, 18345, 


, . X O D 










O . IN (J . 


10725 






Seq. ID 


OJ990410_23. 9923 


. 05 




Gene No. 


22826 






Strand 








Start 


15667 






End 


22562 






Name 


OJ990410 23.9923.05. 


.ol2.tw 


Method 


TBLASTX: Wheat 






Start 


18466 






End 


18670 






GI 


none 






Score 


116 






Exons 


18466. 


.18666, 18467. 


. .18658, 


18467. .18670, 18468.. 18662 





11230 



Seq. No. 10725 

Gene No. 22826 

Start 15667 

Name OJ9904 10_23 . 9923 . C5 . o3 . tw 

Start 18700 

GI none 

Exons 18700. ;i8993, 18704 18865, 
19321. .19497 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990410_23.9923.C5 
22562 

TBLASTX: Wheat 

19497 

110 



19040. .19276, 19042 .. 19272, 



Seq. No. 10725 Seq. ID 

Gene No. 22826 Strand 

Start 15667 End 

Name OJ9904 10_23 . 9923 . C5 . oil . tw Method 

Start 20077 End 

GI none Score 

Exons 20077. .20478, 20210.. 20479 



OJ990410_23.9923.C5 
22562 

TBLASTX: Wheat 

20479 

109 



Seq. No. 10726 Seq. ID 

Gene No. 22827 Strand 

Start 4002 End 

Name OJ9904 10_23 . 9923 . C6 . ol . np Method 

Start 4002 End 

GI • 133446 Score 

Exons 4002.. 4052, 5680.. 5835, 7375. .7409 
GI Descrip. 



OJ990410_23.9923.C6 
+ 

7409 
AAT/NAP 
7409 
43 



DNA-DIRECTED RNA POLYMERASE BETA" CHAIN gi | 6698 6 | pir | | RNRZC2 
DNA-directed RNA polymerase (EC 2.7.7.6) beta '-2 chain - rice 
chloroplast gi | 11973 | emb | CAA33988 | (X15901) RNA polymerase beta' 
subunit-2 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10726 
22828 
4648 

OJ990410_23.9923.C6.ol.gp 

4648 

3760640 

4648. .4729 

4176420/dbj IBAA37167 I 2.0e-ll 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990410_23.9923.C6 

4729 
AAT/GAP 
4729 
101 



(AB008097) cytochrome P450 



10727 Seq. ID 

22829 Strand 
6143 End 
OJ9904 10_23 . 9923 . C7 . o4 . np Method 
6143 End 
103076 Score 
6143. .6461 

Bkm-like sexrdetermining region hypothetical protein CS314 
fruit, fly (Drosophila melanogaster ) (fragment) 



OJ990410_23.9923.C7 
+ 

6461 
AAT/NAP 
6461 
84 



Seq. No. 10727 

Gene No. 22830 

Start 1 

Name OJ990410_23 . 9923 . C7 . ol . np 

Start 1 

GI 4680184 
Exons 



Seq. ID OJ990410_23.9923.C7 
Strand 

End 7832 

Method AAT/NAP 

End 2306 

Score 512 



1..40, 887. .1653, 1829. .2215, 2252. .2306 



11231 



GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. No, 10727 

Gene No. 22830 

Start 1 

Name OJ9904 10_23 . 9923 . C7 . ol . gs 

Start 1343 

GI none 

Exons 1343.. 1840, 1952.. 2202, 3542, 
5507. .6067 



OJ990410_23.9923.C7 

7832 
GENSCAN 
6067 
.48 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3699, 4168. .4353, 4649. .4911, 



Seq. No. 10727 Seq. ID 

Gene No. 22830 Strand 

Start 1 End 7832 

Name OJ9904 10_23 . 9923 . C7 . o2 . np Method T^T/NAP 

Start 1891 End 6329 

GI 4680186 Score 295 

Exons 1891. .1932, 3519. .3697, 4200. .4367, 6295. .6329 
GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



OJ990410 23. 9923. C7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10727 Seq. ID 

22830 Strand 

1 End 

OJ990410_23. 9923.,C7.o3.np Method 

54 92 End 

6227011 Score 



OJ990410_23.9923.C7 

7832 
AAT/NAP 
6553 
212 



5492. .5824, 5855. .6024, 6500, .6553 
{AC009513) F12P19.3 [Arabidopsis thaliana] 



Seq. No. 10727 Seq. ID 

Gene No. 22830 Strand 

Start 1 End 

Name OJ9904 10_23 . 9923 . C7 . o2 . gs Method 

Start 6305 End 

GI none Score 

Exons 6305.. 6362, 7744.. 7832 



OJ990410_23.9923.C7 

7832 
GENSCAN 
7832 
.65 



Seq. No. 10728 • Seq. ID 

Gene No. 22831 Strand 

Start 19 End 

Name OJ990410_23 . 9923 .09. ol .gs Method 

Start 19 End 

GI , none Score 

Exons 19. . 651 



OJ990410_23. 9923.09 
+ 

651 

GENSOAN 

651 

.48 



Seq. No. 10729 Seq. ID 

Gene No. 22832 Strand 

Start 1 End 

Name . OJ990410_23 . 9923 . OlO . ol . np Method 

Start ' 1 End 

GI 4680183 Score 

Exons 1..57, 672.. 761, 1367.. 1458 

GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp, indica] 



OJ990410_23. 9923.010 
+ 

1458 
AAT/NAP 
1458 
190 



Seq. No. 
Gene No. 
Start 



10729 
22833 
2775 



Seq. ID OJ990410_23. 9923.010 
Strand + 
End 3404 



11232 




Name 


OJ990410 23. 9923. CIO. o2. 


np 


Method 


AAT/NAP 




Start 


2775 




End 


3404 






D f ^ J.D D y 




Score 


634 




Exons 














^/iir u u J. u / J / nypouneLicax 


protein [Oryza 


sativa] 






/-T-i 1 C^Q^ ^HQ A ! HK-1 1 RnaQfl'^'Tn 
yl I DOJ-OUOfl 1 du J I Drirt y U J / U . 


11 (APP01081) 


hypothetical protein 




r vtJTa oa*t"iTTal 










Seq. No. 


10729 




Seq. ID 


OJ990410_23. 9923 


PI n 
. Ul u 


Gene No. 


22834 




Strand 






O tai L. 






End 


3247 




Name 


pTQQn^in 9*^ QQ?"^ Pin /-ii 


gs 


Method 


GENSCAN 




O LciL L. 


9 ? R7 ~ 
^ o o / 




End 


3247 






none 




Score 


. 91 




TJ' V Tl Q 


?^S7 9SnR 7^f,'K 9fi9R 


9 7 91 
Z / Z X . 


.2894, 3167. .3247 




Seq. No. 


10730 




Seq. ID 


OJ990410_23.9923 


1 1 
. Ul 1 


Gene No. 


22835 




Strand 


+ 






X 




End 


DO 0 




Name 


nTQQn4in 9*^ 009"^ pi i ^\^ 
uji?yu4ixu z J . y yz J , X . ox . 


gs 


Method 


GENSCAN 




o tar u 


X 




End 


685 




P T 


none 




Score 


.49 




Exons 


OZX..fioy, DZO..DOO 










beq. NO. 


i u / ou 




Seq. ID 


OJ990410_23.9923 


. Cll 


Gene No. 


22836 




Strand 






Start 


1 




End 


1 1 "7 1 
11/1 




Name 


OJ990410 23. 9923. Gil. ol. 


np 


Method 


AAT/NAP 




ot ar L. 


1 




End 


1171 




P T 


6705984 




Score 


1913 




Exons 


1. .1171 












{AB033235) gag-pol polyprotein [Oryza 


sativa] 




Seq. No. 


10730 




Seq. ID 


OJ990410_23.9923 


PI 1 
.oil 


Gene No. 


22836 




Strand 






O L a.ir U 


1 




End 


1171 




Name 


OJ990410 23.9923.Cll.o3. 


tw 


Method 


TBLASTX: Wheat 






1 




End 


248 




PT 


none 




Score 


277 




Ill Avji lo 


1..246, 3. .248, 3. .245 










Seq. No. 


10730 




Seq. ID 


OJ990410_23.9923 


PI 1 
. L/1 1 


Gene No. 


22836 




Strand 








1 




End 


1171 




Name 


OJ990410 23.9923.Cll.o3. 


tm 


Method 


TBLASTX: Maize 




o car L. 


87 




End 


374 




PT 


none 




Score 


188 




IT" v /^Ti e 
Hi AvJi lo 


87. .374 












10730 




Seq. ID 


OJ990410_23.9923 


.Cll 


Gene No. 


22836 




Strand 






Start 


1 




End 


1171 




Name 


OJ990410 23. 9923.Cll.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


279 




End 


638 




GI 


none 




Score 


324 




Exons 


279. .638, 289. .627, 293. 


.634 









11233 




Seq. No. 


10730 




Seq. ID 


OJ990410_23.9923 


.Cll- 


Gene No. 


22836 




Strand 






o tart 


1 




hna 


1 1 T 1 
1 1 / i 




Name 


ujyyu^iu ^:o.yy^,o.bil.ol 


4-m 

. tm 


Method 


1 otiAb i A . ixiaize 




Start 


"5 0 0 




End 


T Q 0 




GI 


none 




Score 


^ yu 




Exons 


TQQ T 0 1 "^Q"? T 0 c: "^Q"? 
Joo../zl, OO/../^0, OO/, 


. . /Ol , 


0 y 4 . . / 






Seq. No. 


10730 




Seq. ID 


OJ990410_23.9923 


.Cll 


Gene No. 


22836 




Strand 






otart 


1 




tina 


1171 




Name 


ujyyu^iu ^1 J . y y^: J . bl 1 . oi . 


4- /-I 

, tc 


Method 


i DtiAb i A . bress 




Start 






hnct 


Q 1 Q 

0 i y 






none 




Score 






Exons 


/ic:n '7/l'5 /!t;n QIO 


Q 1 Q 

, . o 1 y 








Seq. No. 


10730 




Seq. ID 


OJ990410_23.9923 


.Cll 


Gene No. 


22836 




Strand 






O 4- -I v-^ 

btart 


1 




End 


1 1 "7 1 
11/1 




Name 


OJ990410 23.9923.Cll.ol, 


. tw 


Method 


i DLiHb i A . wneat 




Start 


764 




End 


I 1 Q 

I I by 






none 




Score 


T Q n 
J y u 




Exons 


764. .1009, 765. .1145, 765. .1169, 766.. 


1 1 d4 




Seq. No. 


10730 




Seq. ID 


OJ990410_23.9923 


.Cll 


Gene No. 


22836 




Strand 






Start 


1 




End 


11/1 




Name 


OJ990410 23.9923.Cll.o2, 


.tm 


Method 


TBLASTX ; Mai ze 




Start 


822 




End" 


n 0 c 

yy D 




GI 


none 




Score 


y y 




Exons 


822. .980, 822. .986, 823, 


. .984 








Seq. No. 


10730 




Seq. ID 


OJ990410_23.9923 


.Cll 


Gene No. 


22836 




Strand 






o tart 


1 




End 


1171 




Name 


OJ990410 23.9923.Cll.ol, 


.ts 


Method 


TBLASTX : Soybean 




b tart 


912 




End 


1170 






none 




Score 


59 




Exons 


912. .998, 913. .996, 981, 


. .1169, 


994. .1170, 1002. .1169 




Seq. No. 


10731 




Seq. ID 


OJ990410_23.9923 


.C12 


Gene No. 


22837 




Strand 


+ 




C 4 1 >-4- 

btart 


7765 




End 


11290 




Name 


OJ990410 23.9923.C12.o4, 


.gs 


Method 


GENSCAN 




Start 


7765 




End 


11290 




bl 


none 




Score 


.41 




Exons 


7765. .7874, 8128. . 9042, 


9239. . 


9406, 9493. .10817, 10956. 


1 1 0 1 
. 1 iz ' 


beq. NO. 


10731 




Seq. ID 


OJ990410_23.9923 


r'l 0 
. bl Z 




22837 




Strand 


+ 




Start 


7765 




End 


11290 




Name 


OJ990410 23.9923.C12.o2. 


.np 


Method 


AAT/NAP 




Start 


8147 




End 


11287 . 




GI 


6907089 




Score 


3979 




Exons 


8147. .9406, 9493. .11287 










GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 





11234 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10731 
22838 
1 

OJ990410_23. 9923. 012. ol.np 
1 

6705984 
1..2681, 3058.;3163 

(AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. ID OJ990410_23.9923.C12 
Strand 

End 3821 

Method AAT/NAP 

End 3163 

Score 4048 



10731 
22838 
1 

OJ990410_23. 9923. 012. ol.gs 

478 

none 

478. .661, 1162. .1239 



Seq. No. 10731 

Gene No. 22838 

Start 1 

Name OJ990410_23 . 9923 . 012 . o2 . gs 

Start 1675 

GI none 
Exons 



Seq. ID OJ990410_23. 9923.012 
Strand 

End 3821 

Method GENSOAN 

End 1239 

Score .54 



Seq. ID OJ990410_23. 9923.012 
Strand 

End 3821 

Method GENSOAN 

End 3821 

Score .49 



1675. .1785, 2427. .2679, 3528. .3566, 3757. .3821 



Seq. No. 10731 

Gene No. 22838 

Start 1 

Name OJ990410_23 . 9923 . 012 . ol . gp 

Start 2983 

GI uO-osflcyp088bl2bl 

Exons 2983.. 3095 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P002 6F07 ' 



Seq. ID pJ990410_23. 9923.012 
Strand 

End 3821 

Method AAT/GAP 

End 3095 

Score 137 



Seq. No. 10731 

Gene No. 22839 

Start 4498 

Name OJ990410_23 . 9923 . 012 . o3 . gs 

Start 4498 

GI none 
Exons 



Seq. ID OJ990410_23. 9923.012 
Strand 

End 7159 

Method GENSOAN 

End 7159 

Score . 63 



4498. .4674, 4857. .5086, 5220. .5588, 5777. .5904, 6474. .6511, 
6539.. 6709, 7085.. 7159 



Seq. No. 10731 

Gene No. 22840 

Start 12050 

Name OJ990410_23 . 9923 . 012 . o2 . tm 

Start 56 

GI none 

Exons 56.. 523, 99.. 311, 251.. 433 

Seq. No. 10731 

Gene No. 22840 

Start 12050 

Name OJ990410_23 . 9923 . 012 . o5 . tw 

Start 110 



Seq. ID OJ990410_23. 9923.012 
Strand 

End 13080 

Method TBLASTX : Maize 

End 523 

Score 112 



Seq. ID OJ990410_23. 9923.012 
Strand 

End 13080 

Method TBLASTX : Wheat 

End 592 



11235 



• 



i 1 E 



GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No, 
Start 
Name 



none 

110. .592, 114. .323 

10731 
22840 
12050 

OJ990410_23. 9923.C12.o5.tm 

548 

none 

548. .679, 549. .680, 702. .794 

10731 
22840 
12050 

OJ990410_23. 9923, 012. o2.tw 

904 

none 



Score 



132 



Seq. ID OJ990410_23. 9923.C12 
Strand 

End 13080 

Method TBLASTX : Mai ze 

End 794 

Score 145 



Seq. ID OJ990410_23. 9923.012 
Strand 

End 13080 

Method TBLASTX : Wheat 

End 1394 

Score 98 



904. .1110, 962. .1096, 1117. .1248, 1130. .1249, 1149. .1274, 
1248. .1394, 1249, .1347 



10731 
22840 
12050 

OJ990410_23. 9923. 012.01, ts 

916 

none 

916, .1161, 980, .1156 

10731 
22840 
12050 

OJ990410_23. 9923. 012, o3.tm 

916 

none 

916.. 1161, 980,. 1156 

10731 
22840 
12050 

OJ990410_23. 9923. 012.01, tw 

1773 

none 



Seq. ID OJ990410_23. 9923.012 
Strand 

End 13080 

Method TBLASTX : Soybean 

End 1161 

Score 98 



Seq. ID OJ990410_23. 9923.012 
Strand 

End 13080 

Method TBLASTX : Maize 

End 1161 

Score 98 



Seq. ID OJ990410_23. 9923.012 
Strand 

End 13080 

Method TBLASTX : Wheat 

End 2348 

Score 152 



1773. .2123, 1774. .2151, 1777. .1875, 1779. .2132, 1975. .2136, 
2156. .2314, 2160. .2306, 2160, .2348, 2167. .2331 



10731 
22840 
12050 

OJ990410_23, 9923. 012. o2.ts 

1905 

none 



Seq. ID OJ990410_23. 9923.012 
Strand 

End 13080 

Method TBLASTX : Soybean 

End 2301 

Score 63 



1905.. 2126, 2160.. 2300, 2167. .2301 



10731 
22840 
12050 

OJ990410 23.9923.C12.o4.tm 



Seq. ID OJ990410_23. 9923.012 
Strand 

End 13080 

Method TBLASTX : Mai ze 



11236 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2109 
none 

2109.. 2345, 2122.. 2331 



End 
Score 



2345 
168 



10731 
22840 
12050 

OJ990410_23.9923.C12.o3.np- 
11913 
6498441 
11913. .12184, 12278.. 13080 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. {AF098806) [Oryza sativa] 



Seq. ID OJ990410_23.9923.C12 
Strand 

13080 
AAT/NAP 
13080 
1763 



End 

Method 

End 

Score 



oeq . LNo . 


107^1 

J.\J 1 O L 






Seq. ID 


OJ990410_23.9923 


PI 9 


v^ene wo . 


Z Z O *i U 






Strand 






Start 


12050 






End 


13080 




Name 


OJ990410_23. 9923.C12, 


.o4, 


. tw 


Method 


TBLASTX: Wheat 




o uar u 








End 


12514 






none 






Score 


78 




Exons 


11099 190/17 1109^^ 


.12048, 


12078. .12167, 12176. .12514, 






1991Q 19RnQ 












o e q . LN o . 


1 m 1 






Seq. ID 


OJ990410_23.9923 


PI 9 
. ^ X z 


Gene No. 


22840 






Strand 






Start 


12050 






End 


13080 




Name 




.o5. 


-gs 


Method 


GENSCAN 




O LalTl- 


X z u 0 u 






End 


13029 






none 






Score 


.88 




Exons 














Q o rr M 
O c q . LN U . 


X u / 0 J. 






Seq. ID 


OJ990410_23.9923 


PI 9 




22840 






Strand 






Start 


12050 






End 


13080 




Name 


OJ990410 23.9923.C12, 


.o3. 


.tw 


Method 


TBLASTX: Wheat 




Start 


12515 






End 


12896 




GI 


none 






Score 


238 




Exons 


12515. .12895, "12546. , 


.12^ 


^96 








Seq. No. 


10731 






Seq. ID 


OJ990410_23.9923 


.C12 


Gene No. 


22840 






Strand 






Start 


12050 






End 


13080 




Name 


OJ990410 23.9923.C12, 


.01, 


.tm 


Method 


TBLASTX: Maize 




Start 


12701 






End 


13033 




GI 


none 






Score 


84 




Exons 


12701. .12913, 12710. . 


.13033, 


12723. .13004 




Seq. No. 


10732 






Seq. . ID 


OJ990410_23. 9923 


.C13 


Gene No. 


22841 






Strand 






Start 


1 






End 


4215 




Name 


OJ990410 23.9923.C13. 


.01. 


.np 


Method 


AAT/NAP 




Start 


1 






End 


4005 




GI 


6498441 






Score 


4750 




Exons 


1..328, 500. .1222, 1397. 


,.1531, 1715. .2088, 2152. .2615, 





2946.. 4005 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 



11237 




predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



C <a rr }\lr>t 
O S q . IN O . 


107 '^9 

JL U / 0^ 






Ocv^ . ±LJ 




. X J 




Z^Oh ± 






-ra nH 
0 L. X cilia 






o uar t. 


1 
X 








4 91^ 




Name 




;7;7Z,j> • \j± 0 m ux 


. gs 


1 iC L 1 iUU 


va i-i IH 0 v^rtiN 




oT,ar u 










909 R 




GI 


none 






Score 


.49 




Exons 


53. .349, 5O0 


I..850, 883. 


.2025 








o tr tj . IN (J . 


10732 








n.TQQO/110 9^ QQ9^ 


ri ^ 




22841 






nrl 








1 






FnH 


4 9 1 S 
T X J 






OJ990410 23. 


9923.C13.o4 




L iC i> 1 lU VJ. 






o L. a r t 


194 






RnH 

I-jllU. 


R9 




GI 


none 






Score 


88 




Exons 


194.. 343, 195.. 332, 387 


. .575, 


404. .628, 


431. .652 




o S . In O . 


10732 






Ot;(-J . X U 


nTQQ041 0 9*^ QQ9'^ 


. V,^ X J 


ijiene imo . 


22841 






X ana. 






o uar L 


1 






lijna 


4 9 1 R 
ft Z X 0 




Name 


OJ990410 23. 


9923.C13.ol 


. to 


L\iet noa 


i oLiHo 1 A . ooyoean 




o uar L 


1060 






Hjna 


1 4 (^1 
X fl D X 




GI 


- none 






Score 


91 




Exons 


XUDU. .X4QX, 


1971 1 4 '^fi 

X^ / X. ■ X4JO 










O e q . LN O . 


10732 






oeq . X LJ 


nTQQ041 0 9 '5 QQ9'5 


. Ux J 




22841 






Q -h V :3 n 

0 L X a.na 






o L ar t. 


1 






Eiiia 


4 9 1 R 
fl Z X o 




Name 


OJ990410 23. 


9923.C13.o2 


. LW 


L^ie T_nua 


TRT a CITY" • TXTHoa 4- 




o Lari, 


1090 






c>na 


1 ROQ 
XO U z? 




GI 


none 






Score 


270 




Exons 


1090. .1509, 


1115. . 1486, 


1231. 


.1506 






O c (4 . LN U . 


10732 






OctJ . XL* 


n.TQQ0410 9*^ QQ9^ 


ri 




22841 . 






Ql" "rs nH 
0 L^ X dLlU 








1 






iiil LU 


4 9 1 

fi Z X J 




Name 


OJ990410 23. 


9923.C13.o2 






J. 0 J_ir\0 J. /V ■ L J d X ^ ^ 




0 L. di- u 


1183 






FnH 
Hiiia 


X J u u 




GI 


none 






Score 


189 




Exons 


1183. .1566, 


1202. .1456, 


1297. 


.1566 






dorr Mr>i 
OtJLj . LNU . 


10732 






OctJ . X 


n.TQQ0410 9"^ QQ9'^ 


. ^ X J 


^ Q M 

otrlltr LNU . 


22841 






0 U X diia 








1 






FnH 

HjLia 


491 R 

*i Z X J 




Name 


OJ990410 23. 


9923.C13.ol 


* L.111 


ViKi LiiOU 


1 0 Xtr^O 1 A ■ L^J d X Z ^ 




0 car u 


1594 






tna 


1 you 




GI 


• none 






Score 


73 




Exons 


1594. .1710, 


1594 . .1950, 


1604. 


.1915 






Seq. No. 


10732 






Seq. ID 


OJ990410_23.9923 


.C13 


Gene No. 


22841 






Strand 






Start 


1 






End 


4215 




Name 


OJ990410 23. 


9923.C13.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1618 






End 


2081 




GI 


none 






Score 


183 





11238 








1 fil ft 901^ 


1624 

X w ^ *s . 


2016 


1625 


.2080, 1638.. 2081 






Seq. No. 


10732 








Seq. ID 


OJ990410_23.9923 


.013 




Gene No. 


22841 








Strand 


- 








1 

X 








End 


4215 






Nsine 


O.TQQDd 10 


9923 


n o9 




Method 


TBLASTX: Soybean 








"1 fi7 ^ ~~ 

X D ' 








End 


2031 






o J. 


none 








Score 


109 






P von Q 


1675 1809 


1816 , 


2031 












Seq. No. 


10732 








Seq. ID 


OJ990410_23. 9923 


.013 




Gene No. 


22841 








Strand 


- 








]_ 








End 


4215 






Nsme 


OJ990410 23 


9923 , 


. C13 . o2 




Method 


GENSCAN 






q-i- 3 -rf 

O Ud-L u 


0089 ~ 








End 


4215 








none 








Score 


.58 








2089 3563. 


3672 , 


3809, 


3826 . 


.4215 








Seq. No. 


10732 








Seq. ID 


OJ990410_23.9923 


.013 




Gene No. 


22841 








Strand 


- 






O UCLJ. L 


1 

X 








End 


4215 






Nfline 


n.T99n4 10 


9993 


n 1 nl 


. tw 


Method 


TBLASTX: Wheat 






q-[- 


^ ^ rl <^ 








End 


2731 








none 








Score 


166 




•is? 




9945 97^0 




9 

• • ^ -J ^ u , 


95S8 


.2731 






;:f! 


Seq.. No. 


10732 








Seq. ID 


OJ990410_23.9923 


.013 


1 if 


Gene No. 


22841 








Strand 






Q 


c-|- a ri- 

O L Cli- U 


X 








End 


4215 




\ -.i 


IN a.iucr 


n.TQ904 10 9^ 


-7 -3 O < 


PI 1 nS 


i- w 


Method 


TBLASTX: Wheat 








J *1 U -7 








End 


3858 




rij 




n on ^ 








Score 


86 




I ST 

i; 


P YOn Q 


3469 3796 


3503 

O J J 1 


3742 


3709 

J 1 \J Zf » 


.3801, 3710. .3790, 3814. .3858 


Q 


Seq. No. 


10732 








Seq. ID 


OJ990410_23.9923 


.013 


H 


Gene No. 


22841 








Strand 








Start 


1 








End 


4215 




. *E 


NarQe 


OJ990410 23 


9923 , 


. C13 . o3 


. trh 


Method 


TBLASTX: Maize 




'e=? 


O U d J. L. 


3571 ~ 








End 


3819 






GI 


none 








Score 


102 






T^' V on Q 


3S71 1819 


3572 , 


. .3784 












Seq. No. 


10733 








Seq. ID 


OJ990410_23.9923 


.014 




Gene No. 


22842 








Strand 


+ 






O L. d J- L. 


2422 








End 


2858 






LNdillC 


OJ990410 23 


9923 

Zf Zf ^ o > 


. C14 . ol 


no 


Method 


AAT/GAP 






O Ldi. L 


94 99 ~ 








End 


2858 








2428230 

^ 1 ^ (J ^ 'w' Vr 








Score 


686 






F von G 


9499 969Q 


9 6SQ 


98 S8 












Seq. No. 


10733 








Seq. ID 


OJ990410_23. 9923 


.014 




Gene No. 


22843 








Strand 








Start 


454 








End 


5606 






Name 


OJ990410 23. 


9923, 


.014 .ol 


. np 


Method 


AAT/NAP 






Start 


454 








End 


5606 






GI 


4539660 








Score 


113 





Exons 454.. 593, 1206.. 1274, 5562.. 5606 



11239 



GI Descrip. (AF061282) polyprotein [Sorghum bicolor] 



C ■ • 


10734 










Seq. ID 


n o K7 


^ ^ 0 Tt *1 










0 L. X dl 


0 Ldi. C 












End 


N3nie 


n.TQQn4 in ^ 


> ^ V ^ 




oT 

(J X 




Mp i~ h oH 




8 ~ 










End 




none 










OU^L^X t3 


Exons 


8. .73 












Seq. No. 


10735 










Seq. ID 




22845 










1^ L, X dl WX 


0 Lair L 


708 










Fnd 




OJ990410 23. 


.9923 


ri 6 


ol 


.gs 


Mpf" hod 


Start 


708 










End 




none 










S core 


Exons 


708. .775, 1389.. 


1449, 


2645. 


.2686 


"^pn Mo 


10735 










Seq. ID 


Vac lie INO * 


22845 










>D L. X dl ivJ. 




708 










Pnd 


Nsine 


OJ990410 23. 


.9923 




o2 


.gp 


Mcs't" hod 




2529 










Pnd ■ 


P T 


none 










S core 


Exons 


2529. .2708 












0 C . L>H-J • 


10735 










TO 




22846 










cj-h -rand 
0 u X di lu. 




3099 












Name 


OJ990410 23. 


.9923 


• ^ X u . 


o3 


.gp 


Mo "1" Vi od 




3099 










Rnd 




none 










Score 


P von ^ 


3099. .3216, 


3498 


364 


8 






Seq. No. 


10735 










Seq. ID 


Gene No. 


22847 










Strand 


Start 


5769 










End 


Name 


OJ990410- 23. 


.9923 


.C16. 


ol 


.np 


Method 


Start 


5769 










End 


GI 


3023751 










Score 


Exons 


5769. .5889, 


7110 


. .718 


6 







23.9923.C15 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990410 
+ 

73 

GENSCAN 

73 

. 96 



OJ990410_23. 9923.C16 
+ 

2708 
GENSCAN 
2686 
.46 



OJ990410_23.9923.C16 
+ 

2708 
AAT/GAP 
.2708 
304 



OJ990410_23.9923.C16 
+ 

3648 
AAT/GAP 
3648 
460 



OJ990410_23.9923.C16 

7186 
AAT/NAP 
7186 
19 



70 KD PEPTIDYLPROLYL ISOMERASE ( PEPTIDYLPROLYL CIS-TRANS 
ISOMERASE) (CYCLOPHILIN) (PPIASE) gi | 107 6772 | pir | | S55383 
peptidylprolyl isomerase (EC 5.2.1.8) - wheat 
gi|854626|emb|CAA60505| {X86903) peptidylprolyl isomerase 
[Triticum aestivum] 



10736 
22848 
4902 

OJ990410_23. 9923.C17.o2.gs 

4902 

none 

4902. .4971, 5426. .5531, 5629. 
7248. .7370, 7517. .7640, 7682. 
9305. . 9345 



Seq. ID OJ990410_23.9923.C17 

Strand + 

End 9345 

Method GENSCAN 

End 9345 

Score .58 

.5674, 5973. .6062, 6921. .7147, 
.7850, 8480. .8539, 9052. .9126, 



11240 




Seq. No. 


10736 






Seq. ID 


OJ990410_23.9923.C17 


Gene No. 


22849 






Strand 












End 


4747 


Naitie 




PI 1 o1 

, f .OX 


.gs 


Method 


GENSCAN 




o o y 






End 


4654 




none 






Score 


.5 


Exons 




9sn R 


9 9 
Z DZ J . 


.2852, 3897. .3989, 4305. .4654 


OeCJ . LNO . 


X U / O D 






Seq. ID 


OJ990410_23. 9923.C17 




22849 






Strand 




O C Cli. u 


839 






End 


4747 


N3.rue 


OJ990410 23.9923 


.C17.01 


.np 


Method 


AAT/NAP 


Start 


842 






End 


4747 


GI 


6539553 






Score 


6431 


Exons 


842. .4747 










ox uescj-ip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIREl 




[uoDDz? 1 ) [uryza . 


sativa] 


gil 6539590 Idbj IBAA88206.1 | (AP000837) 




oxmixar co uryza 


australiensis retrotransposon RIREl (D85597) 




[Oryza sativa] 










oeq • iNo . 


1 U / J D 






Seq. ID 


OJ990410_23. 9923.C17 


Gene No. 


22850 






Strand 




Start 


9951 






End 


10264 


Name 


mQQC^A^f^ 9'^ QQ9'^ 

ujyyu4ixu zj.i7i7Zo 


PI 7 r^O 
. U X / . OZ 


. cW 


Method 


TBLASTX: Wheat 


o caru 








End 


1454 




none 






Score 


132 


Exons 


Q7P iint^ ini(^ 

i)/0. .XXUD, XUXD. 


1 7 9 
. U / Z / 


1 n c: 


.1363, 1179. .1364, 1261. .1365, 




XjDO. .Xfi40^ XO/^ 


. .1453, 


1401 


. .1454 




Seq. No. 


10736 






Seq. ID 


OJ990410_23. 9923.C17 


Gene No. 


22850 






Strand 




o L. ar L. 


QQR1 






End 


10264 


Name 




PI 7 /-^^^ 

. UX / . OO 


. CS 


Method 


TBLASTX : Soybean 


O uar L 


1 n Q1 
X U -7 X 






End 


1459 


PT 


none 






Score 


80 


Exons 


1091.. 1315, 1334 


. .1459 








Seq. No. 


10736 






Seq. ID 


OJ990410_23.9923.C17 


Gene No. 


22850 






Strand 






9951 






End 


10264 


Name 


OJ990410 23.9923 


.C17.05 


.tm 


Method 


TBLASTX: Maize 




1310 






End 


1649 


PT 


none 






Score 


189 


HiXonb 


1310. .1648, 1311 


. .1649 








Seq. No. 


10736 






Seq. ID 


OJ990410_23.9923.C17 


Gene No. 


22850 






Strand 




Q+- a vl- 

o Car t. 


9951 






End 


10264 


Name 


OJ990410 23.9923 


.017. o2 


.ts 


Method 


TBLASTX: Soybean 


o car r 


1460 






End 


1805 


P T 


none 






Score 


109 


Exons 


1460. .1804, 1605 


. .1805 








Seq. No. 


10736 






Seq. ID 


OJ990410_23.9923.C17 


Gene No. 


22850 






Strand 




Start 


9951 






End 


10264 


Name 


OJ990410 23.9923 


.C17.03 


. tw 


Method 


TBLASTX: Wheat 



11241 




start 


1 boo 








hna 


O O A '3 

zzU J 




GI 


none 








Score 


/ z 




Exons 




1 Q c: Q 

1 0 0 y . 


0 0 n "3 
. z z u J , 


1 Q Q "3 
I 0 0 0 . 


0 n c; ^; 
. z uo b 






Seq. No. 


10736 








Seq. ID 


OJ990410_23.9923 


.C17 


Gene No. 


22850 








Strand 






otaru 


Q Q 1 

y y D 1 








tna 


1 U Z D 4 




Name 


(JJ y yU4 lU .zo . 


Q Q 0 "3 

. y y z J . 


LI / . 00 


. tm 


Method 


1 oLiAo i A ; Mai ze 




Start 


1 "7 "3 O 

i /oy 








bna 


o o n 
ZZ U J 




GI 


none 








Score 


o / 




Exons 


1-7-30 


1 0 0 b . 


0 n Q 
. zU bo 










oeq. NO. 


1 U / J 0 








oeq. lu 


uuyyu4±u zj.yyzj 




Gene No. 


22850 








Strand 






Start 


9951 








End 


10264 




Name 


uj y yu 4 lu z ^ . 


, y y z J . 


LI / .01 


. us 


Me unou 


i DjLi-rt.o 1 A : ooyDean 




btarr 


10 7/1 








rjna 


z J Jo 




bi 


c c n Q 0 c n 
oou yz bu 








Score 


J b o 




Exons 


io / 4 . . zo 00 














GI Descrip. 
















Seq. No. 


10736 








Seq. ID 


OJ990410_23.9923 


.C17 


Gene No. 


22850 








Strand 






Start 


. ■ y yoi 








End 


1 n o c /I 
I Uz b4 




Name 


ojyyU4iu 


n n 0 0 

. y yz J . 


CI / . ol 


. tc 


Metnoa 


I bIjAd 1 A : Lre s s 




Start 


1985 








End 


ZZ 4 0 




GI 


none 








Score 


O C 

ZDO 




Exons 


lyoo . . zz4o 














Seq. No. 


T r» T T c 

lU /ob 








Seq. ID 


OJ990410_23. 9923 


.C17 


Gene No. 


22850 








Strand 






Start 


9951 








End 


10264 




Name 


/^TQQn>iiri 0*3 

u J y yu 4 1 u z J . 


Q Q 0 "3 

, y y z J . 


LI / .01 




Method 


TBLASTX: Wheat 




otar L 


0 0 Q Q 
Z Z DO 








End 


3013 




GI 


none 








Score 


452 




Exons 


zzoo . . z y 0 b , 


0 0 c; Q 
ZZOO . 


. z4 y I , 


0 0 T 
ZZ / D . 


.2505, 2526. .3005, 2557. .3006, 




o^c.A '3m'3 
zOd4 . . oU U 














Seq. No. 


10736 








Seq. ID 


OJ990410_23.9923 


.C17 


Gene No. 


22850 








Strand 






b rar L 


Q Q c; 1 

y y 0 i 








End 


10264 




Name 


vjo y y u 4 i u z 0 , 


Q Q 0 

. y y z 0 . 


LI / . OZ 




Method 


TBLASTX: Cress 




Start 


z b jy 








End 


3046 




bl 


none 








Score 


119 




Exons 


zboy. .ZoJO/ 


Z o4 b . 


. JU 4 b 










Seq. No. 


10736 








Seq. ID 


OJ990410_23.9923 


.C17 


Gene No. 


22850 








Strand 






otart 


. yyoi 








End 


10264 




Name 


ojyyu4i(j zJ, 


Q Q 0 "3 

, y yzo . 


Ll / , 0 J 


J- 


Method 


TBLASTX: Soybean 




Start 


2663 








End 


3061 




GI 


none 








Score 


38 




Exons 


2663. .2836, 


2790. 


.2828, 


2837. 


.3061, 28t 


33. .3059 




Seq. No. 


10736 








Seq. ID 


OJ990410_23.9923 


.C17 


Gene No. 


22850 








Strand 






Start 


9951 








End 


10264 





11242 



Name OJ9904 10_23 . 9923 . C17 . o4 . tm 

Start 2849 

GI none 

Exons 2849,. 3283, 2874.. 3029 

Seq. No. 10736 

Gene No. . 22850 

Start 9951 ' 

Name OJ9904 10_23 . 9923 . C17 . o5 . tw 

Start . 3014 

GI none 

Exons 3014.. 3352, 3035.. 3220 

Seq. No. 10736 

Gene No. 22850 

Start 9951 

Name OJ990410_23 . 9923 . C17 . o4 . ts 

Start 3071 

GI none 

Exons 3071.. 3319, 3302.. 3457 

Seq. No. 10736 

Gene No. 22850 

Start 9951 

Name OJ990410_23 . 9923 . C17 . ol . tm 

Start 3484 

GI none 
Exons 



Method 

End 

Score 



TBLASTX: Maize 

3283 

72 



Seq. ID OJ990410_23.9923.C17 
Strand 

End 10264 

Method TBLASTX : Wheat 

End 3352 

Score 68 



Seq. ID OJ990410_23.9923.C17 
Strand 

End 10264 

Method TBLASTX : Soybean 

End 3457 

Score 84 



Seq. ID OJ990410_23. 9923.C17 
Strand 

End 10264 ' 

Method TBLASTX : Mai ze 

End 3806 

Score 370 



3484. .3768, 3485. .3799, 3486. .3779, 3552. .3806 



Seq. No. 10736 

Gene No. 22850 

Start 9951 

Name OJ9904 10_23 . 9923 . C17 . o2 . tm 

Start 4307 

GI none 
Exons 



Seq. ID OJ990410_23. 9923.C17 
Strand 

End 10264 

Method TBLASTX : Mai ze 

End 4618 

Score 286 



4307. .4618, 4308. .4610, 4310. .4612 



Seq. No. 10736 

Gene No. 22850 

Start 9951 

Name OJ990410_23 . 9923 . C17 . o4 . tw 

Start 4367 

GI none 

Exons 4367.. 4753, 4368.. 4742 



Seq. ID OJ990410_23. 9923.C17 
Strand 

End 10264 

Method TBLASTX : Wheat 

End 4753 

Score 263 



Seq. No. 10736 

Gene No. 22850 

Start 9951 

.^Name OJ9904 10_23 . 9923 . C17 . ol . gp 

Start 9951 

GI 61605_3.R1084 

Exons 9951.. 10264 

GI Descrip. ' 1402920/emb | CAA66965 I 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq. ID OJ990410_23. 9923.C17 
Strand 

End 10264 

Method AAT/GAP 

End 10264 

Score 429 



Seq. No. 
Gene No. 



10737 
22851 



Seq. ID OJ990410_23.9923.C18 
Strand + 



11243 



start 
Name 
Start 
GI 

Exons 

Seq.^ No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



304 End 

OJ990410_23. 9923.C18.ol.gs Method 

304 End 

none Score 
304. .382, 1068. .1606 

10737 Seq. ID 

22852 Strand 

6802 End 

OJ990410_23. 9923.C18.o3.gs Method 

6802 End 

none Score 
6802. .6815, 7445. .7600, 8321. .8960 



1606 
GENSCAN 
1606 
.94 



OJ990410_23.9923.C18 
+ 

8960 
GENSCAN 
8960 
.75 



OJ990410 23.9923.C18 



10737 Seq. ID 

22853 Strand 
5341 End 6672 

OJ9904 10_23 . 9923 . C18 . ol . np Method AAT/NAP 
5341 End 6672 

6630696 Score 2049 

5341.. 6672 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene . ; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 10737 
Gene No. 22854 
Start 9807 

Name OJ9904 10_23 . 9923 . C18 . oil . tw 

Start 4866 
GI none 
Exons 4866 
5047 

5130.. 5201, 5131 



Seq. ID OJ990410_23. 9923.C18 
Strand 

End 14373 
_ Method TBLASTX: Wheat 

End 5202 
Score 61 

4943, 4867. .4938, 4980. .5054, 4981. .5058, 4988. .5056, 
5127, 5058. .5129, 5059. .5121, 5060. .5152, 5124. .5201, 
.5202 



I A 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10737 
22854 
9807 

OJ990410_23. 9923. C18. oil. tm 

5148 

none 

5148. .5186, 5159. .5188, 5211. 
5246.. 5332, 5376.. 5465, 5377. 

10737 
22854 
9807 

OJ990410_23.9923.C18.o2.tw 

5477 

none 

5477.. 5863, 5479.. 5871, 5864, 
5879. .5965 



Seq. ID 
Strand 
End 

* Method 
End 
Score 



OJ990410 23.9923.C18 



14373 

TBLASTX -Maize 
5467 
41 

5324, 5212.. 5328, 5243. 
5466, 5378. .5467, 5378. 



.5338, 
.5467 



OJ990410_23.9923.C18 
14373 

TBLASTX: Wheat 

5965 

442 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5947, 5872. .5952, 5878. .5952, 



Seq. No. 10737 Seq. ID 

Gene No. 22854 Strand 

Start 9807 End 

Name OJ990410 23 . 9923 . C18 . o4 . ts Method 



OJ990410_23. 9923.C18 
14373 

TBLASTX : Soybean 



11244 














End 


5946 






none 








Score 


94 




Exons 


D dUD . , Oo X 4i / 


O D D D • 


. 0 / Oz / 


Oo OO . 


.5946, 5840. .5911 




beq. No. 


iU / o / 








Seq. ID 


OJ990410_23.9923. 


.C18 


Gene No. 


.22854 








Strand 






Start 


9807 








End 


14373 




Name 




QQ9 


b -L 0 . OO 


. Lm 


Method 


TBLASTX: Maize 




o tar c 


C Q n Q 








End 


6155 






none 








Score 


100 




Exons 




1 n 

Do lU . 


Q 


Oo lU . 


.5953, 5953. ,6141, 5955. .6155, 




D yoo . . Di 4i y 














Seq. No. 


10737 








Qorr T Pi 
oGq . 1 U 


WUI7-7U41U ^Ot^^c-O* 


> 1 0 


Gene No. 


22854 








CI- r^H 






o uar I, 


you / 








Cjna 


1 fi 0 / 0 




Naine 


UJ y yu^i lu z J . 


. y yz J . 


bio. OO 


. L.S 








C-J- ^ vl- 

otart 


C Q C Q , 

0 y 3 o * 








CjIIU 


oz / 0 






none 








Score 


74 




Exons 


0 yoo . . Dl D , 


t; Q R Q 
0 y 0 y . 


. bl 4 , 


bl4 / . 


.6275 






Seq. No. 


10737 








Seq. ID 


OJ990410_23.9923. 


.bio 


Gene No. 


22854 








Strand 






brar L 


you / 








End ' 


14373 




Name 


ojyyu4iu zo. 


Q n o o 

. y yz J . 


bio . O / 


. tw 


Method 


TBLASTX: Wheat 




Start 


bloy 








End 


6656 




GI 


none 








Score 


258 




Exons 


bloy, . bj / I/ 


b o bU . 


. bbob 










Seq. No. 


10737 








Seq. ID 


OJ9904i0_23.9923, 


. 1 0 


Gene No. 


22854 








Strand 






br.ar u 


Q Q n "7 

you / 








End 


14373 




Name 


UJ y y U4 lu z J , 


. y yz p . 


bits . OO 


■t-Tn 

. L.m 


Method 


TBLASTX: Maize 




b t am 


oz4i U 








End 


6664 






none 








Score 


61 




Exons 


Dz4 u . . boob, 


bo4 o . 


^ /I c: o 
. b4 OO , 


bfi o y . 


.6551, 6626. .6664 




Seq. No. 


10737 








Seq. ID 


OJ990410_23.9923, 


PI fi 


Gene No. 


22854 








Strand ' 






o uar I. 


you / 








End 


14373 




Name 


n TQ QH /I 1 n O "5 

ujy yu4 iu , 


, y yz J . 


bio. Oo 


. cS 


Method 


TBLASTX: Soybean 




otar u 


bz / b 








End 


6656 




bl 


none 








Score 


85 




Exons 


bz / b . . bo 1 J. f 


boz 1 . 


. bbob, 


booU . 


.6551, 6526.. 6654 




beq . NO . 


L\j 1 ^ f 








Seq. ID 


OJ990410_23.9923. 


.C18 


Gene No. 


22854 








Strand 






Start 


9807 








End 


14373 




Name 


OJ990410 23. 


9923. 


C18.02 


. np 


Method 


AAT/NAP 




b Lam 


9798 








End 


14373 




bl 


4680179 








Score 


6551 




Exons 


9798. .14373 














GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


10737 








Seq. ID 


OJ990410_23.9923, 


.C18 


Gene No. 


22854 








Strand 






Start 


9807 








End 


14373 





11245 



Name 

Start 

GI 

Exons 



OJ990410_23.9923.C18.o4 .gs 

9807 

none 

9807.. 10891, 11171. .11296, 



Method GENSCAN 
End 14370 
Score .78 
11538. .14370 



Seq. No. 10737 Seq. ID 

Gene No. 22854 Strand 

Start 9807 End 

Name OJ9904 10_23 . 9923 . C18 . o9 . tm Method 

Start 9834 End 

GI none Score 

Exons, 9834. .10034 



OJ990410_23.9923.C18 
14373 

TBLASTX: Maize 

10034 

191 



Seq. No. 10737 Seq. ID 

Gene No. 22854 Strand 

Start 9807 End 

Name OJ990410_23 . 9923 . C18 . o8 . tw Method 

Start 9843 End 

GI none Score 

Exons 9843.. 10175, 10039.. 10176 



OJ990410_23. 9923.018 
14373 

TBLASTX: Wheat 

10176 

77 



Lit 



Seq. No. 10737 

Gene No. 22854 

Start 9807 

Name OJ9904 10_23 . 9923 . C18 . ol . tm 

Start 10035 . 

GI none 

Exons 10035. .10304, 10036 .. 10296, 
10395. .104 63, 104 61. .10622, 



Seq. ID OJ990410_23. 9923.018 
Strand 

End ^ 14373 

Method TBLASTX : Maize 

End 10622 

Score 182 
10365. .10463, 10366 .. 104 61, 
10468. .10614, 10470. .10616 ■ 



'■J 

.ss; 



Seq. No. 10737 

Gene No. 22854 

Start 9807 

Name OJ990410_23 . 9923 . 018 . ol . tw 

Start 10176 

GI ■ none 

Exons 10176. .10802, 10177.. 10746 

Seq. No. 10737 

Gene No. 22854 

Start 9807 

Name OJ9904 10_23 . 9923 . 018 . o4 . tm 

Start 10671 

GI none 

Exons 10671. . 10961, 10675.. 10962 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990410_23. 9923.018 
14373 

TBLASTX: Wheat 

10802 

371 



OJ990410_23. 9923.018 
14373 

TBLASTX: Maize 

10962 

235 



Seq. No. 10737 Seq. ID 

Gene No. 22854 Strand 

Start 9807 End 

Name OJ9904 10_23 . 9923 . 018 . o2 . t s Method 

Start 10761 End 

GI none Score 

Exons 10761. . 11021, 10762.. 11016 



OJ990410_23. 9923.018 
14373 

TBLASTX : Soybean 

11021 

155 



Seq. No. 
Gene No. 
Start 



10737 
22854 
9807 



Seq. ID 

Strand 

End 



OJ990410 23.9923.018 



14373 



11246 






OJ990410 23.9923.C18. 


o4 . tw 


Method 


TBLASTX: Wheat 






10809 






End 


11288 




O J. 


none 






Score 


274 




R vnn c; 

J_J Awl 1 1^ 


10809. 


.11288, 10810.. 


11193, 


10815. .11270 




O C M • IN • 


10737 






Seq. ID 


OJ990410_23.9923, 


. C18 


Gene No. 


22854 






Strand 






Start 


9807 






End 


14 373 




Name 


OJ990410 23.9923.C18. 


o3 . tw 


Method 


TBLASTX: Wheat 




o u d I. u 


11292 






End 


11802 






none 






Score 


49 






11292. 


.11429, 11383.. 


11430, 


114 30. .11684, 114 31. .11802, 






11462. 


.11770 










Seq. No. 


10737. 






Sea ID 


OJ990410 23 9923 


.C18 


Gene No. 


22854 






Strand 






Start 


9807 






End 


14373 




Name 


OJ990410 23.9923.C18. 


o2 . tm 


Mpt hod 


TBLASTX ' Mai ze 




O L. Ct J. L. 


11491 






End 


11931 




\J± 


none 






Score 


229 






11491. 


.11931, 11504.. 


11917 








Seq. No. 


10737 






Seq. ID 


OJ990410 23 9923 


.C18 


Gene No. 


22854 






St ranri 






O La. J. L, 


9807 






End 


14373 




Name 


OJ990410 23.9923.C18. 




Mpt hod 


TBLASTX • Sovbean 




q-t- -a -r-h 

O L d I. U 


11551 






End 


11793 




CJ 


none 






Score 


192 




R V on <5 


11551. 


.11793 










Seq. No. 


10737 






Seq. ID 


OJ990410_23.9923, 


.C18 


Gene No. 


22854 






Strand 






O U d J- u. 


9807 






End 


14373 




Name 


OJ990410 23,9923.C18. 


o6 . tw 


Method 


TBLASTX: Wheat 




O L d i. L. 


11803 






End 


12105 






none 






Score 


201 




R Yon <=? 


11803. 


.12105, 11804.. 


12067 








O C • IN . 


10737 






Seq. ID 


OJ990410_23. 9923, 


. C18 


Gene No. 


22854 






Strand 






Start 


9807 






End 


14373 




Name 


OJ990410 23. 9923. CIS. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


11818 






End 


12213 






none 






Score 


126 




R Y OTl Q 


11818. 


.12177, 11819.. 


12061, 


12036. .12170, 12100. .12174, 






12181. 


.12213, 12181.. 


12213 








Seq. No. 


10737 






Seq. ID 


OJ990410_23. 9923, 


.C18 


Gene No. 


22854 






Strand 






O L. di. L, 


9807 






End 


14373 




KFa mo 


OJ990410 23.9923.C18. 




Method 


TBLASTX: Maize 




Start 


11936 






End 


12099 




GI 


none 






Score 


122 




Exons 


11936. 


.12094, 11937.. 


12095, 


11938. .12099 




Seq. No. 


10737 






Seq. ID 


OJ990410_23.9923. 


.C18 


Gene No. 


22854 






Strand 







11247 




OX.S.LZ. 


9807 






End 


14373 




Naiue 


OJ990410 23. 9923. CIS 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


12100 






End 


12571 




GI 


none 






Score 


97 




Exons 


12100. 


..12567, 12133., 


. JL Z fJ O U , 


12338. .12571 




Seq. No. 


10737 






Seq. ID 


OJ990410_23.9923 


.C18 


Gene No. 


22854 






Strand 


- 






9807 






End 


14373 




Name 


OJ990410 23.9923.C18, 


. oo . tw 


Method 


TBLASTX: Wheat 




b rar u 


12154 






End 


12640 




hi 


none 






Score 


305 




Exons 


12154 , 


..12636, 12197. 


. ± Z D 4 U 








Seq. No. 


10737 






Seq. ID 


OJ990410_23. 9923 


.C18 


Gene No. 


22854 






Strand 






o Lar u 


9807 






End 


14373 




Name 


OJ990^ 


110_23.9923.C18 


. O J. U • L W 


Method 


TBLASTX: Wheat 




o tar L 


12811 






End 


13165 




Gl 


none 






Score 


80 




Exons 


12811. 


..13164, 12847., 




13070. .13165 




Seq. No. 


10737 






Seq. ID 


OJ990410_23.9923 


.C18 


Gene No. 


22854 






Strand 






btar u 


' 9807 






End 


14373 




Name 


OJ990410 23.9923.C18, 


.Of. tm 


Method 


TBLASTX: Maize 




Start 


12898 






End 


13218 




Gi 


none 






Score 


209 




Exons 


12898. 


, .13218 










Seq. No. 


10737 






Seq. ID 


OJ990410_23. 9923 


.C18 


Gene No. 


22854 






Strand 






b uar u 


9807 






End 


14373 




Name 


OJ990410 23.9923.C18, 


. oo . nm 


Method 


TBLASTX: Maize 




b uar L 


13564 






End 


13860 




Gl 


none 






Score 


117 




Exons 


13564. 


,.13860, 13673., 










Seq. No. 


10737 






Seq. ID 


OJ990410_23. 9923 


.C18 


Gene No. 


22854 






Strand 






bear L. 


9807 






End 


14373 




Name 


OJ990410 23.9923.C18, 


► oy . (_ w 


Method 


TBLASTX: Wheat 




b uar u 


13741 






End 


14104 






none 






Score 


88 




Exons 


13741. 


,.14100, 13742., 


, xjzf /Of 


14000. .14104 




o tr LJ^ . LN (J . 


10738 






Seq. ID 


OJ990410_23.9923 


. C19 


Gene No. 


22855 






Strand 


+ 




Start 


5730 






End 


7628 .., . 




Name 


OJ990410 23.9923.C19. 


, o2 . np 


Method 


AAT/NAP 




Start 


5730 






End 


7628 




GI 


12162E 


I 




Score 


128 




Exons 


5730. . 


6152, 7268.. 7628 









GI Descrip. GLYCINE-RICH ' CELL WALL STRUCTURAL PROTEIN 1.0 PRECURSOR (GRP 

1.0) gi|81867|pir| IS01821 glycine-rich protein 1.0 precursor - 
kidney bean gi | 21001 1 emb | CAA31931 1 (X13595) GRP 1.0 protein (AA 
1 - 252) [Phaseolus vulgaris] 



11248 



Seq. No. 10738 Seq, ID OJ9904 10_23 . 9923 . C19 

Gene No. 22856 Strand 

Start 419 End 3189 

Name OJ9904 10_23 . 9923 . C19 . ol . np Method AAT/NAP 

Start 265 End 2742 

GI 6630696 Score 3742 

Exons 265.. 2742 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 10738 

Gene No. 22856 

Start 419 

Name OJ990410_23. 9923. 019. ol .tw 

Start 362 

GI none 
Exons 



Seq. ID OJ990410_23. 9923.019 
Strand 
End 

Method 
End 
Score 



3189 

TBLASTX: Wheat 

1116 

250 



362. .1042, 367. .876, 367. .1098, 371. .895, 612. .1040, 952. .1041, 
1042. .1116, 1043. .1108 



Seq. No. 10738 Seq. ID 

Gene No. 22856 Strand 

.Start 419 End 

Name OJ9904 10_23 . 9923 . 019 . ol . gs Method 

Start 419 . . End 

GI none Score 
Exons 



OJ990410_23. 9923.019 

3189 
GENSCAN 
3189 
.48 



419. .956, 1401. .1468, 1581. .1883, 2096. .2586, 2766. .3189 



Seq. No. 10738 

Gene No. 22856 

Start 419 

Name OJ9904 10_23 . 9923 . 019 . ol . ts 

Start 767 

GI none 
Exons 



Seq. ID OJ990410_23. 9923.019 
Strand 

End 3189 

Method TBLASTX : Soybean 

End 1164 

Score 65 



767. .940, 947. .1042, 1004. .1162, 1042. .1164 



.Seq. No. 10738 

Gene No. 22856 

Start 419 

Name OJ9904 10_23 . 9923 . 019 . o3 . tm 

Start 953 

GI none 
Exons 



Seq. ID OJ990410_23. 9923.019 
Strand 

End 3189 

Method TBLASTX : Mai ze 

End 1415 

Score 63 



953. .1042, 1042. .1332, 1043. .1132, 1359. .1415 



Seq. No. 


10738 








Seq. ID 


OJ990410_23. 9923 


019 


Gene No. 


22856 








Strand 






Start ■ 


419 








End 


3189 




Name 


OJ990410 23 


9923 


.019.03 


.tw 


Method..^ 


TBLASTX: Wheat 




Start 


1117 








End 


1309 




GI 


none 








Score 


218 




Exons 


1117. .1308, 


1118 


. .1309 










Seq. No. 


10738 








Seq. ID 


OJ990410_23.9923 


019 


Gene No. 


22856 








Strand 






Start 


419 








End 


3189 




Name 


OJ990410 23, 


9923 


.019.01 


. tm 


Method 


TBLASTX: Maize 





11249 




start 










End 


1907 




none 








Score 


249 


Exons 




J. O D O 


1 007 


X O 0 4 . 


.1883, 1600. .1884 


Seq. No. . 


10738 








Seq. ID 


OJ990410_23. 9923.C19 


Gene No. 


,22856 








Strand 


- 


Start 


4 1 y 








"End 


3189 


Name 




. yyz J 


PI 0 /-^9 

. bl y . oz 


4- m 

, tm 


Method 


TBLASTX: Maize 


Start 


O "3 Q 1 

z^y 1 








End 


2693 




none 








Score 


151 


Exons 


Zjyx. .zoyo/ 


9'5Q'5 
Z -3 O 


9 09 

. . Z D 27Z 








Seq. No. 


10738 








Seq. ID 


OJ990410_23. 9923.C19 


Gene No. 


22856 








Strand 




O -t- V-*- 

orar r 


4 1 y 








End 


3189 


Name 


UJ yyu4iu 


. yyzo 


PT Q /^9 

. bl y . oz 




Method 


TBLASTX: Wheat 


brarr 


Z 4 DO 








End 


2847 


bl 


none 








Score 


158 


Exons 




^ 4 O J 


• » ^Kj I H. f 


Z 4 O D . 


.2684, 2713.. 2847, 2750.. 2830 


Seq. No. 


10739 








Seq. ID 


OJ990410_23.9923.C20 


Gene No. 


22857 








Strand 


+ 


Start 


1 b4 U 








End 


2400 


Name 


UJyyU4iu Zo 


Q n o "3 

, yyzo 


. bZ U . Ol 


.gs 


Method 


GENSCAN 


Start 


1 b4 U 








End 


2400 


bl 


none 








Score 


.47 


Exons 


1 b4 U . .1 / 0 1 , 


o o n 1 
ZZUl 


. . Z4 UU 








Seq. No. 


10739 








Seq. ID 


OJ990410__23. 9923.C20 


Gene No. 


22858 








Strand 




o uar L 


O c; yl 1 
Z O 4 1 








End 


3167 


Name 


UJ y y u 4 1 u Zo 


Q Q 9 T 

. yyzo 


p9 n /^9 
. bZU . OZ 


. gs 


Method 


GENSCAN 


btar u 


Zo4 1 








End 


3167 


bl 


none 








Score 


.55 


Exons 


zo4 X . . ouo y , 


ou y 4 


. . Ol O / 








oeq . NO . 


1 m '5 Q 
1 u / J y 








Seq. ID 


OJ990410_23.9923.C20 




22858 








Strand 




Start 


2541 ■ 








End 


^3167 


Name 


OJ990410 23 


.9923 


.C20.O1 


.np 


Method 


AAT/NAP 


Start 


2794 








End 


2912 


GI 


6815052 








Score 


62 


Exons 


2794. .2912 












GI Descrip. 


(AP001080) 


hypothetical 


protein [Oryza 


sativa] 



Seq. No. 10740 Seq. ID OJ9904 10_23 . 9923 . C21 

Gene No. 22859 Strand 

Start ,1 End 680 

Name OJ990410_23 . 9923 .C21 . ol . np Method AAT/NAP 

Start 1 End 680 

GI 6630696 Score 795 

Exons 1..680 

GI Descrip. (AP000969) ESTs D22114 {C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. {P10978) [Oryza sativa] 



Seq. No. 10740 Seq. ID OJ990410_23 . 9923 . C21 

11250 






Gene No.- 


22859 




Strand 










± 




End 


680 






Narne 


xjui/i/uyxu zo. _?;?zj.k-^x .ux . 


gs 




V3 Ej IN O 








o u 






O J J 








none 






Q9 






Exons 














Seq. No. 


10740 




Seq. ID 


OJ990410_23. 9923. 


.C21 




Gene No. 


22859 




Strand 










X 




End 


680 






Nciiue 


nTQQD^in 9"^ QQ9'^ r9T n1 






X O ijr^O JL /\ • L i a. X ^ C 






Q J_ _ „J- 


'^4 9 ~ 




FnH 








PT 


none 




Score 


116 






Hi A(Ji 1 o 


■^49 696 349 696 491 


. 628 










Seq. No. 


10740 




Seq. ID 


OJ990410_23. 9923, 


.C21 




Gene No. 


22859 




Strand 








O L Cll. L 






End 


680 






Name 


n,TQQn4in 9'^ QQ93 r91 n1 


t w 


1 IC L. i 1 


TRT.A9TX • Whp;^t 






o car L. 






FnH 


o u o 






PT 


n o 




S core 


143 






Exons 


3Qn 6nfi 419 ^ft s 












o e q . IN o . - 


10741 




o cr ^ . X u 




r99 






22860 




Strand 






i' -': 

s or 


O L a J- L 


1 




End 


S79 






Name 


OJ990410 23. 9923. 022. ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


572 






GI 


129916 




Score 


426 








1..32, 164. .499, 555. .572 












PHOSPHOGLYCERATE KINASE, 


CYTOSOLIC gi| 


66911 Ipirl ITVWTGY 








phosphoglycerate kinase 


(EC 2 


.7.2.3), 


cytosolic - wheat 




i'i i 




gi| 21835 |emb|CAA33302| (X15232) phosphoglycerate kinase 








401) [Triticum aestivum] 










: t 
sr 

i 


Seq. No. 


10741 




Seq. ID 


OJ990410_23.9923. 


.C22 




Gene No. 


22860 




Strand 






;: s: 


Qfart 
O L. d i- L. 


1 




End 


572 




31 

•be! 


Name 


'OJ990410 23.9923.C22.ol. 


tw 


Method 


TBLASTX: Wheat 






o Ldl. U 


171 




End 


571 








none 




Score 


50 






Exons 


171. .497, 181. .219, 223. 


.498, 


227. .499 


, 248. .571 






Seq. No. 


10741 • 




Seq. ID 


OJ990410_23.9923. 


.C22 




Gene No. 


22860 




Strand 










1 




End 


572 






Name 


OJ990410 23.9923.C22.ol. 


tc 


Method 


TBLASTX: Cress 






O U dX L 


177. 




End 


499 






oX 


none 




Score 


348 








177.. 497, 181. '.498, 227. 


.499 










Seq. No. 


10741 




Seq. ID 


OJ990410_23. 9923, 


X22 




Gene No. 


22860 




Strand 








Start 


1 




End 


572 






Name 


OJ990410 23. 9923,C22.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


177 




End 


499 






GI 


none 




Score 


349 





11251 



Exons 



177. .497, 178. .498, 227. .499 



Seq. No. 10741 

Gene No. 22860 

Start 1 

Name OJ9904 10_23 . 9923 . C22 . ol . tm 

Start 177 

GI none 
Exons 



Seq. ID OJ990410_23.9923.C22 
Strand 

End 572 

Method . TBLASTX: Maize 

End 4 99 

Score 410 



177. .497, 181. .498, 230. .499, 302. .499 



Seq.. No. 10741 

Gene No. 22860 

Start 1 

Name OJ9904 10_23 . 9923 . 022 . ol . gs 

Start 180 

GI none 

Exons 180.. 497 



Seq. ID OJ990410_23. 9923.022 
Strand 

End 572 

Method GENSCAN 

End 4 97 

Score 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10742 
22861 
1 

OJ990410_23. 9923. 023. ol.np 
1 

6815062 



Seq. ID OJ990410_23. 9923.023 
Strand 
End 8 67 

Method AAT/NAP 
End 8 67 

Score ■ 273 
1..284, 391. .441, 512. .610, 687. .867 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAO 
F16P2 genomic sequence;mudrA like protein (AO004 561) 'tOryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10742 
22861 
1 

OJ990410_23. 9923. 023. ol.gs 
68 

none 

68. .441, 512, .610, 687. .790 



10743 
22862 
1 

OJ990410_23. 9923.024 .ol.np 
1 

6815062 

1..30, 116. .973, 1065. .1135 



Seq. ID OJ990410_23. 9923.023 

Strand 

End 8 67 

Method GENSOAN 

End 7 90 

Score .84 



Seq. ID - OJ990410_23. 9923.024 
Strand 

2812 
AAT/NAP 
2812 
2136 



End 

Method 
End 
Score 
1307. .2812 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAO 
F16P2 genomic sequence ;mudrA like protein (AO004561) [Oryza 
sativa] 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



10743 
22862 
1 

OJ990410_23. 9923.024 .o2.tm 

269 

none 



Seq. ID OJ990410_23. 9923.024 
Strand 

End 2812 

Method TBLASTX : Maize 

End 773 

Score 195 



269. .607, 273. .578, 353. .607, 638. .772, 648. .773 

10743 Seq. ID OJ9904 10_23 . 9923 . 024 



11252 




Gene No. 


22862 




Strand 




o car L 


1 




End 


2812 


Name 




. yyzo.ozfi.ox. zvci 


Method 


TBLASTX: Maize 


C 4- v~4- 

otart 


0 O O T 




End 


2770 


bi 


none 




Score 


73 


Exons 


/ . . ^OOO / 


OOOOk O'i^A 


..2594, 2384.. 2593, 2642.. 2770 


Seq. No. 


10744 




Seq. ID 


OJ990410_23.9923.C2 


Gene No. 


22863 




Strand 




o uar L 


1 C^A 
1 D4 




Ejna 


9 CI 
Z D X 


Name 


uj y yu4 lu z J , 


, yyzj.uzy.ox.ys 


Method 


GENSCAN 


o rar L 


1 (^A 
1 Dfi 




End 


261 




none 




Score 


.98 


Exons 


1 . . Z D 1 








Seq. No. 


10745 ' 




Seq. ID 


OJ990410_23.9923.C3i 


Gene No. 


22864 




Strand 


+ 




X 




End 


188 


Name 


r\ TO on yi 1 n o "5 
UJ y y U4i xu z j < 


, yyzo.uou.ox. gp 


Method 


AAT/GAP 




X 




End 


188 




OUoXUX X 




Score 


372 


Exons 


1 1 Q Q 

X . . Xo 0 








beq. NO. 


xu / 4 D 




Seq. ID 


OJ990430_21.9910.C1 


Gene No . 


'22865 




Strand 


+ 


Start 


^4 91 




End 


550 


Name 


OJ990430 21. 


. 9910.Cl.ol.np 


Method 


AAT/NAP 




491 




End 


550 


C T 


2498930 




Score 


69 


Exons 


491. .550 








GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi| 


11203794 (U18774) 


Sog [Drosophila melanogaster] 


Seq. No. 


10747 




Seq. ID 


OJ990430_21.9910.C2 


Gene No. 


22867 




Strand 






1 




End 


114 


Name 


OJ990430 21, 


. 9910.C2.ol.gs 


Method 


GENSCAN 


o uar L 


1 




End 


114 




none 




Score 


.59 




1. .114 








oeq. wo. 


10748 




Seq. ID 


OJ990430_21.9910.C4 


Gene No. 


22868 




Strand 


+ 


Start 


469 




End 


5703 


Name 


OJ990430 21. 


. 9910.C4 .ol.gs 


Method 


GENSCAN 


o tar L 


469 




End 


5703 


bX 


none 




Score 


.49 


Exons 


469. .634, 760. .831, 1600. .1681, 1722.. 


1891, 2395,. 2568, 




2774. .3200, 


3302.. 3442, 3505. 


..3677, 4645. .4756, 5610.\5703 


O c q . IN U . 


10748 




Seq. ID 


OJ990430_21. 9910.C4 


Gene No. 


22869 




Strand 




Start 


1055, 




End 


3828 


Name 


OJ990430 21. 


, 9910.C4 .o2.np 


Method 


AAT/NAP 


Start 


1055 




End 


3828 


GI 


6815109 




Score 


344 


Exons 


1055. . 1089, 


2349. .2932, 3103. 


, .3828 





11253 



GI Descrip, 


(AP001081) hypothetical protein [Oryza 


sativa] 


Seq. No. 


10748 


Seq. ID 


OJ990430 


Gene No. 


22870 


Strand 




Start 


7290 


End 


o c r\ A 


Name 


OJ990430 21.9910.C4.o2.gs 


Method 


GENSCAN 


Start 


7290 


End 


o504 


GI 


none 


Score 


. 63 


Exons 


7290. .8378, 8421. .8504 






Seq. No. 


10748 


Seq. ID 


OJ990430 


Gene No. 


22870 


Strand 




Start 


7290 


End 


8504 


Name 


OJ990430 21.9910.C4.ol.tm 


Method 


TBLASTX:! 


Start 


7740 


End 


8105 


GI 


none 


Score 


58 


Exons 


7740.. 7811, 7741.. 7812, 7845 


..8105, 7851. .8105 


Seq. No. 


10749 


Seq. ID 


OJ990430 


Gene No . 


22871 


Strand 


+ 


■Start 


1 


End 


8690 


Name 


OJ990430 21.9910.C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3926 


GI 


4539658 


Score 


93 


Exons 


1. .40,. 3788. .3926 






GI Descrip. 


(AF061282) serine carboxypeptidase-like protein 




bicolor] 






Seq. No. 


10749 


Seq. ID 


OJ990430 


Gene No. 


22871 


Strand 


+ 


Start 


1 


End 


8690 


Name 


OJ990430 21.9910.C5.ol.gs 


Method 


GENSCAN 


Start 


861 


End 


2485 


GI 


none 


Score 


.65 


Exons 


861. .927, 1721. .1843, 2033.. 


2246, 2281, 


, .2485 


Seq. No. 


10749 


Seq. ID 


OJ990430 


Gene No. 


22871 


Strand 


+ 


Start 


1 


End 


8690 


Name 


OJ990430 21. 9910.C5.o2.np 


Method 


AAT/NAP 


Start 


3791 


End 


6438 


GI 


4539658 


Score 


96 



Exons 3791.. 3942, 6408.. 6438 

GI Descrip. (AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



10749 
22871 
1 

OJ990430_21. 9910.C5.o3.np * 
4640 
6907089 

4640. .4922, 7415. .7459, 8623. .8690 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ990430_21.9910.C5 

Strand + 

End 8690 

Method AAT/NAP 

End 8690 

Score 171 



10749 
22872 



Seq. ID OJ990430_21. 9910.C5 
Strand + 



ai254 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. NOi 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12354 End 13174 

OJ9904 30_2 1 , 9910 . C5 . o4 . np Method AAT/NAP 

12354 End 13174 

6561943 Score 409 

12354. .12476, 12555 .. 12635, 12715 128 12 , 12972 13053, 

13139.. 13174 

(AL132964) putative protein [Arabidopsis thaliana] 



10749 Seq. ID 

22873 Strand 
6068 End 
OJ990430_2 1 . 9910 . C5 . o3 . gs Method 
6068 End 
none Score 
6068.. 6572, 8823.. 9010 

10749 Seq. ID 

22874 Strand 
10895 End 
OJ9904 30_21, 9910.C5.o5.np Method 
10895 End 
2244865 Score 
10895. .10941, 14714 
16886. .17041, 17286 
19115. .19228, 19323. .19367 



14976, 15289. 
17357, 17459. 



OJ990430_21,9910.C5 

9010 
GENSCAN 
9010 
.53 



OJ990430 21. 9910. C5 



22770 
AAT/NAP 
19367 
513 

15506, 16325. .16415, 
17527, 17966. .18337, 



GI Descrip. (Z97337) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 10749 
Gene No. 22874 
Start 10895 

Name OJ9904 30_21 . 9910 . C5 . o2 . tm 

Start 12356 
GI none 
Exons 12356. 

12557. 

12708. 

12970. 



.12496, 12376. 

.12637, 12706. 

.12812, 12714. 
, 13059 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990430_21.9910.C5 
22770 

TBLASTX: Maize 

13064 

123 



12477, 12554. .12634, 12555 .. 12635, 
12810, 12706. .12810, 12707 .. 12811 , 
12812, 12948. .13055, 12966 .. 13064 , 



'==f Seq. No. 
[I| Gene No. 
ri Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



10749 
22874 
10895 

OJ990430_21. 9910.C5.o2.ts 

12377 

none 

12377. .12532, 12384 12479, 
12585. .12635, 12593 .. 12625, 

10749 
22874 
10895 

OJ990430_21. 9910.C5.ol.gp 

14098 

3768248 

14098. .14615 

10749 
22874 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12386 

12705 



OJ990430 21.9910.05 



22770 

TBLASTX : Soybean 
12812 
63 

12484, 12555. .12590, 
12812, 12706.. 12810 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990430_21.9910.C5 

22770 
AAT/GAP 
14615 
989 



OJ990430 21. 9910. C5 



11255 





Start 


10895 




End 


22770 




Name 


OJ990430_21. 9910.C5, 


. ol . tm 


Method 


TBLASTX: Maize 




Start 






End 


14671 




GI 


none 




Score 


43 




Exons 


14230 .. 14289, 14242, 


. . 14277 , 


14288. .14 575, 14290. .14577, 






ivi'*>rt'** T>icr>o lytori"^ 

14292 .. 14 582 , 14293, 


..1457 /, 


14570. . 14 64 4, 14572. .14 655, 






lyicTO i/ifcc lyicm 

14 57 2.. 14 DO 5, 1459/, 


, . 14 D / i 








Seq. No. 


10749 




Seq. ID 


OJ990430_21.9910 




Gene No. 


22874 




Strand 






Start 


10895 




End 


22770 




Name 


0jyyu4oU ^i.yyiu.co. 


. o4 . gs 


Method 


GENSCAN 




Start 


14z51 




End 


22770 




GI 


none 




Score 


.65 




Exons 


lyiOCI 1/im^ TCOA/I 

14zbl . . 14 y / D, ioou4 , 


1 C / O Q 

. . io4 o y , 


16341. .16421, 17966. .18047, 






To^TTo io'7'3£r oniRn 
io ol J . . lo / J b, ^:UiDU, 


o n o 0 1 


22716. .22770 




Seq. No. 


10749 




Seq. ID 


OJ990430_21. 9910 




Gene No. 


22874 




Strand 






Start 


T o n c 




End 


22770 




Name 


OJ990430 21. 9910. C5, 


, o4 . tm 


Method 


TBLASTX: Maize 




Start 


17278 




End 


17530 




GI 


none 




Score 


87 




Exons 


-IIOCO 

17278 17358, 17283. 


17 360, 


17459. .17530, 17459. .17527 


:! 

f\ 


Seq. No. 


10749 




Seq. ID 


OJ990430_21.9910 


: ; 
: I 


Gene No. 


22874 




Strand 




> i 
St 


Start 


10895 




End 


22770 


:i 


Name 


OJ990430_21. 9910.C5, 


. o3 . tm 


Method 


TBLASTX: Maize 


1 : 


Start 


I T A o ri 

17 98 9 




End 


19373 




GI 


none 




Score 


138 




Exons 


17 98 9 .. 18195, 17990, 


18193, 


17992. .18198, 18254 .. 18334 , 


Lj 




lOOirC lO'^OC TOTIA 

18255 .. 18335 , 19110, 


1 n o o 

. , 19229, 


19115. .19243, 19126. .19230, 


Si 




10*50/^ Tfi'^TA inOOT 

19320 .. 19370 , 193^1, 


. . 193DO , 


19323.. 19373 


St 

\\ 


Seq. No. 


1074 9 




Seq. ID 


OJ990430_21.9910 




Gene No. 


22874 




Strand 






Start 


10895 




End 


22770 




Name 


0J9yu4JU zi.yyiu.co. 


. ol . ts 


Method 


TBLASTX: Soybean 


IT 


Start 






End 


19367 


J 


GI 


none 




Score 


90 




Exons 


lO'^OT TOO^I 

18251 .. 18337 , lo^ol. 


. . Io33o , 


19106. .19243, 19107. .19229, 






TmiO lOO'DI lOOOA 

lyilz 19^31 , 193^0, 


..1930/, 


19321. .19365 




Seq. No. 


10749 




Seq. ID 


OJ990430_21. 9910 




Gene No. 


22874 




Strand 






Start 


10895 




End 


22770 




Name 


OJ990430 21. 9910. Co, 


. Ol . tc 


Method . 


TBLASTX: Cress 




Start 


18284 




End 


19422 




GI 


none' 




Score 


89 




Exons 




. . ± ^Z 4 O , 


19119. .19229, 19320. .19364, 






19321. . 19422 










Seq. No. 


10750 




Seq. ID 


OJ990430_21.9910 




Gene No. 


22875 




Strand 


+ 




Start 


1001 




End 


3564 




Name 


OJ990430 21. 9910. C6. 


.ol.np 


Method 


AAT/NAP 



11256 






Start 


1001 








End 


3038 






GI 


99922 








Score 


452 






Exons 


1001 . . 1234 , 


1267. 


.1755, 


3012. 


,3038 








GI Descrip. 


hypothetical 


. protein - 


soybean gi | 930025 | emb | CAA31883 | 


(X135 






ORE (334 AA) 


[Glycine max] 










Seq. No. 


10750 








Seq. ID 


OJ9904 30_21 .9910 


.06 




Gene No. 


22875 








Strand 


+ 






Start 


1001 








End 


3564 






Name 


OJ990430_21 . 


9910. 


C6.01. 


gs 


Method 


GENSCAN 






Start 


2320 








End 


3564 






GI 


none 








Score 


.73 






Exons 


Z62.\J . . z 4 1 A, 


2880. 


.2998, 


3483. 


.3564 








Seq. No. 


10750 








Seq. ID 


OJ990430_21.9910 


.06 




Gene No. 


22876 








Strand 








Start 


3802 








End 


10015 






Name 


OJ9904JU ^1. 


9910. 


C6.02. 


gs 


Method 


GENSCAN 






Start 


O O A O 

3802 








End 


10015 






GI 


none 








Score 


.44 






Exons 


3802 . . 3968, 


4147. 


.4242, 


' 4335. 


.4493, 5583. .5650, 6682. .7045, 






■"J A O A "lAAIC 

7282 . . 10015 
















Seq. No. 


10750 








Seq. ID 


OJ990430_21.9910 


.06 


Sf 


Gene No. 


22876 








Strand 






i i 


Start 


3802 








End 


10015 




! : 


Name 


OJ990430 21. 


9910. 


C6.02. 


np 


Method 


AAT/NAP 




: i 


Start 


6699 








End 


10009 




s? 


GI 


2586083 








Score 


1792 






Exons . 


6699. .7045, 


7282. 


.9432, 


9505. 


.10009 






= ? 


GI Descrip. 


(U72725) receptor 


■ kinase-like 


protein 


[Oryza longistaminata] 


LI 


Seq, No. 


10750 








Seq. ID 


OJ990430_21.9910 


.06 


SI 


Gene No. 


22877 








Strand 






af 


Start 


11417 








End 


12350 




E 

''\ 


Name 


OJ990430 21. 


9910. 


C6.03. 


ts 


Method 


TBLASTX: Soybean 






Start 


950 








End 


1221 




:i 


GI 


none 








Score 


82 






Exons 


950.. 1036, 1030.. 


1221 










:i 


Seq. No. 


10750 








Seq. ID 


OJ990430_21.9910 


.06 




Gene No. 


22877 








Strand 








Start 


11417 








End 


12350 






Name 


OJ990430 21. 


9910. 


06. o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


1051 








End 


1534 






GI 


none 








Score 


116 






Exons 


1051. .1221, 


1053. 


.1241, 


1298. 


.1417, 1409. .1534 






Seq. No. 


10750 ' 








Seq. ID 


OJ990430_21.9910 


.06 




Gene No. 


22877 








Strand 










11417 








End 


12350 






Name 


OJ990430 21. 


9910. 


C6.04 . 


tm 


Method 


TBLASTX: Maize 






Start 


1396 








End 


1609 






GI 


none 








Score 


184 






Exons 


1396. .1437, 


1401. 


.1589, 


1403. 


.1609, 1468.. 1599 






Seq. No. 


10750 








Seq. ID 


OJ990430_21.9910 


.06 



11257 



pi; 



Gene No. 


22877 










Strand 






Start 


11417 










End 12350 






Name 


OJ990430 21 


. 9910 . 


06 . o3 . 


tm 


Method TBLASTX: 


Maize 




Start 


6855 










End 704 8 






GI 


none 










Score 123 






Exons 


6855. 


.7046, 


c a zi r 


. /047 , 


/" A 1 A 

6914 , 


.704 8 






Seq. No. 


10750 










Seq. ID OJ990430 


21.9910.06 


Gene No. 


22877 










Strand 






Start 


11417 










End 12350 






Name 


OJ990430 21 


. y y I U . 


Co . OZ . 


ts 


Metnoa iBLAoiX; 


Soybean 


Start 


6873 










End fooZ 






GI 


none 










Score 73 






Exons 


6873. 


.7046, 


C Q R O 

by . 




/Jib. 


icoT n n iZ TCAC 
. /DDlf f D f t , . f dZd f 


7571. 


.7783, 




7581. 


.7772, 




T O O O 

. / o oz , 


n n n c 
/ / / b . 


, / ODD 






Seq. No. 


10750 










Seq. ID OjyyU43U 


21.9910.06 


Gene No. 


22877 










Strand - 






Start 


11417 










End IzooU 






Name 


OJ990430 21 


. 9910 . 


C6 . ol . 


tc 


Method TBLASTX: 


Oress 




Start 


6951 










End 9867 






GI 


none 










Score 96 






Exons 


6951. 


7046, 


7283 . 


. 7324 , 


7367 . 


T/"/"yl TTAA 

. 7516, 7664 . . 7780, 


8117. 


.8503, 




8165. 


8500, 


8168 . 


.8497, 


8171 . 


. 8527, 8171 . .8497, 


8171. 


.8458, 




8171. 


8497, 


8171 . 


. 8500, 


8172 . 


ojto'^ oiT*^ r^f~/^ji 

. 8483, 8172 . . 8504, 


8202. 


.8327, 




8222. 


8497, 


8234 . 


. 8500, 


8238 . 


, 8423, 824 6 . . 8512, 


8294. 


.8527, 




8297. 


8497, 


8303 . 


. 8383, 


8474 . 


, 8728, 8501 . . 8872, 


8507. 


.8869, 




8507. 


8806, 


8508. 


.8639, 


8525. 


.8884, 8525. .8869, 


8525. 


.8872, 




8526. 


8618, 


8532. 


.8855, 


8537. 


.8860, 8585.. 8869, 


8601. 


.8786, 




8667. 


8789, 




. 9154 , 


o A *r A 

8 960 . 


.9154, 8987. .9187, 


9002. 


.9154, 




9059. 


9154, 


918 9 . 


. 94 4 9, 


9194 . 


AT/~A A1A/I AT/IO 

.9760, 9194 . . 9748, 


.9194. 


.9757, 




9197. 


9727, 


9206 . 


A /" 1 A 

. 9619, 


A A A A 

9209 . 


ATAT AATO A^^O 

. 9727 , 9278 . .9763, 


9281. 


.9748, 




9404. 


9727, 


9419. 


A T j1 O 

. 974 8, 


A >1 O A 

94 22 . 


ATIC A/IA>1 ACr/~A 

.9715, 94 94 . . 9562, 


9540. 


.9644, 




9548. 


9748, 


9575 . 


A T A O 

. 97 93, 


A T T /T 

9776 . 


.984 7, 9847 .. 9867 






Seq. No. 


10750 










Seq. ID OJ99Q430 


21.9910.06 


Gene No. 


22877 










Strand 






Start 


11417 










t7i«y-J 1A'3Cn 

End IzooU 






Name 


OJ990430 21 


yy 10 . 


Co . ol . 


tm 


Method TBLASTX: 


Maize 




Start 


7277 










End / / 4 1 






GI 


none 










Score /o 






Exons 


7277, 


7531, 


*7 O Q 


. / o oz , 


"7 C C A 

/oo9 . 


TT/ii 1 aa 11 '^1 






Seq. No. 


10750 










Seq. ID OJyyU430 


21. 9910. 06 


Gene No. 


22877 










strand 






Start 


11417 










End 12350 






Name 


OJ990430 21 


yy 10 . 


06 . ol . 


ts 


Method TBLASTX: 


Soybean 


Start 


8171 










^ ni c 1 

End 9 / D / 








none 










Score 75 






Exons 


8171. 


8506, 


8171. 


.8497, 


8171. 


.8497, 8171. .8299, 


8172. 


.8399, 




8172. 


8483, 


8222. 


.8500, 


8238. 


.8423, 8243. .8434, 


8246. 


.8503, 




8384. 


8497, 


8480. 


.8866, 


8480. 


.8710, 8507. .8869, 


8529. 


.8558, 




8529. 


8618, 


8534 . 


.8590, 


8537. 


.8869, 8606.. 8638, 


8679. 


.8849, 




9188. 


9277, 


9194 . 


,9121 r 


9194 . 


.9694, 9197. .9748, 


9209. 


.9727, 




9281. , 


9748, 


9419. 


,9151 r 


9434 . 


.9604 







Seq. No. 10750 Seq. ID OJ9904 30_21 . 9910 . 06 

11258 






Gene No. 


O O O T T 

ZZo 1 1 




Strand 






Start 


11417 




End 


12350 




Name 


OJ990430_21.9910 


C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


Q 1 "7 1 




End 


9721 




GI 


none 




Score 


104 




Exons 


OTTt OO^O OO^TX 


. o oU2 , o 4 oU . . 


8731, 8501.. 8677, 8555.. 8797 






o^roT nr^yin 0/:rxo 


OQ1C QQRn 

. yyiD, o you . . 


9018, 9194.. 9331, 9371.. 9613 






Q^^T QTnC Q^RQ 

y44o..y/ub, y^oy 


. yoyu , yoiz . . 


y / z i 






Seq. No. 


lU /dO 




oeq . ± u 






Gene No. 


O O O T "7 

22877 




or rana 






Start 


11417 




tna 


1 9 "5 c: O 




Name 


OJ990430_21.9910 


C6.o2.tm 


LYie L.noa 


i D ijM.o i A . LYia 1 z e 




Start 


Q 1 "7 1 
O 1 / 1 




End 


9760 




GI 


none 




Score 


85 




Exons 


01*71 OCAQ 00*3/1 

o 1 /I . . ooUo , o2 o4 


. o4 y / , o24o . . 


o ^ y / , O 


A^^ Qc:n'5 Qc.n^ qq^q 






Q c; m Q Q Q Q C Q c 


. o / y o , o 0 y 0 . . 


O O J 4 , O 


QOT QIRyl 010*7 Q£;i'3 

yy/. .yio4, yxy/. .you 






ncoo n/iift 

y2ou..yDoo, y4iy 


m/io Cx A 1 a 

.y/4o, y4/D.. 


y / bU 






Seq. No. 


10750 




beq. iu 


ujyyufijU zi.yz^iu.ub 




Gene No. 


22877 




otrana 






Start 


11417 




End 


12350 




Name 


OJ990430 21.9910 


C6 . o3 . np 


Method 


AAT/NAP 


; ^'i 


Start 


11394 




bna 


1 O "3 R A 




GI 


4680180 




Score^ 


•3 "3 O 

oo2 




Exons 


11394. .11485, 11536.. 12350 






rl| 
■ sf 


GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 




Seq. No. 


10750 




beq. ID 


ujyyu^ju 2i.yyiu.ub 




Gene No. 


22877 




Strand 






Start 


11417 




End 


12350 


rli 


Name 


OJ990430 21.9910 


C6 . o3 . gs 


Method 


GENSCAN 




Start 


11417 




End 


12171 




GI 


none 




Score 


.45 




Exons 


11417. .11837, 11937.. 12171 








Seq. No. 


10750 




Seq. ID 


OJ990430_21.9910.C6 


i. 1 


Gene No. 


22877 




Strand 




LI! 


Start 


11417 




End 


12350 




Name 


OJ990430 21.9910 


C6.o3.tw 


Method 


TBLASTX: Wheat 




Start 


11747 




End 


12154 




-r 


none 




Score 


64 




Exons 


11747. . 12010, 12039. .12152, 12050. .12154 




beq. NO. 


10751 




Seq. ID 


OJ990430_21.9910.C7 




Gene No. 


22878 




Strand 


+ 




Start 


6496 




End 


6665 




Name 


OJ990430 21.9910 


C7.o2.np 


Method 


AAT/NAP 




Start 


2864 




End 


3270 




GI 


2462640 




Score 


339 




P von Q 


2864. .3270 










GI Descrip. 


(Y13370) reverse 


transcriptase [Oryza 


sativa] 




Seq. No. 


10751 




Seq. ID 


OJ990430__21.9910.C7 




Gene No. 


22878 




Strand 


+ 




Start 


6496 




End 


6665 




Name 


OJ990430 21.9910 


C7.o2.gs 


Method 


GENSCAN 



11259 



3f 

n 

LI 



Start 
GI 

Exons 



6496 
none 

6496.. 6605, 6638.. 6665 



End 
Score 



6665 
.61 



Seq. No. 10751 

Gene No. 22879 

Start 11788 

Name OJ9904 30_21 . 9910 . C7 . o4 . gs 

Start 11788 

GI none 

Exons 11788. . 14720, 14817.. 17898 



Seq. ID OJ990430_21. 9910.C7 

Strand + 

End 17898 

Method GENSCAN 

End 17898 

Score .93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10751 
22879 
11788 

OJ990430_21 . 9910 . 07 . o4 . np 
11788 
5922631 

11788. . 11912, 12171. .12 
13527. .13678, 13805. .14 
(AP000492) ESTs C26347 ( 
region of the predicted 
retrotransposon Cinful- 
gi|6016864|dbj IBAA85207 
C26347 (C12145) , AU078074 
predicted gene.; Simila 
Cinful-1. (AF049110) [O 



OJ990430_21.9910.C7 



Seq. ID 
Strand 

End 17898 
Method AAT/NAP 
End 17862 
Score 6703 
415, 12665. .12867, 12913 .. 134 84 , 
728, 15335.. 17862 

C12145) ,AU078074 (C12145) correspond to a 

gene.; similar to prpol; Zea mays 
1. (AF049110) [Oryza sativa] 
.11 (AP000570) ESTs 

(012145) correspond to a region of the 
r to prpol; Zea mays retrotransposon 
ryza sativ 



10751 Seq. ID 

22880 Strand 
22815 End 
OJ9904 30_21 . 9910 . 07 . o6 . np Method 
22815 End 
6630696 Score 
22815. .23033 

{AP000969) ESTs D22 114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ990430_21. 9910.07 
+ 

23033 
AAT/NAP 
23033 
153 



Seq. No. 


10751 




Seq. ID 


OJ990430 


Gene No. 


22881 




Strand 




Start 


223 




End 


1668 


Name 


OJ990430 21. 9910. 07. ol 


.np 


Method 


AAT/NAP 


Start 


223 




End 


1668 


GI 


5852180 




Score 


392 


Exons 


223. .596, 1594. .1668 








GI Descrip. 


(AL117265) zhbOOOlO.l 


[Oryza 


sativa] 




Seq. No. 


10751 - 




..Seq. ID 


OJ990430 


Gene No. 


22881 




St-rand 




Start 


223 




End 


1668 


Name 


OJ990430 21. 9910. 07. ol 


.gp 


Method 


AAT/GAP 


Start 


766 




End 


832 


GI 


uO-osroM202024h08al 




Score 


88 


Exons 


766. .832 








GI Descrip. 


•5852170/embl AL117265. 


1 I0ST17 


804 5.0e- 


84 Oryza 



indica (GLA4 ) genomic DNA, chromosome 4, BAG clone : tl7804 ' 



11260 



Seq, No. 10751 Seq. ID OJ9904 30_21 . 9910 . C7 

Gene No. 22882 Strand 

Start 1953 End 2212 

Name OJ9904 30_21 . 9910 . C7 . o2 . gp Method AAT/GAP 

Start 1953 End 2212 

GI 61605_3.R10&4 Score 4 62 

Exons 1953.. 2212 

GI Descrip. ' 1402920/emb | CAA66965 | 2,0e-20 .(X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq. No. 10751 - Seq. ID OJ9904 30_21 , 9910 . C7 

Gene No. 22883 Strand 

Start 7206 End 11142 

Name OJ990430_21 . 9910 .C7 . o3 . np Method AAT/NAP 

Start 7206 End 10167 

GI 6635860 Score 439 

Exons 7206. .7309, 7697. .7803, 8293. .8406, 9388.-9466, 9596. .9684, 
9988. .10167 

GI Descrip. (AF216313) cytochrome P450 [Helianthus annuus] 



i i 

l!1 



Seq. No. 10751 

Gene No. 22883 

Start 7206 

Name OJ990430_21 . 9910 . C7 . o3 . gs 

Start .8309 

GI none 

Exons 8309.. 8406, 9388.. 9466, 9595, 
10985. . 11142 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990430_21.9910.C7 

11142 

GENSCAN 

11142 

.49 v 



,9684, 9988.. 10242, 10607 .. 10658 , 



;. i 


Seq. No. 


10751 




Seq. ID 


OJ990430_ 


21.9910, 


.07 


t=( ; 

; Li 


Gene No. 


22884 




Strand 








a 


Start 


18214 




End 


21451 








Name 


OJ990430 21. 9910. C7. 


o5 . gs 


Method 


GENSCAN 








Start 


18214 




End 


21451 






""A 


GI 


none 




Score 


.75 








Exons 


18214. .18662, 18735. 


.18839, 


18912. .19101, 19177. 


.19364, 








19439. .-20168, 20255. 


.20382, 


20412. .20573, 20739. 


.20843, 








20994. .21274, 21396. 


.21451 












Seq. No. 


10751 




Seq. ID 


OJ990430_ 


21.9910. 


X7 




Gene No. 


22884 




Strand 










Start 


18214 




End 


21451 








Name 


OJ990430 21. 9910. C7. 


o5.np 


Method 


AAT/NAP 








Start 


18217 




End 


21123 








GI 


6691716 




Score 


2307 








Exons 


18217. .18662, 18735. 


.18839, 


18990. . 19101, 19177. 


.19355, 








19532. . 19797, 19879. 


.20071, 


20269. .21123 







GI Descrip. (AP0004 92) hypothetical protein [Oryza sativa] 

gi I 6691717 Idbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 10751 Seq. ID 

Gene No. 22885 Strand 

Start 23447 End 

Name OJ990430_21 . 9910 . C7 . o4 . tm Method 

Start 2965 End 



OJ990430_21.9910.C7 
24901 

TBLASTX: Maize 
3808 



11261 







none 






Score 


171 








2965. . 


3279, 3066.. 3281, 3378 


..3545, 3559.. 3639, 3692. .3^ 


5 U O 




Seq. No. 


10751 






Seq. ID 


OJ990430_21.9910. 


.07 




Gene No. 


22885 






Strand 








o t air L. 


23447 






End 


24901 






NaiTie 


OJ990430 21. 9910. C7, 


. o6 . tm 


Metho.d 


TBLASTX: Maize 








4250 






End 


5595 








none 






Score 


43 






Exons 


4250. . 


4285, 4412. .4531, 4628 


..4762, 5236.-5295, 5284. .5595 




Seq. No. 


10751 






Seq. ID 


OJ990430_21. 9910, 


,07 




Gene No. 


22885 






Strand 










23447 






End 


24901 






N3.me 


OJ990430 21. 9910. 07, 


. o7 . tw 


Method 


TBLASTX: Wheat 






O La J- L 


13089 






End 


13491 






OX 


none 






Score 


285 






TT" V r~\ o 

ill AvJI lo 


13089. 


'.13358, 13090, 


I • X O 1 -7 X 










Seq. No. 


10751 






Seq. ID 


OJ990430_21. 9910, 


.07 




Gene No . 


22885 






Strand 








O Ual. L 


23447 






End 


24901 






NsiTie 


OJ990430 21.9910.07. 


. o6 . tw 


Method 


TBLASTX: Wheat 




ai 


O 4- a r-+- 
O L d J- L 


14068 






End 


14525 






PT 


none 






Score 


149 




j t 


Exons 


14068. 


.14244, 14289. 


. . X 4 O ^ J , 


14293. .14523 




li 


Seq. No. 


10751 






Seq. ID 


OJ990430_21.9910. 


.07 


s? 


Gene No. 


22885 






Strand 






ll 




23447 






End 


24901 




= ! 

=1 


NBine 


OJ990430 21.9910.07. 


. ol . tw 


Method 


TBLASTX: Wheat 




I c 
■ 1 


O t ax U 


14745 






End 


15201 






ox 


none 






Score 


496 




-} 




14745. 


.15200, 14746. 


> . X -J ^ VJ X 










Seq. No. 


10751 






Seq. ID 


OJ990430_21.9910. 


.07 




Gene No. 


22885 






Strand 








q-l- -a y--|- 

O L a X L 


23447 






End 


24901 






Nsitie 


OJ990430 21.9910.07. 


. o3 . ts 


• Method 


TBLASTX : Soybean 






O LaX L 


14785 






End 


15150 




II 


O X 


none 






Score 


138 








14785. 


.15009, 15016, 


. .15150 










Seq. No. 


10751 






Seq. ID 


OJ990430_21. 9910, 


.07 




Gene No. 


22885 






Strand 








O L a X L 


23447 






End 


24901 






Nsine 


OJ990430 21.9910.07. 


.o2. tm 


Method 


TBLASTX: Maize 






o L ax L 


14875 






End 


15231 








none 






Score 


374 






Exons 


14875. 


.15231, 14916. 


, .15221 










Seq. No. 


10751 






Seq. ID 


OJ990430_21. 9910. 


,07 




Gene No. 


22885 






Strand 








Start 


23447 






End 


24901 






Name 


OJ990430 21.9910.07. 


. o2.tw 


Method 


TBLASTX: Wheat 






Start 


15316 






End 


15740 






GI 


none 






Score 


446 





11262 




Flvnn c: 


15316. 


.15735, 15360. 


. 15740, 


15381. . 15740 




Seq. No. 


10751 






Seq. ID 


OJ990430_21.9910 


.C7 


Gene No. 


22885 






Strand 


- 




Start 


23447 






End 


24901 




Nsitie 


OJ990430 21. 9910. C7, 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


15394 






End 


15795 




GI 


none 






Score 


313 




F.5f on •=? 


15394 . 


.15795, 15411, 


15554 








Seq . No . 


10751 






Seq. ID 


OJ990430_21.9910 


. C7 


Gene No. 


22885 






Strand 






Start 


23447 






End 


24901 




Name 


OJ990430 21.9910.C7. 


, o3 . tm 


Method 


TBLASTX: Maize 




Start 


15462 






End 


15906 




GI 


none 






Score 


270 




P von Q 


15462. 


.15716, 15463. 


15717 , 


15738. .15869, 15739. .15882, 






15880. 


.15906 










Seq. No. 


10751 






Seq. ID 


OJ990430__21. 9910 


.C7 


Gene No. 


22885 






Strand 






Start 


23447 






End 


24901 




Name 


OJ990430 21. 9910. C7, 


. o8 . tw 


Method 


TBLASTX: Wheat 




O L. a. J. U 


15744 






End 


16026 






none 






Score 


274 






15744 . 


.15821, 15745. 




15754.. 16014 




Seq. No. 


10751 






Seq. ID 


OJ990430_21.9910 


.C7 


Gene No. 


22885 






Strand 






Start 


23447 






End 


24901 




Name 


OJ990430 21. 9910. C7. 




Method 


TBLASTX : Soybean 




Start 


16021 






End 


16409 




GI 


none 






Score 


86 




P. von *=! 


16021. , 


.16125, 16029, 


. 16409, 


16165. . 16407 




Seq. No. 


10751 






Seq. ID 


OJ990430_21.9910 


.C7 


Gene No. 


22885 






Strand 






Start 


23447 






End 


24901 




Name 


OJ990430 21. 9910. C7. 


o d "h w 


Method 


TBLASTX: Wheat 




Start 


16027 






End 


16452 




GI 


none 






Score 


414 




Exons 


16027. , 


.16383, 16030. 


16452, 


16038. . 16442 




Seq. No. 


10751 






Seq. ID 


OJ990430_21. 9910 


.C7 


Gene No. 


22885 






Strand 






Start 


23447 






End 


24901 




Name 


OJ990430 21. 9910. C7. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


16282 






End 


16536 




GI 


none 






Score 


193 




R V n n 


16282. , 


.16536 










Seq. No. 


10751 






Seq. ID 


OJ990430_21. 9910 


.07 


Gene No. 


22885 






Strand 






Start 


23447 






End 


24901 




Name 


OJ990430 21. 9910. C7. 


olO. tw 


Method 


TBLASTX: Wheat 




Start 


16468 






End 


16767 




GI 


none 






Score 


129 





11263 



Exons 



16468. .16602, 16627.. 16767 



Seq. No. 10751 

Gene No. 22885 

Start 23447 

Name OJ990430_21 . 9910 . C7 . ol . tm 

Start 16764 

GI none 

Exons 16764. .17075, 16765 17088 , 



Seq. ID OJ990430_21.9910.C7 
Strand 

End 24901 

Method TBLASTX : Mai ze 

End 17127 

Score 446 
1707 9, .17126, 17080. .17127 



Seq. No. 10751 

Gene No. 22885 

Start 23447 

Name OJ990430_21 . 9910 . C7 . o3 . tw 

Start 16770 

GI none 

Exons 16770. .17081, 16771 .. 17157 , 



Seq. ID OJ990430_21.9910.C7 
Strand 

End 24901 

Method TBLASTX : Wheat 

End 17157 

Score 418 
16972. .17157 



hi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10751 
22885 
23447 

OJ9904 30_21. 9910.C7 .o8.tm 

17229 

none 

17229. .17336, 17230 17328 , 
17416. .17502 

10751 
22885 
23447 

OJ990430_21. 9910.C7 .o5.tw 

17272 

none 

17272. .17550, 17 427 .. 17534 , 



Seq. ID OJ990430_21. 9910.C7 
Strand 

End 24901 

Method TBLASTX : Mai ze 

End 17502 

Score 89 
17319. .17393, 17323 .. 17406, 



Seq. ID OJ990430_21.9910.C7 
Strand 

End 24901 

Method TBLASTX : Wheat 

End 17886 

Score 276 
17605. .177 63, 1774 9. .1788 6 



Seq. No. 10751 

Gene No. 22885 

Start 23447 

Name OJ990430_21 . 9910 . C7 . o5 . tm 

Start 17614 

GI none 

Exons 17614. .17766, 17745 .. 1784 9, 

Seq. No. 10751 

Gene No. 22885 

Start 23447 

Name OJ990430_21 . 9910 . C7 . o9 . tw 

Start 20713 

GI none 

Exons 20713.. 21003 



Seq. ID OJ990430_21.9910.C7 
Strand 

End 24901 

Method TBLASTX : Mai ze 

End 17849 

Score 152 
17746. . 17847 

Seq. ID OJ990430_21.9910.C7 
Strand 

End 24901 

Method TBLASTX : Wheat 

End 21003 

Score 205 



Seq. No. 10751 

Gene No. 22885 

Start 23447 

Name OJ9904 30_21 . 9910 . 07 . o6 . gs 

Start 23447 

GI none 



Seq. ID OJ990430_21.9910.C7 
Strand 

End 24901 

Method GENSCAN 

End 24901 

Score .73 



11264 




Exons 23447. .23512, 24752.. 24901 



Seer No 


10752 


Seq. ID 


OJ990430_ 


21. 9910. 08 




22886 


Strand 


+ 






6072 


End 


13597 




N 31116 


OlT990430 21 9910 PR o3 tm 


MpI" hod 


TBLASTX: Maize 


Start 


2339 ~ 


End 


2540 






none 


Score 


137 




R V O "Tl ^ 


2339 2539 2340 2540 2382 


. .2540 






Seq. No. 


10752 


Seq. ID 


OJ990430_ 


21. 9910. C8 


fipnp No 


22886 


Strand 


+ 




Start 


6072 


End 


13597 




Naitis 


OJ990430 21.9910.C8.o2.gs 


Method 


GENSCAN 




Start 


6072 


End 


12662 




GI 


none 


Score 


.43 




F.xnn s 


6072.. 6189, 6293.. 6385, 6852 


..7016, 7999. .8084, 


9121. . 9251, 




9417. .9590, 9758. .9861, 107 60 11615 , 


12311. .124 


43, 12471 


Seq. No. 


10752 


Seq. ID 


OJ990430_ 


21 9910 C8 


f2onp No 


22886 


Strand 


+ 




O L-di. L. 


6072 


End 


13597 






OJ990430 21. 9910.C8.ol.gp 


Method 


AAT/GAP 






10658 


End 


11169 






uC-osflM202052c07bl 


Score 


991 






10658. .11169 










'4234848 l.Oe-12 {AF082131) 


gag-pol polyprotein 




Seq. No. 


10752 


Seq. ID 


OJ990430_ 


21. 9910. C8 


rif^np No 


22886 


Strand 


+ 




start 


6072 


End 


13597 




Name 


OJ990430 21.9910.C8.ol.np 


Method 


AAT/NAP 




Start 


10768 


End 


13597 




GI 


4234852 


Score 


1508 




R von 


10768. .10944, 10978. .13597 








GI Descrip. 


(AF082133) gag-pol polyprotein [Zea mays] 




Sea. No. 


10752 


■Seq. ID 


OJ990430_ 


21. 9910. C8 


Gpno No 


22886 


Strand 


+ 




Start 


6072 


End 


13597 




NaiTie 


OJ990430 21.9910.C8.ol.tm 


Method 


TBLASTX: Maize 


Start 


10861 


End 


11800 




GI 


none 


Score 


473 




R von 9 


10861. .114 39, 10983. .11429, 


11185. .11463, 11720. 


.11800 


Seq. No. 


10752 


Seq. ID 


OJ990430_ 


21. 9910. C8 


f^pnp No 


22886 


Strand 


+ 




Start 


6072 


End 


13597 






OJ990430 21.9910.C8.o2.-gp 


Method 


AAT/GAP 




Start 


11401 


End 


'11961 




GI 


uC-osf Icyp006al0bl 


Score 


781 




Exons 


114 01. .11615, 11723. .11961 








GI Descrip. 


'4234846 7.0e-13 (AF082130) 


gag-pol polyprotein 


[Zea mays] ' 


Seq. No. 


10752 


Seq. ID 


OJ990430_ 


21. 9910. C8 


Gene No. 


22886 


Strand 


+ 




Start 


6072 


End 


13597 





11265 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq, No. 
Gene No. 
Start 
Name 
Start 




OJ990430_21.9910.C8.ol.ts 

12733 

5509260 

12733. .13086, 12734.. 13147 




Method TBLASTX : Soybean 
End 13147 
Score 322 



10752 Seq. ID 

22886 Strand 

6072 End 

OJ990430_21. 9910.C8.o2. tm Method 

12733 End 

none Score 

12733. .13032, 12734. .13033 



OJ990430_21.9910.C8 
13597 

TBLASTX: Maize 

13033 

263 



10752 Seq. ID 

22886 Strand 

6072 End 

OJ990430_21. 9910.C8.ol.tc Method 

12812 End 

none Score 

12812. .13072, 12814,, 13050 



OJ990430_21.9910.C8 
+ 

13597 

TBLASTX: Cress 

13072 

246 



10752 
22886 
6072 

OJ990430_21.9910.C8.ol.tw 

12853 

none 



Seq. ID OJ990430_21.9910.C8 
Strand 
End 

Method 
End 
Score 



+ 

13597 

TBLASTX: Wheat 

13596 

298 



12853. .13143, 12854 .. 13147 , 13006 .. 13155, 13143 ,, 13226, 
13233. .13427, 13269 .. 13406, 13431 .. 13541, 13540. .13596 



10753 Seq. ID 

22887 Strand 

905 End 

OJ990520_13.9922.Cl.ol.gs Method 

905 End 

none Score 

905.. 952, 1152.. 1169 



OJ990520_13.9922.C1 
-f 

1169 
GENSCAN 
1169 
.48 



10753 Seq. ID 

22888 Strand 

182 End 

OJ990520_13. 9922.Cl.ol.np Method 

182 End 

400578 Score 

182. .215, 1816. .1949, 2403. .2494, 3767 



OJ990520_13.9922.C1 

4036 
AAT/NAP 
3991 
128 
. .3991 



NADH-UBIQUINONE OXIDOREDQCTASE 18 KD SUBUNIT PRECURSOR (COMPLEX 
1-18 KD) (CI-18 KD) (COMPLEX I-AQDQ) (CI-AQDQ) 
gi|346531|pir I IS28240 NADH dehydrogenase (ubiquinone) (EC 
1.6.5,3) chain CI-18(IP) - bovine gi | 226 | emb | CAA44900 | (X63215) 
NADH dehydrogenase [Bos taurus] 



10753 Seq. ID 

22888 Strand 

182 End 

OJ990520_13. 9922.Cl.ol.gp Method 

1116 End 



OJ990520_13.9922.C1 

4036 

AAT/GAP 

4036 



11266 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12352_1.R1084 

1116. .1145, 1820. .1949, 2403 
' 400578/sp I Q02375 | NUYM_BOVIN 
OXIDOREDUCTASE 18 KD SUBUNIT 



Score 94 6 
.2491, 3767.. 4036 
3.0e-24 NADH-UBIQUINONE 
PRECURSOR (COMPLEX 1-18 KD) (CI-18 



KD) (COMPLEX I-AQDQ) (CI-AQDQ) 
dehydrogenase (ubiquinone) (EC 
>gi_226_einb_CAA4 4 900_ (X63215) 

10753 Seq. ID 

22888 Strand 

182 End 

OJ990520_13 . 9922 . CI . o2 . gs Method 

14 63 End 

none Score 

1463. .1489, 1820. .2026, 3767. ,3937 



>gi_34 6531_pir S28240 NADH 

1.6.5.3) chain CI-18 (IP) - bovine 
NADH dehydrogenase [Bos taurus] ' 



OJ990520_13. 9922.C1 

4036 
GENSCAN 
3937 
.63 



Seq. No. 


10753 




Seq. ID 


OJ990520_ 


13. 9922 


.CI 


Gene No. 


22889 




Strand 








Start 


10630 




End 


13813 






Name 


OJ990520 13. 9922. CI 


.o2.gp 


Method 


AAT/GAP 






Start 


10533 




End 


12193 






GI 


2311257 




Score 


652 






Exons 


10533. .10635, 10937 


. .11110, 


12116. .12193 






Seq. No. ■ 


10753 




Seq. ID 


OJ990520_ 


13. 9922 


.CI 


Gene No. 


22889 




Strand 








Start 


10630 




End 


13813 






Name 


OJ990520 13. 9922. CI 


. o4 . gs 


Method 


GENSCAN 






Start 


10630 




End 


13813 






GI 


none 




Score 


. 93 






Exons 


10630. .10635, 10937 


. .11110, 


12116. . 12275, 13043. 


.13187, 






13276. . 13813 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10753 Seq. ID 

22889 Strand 

10630 End 

OJ990520_13.9922.Cl.o3.np . Method 

10934 End 

6520227 Score 



OJ990520_13. 9922.C1 

13813 
AAT/NAP 
13810 
636 



10934. .11110, 12116. .12275, 1304 3 .. 13187 , 13294. .13810 
(AB028230) ZCW7 [Arabidopsis thaliana] 



Seq. No. 10753 
Gene No. 22890 
Start 15733 

Name . OJ990520_13 . 9922 . CI . o3 . tm 

Start 1813 

GI none 

Exons 1813. .1881, 1818, 

2397. .2498, 2399, 
3872.. 3952, 3873, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



.1949, 1818. .1949, 1826 
.2494, 2401. .2529, 3752 
.4001, 3891. .3962, 3916 



OJ990520 13. 9922. CI 



25203 

TBLASTX: Maize 

4001 

91 

1969, 1924. .1953, 
3880, 3762. .3878, 
3966 



Seq. No. 10753 Seq. ID 

Gene No. 22890 Strand 

Start 15733 End 

Name OJ990520_13 . 9922 . CI . o2 . tc Method 

Start 1815 End 



OJ990520_13. 9922.C1 
25203 

TBLASTX: Cress 
3857 



11267 



GI 

Exons 



none Score 121 

1815. .1949, 1826. .1951, 2397 . . 24 98 , 2399 . . 24 94 , 3725. .3829, 
3765. .3857 





Seq. No. 


10753 




Seq. ID 


OJ990520 


_13.9922 


.CI 




Gene No. 


22890 




Strand 










Start 


15733 




End 


25203 








Name 


OJ990520 13. 9922. CI. 


o3. ts 


Method 


TBLASTX: 


Soybean 






Start 


1815 




End 


3868 








GI 


none 




Score 


141 








Exons 


1815. .1949, 1826. .1969, 2397 


..2492, 2399. .2494, 


3752. .3868, 






J / oz . . oo jy 














beq. NO. 


10753 




Seq. ID 


OJ990520 


_13.9922 


.CI 




Gene No . 


22890 




Strand 










O A, _ „ J_ 

otart 


1 c: T T T 
Ld loo 




End 


25203 








Name 


ojyyuo^u io.yyzz.Li. 


o4 . tm 


Method 


TBLASTX: 


Mai ze 






btart: 






End 


12203 








GI 


none 




Score 


77 








Exons 


inQOT inQQC; lAQO/l 


1 1 nn /I 


10937. .11005, 10997 


1 1 1 1 "5 

. , x X L Lo f 








innno iiio^ totaq 

luy ytf . . iiizo, iziuy. 


T O 1 Q Q 

. iziyo , 


12109. . 12198, 12110 


. . iz i y y , 








10TT/t TOOriO TOIT^ 


1 o o n o 












Seq. No. 


10753 




Seq. ID 


OJ990520 


_13.9922 


.CI 




Gene No. 


22890 




Strand 








ff's 


Start 


1 R T T "3 

Id 1 OO 




End 


25203 ^ 






i'\ I 

t ! : 


Name 


ojy yuozu . lo . y yzz . CI . 


o5 . gs 


Method 


GENSCAN 






; sr 


Start 


1 C T O O 

lo / OO 




End 


17791 








GI 


none 




Score 


.85 






• 


Exons 


iRTT^ itf^n/Q ic;nf^Q 


, 1 b4 u y , 


16935. . 17104, 17206 


. . i / 4 1 o , 








1'7c;r\'5 1T7Q1 












I ir 


beq. NO. 


10753 




Seq. ID 


OJ990520 


_13.9922 


.CI 


;i 


Gene No. 


22890 




Strand 








Q 


Start 


Lo i OO 




End 


25203 






•i 


Name 




oz . nm 


Method 


TBLASTX:: 


DQai ze 




i. J 

i" 


O 4- -1 -k^-l- 

btart 


1 R "7 1; Q 




End 


22452 










none 




Score 


152 








Exons 


IRTRQ IRQCQ IRTQQ 

io / oy . . loy DO , io/yo. 


1 c n /I Q 


15805. . 15975, 21970 


o o n Q R 
. . zz u y o , 




U 

I- Si 




OIQTT OOllQ 01QQ1 


. ZZlo i , 


22202. .22231, 22311 


. . ZZ j4o. 




: i 




22312. .22347, 22345. 


.22452, 


22347. .22451 








O rt «• M rt 

beq. NO. 


10753 




Seq. ID 


OJ990520 


_13.9922 


.CI 




Gene No . 


22890 




Strand 










Start 


15733 




End 


25203 








Name 


OJ990520 13. 9922. CI. 


o2.ts 


Method 


TBLASTX: 


Soybean 






Start 


15798 




End 


22181 








GI 


none 




Score 


97 








Exons 


15798. .15929, 15814. 


.15930, 


15933. .16028, 21978 


. .22112, 


•> 






21985. .22113, 22116. 


.22181 










Seq. No. 


10753 




Seq. ID 


OJ990520 


_13.9922 


.CI 




Gene No. 


22890 




Strand 










Start 


15733 




End 


25203 








Name 


OJ990520 13. 9922. CI. 


o4 . np 


Method 


AAT/NAP 








Start 


15815 




End 


25095 








GI 


6724047 




Score 


929 







11268 




Exons 15815. .16048, 22313 22583, 23043 .. 23214 , 23313 23543, 

24863. .25095 

GI Descrip. Human T-cell lymphotropic virus type 1 Cam from French Guiana 
tax protein (tax) gene, partial cds; and 3* long terminal 
repeat, complete sequence gi I 672404 9 I gb I AF063820 . 1 1 AF063820 
Human T-cell lymphotropic virus type 1 Nar from French Guiana 
tax protein (tax) gene, partial cds; and 3* long terminal 
repeat, complete sequence gi | 6724 051 | gb I AF063821 . 1 | AF063821 
Human 



Seq. No. 10753 
Gene No. 22890 
Start 15733 

Name OJ990520_13 . 9922 . CI . ol . ts 

Start 16161 
GI none 

Exons 16161. .16316, 16323 .. 16415, 

17219. .1728 4, 17315. .17428, 
17577. .17657, 22335 .. 22481, 
22497. .22610, 23043 .. 23213, 
23421. .23531, 24 8 68 .. 24 951 , 
24941. .25024 



Seq. ID 
Strand 
End 

Method 

End 

Score 
16935 
17498 
22336 
23044 

24872. .24940, 24940 



OJ990520 13. 9922. CI 



,17105, 
,17602, 



25203 

TBLASTX: Soybean 
25024 
111 

16948 
17576 



.22485, 22480. 
.23214, 23408, 



17106, 
17659, 
22584, 
23539, 
25023, 



Seq. No. 10753 Seq. ID 

Gene No. 22890 Strand 

Start 15733 End 

Name OJ990520_13 . 9922 . CI . ol . tm Method 

Start 16335 End 

GI none Score 
Exons 



OJ990520_13.9922.C1 
25203 

TBLASTX: Maize 

23437 

99 



16335. .16391, 16935 .. 17102 , 16935 .. 17105, 1 6936 .. 17 106, 
17204. .17335, 17206 17325, 17207 .. 17326, 22509 22565, 



23043. .23213, 23044 23217, 23116 .. 23226, 23306. 
23308. .23424, 23309 .. 23425, 23340.. 23435 



,23437, 



Seq. No. 10753 

Gene No. 22890 

Start 15733 

Name OJ990520_13 . 9922 . CI . ol . tw 

Start 16935 

GI none 

Exons 16935. .17063, 16936 .. 17064 , 



23043. .23171, 2304 4 .. 23172 , 23175 



Seq. ID OJ990520_13.9922.C1 
Strand 

End 25203 
Method TBLASTX : Wheat 
End . 23207 
Score 159 
17067. .17099, 2304 3 231 68 , 
23207 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



10753 Seq. ID 

22890 Strand 

15733 End 

OJ990520_13. 9922.Cl.ol.tc Method 

16999 End 

none Score 
16999. . 17106, ■ 17001. .17105, 
17505. . 17660, 23109 .. 23213, 
24868. .25023, 24869. .25018 

10753 Seq. ID 

22890 Strand 

15733 End 

OJ990520_13. 9922 .Cl.o6.gs Method 



OJ990520_13. 9922.C1 
25203 

TBLASTX: Cress 
25023 
88 

17204. .17428, 17 4 98. . 17 659, 
23294. .23539, 23352 .. 23540, 



OJ990520_13. 9922.C1 

25203 
GENSCAN 



11269 



start 
GI 

Exons 



20643 End 25116 

none Score . 63 

20643. .20738, 2187 1 22184 , 22313 22583, 2304 3 23212 , 

23308. .23520, 24867. .25116 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



■ Seq. ID OJ990520_13.9922.C1 
Strand 

End 25203 
Method AAT/GAP 
End 23633 
_ Score 1173 

22293. .22583, 23043 23212, 23308 .. 23520, 23596. .23633 
•5295936/dbj IAB026295.2 IAB026295 9.0e-ll Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence* 



10753 
22890 
15733 

OJ990520_13 . 9922 . CI . o3 . gp 
22293 

23082 1.R1084 ■ 



beq. Djo. 


10753 




Seq. ID 


OJ990520_13.9922.C1 


v^ene ino . 


22890 




Strand 




ot,ar u 


15733 




End 


25203 


Name 


OJ990520 13. 9922. CI. 


o4 . gp 


Method 


AAT/GAP 


Start 


24881 




End 


25203 


GI 


2442759 




Score 


613 




24881. .25203 








bi uescr ip . 


5295936/dbj IAB026295 


.2IAB026295 9.0e- 


11 Oryza sativa genomj 


DNA, chromosome 6, clone : P0681F10, complete sequence 


o e q . iN o . 


10754 




Seq. ID 


OJ990520_13. 9922.02 




22891 




Strand 


+ 


Start 


125 




End 


1033 


Name 


OJ990520 13. 9922. C2. 


ol . gs 


Method 


GENSOAN 


O L d -L U 


125 




End 


1033 


PT 


none 




Score 


.77 


HiXono 


125. .139, 224. .676, 


686. .835, 


884. .1033 


O . IN vj . 


10754 




Seq. ID 


OJ990520_13.9922.O2 


(asne iNo . 


22892 




Strand 




o L ar u 


526 




End 


894 


Name 


OJ990520 13. 9922. C2. 


ol . np 


Method 


AAT/NAP 


Start 


526 




End 


894 


GI 


2979551 




Score 


86 


Exons 


526. .722, 800. .894 








GI Descrip. 


(AC003680) putative 


protein kinase [Arabidopsis thaliana] 


Seq. No. 


10755 




Seq. ID 


OJ990520_13.9922.C3 


Gene No. 


22893 




Strand 


+ 


Start 


149 




End 


265 


Name 


OJ990520 13. 9922. C3. 


ol . gs 


Method 


GENSOAN 


Start 


149 




End 


265 


GI 


none 




Score 


.42 


Exons 


149.. 265 








Seq. No. 


10755 




Seq. ID 


OJ990520_13. 9922.03 


Gene No. 


22894 




Strand 




Start 


1532 




End 


1622 


Name 


OJ990520 13. 9922. C3. 


ol.gp 


Method 


AAT/GAP 


Start 


1532 




End 


1622 


GI 


3760640 




Score 


105 


Exons 


1532. .1622 









11270 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4176420/dbj IBAA37167I 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 



10756 
22895 
514 

OJ990520_13. 9922.C4 .ol.gs 

514 

none 



Seq. ID OJ990520_13. 9922.C4 

Strand + 

End 11975 

Method GENSCAN 

End 11683 

Score .54 



514. .577, 1665. .1710, 2443. .2594, 5012. .5148, 5153. .5229, 
5351. .5528, 5642. .5731, 7120. .7203, 7332. ,7550, 9349. .9747, 
9872. .10082, 10166 .. 10212 , 1048 9 .. 10653, 107 94 .. 108 91, 
11359. .11683 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene -No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10756 Seq. ID 

22895 Strand 
514 End 
OJ990520_13. 9922.C4.ol.gp Method 
620 End 
LIB3477-003-P1-K1-E9 Score 
620. .682 

'2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN CRY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



OJ990520_13. 9922.C4 
+ 

11975 
AAT/GAP 
682 
85 



OJ990520_13.9922.C4 



10756 Seq. ID 

22895 * Strand 

514 End 11975 

OJ990520_13. 9922.C4.o2.np Method AAT/NAP 

5604 End 11686 

4567278 Score 1880 

5604. .5731, 7120. .7203, 7332. .7550, 8413. .8514, 9349. .9792, 
9872. .10101, 10289. .10382, 10471 .. 10653, 10794 .. 11000, 
11275. .11686 

{AC006841) putative ubiquitin activating enzyme [Arabidopsis 
thaliana] 



10756 Seq. ID 

22895 ■ Strand 
514 End 
OJ990520_13. 9922.C4 .o2.gp Method 
9482 End 
3760214 Score 



OJ990520_13,9922.C4 
+ 

11975 
AAT/GAP 
10637 
1476 



9482. .9792, 9872. .10101, 1028 9 10382, 10471. .10637 
4567278/gb|AAD23691.1|AC006841_19 l.Oe-99 (AC006841) putative 
anthracycline associated resistance ARX protein [Arabidopsis 
thaliana] 



10756 Seq. ID 

22895 ' Strand 

514 End 

OJ990520_13. 9922.C4 .o3.gp Method 

10769 End 

3760215 Score 

107 69. . 108 91, 11371. .11975 



OJ990520__13.9922.C4 
+ 

11975 
AAT/GAP 
11975 
1315 



Seq. No. 



10756 



Seq. ID OJ990520 13. 9922. C4 



11271 




Gene No. 


22896 


Strand 




Start 


2141 


End 


5590 


Name 


ujyyuozu i ^ . y^z^: . U4 . oi . 


np lyieunoa 


7\ A rp /MAD 


otart 






c c Q n 




DO io iuy 


Score 


1 y / 


Exons 


oi/i 01*70 >ic;qi Anon 


041 / . .ooyu 




GI Descrip, 


^Airuuiuoij nypotnetica-L 


protein lUTyzsL 


sat iva ] 


Seq. No. 


lU /O D 


beq. lu 


ojy y Uoz u 


Gene No. 


22897 


Strand 




Start 


13146 


End, 


13469 


Name 


OJ990520 13.9922.C4.o2. 


gs Method 


GENSCAN 


Start 


13146 


End 


13469 


GI 


none 


Score 


.73 


Exons 


13146. .13469 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10756 
22898 
14744 

OJ990520_13. 9922.C4.ol.tm 
7443 • 



Seq. ID- 
Strand 
End 

Method 
End 
Score 



OJ990520 13. 9922. C4 



17322 

TBLASTX: Maize 
11509 

none Score 186 

7443. .7556, 7447. .7551, 8409. .8522, 8410. .8493, 8494. .8526, 
9239. .9286, 9343. .9798, 9348. .9794, 9845. .10102, 9849. .10004, 
9869. .10099, 10274 .. 10378 , 10275 .. 1037 6, 10278 .. 10382 , 
10280. .10396, 10288. .10383, -10444. .10659', 104 53 .. 10653, 
10785. .10892, 107 91 .. 10919, 11312 .. 11509, 11366. .11506 



Seq.' No. 10756 

Gene No.- 22898 

Start 14744 

Name OJ990520_13 . 9922 . C4 . o2 . tc 

Start 8409 

GI none 

Exons 8409.. 8525, 8410.. 8526, 8410, 
9348. .9497, 9409. .9657, 9458, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8526, 9343 
.9646, 9462 



OJ990520 13. 9922. C4 



17322 

TBLASTX: Cress 
9657 
182 

9465, 9346. .9429, 
9647 



Seq. No. 10756 
Gene No. 22898 
Start 14744 

Name OJ990520_13 . 9922 . C4 . ol . ts 

Start 9333 
GI none 
Exons 9333 

9461 

9869 



Seq. ID 
.Strand 
End 

Method 
End 
Score 



OJ990520 13. 9922. C4 



17322 

TBLASTX: Soybean 
11485 
95 

9468, 9347. .9487, 9445. .9648, 
9798, 9666. .9794, 9848. .10102, 



9443, 9333.. 9473, 9334 
9649, 9462. .9650, 9622 

10099, 10283. .10390, 10284 .. 10382 , 10288 10386, 
10447. .10593, 10470.. 10580, 10623 .. 10658 , 10785 .. 108 92, 
10796. .10891, 11363. .11434, 11366. .11485 



Seq. No. 10756 Seq. ID 

Gene No. 22898 Strand 

Start 14744 End 

Name OJ990520_13 . 9922 . C4 . ol . tc Method 

Start 9869 End 

GI none Score 

Exons 9869.. 10102, 9869.. 10087, 10284 .. 10391 , 10286 
10453. .10587, 10485.. 10577 



OJ990520 13. 9922. C4 



17322 

TBLASTX: Cress 
10587 
303 

10381, 



11272 



Seq. No. 10756 
Gene No. 22898 
Start 14744 

Name OJ990520_13 . 9922 . C4 . o2 . tm 

Start 11511 
GI none 

Exons ' 11511. .11585, 11513 .. 11587 , 
11699. .11782, 11700. .11783, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990520 13. 9922. C4 



17322 

TBLASTX: Maize 
11934 
88 

11588. .11644, 1158 9. .11684, 
11851. .11934, 11853. .11933 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10756 Seq. ID OJ990520_13 . 9922 . C4 

22898 Strand 

14744 End 17322 

OJ990520_13.9922.C4 .o4 .gp Method AAT/GAP 

14674 End 15116 

uC-osflcypl22a06bl Score 839 

14674. .15116 

'3550436/emb|CAA04677 I l.Oe-29 {AJ001317) putative transcription 
repressor HOTR [Hordeum vulgare] ' 





Seq. No, 


10756 






Seq. ID 


OJ990520_13.9922 


.04 




Gene No. 


22898 






Strand 






:=! 


Start 


14744 






End 


17322 






Name 


OJ990520 13. 9922. C4. 


o3 . gs 


Method 


GENSCAN 




'.f\ 


Start 


14744 






End 


17068 






GI 


none 






Score 


.41 




If 


Exons 


14744 . 


.16147, 16694. 


.17068 








; sr 
:U 


Seq. No. 


10756 






Seq. ID 


OJ990520_13.9922 


.04 


s; 


Gene No. 


22898 






Strand 






1 : I 


Start 


14744 






End 


17322 




l\ 


Name 


OJ990520 13. 9922. C4. 


o3 . np 


Method 


AAT/NAP 






Start 


14747 






End 


17322 




' -i 


GI 


3550436 




Score 


1590 




'■=! 


Exons 


14747. 


.15136, 15338. 


.16147, 


16694. ,17072, 1724 6. .17322 




lift 


GI Descrip. 


{AJ001317) putative 


transcription repressor HOTR [Hordeum 






. vulgare] 










at 


Seq. No. 


10756 






Seq. ID 


OJ990520_13.9922 


.04 


Si 

s? 


Gene No. 


22898 






Strand 








Start 


14744 






End 


17322 






Name 


OJ990520 13. 9922. C4. 


o3 . tc 


Method 


TBLASTX: Cress 






Start 


15860 






End 


16302 






GI 


none 






Score 


51 






Exons 


15860. 


.15898, 15860. 


. 15898, 


15882. .15974, 15938. .16012, 








15941. 


.16003, 15998. 


. 16180, 


16009. .16302, 16010. .16156, 








16083. 


.16181 












Seq. No. 


10757 






Seq. ID 


OJ990520_13. 9922 


.05 




Gene No. 


22899 






Strand 


+ 






Start 


9095 






End 


9181 






Name 


OJ990520 13. 9922. C5. 


o2.gp 


Method 


AAT/GAP 






Start 


9095 






End 


9181 






GI 


LIB3477-003-P1-K1-E9 


Score 


108 






Exons 


9095. . 


9181 











GI Descrip. ' 24 98586/sp | Q4 0638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PREOURSOR (ORY S I) >gi_1173557 {U31771) Ory s 1 [Oryza 



11273 



sativa] * 





Seq. No. 


10757 




Seq. ID 


OJ990520_13.9922 


.05 




Gene No. 


22 900 




Strand 


+ 






Start 


23522 




End 


25330 






Name 


OJ990520 13. 9922. C5 


. o2 . np 


Method 


AAT/NAP 






Start 


23522 




End 


25330 






GI 


4 4 68990 




Score 


1137 






Exons 


0':iC'*iO OT/'^rt 0'!>'lylT 

23522 23629/ 23741 


. . 24033, 


24 060. ,248 


88 , 24 916,, 25330 






GI Descrip. 


(AL035605) putative 


protein 


[Arabidops 


is thaliana] 






Seq. No. 


10757 




Seq, ID 


OJ990520_13, 9922 


,C5 




Gene No. 


22901 




Strand 








Start 


6253 




End 


7019 






Name 


OJ990520 13. 9922. C5 


. ol . np 


Method 


AAT/NAP 






Start 


6253 




End 


7019 






GI 


4755196 




Score 


246 






Exons 


6253. .6309, 6349. .6822, 6965. .7019 








GI Descrip. 


(AC007018) unknown ] 


protein 


[Arabidops is thaliana] 






Seq. No. 


10757 




Seq. ID 


OJ990520_13. 9922 


. Co 




Gene No. 


22901 




Strand 








Start 


6253 




End 


7019 






Name 


OJ990520 13. 9922. C5 


.o2. ts 


Method 


" TBLASTX: Soybean 




n\ 


Start 


6356 




End 


6826 






GI 


none 




Score 


116 




ili 

r'i 


Exons 


6356. .6433, 6500, .6589, 6602, .6745, 6731. .6826 




•Z 3.- 

; : 


Seq. No. 


10757 




Seq. ID 


OJ990520_13. 9922 


. C5 




Gene No. 


22901 




Strand 








Start 


6253 




End 


7019 




fit 


Name 


OJ990520 13, 9922, C5 


.ol.gp 


Method 


AAT/GAP 






Start 


6717 




End 


6957 




.5 St 


GI 


2311724 




Score 


443 






Exons 


6717, ,6957 










: 1 


Seq. No. 


10757 




Seq. ID 


OJ990520_13.9922 


. Co 




Gene No. 


22902 




Strand 






•=3f 


Start 


24104 




End 


25342 






Name 


OJ990520 13, 9922. C5 


.ol. ts 


Method 


TBLASTX: Soybean 






Start 


24104 




End 


24481 






GI 


none 




Score 


352 






Exons 


24104 . .24409, 24112 


. .24411, 


24449. .24481 






Seq. No. 


10757 




Seq. ID 


OJ990520_13.9922 


.C5 




Gene No. 


22902 




Strand 








Start 


24104 




End 


25342 






Name 


OJ990520 13. 9922. C5 


.ol. tc 


Method 


TBLASTX: Cress 






Start 


24178 




End 


24895 






GI 


none 




* ■ Score 


138 






Exons 


24178. .24294, 24179 


. .24298, 


24286. ,24405, 24287 ,. 24 4 09, 








24449. .24532, 24454 


. .24495, 


24598, .24663, 24 602 .. 24 685, 








24788. .24895 












Seq. No. 


10757 




Seq, ID 


OJ990520_13.9922 


,C5 




Gene No. 


22902 




Strand 








Start 


24104 




End 


25342 





11274 



Name 

Start 

GI 

Exons 



OJ990520_13. 9922.C5.ol.tm 

24772 

none 

24772. .24795, 24 773 24 904 , 
24943.-25329, 25266.-25334 



Method TBLASTX : Mai ze 
End 25334 
Score 193 
24851. .24886, 24911 -- 25330, 



Seq. No. 10757 

Gene No. 22902 

Start 24104 

Name OJ990520_13 . 9922 . C5 , o2 . to 

Start 25061 

GI none 

Exons 25061- -25171, 25151.-25213, 



Seq- ID OJ990520_13-9922.C5 
Strand 

End 25342 

Method TBLASTX : Cress 

End 25327 

Score 123 
25268. .25327 



Seq. No. 10757 

Gene No- 22902 

Start 24104 

Name OJ990520_13 . 9922 . C5 - o3 . ts 

Start 25151 

GI none 

Exons 25151. .25240, 25169.. 25240, 



Seq. ID OJ990520_13.9922.C5 
Strand 

End 25342 

Method TBLASTX : Soybean 

End 25342 

Score 122 
25235. .25324, 25262.-25342 



Seq. No. 10758 

Gene No. 22903 

Start 215 

Name OJ990520_13 . 9922 . C6 . ol . gs 

Start 215 

GI none 

Exons 215.. 284 



Seq. ID OJ990520_13. 9922.C6 

Strand 

End 284 

Method GENSCAN 

End 284 

Score -93 



Seq. No. 10759 Seq. ID 

Gene No. 22904 Strand 

Start 267 End 

Name OJ990520_13 . 9922 . C9 . ol . gs Method 

Start 267 End 

GI none . Score 

Exons 267.-336 



OJ990520_13.9922.C9 
336 

GENSCAN 

336 

.92 



Seq. No. 10760 

Gene No. 22905 

Start 957 

Name OJ990520_13 . 9922 - CIO . ol . tm 

Start 941 

GI none 

Exons 941- -1069, 954.-1070, 1062- 



Seq. ID OJ990520_13. 9922. CIO 

Strand + 

End 1143 

Method TBLASTX : Mai ze 

End 1143 

Score 168 
,1130, 1063.. 1137, 1063.. 1143 



Seq. No. 10760 Seq. ID 

Gene No. 22905 Strand 

Start 957 End 

Name OJ990520_13 . 9922 . CIO . ol . gp Method 

Start 957 End ' 

GI 2311257 Score 

Exons 957.-1133 



OJ990520_13- 9922. CIO 
+ 

1143 
AAT/GAP 
1133 
308 



Seq. No. 
Gene No. 
Start 



10760 
22905 
957 



Seq. ID OJ990520_13. 9922. CIO 
Strand + 
End 1143 



11275 



Name 

Start 

GI 

Exons 



OJ990520_13 . 9922 . CIO . ol . gs Method GENSCAN 

957 End 1130 

none Score . 98 
957.. 1130 



Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10761 
22906 
■'1 

OJ990520 
1 

6724047 
1..86, 6 
Human T 
tax prot 
repeat, 
Human T 
tax prot 
repeat 
Human 



13.9922.C12.ol.np 



13. .732 
cell lymphotropic vi 
ein (tax) gene, part 
complete sequence gi 
cell lymphotropic vi 
ein (tax) gene, part 
complete sequence gi 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_13.9922.C12 
732 

AAT/NAP 

732 

167 



rus type 1 Cam from French Guiana 
ial cds; and 3' long terminal 
I 6724 04 9 |gb|AF063820. 1 IAF063820 
rus type 1 Nar from French Guiana 
ial cds; and 3' long terminal 
I 6724051 |gb|AF063821. 1 IAF063821 



Seq. No. 10761 

Gene No. 22906 

Start 1 

Name OJ990520_13 . 9922 . C12 . ol . tw 

Start 611 

GI none 

Exons 611., 730, 613. .732, 614. .730 

Seq. No. 10761 

Gene No. 22906 

Start 1 

Name OJ990520_13 . 9922 . C12 . ol . gs 

Start 613 

GI none 

Exons 613.. 696 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ9'90520_13.9922.C12 
732 

TBLASTX: Wheat 

732 

142 



OJ990520_13.9922.C12 
732 

GENSCAN 

696 

.87 



Seq. No. 10762 Seq. ID 

Gene No. 22907 Strand 

Start 388 End 

Name OJ990520_13 . 9922 . C13 . ol . gs Method 

Start 388 End 

GI none Score 

Exons 388.. 647, 664.. 809, 1683.. 1726 



OJ990520_13.9922.C13 

1726 
GENSCAN 
1726 
.51 



Seq. No. 10763 Seq. ID 

Gene No. 22908 Strand 

Start 484 End 

Name OJ990520_13 . 9922 . C15 . ol . gs Method 

Start 484 End 

GI none Score 

Exons 484.. 723 



OJ990520_13.9922.C15 
+ 

723 

GENSCAN 

723 

.7 



Seq. No. 10763 Seq. ID 

Gene No. 22909 Strand 

Start 1 End 

Name OJ990520_13 . 9922 . C15 . ol . np Method 

Start 1 End 



OJ990520_13.9922.C15 
900 

AAT/NAP 
900 



11276 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6520227 Score 

1..68, 534. .687, 793. .900 

(AB028230) ZCW7 [Arabidopsis thaliana] 



178 



10764 
22910 
1 

OJ990520_13. 9922.C16.ol.np 
1 

3550436 
1. .318 

(AJ001317) putative transcription repressor HOTR [Hordeum 
vulgare] 



Seq. ID OJ990520_13.9922.C16 

Strand + 

End 391 

Method AAT/NAP 

End 318 

Score 280 



Seq. ID OJ990520_13.9922.C16 

Strand + 

End 391 

Method AAT/GAP 

End 391 

Score 650 



10764 
22910 
1 

OJ990520_13.9922.C16.ol.gp 
44 

uC-osflcypl22a06bl 
44. .391 

' 3550436/embl CAA04677 I l.Oe-29 (AJ001317) putative transcription 
repressor HOTR [Hordeum vulgare] * 



10764 Seq. ID 

22910 Strand 

1 End 
OJ990520_13 . 9922 . C16 . ol . gs Method 

53 End 

none Score 
53. .321 



•OJ990520_13. 9922.C16 
+ 

391 

GENSCAN 

321 

.65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10765 Seq. ID 

22911 Strand 

62 . End 
OJ990520_13 . 9922 . C18 . ol . gs Method 

62 End 

none Score 
62. .151, 305. .453 



OJ990520_13. 9922. CIS 
453 

GENSCAN 

453 

.54 



OJ990520_13. 9922.C21 
+ 



10766 Seq. ID 

22912 Strand 

1 End 330 

OJ990520_13. 9922.C21.ol.np Method AAT/NAP 

1 End 271 

3482914 Score 153 
1..97, 125. .271 

{AC003970) Similar to nodulins and lipase [Arabidopsis thaliana] 



10766 
22912 
1 

OJ990520_13 . 9922 . C21 . ol . tm 
14 

none 

14. .265, 88. .258, 95. .304 



Seq. ID OJ990520_13. 9922.C21 

Strand + 

End 330 

Method TBLASTX : Maize 

End 304 

Score 354 



11277 



Seq. No. 10766 

Gene No, 22912 

Start 1 

Name OJ990520_13 . 9922 . C21 . ol . ts 

Start 35 

GI none 

Exons 35.. 130, 133.. 249, 134.. 265 

Seq. No. 10766 

Gene No. 22912 

Start 1 

Name OJ990520_13 . 9922 . C21 . ol . gs 

Start 76 

GI none 

Exons 76.. 330 



Seq. ID OJ990520_13.9922.C21 

Strand + 

End 330 

Method TBLASTX : Soybean 

End 2 65 

Score 93 



Seq. ID OJ990520_13. 9922.C21 

Strand + 

End 330 

Method GENSCAN 

End 330 

Score .85 



Seq. No. 10767 Seq. ID 

Gene No. 22913 Strand 

Start 166 End 

Name OJ990520_13 . 9922 . C22 . ol . gs Method 

Start 166 End 

GI none Score 

Exons 166.. 245 



OJ990520_13. 9922.C22 
245 

GENSCAN 

245 

.56 



Seq. No. 

Gene No. ' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990520_13. 9922.C23 

Strand + 

End 822 

Method AAT/NAP 

End 822 

Score 379 
625, 796.. 822 

{AC006841) putative ubiquitin activating enzyme [Arabidopsis 
thaliana] " 



10768 
22914 
1 

OJ990520_13 
1 

4567278 
1..45, 179. 



9922.C23.ol.np 



262, 391. 



Seq. No. 10768 Seq. ID 

Gene No. 22914 Strand 

Start 1 End 

Name OJ990520_13 . 9922 . C23 . o2 . tm Method 

Start 145 End 

GI none Score 

Exons 145.. 264, 146.. 268, 166.. 264 



OJ990520_13. 9922.C23 
+ 

822 

TBLASTX :Maize 

268 

120 



Seq. No. 10768 Seq. ID 

Gene No. 22914 Strand 

Start 1 End 

Name OJ990520_13 . 9922 . C23 . ol . gs Method 

Start 179 End 

GI * none Score 

Exons 179.. 262, 391.. 609 



OJ990520_13.9922.C23 
+ 

822 

GENSCAN 

609 

.95 



Seq. No. 10768 Seq. ID 

Gene No. 22914 Strand 

Start 1 End 

Name OJ990520_13 . 9922 . C23 . ol . tm Method 

Start 502 End 

GI none Score 

Exons 502.. 615, 506.. 610 



OJ990520_13. 9922.C23 
+ 

822 

TBLASTX: Maize 

615 

186 



11278 



Seq. No. 10769 

Gene No. 22915 

Start 1 

Name OJ?90520_13 . 9922 . C24 . ol . gp 

Start 1 

GI 3760215 

Exons " 1 . . 451 



Seq. ID OJ990520_13.9922.C24 
Strand 

End 4 95 

Method AAT/GAP 
End 451 
Score ■ 848 



Seq. No. 10769 

Gene No. 22915 

Start 1 

Name OJ990520_13 . 9922 . C24 . ol . tm 

Start 30 

GI none 
Exons 



Seq. ID OJ990520_13. 9922.C24 
Strand 

End 4 95 

Method TBLASTX : Mai ze 

End 4 95 

Score 100 



30. .113, 31. .114, 129. .224, 169. .225, 226. .447, 228. .446, 
228. .476, 274. .495 



Seq. No. 10769 

Gene No. 22915 

Start 1 

Name OJ990520_13 . 9922 . C24 . ol . gs 

Start 130 

GI none 

Exons 130.. 454 



Seq. ID OJ990520_13.9922.C24 
Strand 

End 4 95 

Method GENSCAN 

End 454 

Score .47 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10770 
22916 
1 

OJ990420_11. 9923.C2.ol.np 
1 

2792220 
1. .440 

{AF032688) NBS-LRR type resistance protein [Oryza sativa] 



Seq. ID OJ99042p_ll. 9923.C2 
Strand 

End 483 

Method AAT/NAP 

End 4 4 0 

Score 176 



10770 
22>916 
1 

OJ990420_11. 9923.C2.ol.gs 

108 

none 

108. .483 



Seq. ID OJ990420_11. 9923.C2 
Strand 

End 483 

Method GENSCAN 

End 483 

Score .47 



Seq. No. 10771 

Gene No. 22917 

Start 78 

Name OJ990420_11 . 9923 . C5 . ol . gs 

Start 78 

GI none 

Exons 78.. 178 



Seq. ID OJ990420_11. 9923.C5 
Strand 

End 178 
Method GENSCAN 
End 178 
Score • . 94 



Seq. No. 10772 

Gene No. 22918 

Start 1 

Name OJ990420_11 . 9923 . C6 . ol . np 

Start 1 

GI 5042463 



Seq. ID OJ990420_11.9923.C6 
Strand 

End 4 93 

Method AAT/NAP 

End 4 93 

Score 124 



11279 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..164, 261. .493 

{AC007789) unknown protein [Oryza sativa] 



10773 Seq. ID 

22919 Strand 

50 End 
OJ9904 20_11. 9923. CIO. ol.gs Method 

50 End 

none Score 
50. .121 



OJ990420_11. 9923. CIO 
+ 

121 

GENSCAN 

121 

.65 



Seq. No. 10773 Seq. ID 

Gene No. 22920 Strand 

Start 167 End 

Name OJ990420_11 . 9923 . CIO . ol . gp Method 

Start 167 End 

GI none Score 

Exons 167.. 593 



OJ990420_11. 9923. CIO 
+ 

593 

AAT/GAP 

593 

815 



Seq. No. 10774 Seq. ID 

Gene No. 22921 Strand 

Start 157 End 

Name OJ990420_11 . 9923 . Cll . ol . gs Method 

Start 157 End 

GI none Score 

Exons 157 . . 339 



OJ990420_11.9923.C11 
+ 

339 

GENSCAN 
339 - 
.64 



Seq. No. 10775 Seq. ID 

Gene No. 22922 Strand 

Start 1317 End 

Name OJ9904 20_11 . 9923 . C12 . ol . gs Method 

Start 1317 End 

GI none Score 

Exons 1317.. 1499 



OJ990420_11.9923.C12 
+ 

1499 
GENSCAN 
1499 
.46 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10775 Seq. ID 

22923 Strand 

5114 End 

OJ990420_11. 9923.C12.o2.gs Method 

5114 End 

none Score 



OJ990420_11.9923.C12 
+ 

17148 
GENSCAN 
17119 
.56 



5114. .5308, 9815. .10100, 104 40 10520, 10748 .. 10837 , 
11240. .11320, 11837. .11890, 12177 12310, 13625 .. 13738, 
13823. .13894, 13984 .. 14034 , 14298 14375, 14543 15367, 
15743. .16927, 17000. .17119 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10775 
22923 
5114 

OJ990420_11. 9923.C12.ol.np 

14238 

6539581 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14238. .14375, 14 54 6 .. 14 998 , 15104 .. 16927 , 17000. .17148 
(AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



OJ990420_11. 9923.C12 

.;17148 

AAT/NAP 

17148 

2370 



BAC 



Seq. No. 



10775 



Seq. ID OJ990420 11.9923.C12 



11280 



si 



Gene No. 


22923 






O I I 4 




Name 


ujyyu4^u ii.yy^io.Giz. 


. Ol . rw 


Start 


1 c A n c 




GI 


none 




Exons 


louyo. . xoiyo, iDiy/. , 


, 1 0 4 O / , 


Seq. No. 


10775 




Gene No. 


22923 




o car t 


m 1 4 

O ± 1 




Name 


ujyyu4zu ii. yy^so.Gi^. 


. o2 . tm 


Start 


1 c n QQ 




GI 


none 




Exons 




. 1 0 J. / D f 


Seq. No. 


10775 




Gene No. 


22923 




o car u 


0 1 X ft 




Name 


ujyyu4^u ii.yy^o.Liz, 


rt 1 4- rt 

. Ol . t c 


Start 


1 C O 1 c 

IdZ / 0 




GI 


none 




Exons 


IDZ/0..10DJ4/ lOJDU.i 


. X 0 'I y o 


Seq. No. 


10775 




Gene No. 


22923 




Start 


C 1 1 ^ 

0 1 14 




Name 


OJ990420 I1.9923.CI2, 


. ol . tm 


Start 


15320 




GI 


none 




Exons 


icQon iRTno iR'3£;'3 


.103/4 


Seq. No. 


10775 




Gene No. 


22923 




brar u 


R 1 1 /I 

O 1 14 




Name 


y^TQQn^OA 11 QQOO /^10 

ojyyu4^u II. yyzo.Giz, 


rt 1 4- 

. ol . ts 


Start 


1 c: Q Q n 




GI 


none 




Exons 


lt;'5Qn li^QOO IcioQA 


1 C C Q C 

. 1 3 3 y 3 , 


Seq. No. 


10775 




Gene No. 


22923 




C-l- =i v-t- 

oi_ar L 


^^ ^ A 

D 1 ±H 




Name 


ujyyu4zu ii.yy^o.Giz, 


rt O 4- T T 

. OZ . CW 


Start 


1 c c o 
LDODO 




GI 


none 




Exons 


ICCCO II^TI/l IRCLR/l 

ID03J. .13/14, IDDD4, , 


1 C QQ C 

. 1 3 y o 3 


beq. NO. 


^ din ^ 




Gene No. 


22924 




Start 


501 




Name 


OJ990420 11.9923.C13, 


.ol .gs 


Start 


501 




GI 


none 




Exons 


501. .690, 959. .1035, 


1181. . 



Strand 
End 

Method 

End 

Score 



+ 

17148 

TBLASTX: Wheat 

15487 

66 



Seq. ID OJ990420_11. 9923.C12 

Strand + 

End 17148 

Method TBLASTX : Mai ze 

End 15319 

Score 234 



Seq. ID OJ990420_11.9923.C12 

Strand + 

End 17148 

Method TBLASTX : Cress 

End 15634 

Score 226 



Seq. ID OJ990420_11.9923.C12 

Strand + 

End 17148 

Method TBLASTX : Mai ze 

End 15703 

Score 288 " 



Seq. ID OJ990420_11.9923.C12 

Strand + 

End 17148 

Method TBLASTX : Soybean 

End 15922 

Score 368 



Seq. ID OJ990420_11.9923.C12 

Strand + 

End 17148 

Method TBLASTX : Wheat 

End 15985 

Score 231 



Seq. ID OJ990420_11.9923.C13 
Strand 

End 5267 

Method GENSCAN 

End 5267 

Score . 67 



1918. .2037, 2109. .2222, 2309. .2442, 3785. .3836, 4096. .4168, 
5032. .5140, 5207. .5267 



11281 




C £i M 

o e q . LN o . 


10776 


Seq. ID 






PI 


Gene No. 


22924 


Strand 








Start 


501 


End 


5267 






Na.iTie 


OJ990420 11.9923.C13.ol.np 


Method 










553 


End 


± J O -? 








6539580 " 


Score 


O 4 O 






Exons 


553.. 591, 998.. 1093, 1181.. 1264, 1361. 


. X O D _? 






kji uescnp. 


(AP000837) hypothetical protein' [Oryza 


s a t i va ] 






Seq. No. 


lU / / / 


oeq. iu 


OJ990420_11. 


9923 


.C14 


Gene No. 


22925 


. Strand 


+ 








899 


End 


± J 4 U 






Nartie 


OJ990420 11.9923.C14.ol.gs 


Method 


V7 ilt tN O Ort LN 






O Lair L 


899 


End 


X J *i U 








none 


Score' 








TT* V ^\ ir\ ^ 


899. .1037, 1422. .1540 










Seq. No. 


1 n T T Q 


oeq. iJJ 


OJ990420_11. 


9923 


.C15 


Gene No. 


22926 


Strand 


+ 






O Lair U 


114 


End 


1 n^i 

X U J ± 






Naine 


OJ990420 11. 9923.C15.ol.gs 


Method 








O -1- ■= ■^■i- 

o rar L 


114 


End 


TORI 
X U O X 








none 


Score 


Q 
. 0 






Exons 


114. .191, 885. .1051 










Seq. No. 


lU / / O 


beq. iU 


OJ990420_11. 


9923 


.C15 


Gene No. 


22927 


Strand 








O Lax L 


3620 


End 


O O j7 D 






Name 


OJ990420 11. 9923.C15.o2.gs 


Method 


P T? M Q P a M 






OLaiT L 


3620 


End 


J 0 ^ D 








none 


Score 








Tj^ 

Cjxons 


3620. .3753, 3827. .3896 










Seq. No. 


10779 


Seq. ID 


OJ990420_11. 


9923 


.C16 


Gene No. 


^ ^ y ^ o 


Strand 


+ 






o Lar L 


60 


End 








Name 


OJ990420 11. 9923.C16.ol.gs 


Method 


P TT M Q P a Kl 






oLair L 


60 


End 










none 


Score 


A P 






Exons 


60. .394 










o e q . In O . 


10780 


Seq. ID 


. n.TQQDd 90 1 1 

' VU -? -? U f± /I U XX. 


^ -7 iC, J 


. X o 


Gene No. 


22929 


Strand 


+ ~ 






Start 


512 


End 


3331 






Name 


OJ990420 11.9923.C18.ol.np 


Method 


AAT/NAP 






o Lar L 


512 


End 


3331 








3451070 


Score 


138 






Exons 


512. .798, 2684. .2708, 3113.. 


3331 










(AL031326) putative protein 


[Arabidopsis thaliana] 






O C M . LN w • 


10780 


Seq. ID 


OJ990420_11. 


9923 


. C18 


Gene No. 


22929 


Strand 


+ 






Start 


512 


End 


3331 






Name 


OJ990420 11. 9923.C18.ol.gs 


Method 


GENSCAN 






Start 


1508 


End 


3330 






GI 


none 


Score 


.96 






Exons 


1508.. 1612, 2309.. 2708, 3314 


. .3330 









11282 



rfi 



Us 



Seq. No. 


10780 








Seq. ID 


OJ990420_11.9923.C18 


Gene No . 


o o n o Q 








bt rana 


+ 


Start 


512 








End 


0 T 0 1 


Name 


Ojyy(J4^o_ii . 


. y yz J . 


O 1 O 1 

Clo . Ol 


.gp 


Method 


AAT/GAP 


Start 










End 


2 J bl 




none 








Score 


0 J 


Exons 


Z303 . Z3bl 












Seq. No. 


10780 








Seq. ID 


OJ990420_11.9923.C18 


Gene No. 


o o (*i o n 








Strand 




Start 


/I "3 O 








End 


6890 


Name 


UjyyU^^U 11. 


. y yz 0 . 


Llo . O J 


, rm 


Method 


TBLASTX: Maize 


Start 


o c T 








End 


3242 




none 








Score 


61 


Exons 


Z DO / . , Z /KJ f f 


o n D 


-5 o o n 


Tine; 

0 1 Uo . 


.3242, 3106. .3228 


Seq. No. 


T A "7 o n 
ID / oU 








Seq. ID 


OJ990420_11. 9923.C18 


Gene No. 


22930 








Strand 




Start 


5432 








End 


6890 


Name 


ojy y(J4^U 11 , 


, y y2 J . 


r' 1 Q ^1 
Ulo . 01 


•4- 

. tc 


Method 


TBLASTX: Cress 


Start 


C O Q 

5286 








End 


6684 


GI 


none 








Score 


152 


Exons 


COO/T COOT 

5286 . . 5i21, 


o4U4 . 




54 ly . 


.5679, 5432. .5692, 5435.. 5680, 




5547 , . 5684 , 


5768 , 


c 0 0 0 

. 5923, 


■5110 . 


.5904, 5820. .5969, 5875.. 5970, 




5901. .5969, 


6513. 


. 6680, 


6514 . 


.6684 




Seq. No. 


10780 








Seq. ID 


OJ990420_11. 9923.C18 


Gene No. 


22930 








Strand 




Start 


5432 








End 


6890 


Name 


OJ990420 11. 


.9923. 


C18.02 


• gp 


Method 


AAT/GAP 


Start 


5332 








End 


6871 


GI 


15042 3.R1084 






Score 


1300 


Exons 


5332. .5677, 


5770. 


.5967, 


6513. 


.6679, 6790. .6871 


GI Descrip. 


' 6094014/sp 1 082528 IRL15 


PETHY 


6.0e-84 


60S RIBOSOMAL PROTEIN 




>gi_3608479 


(AF088912) 


ribosomal protein L15 [Petunia x 




hybrida] * 












Seq. No. 


10780 








Seq. ID 


OJ990420_11.9923.C18 


Gene No. 


22930 








Strand 




0 4--! v-4- 

arr 


5432 








End 


6890 


Name 


OJ990420 11. 


.9923. 


CI8.0I 


. tm 


Method 


TBLASTX: Maize 


Start 


5357 








End 


5971 




none 








Score 


97 


Exons 


5357. .5680, 


5370. 


.5492, 


5377. 


.5679, 5768. .5926, 5768. .5971, 




5820. .5969, 


5869. 


.5970 








Seq. No. 


10780 








Seq. ID 


OJ990420_11.9923.C18 


Gene No . 


22930, 








Strand 




Start 


5432 








End 


6890 


Name 


OJ990420 11, 


.9923. 


CI8.0I 


.ts 


Method 


TBLASTX : Soybean 


Start 


5432 








End 


6711 


GI 


none 








Score 


176 


Exons 


5432. .5680, 


5435. 


.5680, 


5469. 


.5696, 5768. .5926, 5770. .5904, 




5820. .5969, 


5869. 


.5970, 


5901. 


.5969, 6513. .6578, 6514. .6600, 




6582. .6680, 


6583. 


. 6711 









11283 




Seq. No. 


10780 








Seq. ID 


OJ990420_ 


11. 


.9923 


Gene No, 


22930 








Strand 










0 flJZ 








End 


6890 






Name 




Q Q 0 '5 

. y y z o 


. C/l o . oz , 


. gs 


Method 


GENSCAN 






Start 










End 


6890 






GI 


none 








Score 


.8 






Exons 


.00 / / / 


o / / u 






.6679, 6790.. 6890 






o e cj - ln u - 










Seq. ID 


OJ990420_ 


11 . 


. 9923 


Gene No. 


22930 








Strand 








Start 


5432 








End 


6890 






Name 


OJ990420 11, 


. 9923 


.C18.02, 


.np 


Method 


AAT/NAP 






Start 


5435 








End 


6683 






GI 


6094014 








Score 


923 






Exons 


5435. .5677, 


5770 


. .5967, 


6513. 


.6683 









GI Descrip. 60S RIBOSOMAL PROTEIN L15 gi 13608479 (AF088912) ribosomal 
protein L15 [Petunia x hybrida] 



Seq. No. 10780 

Gene No. 22930 

Start 5432 

Name OJ990420_11 . 9923 . C18 . ol . tw 

Start 5768 

GI none 
Exons - 



Seq. ID OJ990420_11.9923.C18 
Strand 

End 68 90 

Method TBLASTX : Wheat 

End 6714 • 

Score 246 



5768. .5926, -5768. .5971, 5814^.. 5969, 5869. .5970, 6513. .6680, 
6514. .6714, 6625 .•.6699 



Seq. No. 10780 

Gene No. 22930 Strand 

Start 5432 End 

Name OJ990420_11 . 9923 .C18 . o2 . tm Method 

Start 6513 End 

GI none Score 

Exons 6513.. 6680, 6514. .6714, 6719. .6739 



Seq. ID OJ990420_11. 9923.C1^ 



6890 

TBLASTX: Maize 

6739 

283 



Seq. No. 10781 Seq. ID 

Gene No. 22931 Strand 

Start 784. End 

Name OJ990420_11 . 9923 . C19 . ol . gs Method 

Start 784 End 

GI none Score 

Exons 784.. 939, 1626.. 1776, 1895.. 2070 



OJ990420_11. 9923.C19 
+ 

2070 
GENSCAN 
2070 
.44 



Seq. No. 10781 Seq. ID 

Gene No. 22932 Strand 

Start 1937 End 

Name OJ990420_11 . 9923 . C19 . ol . gp Method 

Start 1937 End 

GI none Score 

Exons * 1937.. 2419, 2546.. 2604 

Seq. No. 10781 Seq. ID 

Gene No. 22932 Strand 

Start 1937 End 

Name OJ990420_11 . 9923 . C19 . o2 . gs Method 

Start 2330 End 

GI none Score 



OJ990420_11. 9923.C19 

5893 
AAT/GAP 
2604 
1032 



OJ990420_11. 9923.C19 

5893 
GENSCAN 
5893 
.79 



11284 




Exons 


Z J JU . , Zh Dp f 


Z by D . 


o 7 Q n 
, z / o u , 


JbZ / 


..3752, 3825.. 3868, 


jyDZ. .4iU/41/ 




/line; AOQ^ 




. O O ^ J 










beq. NO. 


1 n T Q 1 
iU /oi 








Seq. ID 


OJ990420 


11 . y yz J . Gi y 


Gene No. 


O O Q Q O 








Strand 






Start 


1 Q "3 T 








End 


5893 




Name 


OJ990420 11 


.9923. 


C19.01. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2708 








End 


4300 






none 








Score 


90 




Exons 


Z / Uo. .Z loZf 


O 7 1 7 
£. 1 L 1 . 


9 7 T Q 


9 7 1 Q 
Z / 1 0 


..2816, 2719. .2817, 


'\ C^C\C\ "^7 R "a 
JbUU. .J/DO, 




"5 CnO '5*7 Q/l 




. Jo by / 


'5 Q 9 4 
Jo Z 41 


..3904, 3827. .3871, 


jy4iy. .41U/41, 




o yo ^ . . 41 U / D , 


^ Q R "5 


. 4 U / 0 / 


J y b J 


..4085, 3963. .4085, 


41 1 J O . . 41 Z OO , 




4 lot) . . 41 zy 


41 1 D 1 . 












beq. NO. 


10781 








Seq. ID 


OJ990420 


11 009"^ P1Q 

ii.yyzj.uiy 


Gene No. 


22932 








Strand 






Start 


1937 








End 


5893 




Naitie 


OJ990420 11 


.9923. 


C19.02. 


gp 


Method 


AAT/GAP 




brar u 


3605 








End 


4294 




Gl 


15905 1.R1084 






Score 


779 




Exons 


3605. .3752, 


3825. 


.3868, 


3952 


..4074, 4153. .4294 




GI Descrip. 


•3170570 3. 


Oe-11 


(AF058302) 


FrnE [Streptomyces 


roseoxuxvusj 


Seq. No. 


10781 








Seq. ID 


OJ990420 


11 QQ9'5 r'lQ 

1 1 . y yzo . Gi y 


Gene No. 


22932 








Strand 






Start 


1937 








End 


5893. 




Name 


OJ990420 11 


.9923. 


C19.01. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3629 








End 


4306 




Gi 


none 








Score 


62 




Exons 


3629. .3727, 


3630. 


.3722, 


3701 


..3754, 3702. .3755, 


oozU . . OO DO , 




3824. .3871, 


3991. 


.4068, 


3992 


..4066, 4150. .4284, 


411341. .41JUU, 




4169. .4306 














Seq. No. 


10782 








Seq. ID 


OJ990420 


_11.9923.C20 


Gene No. 


22933 








Strand 


+ 




b tar u 


116 








End 


1360 




Name 


OJ990420 11 


.9923. 


C20.O1. 


gs 


Method 


GENSCAN 




b Lart 


116 








End 


1360 




Gl 


none 








Score 


.59 




^ 1^ 

HjXons 


116.. 170, 413.. 662, 1234 


. .1360 






Seq. No. 


10782 








Seq. ID 


OJ990420 


__11.9923.C20 


Gene No. 


22934 








Strand 






b tare 


2170 








End 


3348 




Name 


OJ990420 11 


.9923. 


C20.O2. 


gs 


Method 


GENSCAN 




b uart 


2170 








End 


3348 




Gi 


none 








Score 


.86 




Exons 


2170. .3348 














Seq. No. 


10782 








Seq. ID 


OJ990420 


_11.9923.C20 


Gene No. 


22934 








Strand 






Start 


2170 








End 


3348 




Name 


OJ990420 11 


.9923. 


020. o2. 


np 


Method 


AAT/NAP 




Start 


2602 






End 


3245 




GI 


2852684 








Score 


174 





Exons 2602.. 3245 

GI Descrip. (AF017751) resistance protein candidate [Lactuca sativa] 



11285 



Seq. No. 


10783 


Seq. ID 


OJ990420_11.9923 


.C21 


Gene No . 


22935 


Strand 


+ 




Start 


3036 


End 


6650 




Name 


OJ990420 11.9923.C21.o2.gs 


Method 


GENSCAN 




Start 


3036 


End 


6650 






none 


Score 


. 47 




Exons 


3036. .3476, 5543. .5718-, 6143. .6273, 6544. .6650 




Seq. No. 


J. u / 0 J 


Seq. ID 


OJ990420_11. 9923 


.C21 


Gene No. 


22936 


Strand 


+ 




btar L 


11966 


End 


15231 




Name 


OJ990420 11.9923.C21.o4.gs 


Method 


GENSCAN 




0 uar L 


11966 


End 


15231 






none 


Score 


.45 




Exons 


11966. .122 65, 14 362. .14506, 


14972. . 15231 




Seq. No. 


10783 


Seq. ID 


OJ990420_11. 9923 


.C21 


Gene No . 


22937 


Strand 


+ 




btart 


15922 


End 


16134 




Name 


OJ990420 11.9923.C21.o5.gs 


Method 


GENSCAN 




Start 


15922 


End 


16134 




GI 


none 


Score 


.99 




Exons 


15922. .16134 








Seq. No. • 


10783 


Seq. ID 


OJ990420 11.9923 


. C21 


Gene No . 


22938 


Strand 


+ 




0 car L 


16588 


End 


20177 




Name 


OJ990420 11.9923.C21.o2.np 


Method 


AAT/NAP 




0 car L 


16452 


End 


20177 




GI 


5922620 


Score 


751 




Exons 


164 52. . 164 91, 1774 9. .17937, 


18178. .1834 0, 18388. .18564, 






18601. . 18686, 20047. .20177 








GI Descrip. 


(AP000492) EST D15357 (C0514 


) corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 






gi| 6016853 Idbj | BAA85196.il 


(AP000570) 


EST D15357 (C0514) 






corresponds to a region of 


the predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


10783 


Seq. ID 


OJ990420_11.9923 


.C21 


Gene No. 


22938 


Strand 


+ 




C-4- V--*- 

0 rart 


16588 


End 


20177 




Name 


OJ990420 11.9923.C21.o6.gs 


Method 


GENSCAN 




Start 


16588 


End 


18457 






none 


Score 


.56 




Exons 


16588. .16713, 17166. .17190, 


17502. . 17 665, 178 61. . 18134, 






18222. . 18457 








Seq. No. 


10783 


Seq. ID 


OJ990420_11. 9923 


.C21 


Gene No. 


22939 


Strand 






Start 


1 


End 


1106 




Name 


OJ990420 11.9923.C21.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1106 




GI 


2792220 


Score 


385 




Exons 


1. .1106 









GI Descrip. (AF032688) NBS-LRR type resistance protein [Oryza sativa] 



11286 






Seq. No. 


10783 


Seq. ID 


OJ990420_11.9923. 


.C21 




Gene No. 


22939 


Strand 








start 


1 


tnu 


lint; 

1 lU D 






Name 


ATQQrt/IOfi 11 QQO"^ r"? 1 /-\1 /-rc! 

ujyyu4zu 1 1 . y y^o . 1 . oi . gs 


ne tnoa 








btart 


11/1 


tnu 


1 1 m 
1 lU 1 






GI 


none 


Score 


Q 1 
. o 1 






Exons 


11/ 11 Cil 










Seq. No. 


lU / 


Seq. ID 


OJ990420_11.9923, 


r'0 1 
, 1 




Gene No. 


22940 


Strand 








Start 


18768 


End 


24063 






Name 


vjuyyufizu ii.yy^o.v^^i.o/.ys 


Method 


GENSCAN 






Start 


1 Q T Q 

10/ DO 


End 


23142 








none 


Score 


.62 






Exons 


lo / Do. .loooU/ lyooD. .ly/ui/ 


19990. .20134, 20427 .. 22028 , 










23127. .231^ 








oeq . iNO . 


1 u / o o 


Seq. ID 




. k_,z 1 




Gene No. 


22940 


Strand 








Start 


18768 


End 


24063 






Name 


OJ990420 11. 9923.C21.o3.np 


Method 


AAT/NAP 






ot ar u 


20643 


End 


24063 






GI 


4519258 


Score 


80 




I. "'^ 


Exons 


20643. .21075, 23992.. 24063 








ifl 


GI Descrip. 


(AB017914) L-zip+NBS+LRR [Oryza sativa; 


1 ■ 




rii 


Seq. No. 


10783 


Seq. ID 


OJ990420_11. 9923, 


.C21 


'==r 


Gene No. 


22941 


Strand 






J ti 


O -1- 1^-1- 

btart 


23987 


End 


24142 






Name 


■ OJ990420 11.9923.C21.o2.tm 


Method 


TBLASTX: Maize 






b tart 


98 


End 


606 




ry 




none 


Score 


75 




r\ 


Exons 


98. .214, 130. .258, 334. .471, 


562. .606 








Seq. No. 


10783 


Seq. ID 


OJ990420_11.9923, 


.C21 


13 ttt 


Gene No. 


22941 


Strand 










23987 


End 


24142 






Name 


OJ990420 11. 9923;C21.ol.tw 


Method 


TBLASTX: Wheat 






btart 


8626 


End 


9018 




'! s: 


bl 


none 


Score 


64 






HiXons 


8626.. 8901, 8878.. 8973, 8879 


■..8971, 8974. .9018 






Seq. No. 


10783 


Seq. ID 


OJ990420_11.9923, 


.C21 




Gene No. 


22941 


Strand 








b rar L 


23987 


End 


24142 






Name 


OJ990420 11.9923.C21.ol.tm 


Method 


TBLASTX: Maize 






btar L 


20857 


End 


21223 






hi 


none 


Score 


112 






Exons 


20857.. 21114, 20858. .21091, 


21166. .21222, 21170.. 21223 






Seq. No. 


10783 


Seq. ID 


OJ990420_11. 9923, 


. 1 




Gene No. 


22941 


Strand 








Start 


23987 


End 


24142 






Name 


OJ990420 11. 9923.C21.o8.gs 


Method 


GENSCAN 






Start 


23987 


End 


24142 






GI 


none 


Score 


.73 






Exons 


23987. .24142 









11287 



Seq. No. 


10784 




Seq. ID 




Gene No. 


22942 




Strand 


+ 


Start 


255 




End 


6511 


Name 


OJ990420 ll.9923.C22.ol 


.np 


Method 


AAT/NAP 


Start 


255 




End., . 


6141 


GI 


6041806 




Score 


1597 


Exons 


255. .507, 1017. .1210, 1296. .1343, 3812 


. .3884, 4145. .4316, 




5392. .5823, 5949. .6141 








GI Descrip. 


(AC009755) unknown protein [Arabidopsis thaliana] 


Seq. No. 


10784 




Seq. ID 


rMQQCiAOn 11 COO 


Gene No. 


22942 




Strand 


+ ~ 


brart 


255 




End 


6511 


Name 


OJ990420 ll.9923.C22.ol 


.gs 


Method 


GENSCAN 


Start 


421 




End 


6511 


GI 


none 




Score 


.79 


Exons 


421.. 507, 1037.. 1210, 1296.. 1343, 3812 


. .3884, 4145. .4316, 




5392. .5823, 5949. .6140, 


6436. 


. 6511 




Seq. No. 


10784 




Seq. ID 


OJ990420_11.9923.C22 


Gene No. 


22943 




Strand 


+ 


Start 


12489 




End 


13753 


Name 


OJ990420 11. 9923.C22.o3 


.np 


Method 


AAT/NAP 


Start 


12489 




End 


13753 


GI 


6498436 




Score 


84 


Exons 


12489, .12 694, 13563. .13753 






GI Descrip. 


(AP000815) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


10784 




Seq. ID 


OJ990420_11.9923.C22 


Gene No. 


22944 




Strand 




Start 


8305 




End 


10545 


Name 


OJ990420 ll.9923.C22.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


249 




End 


475 


GI 


none 




Score 


343 


Exons 


249. .473, 251. .475, 281 


. .475 






Seq. No. 


10784 




Seq. ID 


OJ99042"0_11. 9923.C22 


Gene No. 


22944 




Strand 




Start 


8305 




End 


10545 


Name 


OJ990420 11. 9923.C22.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


264 




End 


5773 


GI 


none 




Score 


55 


Exons 


264. .347, 441. .509, 444 


. .509, 


1070.. 1150, 3812.. 3886, 




3815. .3886, 4203. .4319, 


4204. 


.4317, 5392.. 5565, 5393.. 5641, 




5393. .5641, 5507. .5566, 


5599. 


.5643, 5693. .5773 


Seq. No. . 


10784 . 




Seq. ID 


OJ990420_11. 9923.C22 


Gene No. 


22944 




Strand 




Start 


8305 




End 


10545 


Name 


OJ990420 ll.9923.C22.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


264 




End 


5828 


GI 


none 




Score 


55 


Exons 


264. .347, 444. .509, 447 


. .509, 


3815. .3886, 5375. .5665, 




5387. .5824, 5599. .5748, 


5616. 


.5828 




Seq. No. 


10784 




Seq. ID 


OJ990420_11.9923.C22 



11288 



Gene No. 22944 
Start 8305 

Name OJ990420_11 . 9923 . C22 . o2 . to 

Start 276 
GI none 

Exons 276.. 356, 441.. 509, 444 

3821. .3883, 4144. .4317, 
5395.. 5565, 5399.. 5428, 
5601. .5651, 5603. .5809, 
5688. .5807 



Strand 

End 10545 
Method TBLASTX : Cress 
End 5809 
Score 51 
.506, 3806. .3886, 3815. .3886, 
4145. .4288, 4179. .4316, 5393. .5566, 
5492. .5566, 5498. .5566, 5545. .5580, 
5608. .5748, 5678. .5773, 5684. .5773, 



oeq . LNO . 


10784 








Seq. ID 


OJ990420_11.9923.C22 


Gene No. 


22944 








Strand 




Start 


8305 








End 


10545 


Name 


OJ990420 11 


.9923 


.C22.03, 


.ts 


Method 


TBLASTX : Soybean 


Start 


348 








End 


1174 


GI 


none 








Score 


95 


Exons 


348. .443, 1015.. 


1167, 1016.. 


1174 




Seq. No. 


10784 








Seq. ID 


OJ990420_11.9923.C22 


Gene No. 


22944 








Strand 




Start 


8305 








End 


10545 


Name 


OJ990420 11 


.9923 


.C22.04, 


. tm 


Method 


TBLASTX: Maize 


Start 


3789 








End 


5794 


GI 


none 








Score 


78 


Exons 


3789. .3884, 


3795 


. .3884, 


3811 


..3885, 3812. .3886, 3815. .3886, 




4144. .4317, 


4145 


. .4333, 


4152 


..4319, 5392. .5496, 5393. .5560, 




5394. .5504, 


5399 


. .5449, 


5480 


..5566, 5492. .5566, 5501. .5656, 




5502. .5645, 


5522 


. .5656, 


5524 


..5658, 5599. .5658, 5684. .5794, 



5693. .5773 



Seq. No. 10784 

Gene No. 22944 

Start 8305 

Name OJ990420_11 . 9923 . C22 . o4 . tc 

Start 5944 

GI none 
Exons 



Seq. ID OJ990420__11.9923.C22 



Strand 
End 

Method 

End 

Score 



10545 

TBLASTX: Cress 

6105 

101 



594.4. .6093, 5948. .6094, 5949. . 6095, 5949. .6104, 5950. .-6105 



Seq. No. 10784 

Gene No. 22944 

Start 8305 

Name OJ990420_11 . 9923 . C22 . ol . gp 

Start 7980 

GI 213_1.R1084 

Exons 7980.. 8637, 8765.. 8933, 9027. 

GI Descrip. ' 4 158221/emb | CAA77235 | O.Oe+00 
polypeptide [Oryza sativa] ' 



Seq. ID OJ990420_11. 9923.C22 
Strand 

End 10545 
Method AAT/GAP 
End 10545 
Score 2926 
.9277, 10115. .10545 

(Y18624) reversibly glycosylated 



Seq. No. 10784 

Gene No. 22944 

Start 8305 

Name OJ990420_11 . 9923 . C22 . ol 

Start 8283 

GI none 

Exons 8283.. 8381, 8302.. 8640, 
8748. .8942, 8754. .8918, 



Seq. ID OJ990420_11. 9923.C22 
Strand 

End 10545 
.tm Method TBLASTX : Maize 

End 9236 

Score 476 
8303. .8641, 8303. .8641, 8524. .8646, 
8759. .8938, 9017. .9235, 9018. .9236, 



11289 




9186. .9236 



Seq, No. 


lU / o 4 








Seq. ID 


OJ990420_11.9923.C22 


Gene No. 










Strand 




Start 


o T n c 








End 


10545 


Name 


0Jyyu4zu 11 


Q Q O 


Czz . 


gs 


Method 


GENSCAN 


Start 


o o n c 








End 


10456 


GI 


none 








Score 


.94 


Exons 


o oUo . . 0 d3 / / 


Q "7 c 

O / DO . 


O Q Q O 


Q fl O T 

yu^ / . 


.9277, 10115.. 10456 


Seq. No. 


10784 








Seq. ID 


* OJ990420_11.9923.C22 


Gene No. 


22944 








Strand 




Start 


8305 








End 


10545 


Name 


OJ990420 11 


.9923. 


C22.02 


np 


Method 


AAT/NAP 


Start 


8308 








End 


10456 


GI 


4158221 








Score 


1883 


Exons 


8308. .8637, 


8765. 


.8933, 


9027. 


.9277, 10115.. 10456 


GI Descrip. 


(Y18624) reversibly glycosylated polypeptide [Oryza sativa] 


Seq. No. 


10784 








Seq. ID 


OJ990420_11.9923.C22 


Gene No. 


22944 








Strand 




Start 


8305 








End 


10545 


Name 


OJ990420 11 


.9923. 


C22.01 


ts 


Method 


TBLASTX : Soybean 


Start 


8311 








End ■ 


10433 


GI 


none 








Score 


96 


Exons 


8311; .8637, 


8344. 


.8445, 


8348. 


.8638, 8524. .8640, 8574. .8639, 




8762. .8935, 


8763. 


.8936, 


9023. 


.9277, 9024. .9293, 9186. .9284, 




10113. .10220, 10118. .10432, 10263. .10433 


Seq. No. 


10784 








Seq. ID 


OJ990420_11. 9923,C22 


Gene No . 


22944 








Strand 




Start 


8305 








End 


10545 


Name 


OJ990420 11 


. 9923. 


C22.02 


tw 


Method 


TBLASTX: Wheat 


Start 


8326 








End 


8822 


GI 


none 








Score 


338 


Exons 


8326. .8637, 


8342. 


.8638, 


8524 . 


.8640, 8756. .8821, 8762. .8821, 




8763. .8822, 


8763. 


.8822 








Seq. No. 


10784 








Seq. ID 


OJ990420_11.9923.C22 


Gene No . 


22944 ' 








Strand 




Start 


8305 








End 


10545 


Name 


OJ990420 11 


.9923. 


C22.03 


to 


Method 


TBLASTX: Cress 


Start 


8329 








End 


10459 


GI 


none 








Score 


227 


Exons 


8329. .8565, 


8330. 


.8566, 


10247 


. . 10459, 


10248. .10415 


Seq. No. 


10784 








Seq. ID 


OJ990420_11. 9923.C22 


Gene No. 


22944 








Strand 




Start 


8305 








End 


10545- 


Name 


OJ990420 11 


.9923. 


C22.01 


to 


Method 


TBLASTX: Cress 


Start 


8566 








End 


10246 


GI 


none 








Score 


246 


Exons 


8566. .8619, 


8611. 


.8637, 


8762. 


.8935, 8763. .8936, 9023. .9277, 




9024. .9293, 


9180. 


.9284, 


10113 


. .10220, 


10118. .10246 


Seq. No. 


10784 








Seq. ID 


OJ990420_11. 9923.C22 


Gene No. 


22944 








Strand 





11290 



start 


8305 


End 


lQo4o 


Name 


OJ990420 11.9923.C22.o2.tm 


Method 


TBLASTX : Maize 


Start 


9237 


End 


104 57 


GI 


none 


Score 


72 


Exons 


9237.. 9284, 9238.. 9276, 10113.. 10220, 


T/^1TO TAjICC! TnylCT 

lUllo . . lU4oo, 10ZOO..1U45/ 


Seq. No. 


10784 


Seq. ID 


OJ990420_11. 9923.C22 . 


Gene No.. 


22944 - ■ 


Strand 




Start 


8305 


End 


10545 


Name 


uoyyufizu ii. yy^^j.uzz .oi .tiw 


Method 


TBLASTX: Wheat 


Start 


10121 


End 


10412 


GI 


none 


Score 


146 


Exons 


10121. .10411, 10122. .10220, 


10263. .10412 


Seq. No. 


10785 


Seq. ID 


OJ990420_11.9923.C23 


Gene No. 


22945 


Strand 


- 


Start 


672 


End 


2009 


Name 


OJ990420 11. 9923.C23.ol.gs^ 


Method 


GENSCAN 


Start 


672 


End 


2009 


GI 


none 


Score 


.47 


Exons 


672. .802, 1630. .1680, 1887.. 


2009 




Seq. No. 


10786 


Seq. ID 


OJ990420_11.9923.C24 


Gene No. 


^22946 


Strand 


+ 


Start 


170 


End 


4761 


Name 


OJ990420 11.9923.C24.bl.gs 


Method 


GENSCAN 


Start 


170 


End 


4761 


GI 


none 


Score 


.53 


Exons 


170. .223, 898. .996, 4495. .4761 




Seq. No. 


10786 


Seq. ID 


OJ990420_11.9923.C24 


Gene No. 


22947 


Strand 




Start 


7215 


End 


11357 


Name 


OJ990420 11.9923.C24.o2.gs 


Method 


GENSCAN 


Start 


7215 


End 


11357 


GI 


none 


Score 


.55 


Exons 


7215. .7632, 7897. .8371, 8488 


..8581, 8852. .8963, 10192 .. 10284 , 




11176. .11357 






Seq. No. 


10787 


Seq. ID 


OJ990420_11.9923.C25 


Gene No. 


22948 


Strand 


+ 


Start 


575 


End 


8898 


Name 


OJ990420 11, 9923.C25.ol.gs 


Method 


GENSCAN 


Start 


575 


End 


8679 


GI 


none 


Score 


.46 


Exons 


575. .631, 718. .798, 1321. .1414, 2619.. 


2637, 3095.. 3172, 




6925.. 7009, 8237.. 8398, 8565 


. .8679 




Seq. No. 


10787 


Seq. ID 


OJ990420_11. 9923.C25 


Gene No. 


■ 22948 


Strand 


+ 


Start 


575 


End 


8898 


Name 


OJ990420 11.9923.C25.ol.gp 


Method 


AAT/GAP 


Start 


8474 


End 


8898 


GI 


LIB347 9-006-Q6-Kl-Bli 


Score 


595 


Exons 


8474. .8898 







GI Descrip. ' 5734 616/dbj | AP000391 . 1 | AP000391 l.Oe-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 * 



11291 



Seq. No. 


1 A T O T 

lU / o / 




beq. ID 


Ojy 904 zU 


bene no . 






strand 




Start 


6000 




End 


8688 


Name 


OJ990420_11. 9923.C25.ol. 


np 


Method 


AAT/NAP 


start 


dUUU 




End 


o bo 0 


GI 


c o n c T rt 




Score 


lo / 


Exons 


dUUU..dU4d, 0^3l..oJi/, 


8485. .8688 




GI Descrip. 


(APUUUo^o) nypotnetical 


protein [Oryza 


sat iva] 


Seq. No. 


lU / o / 




Seq. ID 


uu y yu4zu 


Gene No . 


O O Q c: n 

zz you 




Strand 




C? -4- +- 

b rart: 


Q Q 1 R 
O O 1 3 




End 


Q 0 Q 

o o y J 


Naiue 


ujyyu4zu xi . yyz j , uzo . oz . 


np 


Method 




Start 


8815 




End 


8893 


GI 


6630699 




Score 


76 


Exons 


QOnc QQQ'5 

0 o 1 o . . o o y O 








GI Descrip. 


(AFUUuyoy} nypotneuicai 


protein [Oryza 


sativa] 




gi 1 o /zlboD 1 OD] 1 BAAo yobb . 


1 1 


(AP001073 ) 


hypotheti 




[Oryza sativa ] 








Seq. No. 


T m O T 
i U / o / 




Seq. ID 


r\ tqqavi on 
vJJ y yU4 ZU 


Gene No. 


22951 




Strand 




Start 


9792 




End 


10112 


Name 


ojyyu4zu 11 . y yz J . czo . oz . 


gs 


Method 


GENSCAN 


Start 


97 92 




End 


1000 6 


GI 


none 




Score 


1 


Exons 


97 92 . . 10006 . 








Seq. No. 


T n T O T 

10 /o / 




Seq. ID 


r\ taaa>i OA 

ojyy04zu 


Gene No. 


o o n c 1 

zz y Dl 




Strand 




Start 


9792 




End 


10112 


Name 


OJ990420_11. 9923.C25.o3. 


np 


Method 


AAT/NAP 


btart 


y / yz 




End 


1 n 1 1 o 
lU 1 IZ 


GI 


T /I Q O n ^ /I 

14 yoUD4 




Score 


O T O 

z lo 


Exons 


y / yz . . loiiz 








GI Descrip. 


(Ub4ozoj Atbl [AraDidops 


;is 


thaliana] 




Seq. No. 






Seq. ID 


r\ T<\ClfS A OA 

uj y y U4ZU 


Gene No. 


22952 




Strand 


+ 


Start 


3122 




End 


4278 


Name 


ujyyu^zu ii.yyzo.uzo.oi. 


gs 


Method 


U" M o 7\ M 


Start 


OlZZ 




End 


4 Z / o 


GI 


none 




Score 


. yo 


Exons 


TTOO "^O/IQ T/Iic; "^CiCQ 


3680. .4278 




Seq. No. 


1 n T o o 




Seq. ID 


/^TQQA/IOA 

uj yyu4zu 


Gene No . 


o o n c o 
zz9d J 




Strand 


+ 


Start 


7883 




End 


11543 


Name 


OJ990420 11. 9923.C26.o2. 


gs 


Method 


GENSCAN 


Start 


7883 




End 


11543 


GI 


none 




Score 


.47 


Exons 


7883. .8199, 8532. .8596, 


8611. .9208, 9503. .9684, 




9868.. 10423, 10837 .. 10980, 


11153. .11362, 11449. 


Seq. No. 


10788 




Seq. ID 


OJ990420 


Gene No. 


22954 




Strand 


+ 



11. 9923.C25 



11292 



start 


ionic 


End 


14646 






Name 


OJ990420 11 . 9923 . C2d . o4 . gs 


Method 


GENSCAN 






Start 


■ 1 3 9 1 5 


End 


14646 






GI 


none 


Score 


.76 






Exons 


1001C lonoo i/ii>iTi i>io<ro 
1 lo . , 1 o 9oo , 14 14 / . . 14 od2 , 


14474. .14646 






Seq. No. 


1 A "7 O O 

10 /oo 


Seq. ID 


OJ990420_ 


11 A A O 'tl 

11.9923 


. C26 


Gene No. 


22955 


Strand 


+ 






Start 


15708 


End 


20075 






Name 


OjyyU4zu 11 . 992 J . C2d . OO . gs 


Method 


GENSCAN 






Start 


1 C T A O 

15708 


End 


20075 






GI 


none 


Score 


. 42 






Exons 


icToo icn^c I^AT/ 1^C^O 

15708 .. 15965, 160 /4 16542/ 


17014. .17216, 17489. 


1 1 /" C 1 

. 17 651, 






ITfiO/l 10111 IdOOO OHATC 

1 / 924 . . lolll / lyyjz. .200/5 










Seq. No. 


1 A T O O 

10788 


Seq. ID 


OJ990420_ 


11 A A O "3 

11 . 9923 


. C26 


Gene No, 


o o d c c 
22 955 


Strand 


+ 






Start 


15708 


End 


20075 






Name 


OJ990420 11.9923.C26.o3.np 


Method 


AAT/NAP 






Start 


16299 


End 


18638 






GI 


6498436 


Score 


537 






Exons 


16299. .164 36, 16476. .16542, 


16591. .17208, 17452. 


. 17 637 , 






18446. .18638 










GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No. . 


10788 


Seq. ID 


OJ990420_ 


11 . 9923 


, C26 


Gene No. 


22956 


Strand 


+ 






Start 


26630 


End 


36988 






Name 


OJ990420 11.9923.C26.o7.gs 


Method 


GENSCAN 






Start 


26630 


End 


33203 






GI 


none 


Score 


.56 






Exons 


26630. .26935, 2.8802 .. 29732, 


30733. .30771, 31166. 


. 31302 , 






31435. .31491, 31570. .31642, 


31719. .318 


21, 32501. 


O O T A A 






32880. .33083, 33171.. 33203 










Seq. No. 


10788 


Seq. ID 


OJ990420_ 


11 A A O O 

11.9923 


OA/" 

. C2 o 


Gene No.* 


22956 


Strand 


+ 






Start 


26630 


End 


36988 






Name 


OJ990420 11.9923.C26.o5.np 


Method 


AAT/NAP 






Start 


30176 


End 


36988 






GI 


3089349 


Score 


55 






Exons 


30176. .30234, 31895 .. 31970, 


32462. .32776, 36965. 


Q ^ A O O 

. 369oo 




GI Descrip. 


(U64205) Cdc25C associated protein kinase C-TAKl 


[Homo 


sapiens ] 


Seq. No. 


10788 


Seq. ID 


OJ990420_ 


11 A A A O 

11.9923 


. C2 6 


Gene No. 


22957 


Strand 








Start 


3387 


End 


3876 






Name 


OJ990420 11.9923.C26.ol.np 


Method 


AAT/NAP 






Start 


3387 


End 


3876 






GI 


2828149 


Score 


227 






Exons 


3387. .3633, 3846. .3876 










GI Descrip. 


(AF042385) cyclophilin-33A 


[Homo sapiens] 






Seq. No. 


10788 


Seq. ID 


OJ990420_ 


11. 9923 


.C26 


Gene No. 


22958 


Strand 








Start 


7430 


End 


11540 






Name 


OJ990420 11.9923.C26.ol.tm 


Method 


TBLASTX: Maize 





11293 



start 










End 


3892 


GI 


none 








Score 


86 


Exons 




'3 "3 C Q 

Jo by . 


Q C fl Q 

. ooUo , 


"3 "3 T7 
OO / / . . 


3622, 3509.. 3631, 3543.. 3638, 




-3Q/|^ QQQQ 

4 4 . . oo o y / 


Jo4 D . 


O Q Q O 

. OO yZ 








Seq. No. 


10788 








beq. lU 


r\~KClC\C\AOC\ 11 GOO'S c 

ujyyu4zu ii.yyzo.ozb 


Gene No. 


22958 








Strand 




Start 


/ 4 oU 








bna 


1 1 c; ^ ri 
1 1d4 U 


Name 


OjyyU4zU II 


O O O "3 

. y yzo . 


D . Oz . 


t s 


Method 


i DijAb i A . boyoean 


Start 


O "3 T O 








tino. 


'S a 'S I 
OOOl 


GI 


none 








Score 


243 


Exons 




OO / / . 


. OOZZ , 


oou y . . 


3631 




Seq. No. 


10788 








beq. lu 


ujyyu4zu ii.yyzo.ozD 


Gene No. 


22958 








Strand 




b tart 


"7 /i "5 n 
/ 4 JU 








bna 


1 1 D 4 u 


Name 


r\ tq QA /ion 11 


Q Q O "3 

. y yzo . 


LZ D . OZ . 


tc 


ixtecnoQ 


TUT nCTV-PvckCC! 

i DLiAb i A . uress 


Start 


O O T T 








bnu 


T C O O 

o bZz 


GI 


none 








Score 


161 


Exons 


oo / / . .J4uy, 


"3 "3 Q /I 
OOO 4 . 


"3 ^; ri t; 


"3 "3 Q Q 

OO y 0 . . 


3622 




Seq. No. 


1 m o o 
lU /oo 








Seq. ID 


OJ990420_11.9923.C26 


Gene No . 


o o n c o 

22958 








Strand 




Start 


7430 








End 


11540 


Name 


OJ990420_II 


.9923. 


C26.01. 


ts 


Method 


TBLASTX : Soybean 


Start 


7412 








End 


10414 


GI 


none 








Score 


50 


Exons 


7412. .74 8 9, 


9510. 


.9572, 


9510. . 


9575, 9517,. 9573, 9582.. 9776, 




y boo . , 9 / lU , 


9673. 


. 9768, 


9846. . 


9899, 9934. .10077, 9965. .1007: 




lUUyi. .lUIo 


6, 10093. .10155, 10231. .10347, 10370.. 10414 


Seq. No. 


10788 








Seq. ID 


OJ990420__11. 9923.026 


Gene No. 


22958 








Strand 




Start 


/ 4 JU 








End 


11540 


Name 


ojyyu4zu 11 


.9923. 


C26.02. 


tm 


Method 


TBLASTX: Maize 


Start 


/42 / 








End 


9809 


GI 


none 








Score 


193 


Exons 


I 1 , . / 4 yz / 


9503. 


.9754, 


9510. . 


9809, 9511.. 9789 


Seq. No. 


10788 








Seq. ID 


OJ990420_11. 9923.026 


Gene No. 


22958 








Strand 




Start 


/ 4 JU 








End 


11540 


Name 


ujyyu4zu 11 


.9923. 


C26.02. 


tw 


Method 


TBLASTX: Wheat 


Start 


/ 4zo 








End 


9743 


Gi 


none 








Score 


79 


Exons 


/42o. . /4yU, 


7430. 


.7486, 


9509. . 


9607, 9510.. 9743, 9517.. 9735 


Seq. No. 


lU /oo 








Seq. ID 


OJ990420_11. 9923.026 


Gene No. 


, 22958 








Strand 




Start 


7430 








End 


11540 


Name 


OJ990420 11 


.9923. 


C26.02. 


np 


Method 


AAT/NAP 


Start 


7430 








End 


11540 


GI 


4741846 








Score 


809 


Exons 


7430. .7492, 


9525. 


. 10404, 


11462 


:. .11540 




GI Descrip. 


(AF112965) 


beta-1 


, 3-gIucanase 


precursor [Triticum aestivum] 


Seq. No. 


10788 








Seq. ID 


OJ990420_11. 9923.026 



11294 



• # 





Gene No. 


22958 


Strand 








Start 


7430 


End 


11540 






Name 


OJ990420 11.9923.C26.ol.tc 


Method 


TBLASTX: Cress 








9531 


End 


10403 






GI 


none 


..Score 


50 






Exons 


9531. .9578, 9534. .9572, 9582 


..9839, 9676. .9768, 9846. .9893, 






9895.-9975, 10099 .. 1014 9, 10234.. 10356 


, 10235. .10357, 






■ * 


in"^"?! in^O"^ lO'^T^ 10/109. 










Seq. No. 


1 U / O D 


Seq. ID 


OJ990420_11.9923 






Gene No. 


0 o Q c; Q 


Strand 








Start 


15726 


End 


16193 






Name 


OJ990420_11. 9923.C26.ol.tw 


Method 


TBLASTX: Wheat 






btaru 


1 c 7 9 fT 
J. O / Z D 


End 


16186 






GI 


none 


Score 


276 






Exons 




15905. .15997, 16002 .. 16181, 








i£;nii if;noo it^iQ^ 










Seq. No. 


lU /oo 


Seq. ID 


OJ990420_11.9923 






Gene No. 


22959 


Strand 








o rarr 


15726 


End 


16193 






Name 


r\TQQn/iori ii qqo"^ noc^ /-^"^ 4-o 

ujyyu4zu X i . y yz o . D . o o . t s 


Method 


TBLASTX : Soybean 






Start 




End 


16193 




us: 


GI 


none 


Score 


167 






Exons 


IRTT/I ICO/Q TCIQOI ICH/IT 


16035. .16193 




Cfi 


Seq. No. 


1 n T Q Q 

1 u / o y 


Seq. ID 


OJ990420_11. 9923 


. V_/Z / 




Gene No. 


22960 


Strand 






•3 Sf 


Start 


81 


End 


320 




; ^ : 
1 ; : 

'7 XT 


Name 




Method 


GENSCAN 






btart 


fi 1 ~ 

0 X 


End 


320 






GI 


none 


Score 


.7 




! i=J 


Exons 


ox. .xyj, zou. .ozu 








i"! 


Seq. No. 


1 n7Qn 
X u / y u 


Seq. ID 


OJ990420_11.9923 


r9P 




Gene No. 


9 9 Qfil 

z z y D X 


Strand 


+ 




\t St 


ocar L 


1 Oft 
X u o 


End 


205 




i, 'i 


Name 


OJ990420 11.9923.C28.ol.gs 


Method 


GENSCAN 






C 4- -\ ■v-4- 


108 


End 


205 




L.f 


GI 


none 


Score 


.57 




•1 s? 


Exons 


108. .205 










beq. NO. 


10791 


Seq. ID 


OJ990420_11.9923 






oene lno . 


22962 


Strand 








O Lair t. 


1 


End 


429 






Name 


OJ990420 11.9923.C30.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


429 






GI 


2828151 


Score 


220 






Exons 


1. .40, ^ 131. .429 










GI Descrip, 


(AF042386) cyclophiIin-33B [ 


Homo sapiens] 








gil 4406229 |gb|AAD19907 1 (AF104013) peptidyl-prolyl cis- 


tran; 






isomerase E [Homo sapiens] 










Seq. No. 


10791 


Seq. ID 


OJ990420_11.9923 


.C30 




Gene No. 


22962 


Strand 








Start 


1 


End 


429 






Name 


OJ990420 11.9923.C30.ol.tm 


Method 


TBLASTX: Maize 





11295 



start 
GI 

Exons 



127 End 403 

none Score 8 6 

127. .210, 134. .373, 142. .387, 274. .396, 308. .403 



Seq. No. 10791 Seq. ID 

Gene No. 22962 Strand 

Start 1 End 

Name OJ990420_11 . 9923 . C30 . ol . ts Method 

Start 137 End 

GI none Score 

Exons 137. .370, 142. .387, 274. .396 



OJ990420_11.9923.C30 
429 

TBLASTX: Soybean 

396 

243 



Seq. No. 


10791 




Seq. ID 


OJ990420_11 


.9923. C30 


Gene No. 


O O (*i o 




Strand 






Start 


1 




End 


429 




Name 


OJ9y0420 11 . 99z3 . CJu . ol 


. tc 


Method 


TBLASTX: Cress 


Start 


14z 




End 


387 




GI 


none 




Score 


161 




Exons 


142. .174, 149. .370, 163 


. .387 








Seq. No. 


10791 




Seq. ID 


OJ990420_11 


. 9923 . C3Q 


Gene No, 


22962 




Strand 






Start 


1 




End 


429 




Name 


OJ990420 ll,9923.C30.ol 


.gs 


Method 


GENSCAN 




Start 


152 




End 


398 




GI 


none 




Score 


.76 




Exons 


152. .398 










Seq. No. 


10792 




Seq. ID 


OJ990420_11 


. 9923 . C33 


Gene No. 


22963 




Strand 


+ 




Start 


294 




End 


671 




Name 


OJ990420 ll.9923.C33.ol 


.np 


Method 


AAT/NAP 




Start 


294 




End 


668 




GI 


6730651 




Score 


134 




Exons 


294. .521, 558. .668 










VJ ^ X -1- ^ . 


(AC008262) F4N2.5 [Arabidopsis thaliana] 




Seq. No. 


10792 




Seq.. ID 


OJ990420_11 


. 9.923. C33 


Gene No. 


22963 




Strand 


+ 




Start' 


• 294 




End 


671 




Name 


OJ990420 ll.9923.C33.ol 


.gs 


Method 


GENSCAN 




Start 


351 




End . 


671 




GI 


none 




Score 


.85 




Exons 


351. .671 










Seq. No. 


10792 




Seq. ID 


OJ990420_11 


.9923,033 


Gene No. 


22964 




Strand 






Start 


1780 




End 


2202 




Name 


OJ990420 11. 9923.C33.ol 


.gp 


Method 


AAT/GAP 




Start 


1780 




End 


2202 




GI 


LIB3477-003-P1-K1-E9 




Score 


97 




Exons 


1780. .1846, 2175. .2202 










GI Descrip. 


' 24 9858 6/sp|Q4 0638 IMPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN ORY 




S 1 PRECURSOR (ORY S I)' 


>gi_1173557 (U31771) Ory s 


1 [Oryza 



sativa] ' 



Seq, No. 



10792 



Seq. ID OJ990420_11.9923.C33 



11296 



m 
rii 



rii 



Gene No. 


22965 








Strand 






Start 


3307 








End 


4 670 




Name 


OJ990420_11 


. 9923 


.C33.o2 


.gs 


Method 


GEN SCAN 




Start 


3307 








End 


4 670 




GI 


none 








Score 


. 8 6 




Exons 


3307 . . 3470, 


4 637 


. . 4 670 










Seq. No. 


10793 








Seq. ID 


OJ990420_ 


11 , 9923 . C34 


Gene No.^ 


22966 








Strand 


+ 




Start 


1073 








End 


10406 




Name 


OJ990420 11 


.9923 


.C34.01 


.gs 


Method 


GENSCAN 




Start 


1073 








End 


10406 




GI 


none 








Score 


.86 




Exons 


1073 . .1297, 


1805 


. , 2180, 


2284 . . 


2418, 2756. .2894, 


3679. .3761, 




3845 . . 3904 , 


4750 


. . 4 941, 


5289 . . 


5348, 5377. .5505, 


5809. . 6474, 




6614 . .6806, 


6902 


. . 7095, 


7234 . . 


7338, 14 


H7. .7559, 


7641. .7919, 




8027 . .8287, 


9303 


. . 9388, 


9726 . . 


9764, 10078. .10189, 10223.. 10406 


Seq. No. 


10793 








Seq. ID 


OJ990420_ 


_11.9923.C34 


Gene No. 


22966 








Strand 


+ 




Start 


1073 








End 


10406 




Name 


OJ990420 11 


.9923 


.C34.02 


.np 


Method 


AAT/NAP 




Start 


1968 








End 


8294 




GI 


6730652 








Score 


1644 




Exons 


1968 . .2180, 


2284 


. .2418, 


2756. . 


2971, 3845. .3904, 


4750. .4855, 




5364 . . 5505, 


5809 


. .6478, 


6606. . 


6806, 6902. .7156, 


7424 . .7559, 




7641 . .7919, 


8027 


. .8294 










GI Descrip. 


(AC008262) 


F4N2 . ' 


4 [Arabidopsis thaliana] 




Seq. No. 


10793 








Seq. ID 


OJ990420_ 


_11. 9923.C34 


Gene No. 


22966 








Strand 


+ 




Start 


1073 








End 


10406 




Name 


OJ990420 11 


.9923 


.C34.02 


.gp 


Method 


AAT/GAP 




Start 


9825 








End 


10356 




GI 


1848 1.R1084 






Score 


995 




Exons 


9825. .10356 














GI Descrip. 


M406764/gb|AAD20075| 2 


.Oe-09 


{AC006836) putative uridylyl 




transferase 


[Arabidopsis thaliana] * 






Seq. No. 


10793 








Seq. ID 


OJ990420_ 


_11.9923.C34 


Gene No. 


22967 








Strand 






Start 


1 








End 


2676 




Name 


OJ990420 11 


.9923 


.C34.01 


.np 


Method . 


AAT/NAP 




Start 


1 








End 


2676 




GI 


5042463 








Score 


134 




Exons 


1..67, 729. 


.991, 


2656. . 


2676 








GI Descrip. 


(AC007789) 


unknown protein [Oryza sativa] 




Seq. No. 


10793 








Seq. ID 


OJ990420^ 


_11. 9923.C34 


Gene No. 


22968 








Strand 






otarti. 


8303 








End 


8751 




Name 


OJ990420 11 


.9923 


.C34 .ol 


.gp 


Method 


AAT/GAP 




Start 


8303 








End 


8751 




GI 


none 








Score 


887 




Exons 


8303. .8751 














Seq. No. 


10793 








Seq. ID 


OJ990420_ 


_11.9923.C34 



11297 




Gene No. 


22969 








Strand 




Start 


10122 








End 


10730 


Name 


OJ990420_11 . 


9923 . 


. C34 . o4 


. tm 


Method 


TBLASTX: Maize 


Start 


2070 








End 


2821 


GI 


none 








Score 


97 


Exons 


2070 . .2180, 


2070 . 


. . 2117, 


2072 . 


.2179, ,2281. .2427, 2283. .2411, 




2754 . . 2804 , 


2756. 


. . 2821 








Seq. No. 


10793 








Seq. ID 


OJ990420_11.9923.C34 


Gene No. 


22969 








Strand 




Start 


10122 








End 


10730 


Name 


OJ990420 11. 


9923 . 


. C34 . o2 


. tm 


Method 


TBLASTX: Maize 


Start 


6408 








End 


6808 


GI 


none 








Score 


85 


Exons 


6408 . . 6476, 


6409 . 


. . 64 9z , 


d4 lU . 


.6493, 6610. .6807, 6611. .6808 


Seq. No. 


10793 








Seq. ID 


OJ990420_11. 9923.C34 , 


Gene No. 


22969 








Strand 




Start 


10122 








End 


10730 


Name 


OJ990420_11 . 


9923 , 


. C34 . o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


6610 








End 


6971 


GI 


none 








Score 


210 


Exons 


6610 . . 6750, 


6611 < 


. . 6805, 


6906 . 


.6971 




Seq. No. 


10793 








Seq. ID 


OJ990420_11.9923.C34 


Gene No. 


22969 








Strand 




Start 


10122 








■End 


10730 


Name 


OJ990420 11. 


9923, 


.C:34.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


7228 








End 


8642 


GI 


none 








Score 


115 


Exons 


7228 . .7341, 


7236 , 


. .7298, 


7414 . 


.7521, 7416. .7553, 7416. .7610, 




7417. .7578, 


7582 , 


. .7923, 


7638 . 


.7919, 7642. .7923, 8025. .8264, 




8027 . . 8272, 


8111 , 


. .8269, 


8125 . 


.8289, 8264. .8290, 8350. .8373, 




8580 . .8642 












Seq. No. 


10793 








Seq. ID 


OJ990420_11.9923.C34 


Gene No. 


22969 








Strand 




Start 


10122 








End 


10730 


Name 


OJ990420_11 . 


9923 , 


. C34 . ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


7591 








End 


7937 


GI 


none 








Score 


245 


Exons 


7591 . .7935, 


7638 , 


. . 7760, 


7800 . 


.7937 




Seq. No. 


10793 








Seq. ID 


OJ990420_11.9923.C34 


Gene No. 


22969 








Strand 




Start 


10122 








End 


10730 


Name 


OJ990420 11. 


9923, 


.C34.03 


.np 


Method 


AAT/NAP 


Start 


10122 








End 


10730 


GI 


4406764 . 








Score 


301 


Exons 


10122. .10730 










GI Descrip. 


(AC006836) putative uridylyl 


transferase [Arabidopsis thaliana] 


Seq. No. 


10793 








Seq. ID 


OJ990420_11.9923.C34 


Gene No. 


22969 








Strand 




Start 


10122 








End 


10730 


Name 


OJ990420 11. 


9923. 


.C34 .o3 


. tm 


Method 


TBLASTX: Maize 


Start 


10183 








End 


10437 



11298 






GI 


none 


Score 


Zo4 






Exons 


iriioo lAyioi inooT Trs/ioc 










Seq. No. 


10793 


Seq. ID 


OJ990420_11.9923 


.C34 




Gene No. 


22969 


Strand 








Start 


lU LZZ 


bna 


T n T o n 
1 U / OU 






Name ^ 


ojyyu4^:u 1 i . y yzo . c J4 , oi . tc 


Method 


i DhAo i A ; ere s s 






Start 


T r\ o o "5 
lUZ Jo 


hnd 


1U4 O / 






GI 


none 


Score 


TIT 
1 1 O 






Exons 


lUz J J . . 1U4 ob, lU^4y..iU4J/ 










Seq. No. 


10793 


Seq. ID 


OJ990420_11.9923 


C34 




Gene No. 


22969 


Strand 








Start 


lUlzz 


End 


10730 






Name 


Ojyyu4zu ix . y yzo . L J4 . o J . t s 


Method 


TBLASTX : Soybean 






Start 




End 


10437 






GI 


none 


Score 


162 






Exons 


inoTH inoTH in/i'^yi 
lUz /U . . 1U4 J / , lUz /U . . iU4o4 , 


10272. .10436 






Seq. No. 


lU / y4 


Seq. ID 


OJ990420_11.9923 


. Loo 




Gene No. 


22970 


Strand 


+ 






Start 


1 


End 


419 






Name 


oj9yo4zL) 11 . yyz J . Coo . oi . np 


Method 


AAT/NAP 




'tJ 


Start 


1 


End 


417 






GI 


184 3399 


Score 


60 




I'f'i 


Exons 


. 1 . . 25, 28 9 .. 4 17 








'•' • I 


GI Descrip. 


(AB0004d/) unnamed protein 


product [Homo sapiens] 






Seq. No. 


10794 


Seq. ID 


OJ990420_11.9923 


.035 




Gene No. 


22970 


Strand 


+ 






Start 


1 


End 


419 




rif 


Name 


OJyy0420 11 . 99z3 . Cod . ol . gs 


Method 


GENSCAN 






Start 


O A 1 

ZUl 


End 


417 






GI 


none 


Score 


.94 




a 


Exons 


oni o£;n oqq /it 








1 SI 


Seq. No. 


10794 


Seq. ID 


OJ990420_11. 9923 


.035 




Gene No. 


22970. 


Strand 


+ ' 






btart 


1 


End 


419 






Name 


OJ990420 11.9923.C35.ol.ts 


Method 


TBLASTX : Soybean 






Start 


270 


End 


419 








none 


Score 


181 






Exons 


270. .371, 286. .417, 288. .419 








Seq, No. 


10795 


Seq. ID 


OJ990430_12. 9927 


.CI 




Gene No. 


22971 


Strand 








Start 


1 


End 


414 






Name 


-OJ990430 12.9927.Cl.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


414 






GI 


3768912 


Score 


770 






Exons 


1. .414 










Seq. No. 


10796 


Seq. ID 


OJ990430_12.9927 


.C2 




Gene No. 


22972 


Strand 


+ 






Start 


532 


End 


830 






Name 


OJ990430 12.9927.C2.ol.np 


Method 


AAT/NAP 






Start 


532 


End 


830 





11299 



GI 585202 Score 202 

Exons 532,. 603, 703., 830 

GI Descrip. GLUTAMINE SYNTHETASE ROOT ISOZYME 2 (GLUTAMATE- -AMMONIA 
gi I 481807 Ipir I I S39478 glutamate — ammonia ligase (EC 6.3, 
1-2, cytosolic - maize gi | 434326 | emb | CAA4 6720 | (X65927) 
glutamine synthetase [Zea mays] 



LIGASE) 
1.2) 



C £i M 

oecj . iNo . 


10796 






■ XL/ 




QQ97 CO 


Gene No. 


22972 






Strand 


+ ~ 




Start 


532 






End 


830 




Name 


OJ990430 12.9927 


C2.01. 




Method 


GEJJSCAN 




oT_ar t. 


543 






End 


830 






none 






Score 


.85 




Exons 


543. .603, 703. .830 










o e q . LN o . 


10796 






Seq. ID 


OJ990430_12. 


Q Q 9 7 CO 




22973 






Strand 


+ 




Start 


8698 






End 


11661 




Name 


OJ990430 12.9927 


C2.03. 


gs 


Method 


GENSCAN 




Start 


8698 






End 


11661 




GI 


none 






Score 


.79 




Exons 


8698. .8753, 9359 


.9491, 


9631. 


.9726, 11440. .11661 




Seq. No. 


10796 






Seq. ID 


OJ990430_12. 


9927. C2 


Gene No. 


22974 






Strand 


+ 




Start 


11580 






End 


11642 




Name 


OJ990430 12.9927 


C2.02. 


gp 


Method 


AAT/GAP ■ 




Start 


11580 






End 


11642 




GI 


15625 1.R1084 






Score 


80 




Exons 


11580. .11642 












GI Descrip. 


»2129628/pir 1 | S5^ 


^275 2. 


Oe-21 


ketoconazole resistent 


protein 



Arabidopsis thaliana >gi_928938_emb_CAA614 33_ (X89036) 
ketoconazole resistent protein [Arabidopsis thaliana] ' 



Seq. No. 


10796 




Seq. ID 


OJ990430_ 


_12.9927.C2 


Gene No. 


22975 




Strand 


+ 




Start 


15003 




End 


16308 




Name 


OJ990430 12.9927.C2.o4. 


np 


Method 


AAT/NAP 




Start 


15003 




End 


16308 




GI 


6815099 




Score 


69 




Exons 


15003. .15049, 16184. .16308 








GI Descrip. 


{AP001081) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


10796 




Seq. ID 


OJ990430_ 


_12. 9927.C2 


Gene No. 


22976 




Strand 






Start 


2136 




End 


9905 




Name 


OJ990430 12.9927.C2.o2. 


gs 


Method 


GENSCAN 




Start 


2136 


End 


7646 




GI 


none 




Score 


.87 




Exons 


2136.. 3200, 3227.. 3408, 


3468. 


.3597, 3856.. 3972, 


4142. .4274, 




4533. .4609, 4698. .4802, 


5338. 


.5401, 5508. .5642, 


6155. . 6250, 




6336. .6490, 6569. .6668, 


6961. 


.7061, 7159. .7278, 


7545. .7646 


Seq. No. 


10796 




Seq. ID 


OJ990430_ 


_12.9927.C2 


Gene No. 


22976 




Strand 






Start 


2136 




End 


9905 




Name 


OJ990430 12.9927.C2.ol. 


gp 


Method 


AAT/GAP 





11300 



start 3418 End 9905 

GI 3805_1.R1084 Score 3832 

Exons 3418., 3741, 3856.. 3972, 4142.. 4274, 4533.. 4609, 4698. .4873, 

5182. .5263, 5338. .5401, 6155. .6250, 6336. .6490, 6569. .6668, 
6755. .6814, 6961. .7061, 7159. .7278, 7365. .7427, 7545. .7658, 
8190.. 8245, 8640.. 8721/ 9708.. 9905 

GI Descrip. '3294467 O.Oe+00 (U89341) phosphoglucomutase 1 [Zea mays]' 



Seq. No. 10796 
Gene No. 22976 
Start 2136 

Name OJ990430_12 . 9927 . C2 . o2 . np 

Start 3673 
GI 3294469 

Exons 3673.. 3741, 3856.. 3972, 4142, 

5182.. 5263, 5338.. 5401, 6155, 
6755. .6814, 6961. .7061, 7159, 
8190. .8245, 8640. .8721, 9708, 



Seq. ID OJ990430_12.9927.C2 
Strand 
End 

Method 
End 
Score 

.4274, 4533 
.6250, 6336 



9905 
AAT/NAP 
9788 
2364 

4609, 
6490, 
.7278, 7365. .7427, 
.9788 



4698. 
6569. 
7545. 



.4873, 
. 6668, 
.7658, 



GI Descrip. (U89342) phosphoglucomutase 2 [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10796 
22977 
11527 

OJ990430_12. 9927.C2.o5.tc 
494 
none 

494. .604, 534. .605, 701. .790, 702. .791 



Seq. ID OJ990430_12.9927.C2 
Strand 

End 19209 

Method TBLASTX : Cress 

End 791 

Score 108 



Seq. No. 10796 

Gene No. 22977 

Start 11527 

Name OJ990430__12 . 9927 . C2 . o3 . tm 

Start 533 

GI none 
Exons 



Seq. ID OJ990430_12.9927.C2 
Strand 

End 19209 

Method TBLASTX: Maize 

End 815 

Score 110 



533. .604, 534. .605, 701. .790, 702. .815 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10796 
22977 ■ 
11527 

OJ990430_12. 9927.C2.o3.ts 

533 

none 



Seq. ID OJ990430_12.9927.C2 
Strand 

End 19209 

Method TBLASTX : Soybean 

End 7 91 

Score 105 



533. .604, 534. .605, 701. .790, 702. .791 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10796 
22977 
11527 
OJ9904 
3542 
none 
3542. . 
3840. . 
4124. . 
4532. . 
5173. . 
5373. . 
6332. . 



30 12.9927.C2.o2.tm 



3589, 
3893, 
4288, 
4612, 
5265, 
5411, 
6412, 



3595, 
3853. 
4136. 
4665. 
5177. 
6143. 
6333. 



.3741, 3657. 

.3972, 3854. 

.4276, 4141. 

.4871, 4698. 

,5269, 5335. 

,6253, 6143. 

,6413, 6338. 



Seq. ID OJ990430_12.9927.C2 
Strand 

End 19209 
Method TBLASTX : Maize 
End 97 98 

Score 34 

.3740, 3659. .3742, 3665. .3742, 

.3973, 4099. .4269, 4116. .4277, 

.4290, 4526. .4612, 4527. .4610, 

.4874, 4699. .4875, 5171. .5269, 

.5403, 5335. .5403, 5336. .5404, 

.6250, 6153. .6251, 6154. .6261, 

.6412, 6374. .6493, 6408. .6491, 



11301 



6558.-6668, 6567. .6677, 6569. .6676, 6755. .6814, 6757. .6816, 

6960. .7061, 6961. .7062, 7150. .7281, 1151 , .1219, 7158. .7286, 

7360. .7425, 7363.-7428, 7365. .7427, 7545. .7661, 7546. .7665, 

7546.-7659, 8190. .8246, 8191. .8247, 8192. .8248, 8637. .8723, 

8638.-8724, 8639. .8725, 9702.-9794, 9706. .9798 



Seq- No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 
U Start 
Q GI 
j=p| . Exons 



=f Seq- No. 

if Gene No . 

:\ start 

i"i Name 

" Start 
GI 

c? Exons 



Seq. ID OJ990430_12. 9927-C2 
Strand 

End 19209 
Method TBLASTX : Soybean 
End 5252 
Score 98 

,3733, 3667. .3741, 3668. .3742, 3854.-3895, 3866.-3967, 
,3967, 3883.-3972, 4012. .4077, 4136.-4276, 4143--4268, 
,4269, 4526. .4612, 4536. .4610, 4665. .4781, 4698--4781, 
,4782, 4788. .4874, 4788. .4874, 4792. .4875, 5177. . 5251, 

,5252 



10796 
22977 • 
11527 

OJ990430_12.9927.C2.o2-ts 
3659 
none 
3659. 
3878. 
4153. 
4699. 
5205, 



10796 
22977 
11527 

OJ990430__12- 9927.C2.o3.tc 

3670 

none 

3670. .3741, 3671. .3742, 3853, 
4136.. 4294, 4147,. 4266, 4526, 

10796 
22977 
11527 

OJ990430_12. 9927.C2.o2.tw 

4217 

none 

4217,. 4270, 4526.. 4612, 4533, 
4698, .4874, 4699,-4875, 5171. 
5214- -5249 



Seq. ID OJ990430_12- 9927.C2 
Strand 

End 19209 
Method TBLASTX: Cress 
End 4 612 

Score 95 

.3972, 3854.-3973, 4116--4217, 
.4612, 4533.-4610 



Seq, ID 
Strand 
End 

Method 
End 
Score 



OJ990430 12. 9927. C2 



19209 

TBLASTX: Wheat 
5261 
97 

4610, 4662. ,4874, 4685, 
5260, 5177., 5248, 5205. 



.4807, 
.5261, 



Seq. No, 10796 

Gene No, 22977 

Start 11527 

Name OJ990430_12 , 9927 , C2 . o4 . tc 

Start 4704 

GI • none 

Exons 4704. .4874, 4704. .4874, 4729. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



10796 
22977 
11527 

OJ9904 30_12. 9927.C2.ol,tc 

5237 

none 

5237. .5272, 5335. .5403, 6143, 
6335. .6394, 6401. .6493, 6423, 
6755. .6811, 6757,-6816 

10796 
22977 



Seq, ID OJ990430_12. 9927.C2 
Strand 

End 19209 

Method TBLASTX : Cress 

End 5236 

Score 82 

.4875, 4795--4875, 5177.-5236 

Seq. ID OJ990430_12.9927.C2 
Strand 

End 19209 
Method TBLASTX : Cress 
End 6816 
Score 94 

.6253, 6154.-6261, 6332- -6409, 
.6491, 6567.-6677, 6569--6676, 



Seq- ID OJ990430_12.9927.C2 
Strand 



11302 



start 
Name 
Start 
GI 

Exons 



11527 

OJ990430_12 . 9927 . C2 . ol . tw 

6226 

none 

6226.. 6261, 6227.. 6253, 6332. 
6338. .6493, 6409.. 6498, 6558, 



End 

Method 

End 

Score 



19209 

TBLASTX: Wheat 

7028 

41 



,6493, 6333. .6494, 6337. .6498, 
.6647, 6569.. 6676, 6573.-6665, 



6732. .6812, 6755. .6814, 6757. .6816, 6960. .7028, 6961. .7026 



Seq. No. 10796 
Gene No. 22977 
Start 11527 

Name OJ990430_12 . 9927 . C2 . ol . ts 

Start 6235 
GI none 

Exons 6235.. 6261, 6301.. 6360, 6328, 

6374. .6493, 6411. .6491, 6567, 
6757. .6816, 6960. .7061, 6961, 
7363. .7428, 7365. .7427, 7545. 
8185. .8250, 8191. .8247, 8626. 
9705. .9791, 9706. .9792 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990430 12. 9927. C2 



19209 

TBLASTX : Soybean 
9792 
47 

6396, 6332.. 6400, 6335.. 6397, 

6677, 6569.. 6676, 6755.. 6811, 

7062, 7150. .7281, 7157. .7279, 

7658, 7546.. 7659, 8184.. 8246, 

8724, 8639. .8725, 8665. .8736, 



Seq.. No. 10796 

Gene No. 22977 

Start 11527 

Name OJ9904 30_12 . 9927 . C2 . o2 . tc 

Start 6955 

GI none 
Exons 



Seq. ID OJ990430_12. 9927.C2 
Strand 
End 

Method 
End 
• Score 



19209 

TBLASTX: Cress 

9773 

107 



6955. .7056, 6960. .7085, 6961. .7062, 7142. .7279, 7144. .7281, 

7183. .7290, 7363.-7428, 7363.-7425, 7365. .7430, 7365.-7427, 

7545. .7658, 7546.-7665, 7558-. 7659, 8184. .8246, 8191. .8250, 

8191. .8247, 8626. .8724, 8639-. 8725, 9705. .9773, 9706. .9759 



Seq. No. 10796 

Gene No. 22977 

Start 11527 

Name OJ990430_12 . 9927 . 02 . o3 . np 

Start 11527 

GI 6649242 

Exons 11527. .11648, 13315 .. 13390 , 
GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990430_12.9927.C2 

19209 
AAT/NAP 
19209 
60 



19014. .19209 

(AF201422) splicing coactivator subunit SRm300 [Homo sapiens] 



Seq. No. 10796 
Gene No. 22977 
Start 11527 

Name OJ990430_12 . 9927 . C2 . ol . tm 

Start 13967 
GI none 
Exons 13967. .14014, 

14268. .14561, 

14632. .14736, 

14769. .14873, 

14981. .15166, 



14011. .14262, 
14269. .14568, 
14676. .14771, 
14770. .14877, 
14984 . .15202, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990430_12.9927.C2 
19209 

TBLASTX: Maize 

15202 

40 



14014. .14265, 14266. .14550, 

14553. .14606, 14 555 .. 147 67 , 

14730. .14876, 14758 .. 14865, 

14774 . .14875, 14 97 9 .. 151 67 , 
15010. .15177 



Seq. No. 10797 Seq. ID 

Gene No. 22978 Strand 

Start 30 End 

Name OJ990430_12 . 9927 . 03 . ol . gs Method 



OJ990430_12.9927.O3 
+ 

323 

GENSOAN 



11303 




start 


30 


End 


323 




GI 


none 


Score 


. 51 




Exons 


30 . . 323 








Seq. No. 


10797 


Seq. ID 


OJ990430_12 


.9927.03 


Gene No. 


22979 


Strand 






Start 


1005 


End 


1723 




Name 


OJ9904 30_12 . 9927 . C3 . o2 . gs 


Method 


GENSCAN 




Start 


1005 


End 


1723 




GI 


none 


Score 


. 8 




Exons 


1005. .1122, 1334. .1723 








Seq. No. 


10798 


Seq. ID 


OJ990430 12 


. 9927 . C4 


Gene No. 


22980 


Strand 


+ 




Start 


1 


End 


2183 




Name 


OJ990430 12.9927.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2099 




GI 


4008006 


Score 


1080 




Exons 


1..772, 1510. .2099 








GI Descrip. 


{AF084034) receptor-like protein kinase [Arabidopsis thaliana] 


Seq. No. 


10798 


Seq. ID 


OJ990430_12 


.9927. C4 


Gene No. 


22980 


Strand 


+ 




Start 


1 


End 


2183 




Name 


OJ990430 12.9927.C4.ol.gs , 


Method 


GENSCAN 




Start 


22 *' . ' 


End 


2183 




GI 


none 


Score 


.92 




Exons 


22. .167, 283. .434, 440. .772, 


1510. .21 


33 




Seq. No. 


10798 


Seq. ID 


OJ990430_12 


. 9927. C4 


Gene No. 


22980 


Strand 


+ 




Start 


1 


End 


2183 




Name 


OJ990430 12. 9927 .C4 .ol.gp 


Method 


AAT/GAP 




Start 


330 


End 


1668 




GI 


70286 1.R1084 


Score 


1130 




Exons 


330. .772, 1510. .1668 








GI Descrip. 


M008006 8.0e-52 (AF084034) 


receptor-like protein 


kinase 




[Arabidopsis thaliana] ' 








Seq. No. 


10798 


Seq. ID 


OJ990430_12 


. 9927. C4 


Gene No. 


22980 


Strand 


+ 




Start 


1 


End 


2183 




Name 


OJ990430 12.9927,C4.o2.gp 


Method 


AAT/GAP 




Start 


1761 


End 


2093 




GI 


LIB3434-064-P1-K1-B5 


Score 


563 




Exons 


1761. .2093 








GI Descrip. 


'2760839/gb|AAB95307.1| 1 . Oe 


-26 (AC003105) putative receptor 




kinase [Arabidopsis thaliana] ' 






Seq. No. 


10798 


Seq. ID 


OJ990430_12 


. 9927. C4 


Gene No. 


22981 


Strand 


+ 




Start 


2090 


End 


2538 




Name 


OJ990430 12.9927.C4.o3.gp 


Method 


AAT/GAP 




Start 


2090 


End 


2538 




GI 


none 


Score 


861 




Exons 


2090. .2538 









11304 



Seq. No. 


10798 




Seq. ID 


OJ990430_12.9927.C4 


Gene No. 


22982 




Strand 




Start 


24 90 




End 


o n o c 
Jy O D 


Name 


OJ990430 12 . 9927 . C4 . o2 . 


gs 


Method 


GEN SCAN 


Start 


2490 




End 


O O O 

oyy D 


GI 


none 




Score 


o o 
. 92 


Exons 


z4yu..z/DD, obi2..j/yi, 


Q Q 1 Q 

jy 1 y 


Q QQ ^; 




Seq. No. 


10798 




Seq. ID 


OJ990430_12.9927.C4 


Gene No. 


22983 




Strand 




Start 


4225 




End 


8004 


Name 


(jjyyu4ou 12 . y / . Lfi . o J . 


tm 


Method 


TBLASTX: Maize 


Start 


o 




End 


302 


GI 


none 




Score 


50 


Exons 


i..ob, i..l01, 41. .bo, 


44. .136, 79. .135, 97. .150, 159. .293, 




ICQ QHO OCn 








Seq. No. 


10798 




Seq. ID 


ojyyu4oL) I2.yy2/.C4 


Gene No. 


22983 




Strand 




Start 


/I o o c 
4 22o 




End 


8004 


Name 


OJ9904J0 12 . 992 / . C4 . 02 . 


tw 


Method 


TBLASTX: Wheat 


Start 


57 




End 


699 


GI 


none 




Score 


170 


Exons 


57. .167, 451. .5/0, 452. 


C O Q 


452. .577, 


574. .699, 579. .698 


Seq. No. 


10798 




Seq. ID 


OJ990430_12.9927.C4 


Gene No. 


22983 




Strand 




Start 


4225 




End 


8004 


Name 


OJ990430 12 . 9927 . 04 . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


428 




End 


777 


GI 


none 




Score 


205 


Exons 


^oo coo >ioo con /ion 

42o..5oo, 42o..5o0, 43y 


.582 


, 573. ,773, 


574. .774, 595. .777 


Seq. No. 


10798 




Seq. ID 


OJ990430_12. 9927.04 


Gene No. 


22983 




Strand 




Start 


4225 




End 


8004 


Name 


ujyyu4ju 12 . y y2 / . L4 . oi . 


ts 


Method 


TBLASTX : Soybean 


Start 


C T T 

. 5 / / ' 




End 


2083 


GI 


none 




Score 


249 


Exons 


CTT 1 n A end ooo con 
5//..//4, 5/9. .//J, 5oU 


1. .777 


, 1490. .1540, 1509. .1535, 




ICOC OmO TC/IT OAOO 

10OD..2U/2, lO41..20oo 








Seq. No. 


10798 




Seq. ID 


OJ990430_12. 9927.04 


Gene No. 


22983 




Strand 




Start 


4225 




End 


8004 


Name 


OJ990430 12. 9927.04 .ol. 


tc 


Method 


TBLASTX :Oress 


Start 


616 




End 


2072 


GI 


none 




Score 


147 


Exons 


616. .774, 1509. .1748, 1730.. 


1945, 1734. 


.1949, 1959. .2072 


beq. NO. 


10798 




Seq. ID 


OJ990430_12. 9927.04 


Gene No. 


22983 




Strand 




Start 


4225 




End 


8004 


Name 


OJ990430 12. 9927. 04. ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1489 




End 


2073 


GI 


none 




Score 


75 


Exons 


1489. .1686, 1500. .2072, 


1505 


..2071, 1777. .2073 



11305 




Seq. No. 


10798 








Seq. ID 


OJ990430_12.9927 


.C4 


Gene No . 


Z Z y O O 








Strand 






Start 


/loot; 








bna 


oUU4 




Name 


c\ TQ Q n /I "5 n 1 o 

uj y yu4 ou iz . 


Q Q 9 "7 

yyz / 


. b4 . 00 . 


4- T T 


Method 


1 o1j/\o I A . wneat. 




Start 










hjna 


1 Q '5 9 

looZ 






none 








Score 


1 "^7 
10 / 




Exons 


1D4Z . . lDy4/ 


1 T "5 / 
1 / 04 


1 Q "5 9 

..10 o_z 










Seq. No. 


10798 








Seq. ID 


OJ990430_12.9927 


.C4 


Gene No. 


zz yo J 








Strand 






otiarti 


4 ZZ 0 








End 


8004 




Name 


uj y y u 4 ou iz . 


QQ97 

yyz / 


n A r\1 
. b4 . 01 . 


L.W 


Method 


TBLASTX: Wheat 




brarti 


1 Q T 








End 


2260 






none 








Score 


311 




Exons 


ipT-^ 9inQ 
XQ / J. .z±uy/ 


1 R 7 ^ 


9111 
. . Z 1 1 1 , 


90 Q7 

z u y / . 


.2153, 2228.. 2260 




Seq. No. 


10798 








Seq. ID 


OJ990430__12.9927 


.C4 


taene isio . 


z z y 0 J 








Strand 






Start 


/ 9 9 c; 
4 ZZ 0 








End 


8004 




Name 


TQ Q n /I n 19 

UJ y yu4 ju iz . 


Q Q 9 T 

yyz / 


. b4 . 0-$ . 


gs 


Method 


GENSCAN 




ouart: 


4 ZZ 0 








End 


8004 




C T 


none 








Score 


.45 




Exons 


4ZZ0 . . 4o04 , 


oodU 


c c C 

. . boob, 


7 Q c; 1 

/ yo 1 . 


.8004 






Seq. No. 


10799 








Seq. ID 


pJ990430_12.9927 


.C5 


Gene No. 


22984 








Strand 






ouar L 


1 n Q "5 
1 u y J 








End 


6996 




Name 


/^TQQn/lTn 19 

UJ y yU4 ju iz . 


Q Q 9 "7 

yyz / 


. bo . 01 . 


gs 


Method 


GENSCAN 




Start 


1 n Q "5 








End 


6996 




r' T 


none 








Score 


.68 




tjXons 


luyj. . ±4uo^ 


91 

Z J. DO 


9 9 07 
. . Z Z U / , 


zoou . 


.2557, 2742. .2867, 2960. .3092, 




^rTCQ CQQC 














Seq. No. 


10799 








Seq. ID 


OJ990430_12.9927 


.C5 


Gene No. 


22984 








Strand 






o car u 


1 u y J 








End 


6996 




Name 


UJyyj4ou xz . 


QQ9'7 

yyz / 


. bo . 01 . 


uS 


Method 


TBLASTX : Soybean 




C 4- ^ >-•!- 

ocari: 


9 1 /I Q 

z 1 4 y 








End 


3110 




bl 


none 








Score 


92 




Exons 


91/IQ 99nQ 

zi4y. .zzuo. 


9 c: 9 c; 
ZOZD 


9 c; 
. . Z bo b , 


9 c; 9 ^; 

Z OZ D . 


.2657, 2555. .2665, 2724. .2867, 




2725. .2868, 


2727 


. .Zoo/, 


9 Q f^n 
z y bu . 


.3100, 2961. .3110 




oeq . wo. 


10799 








Seq. ID 


OJ990430_12.9927 


.05 


Gene No. 


22984 








Strand 






Start 


1093 








End 


6996 




Name 


OJ990430 12. 


9927 


.05. ol. 


gp 


Method 


AAT/GAP 




bcar u 


2519 








End 


6918 




bX 


17570 1.R1084 






Score 


984 




E von *5 


2519. .2656, 


2742 


. ,2867, 


2960. 


.3099, 6758.. 6918 




GI Descrip. 


M886271/emb 


i|CAB43411.1| 9.0e 


-56 {AL050300) putative protei: 




[Arabidopsis 


thaliana] ' 










Seq. No. 


10799 








Seq. ID 


OJ990430_12.9927 


.05 


Gene No. 


22984 








Strand 






Start 


1093 








End 


6996 




Name 


OJ990430 12. 


9927 


.C5.01. 


np 


Method 


AAT/NAP 





11306 



start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2519 End 3133 

4886271 Score 503 

2519. .2656, 2742. .2867, 2960. .3133 

(AL050300) putative protein [Arabidopsis thaliana] 



10799 
22984 
1093 

OJ990430_12, 9927 .C5.ol.tm 

2522 

none 



Seq. ID OJ990430_12. 9927.C5 
Strand 

End 6996 
Method ' TBLASTX: Maize 
End 3110 
Score 80 



2522. .2656, 2526. .2657, 2710. .2868, 2739.-2867, 2742. .2870, 
2960. .3100, 2960. .3100, 2965. .3108, 2967. .3110 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 

Exons 



10799 
22984 
1093 

OJ9904 30_12 . 9927 . C5 . ol . tw 

2522 

none 

2522.-2656, 2526. .2657, 2555. 
2748. .2870, 2960. .3061, 2964. 

10799 
22984 
1093 

OJ9904 30_12.9927.C5.ol.tc 

2525 

none 

2525.-2656, 2525.-2656, 2739. 
2947.-3090, 2960. .3100, 2960, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990430 12.9927.05 



6996 

TBLASTX: Wheat 
3066 
80 

2665, 2710.. 2868, 2739. 
3062, 2965.. 3057, 2965. 



,2867, 
.3066 



Seq- ID OJ990430_12.9927-C5 
Strand 

End 6996 

Method TBLASTX : Cress 

End 3100 

Score 8 9 

.2867, 2740. .2859, 2742. .2885, 
.3100 



Seq. No. 


10800 




Seq. ID 


OJ990430 


_12.9927.C6 


Gene No. 


22985 




Strand 


+ 




Start 


232 




End 


822 




Name 


OJ990430 12.9927.C6-ol.gs 


Method 


GENSCAN 




Start 


232 




End 


822 




GI 


none 




Score 


.85 




Exons 


232. . 


371, 649. .822 








Seq. No. 


10800 




Seq. ID 


OJ990430 


_12.9927-C6 


Gene No. 


22986 




Strand 






Start 


3608 




End 


14178 




Name 


OJ990430 12.9927.C6.o2.gs 


Method 


GENSCAN 




Start 


3608 




End 


14100 




GI 


none 




Score 


.71 




Exons 


3608. 


.3660, 4221. .4726, 4906 


-.5004, 5093. .5224, 


5300. -5607, 




5908. 


.6025, 6285.-6979, 7743 


. .7763, 9503. . 9623, 


10077. .10154, 




10489 


..10675, 10774. .11053, 


11176. .11321, 12518 


. .12776, 




13082 


..13217, 13382. .13472, 


13642- .13831, 14008 


. .14100 


Seq. No. 


10800 




Seq. ID 


OJ990430_ 


_12.9927.C6 


Gene No. 


22986 




Strand 






Start 


3608 




End 


14178 




Name 


OJ990430 12-9927. C6.ol.np 


Method 


AAT/NAP 




Start 


4204 




End 


7268 




GI 


6453893 


Score 


607 





11307 



Exons 


4204 . .4458, 


A C A £1 A 1 0 C 

4d4d. .4 / 2d, 


4906. 


.5004, 5300. .5607, 5908. .6025, 




6285 . . d48 y , 


TITT 1 0 CO 








GI Descrip. 




hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


1 o n n 

108UU 






Seq. ID 


OJ990430_12.9927.C6 


Gene No. 


■ 22986 






Strand 




Start 


3608 






End 


14178 


Name 




. y yz / . ld . Ofi . 


tm 


Method 


TBLASTX: Maize * 


Start 


421U 






End 


4450 


GI 


none 






Score 


125 


Exons 


42iU . . 4^:4z, 


A O^ Q A A AO 

4218 . . 44 42 , 


4218. 


.4442, 4264. .4446, 4264. .4449, 




AO A A^C\ 










Seq. No. 


1 A Q n n 
lUo UU 






Seq. ID 


OJ990430_12.9927.C6 


Gene No. 


O O Q Q C 






Strand 




Start 


3608 






End 


14178 


Name 


OJ990430_12 


.9927.C6.ol. 


tm 


Method 


TBLASTX: Maize 


btart 


4 DO i 






End 


5334 


GI 


none 






Score 


149 


Exons 


4 DOi . .4 1 f 


4 yu2 . . oUUD, 


4903. 


.5007, 4905.. 5006, 4959.. 5006, 




c f^n A coon 
50 / 4 . . 522U , 


OU / / . .0145, 


5011. 


.5226, 5091.. 5225, 5168.. 5227, 




OI/D..OZJO/ 


OlOD, .OZO±, 


C A A A 

5299 . 


.5334 




Seq. No. 


1 A 0 A A 






Seq. ID 


OJ990430_12.9927.C6 


Gene No. 


22986 






Strand 




Start 


3608 






End 


14178 


Name 


ojyyL)4oU 12 


. y y2 / . Go . 02 , 


tm 


Method 


TBLASTX: Maize 


Start 


5431 






End 


6000 


GI 


none 






Score 


241 


Exons 


54ol. .DDiU, 


D4 o2 . . ObUo , 


5436. 


,5612, 5891. .5998, 5892..5999, 




c:oQ^: . conn 
Doyo.. bUUU, 


oyuo . . dUUU 








Seq. No. 


1 A Q A A 

iUoUU 






Seq. ID 


OJ990430_12.9927.C6 


Gene No. 


22986 






Strand 




Start 


3608 






End 


14178 


Name 


vJjyyU4JU i^: 


. y y z / , . oz . 


np 


Method 


AAT/NAP 


Start 


Di yj 






End 


8179 


GI 


c R '3 Q c: "7 n 






Score 


206 


Exons 


ciQT coon 
Diyo . . d22U, 


f /40. . / 1^1/ 


7964 . 


.8179 




GI Descrip. 




hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


1 A Q A A 

lUo UU 






Seq. ID 


OJ990430_12.9927.C6 


(aene wo . 


9 0 no ^: 

/I z y 0 D 






Strand 




o rar L 


3608 






End 


14178 


Name 


OJ990430 12 


.9927.C6.o3. 


np 


Method 


AAT/NAP 


Start 


8304 






End 


8382 


GI 


6630699 






Score 


95 


Exons 


8304. .8382 










GI Descrip. 


(AP000969) 


hypothetical 


protein [Oryza 


sativa] 




gil 6721536 Idbj IBAA89566 


.11 (AP001073) : 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


10800 






Seq. ID 


OJ990430_12.9927.C6 


Gene No. 


22986 






Strand 




Start 


3608 






End 


14178 


Name 


OJ990430 12 


.9927.C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


9565 






End 


10532 



11308 



u 



: t 



GI 


none 


Score 


61 




Exons 


9565.. 9624, 9565. .9624, 9566 


..9625, 9567.. 9635, 


9751. .9804, 




9755.. 9805, 9884.. 9991, 9885 


..9992, 10055. . 10159, 10078. .10 




ir^ocji irt'^oc ir\/ioo lAcoo 

10254 .. 103*^5, 10488 .. lUo3^ , 


10489. . 10530 - 




Seq. No. 


10800 


Seq. ID 


OJ990430 


Lz . y / . 


Gene No. 


22986 


Strand 






Start 


3608 


End 


14178 




Name 


OJ990430 12 . 9927 . Co . Ol . ts 


Method 


TBLASTX : 


Soybean 


Start 


13077 


End 


13506 




GI 


none 


Score 


141 




Exons 


lomT looon ToriTO looio 

13077 .. 13220, 130 / 9 .. 1321 9, 


13351. .13458, 13447 


. .13506 


Seq. No. 


10800 


Seq. ID 


OJ990430 


LZ . y y z / . CD 


Gene No. 


22986 


Strand 






Start 


3608 


End 


14178 




Name 


OJ990430 12 . 9927 . Co . o3 . tm 


Method 


TBLASTX: 


^ai ze 


Start 


13077 


End 


13974 




GI 


none 


Score 


175 




Exons 


13077 .. 13223, 1307 9 13222 , 


13351. .13449, 13447 






TO/"ytT "I'^T/^Z" TOAT/ 

13647 .. 13706, 1387 6 13974 , 


13883. .13957 




Seq. No. 


10800 


Seq. ID 


OJ990430 


_12.9927.C6 


Gene No. 


22986 


Strand 






Start 


3608 


End 


14178 




Name 


OJ990430 12.9927.C6.o4.np 


Method 


AAT/NA*P 




Start 


13078 


End 


14178 




GI 


6522561 


Score 


504 




Exons 


13078. .13217, 13382. .13507, 


13642. .13700, 13876 


..14178 


GI Descrip. 


{AL132967) calmodulin-binding heat-shock-like protein 




[Arabidopsis thaliana] 








Seq. No. 


10801 


Seq. ID 


OJ990430 


_12.9927.C7 


Gene No. 


22987 


Strand 


+ 




Start 


2596 


End 


16095 




Name 


OJ990430 12. 9927.C7.ol.gs 


Method 


GENSCAN 




Start 


2596 


End 


15864 




GI 


none 


Score 


.8 




Exons 


2596.. 2671, 3133.. 3411, 3514 


..3565, 4365. .5077, 


5123. .5209, 




5375.. 5403, 6175.. 6360, 6457 


..7794, 8593. .8765, 


8915. .9149, 




107 61. .10853, 10930. .11070, 


11146. .11238, 12391 


. .12601, 




12 684. .127 69, 13033. .13121, 


13912. .13963, 14070 


. .14126, 




14163. .14387, 14500. .14577, 


15483. .15562, 15678 


. .15864 


Seq. No. 


10801 


Seq. ID 


OJ990430 


_12.9927.C7 


Gene No. 


22987 


Strand 


+ 




Start 


2596 


End 


16095 




Name 


OJ990430 12. 9927.C7.ol.gp 


Method 


AAT/GAP 




Start 


4314 


End 


4699 




GI 


none 


Score 


701 




Exons 


4314. .4699 








Seq. No. 


10801 


Seq. ID 


OJ990430 


_12.9927.C7 


Gene No. 


22987 


Strand 


+ 




Start 


2596 


End 


16095 




Name 


OJ990430 12.9927.C7.ol.np 


Method 


AAT/NAP 




Start 


6217 


End 


15566 





11309 



GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6729348 Score 2982 

6217.. 6360, 6457.. 7794, 8593.. 8765, 8915.. 9149, 107 61 .. 10853, 
10930. ,11070, 11146. .11238, 12391 .. 12601, 12684 12769, 
13033. .13121, 13912. .13963, 14070 .. 14 126, 14214 .. 14 388 , 
14498. .14577, 15483.. 15566 

(AB037134) IRE homolog 1 [Arabidopsis thaliana] 



10801 Seq. ID 

22987 Strand 

2596 End 

OJ9904 30_12 . 9927 . C7 . o2 . gp Method 

7332 End 

none Score 
7332. .7794, 8593. .8656 



OJ990430_12..9927.C7 
+ 

16095 
AAT/GAP 
8656 
1022 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



;7; 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10801 Seq. ID OJ990430_12 . 9927 . C7 

22987 Strand + 

2596 End 16095 

OJ990430_12. 9927.C7.o3.gp Method AAT/GAP 

14062 End 16095 

17089_1.R1084 Score 1464 

14062. .14126, 14214. .14387, 14500 .. 14577, 15483 .. 15648, 
15740. .16095 

'1888550/gb|U89895|OSU89895 4.0e-36 Oryza sativa 
pathogenesis-related protein class 1 (PR-1) gene, complete' cds ' 



10801 ' Seq. ID 

22988 Strand 
16098 End 
OJ990430_12. 9927.C7.o4 .gp Method 
16098 End 
5771216 . Score 

16098. .16590 

1888550/gb|U89895|OSU89895 4 . Oe-36. Oryza sativa 
pathogenesis-related protein class 1 (PR-1) gene, 



OJ990430_12.9927.C7 
+ 

16590 
AAT/GAP 
16590 
944 



complete cds 



Seq. No. 


10801 




Seq. ID 


OJ990430_12.9927 


.C7 


Gene No. 


22989 




Strand 


+ 




Start 


20497 




End 


20929 




Name 


OJ990430 12. 


9927.C7.o6.gp 


Method 


AAT/GAP 




Start 


20497 




End 


20929 




GI 


286549 




Score 


609 




Exons 


20497. .20759 


, 20861.. 20929 








Seq. No. 


10801 




Seq. ID 


OJ990430_12.9927 


.C7 


Gene No. 


22990 




Strand 






Start 


16639 




End 


20744 




Name 


OJ990430 12. 


9927.C7.o4 . ts 


Method 


TBLASTX: Soybean 




Start 


6178 




End 


6332 




GI 


none 




Score 


201 




Exons 


6178. .6315, 


6189.. 6332, 6193. 


.6330 






Seq. No. 


10801 




Seq. ID 


OJ990430_12.9927 


.C7 


Gene No. 


22990 




Strand 






Start 


16639 




End 


20744 




Name 


OJ990430 12. 


9927.C7.ol. tm 


Method 


TBLASTX: Maize 




Start 


6300 




End 


6684 





11310 




GI 


none 








Score 


95 


Exons 


6300 . . 6352 , 


/not 

6301 . 


^ o *r 

. . 6360 , 


64 54. 


.6684, 6454.. 6678, 6548.. 6679 


Seq. No. 


10801 








Seq. ID 


OJ990430 12. 9927. C7 


Gene No. 


22990 








Strand 


- 


Start 


T C O O 








End 


20744 


Name 


OJ990430 12. 


n ft o T 

. 9927 . 


, C7 . ol . 


tc 


Method 


TBLASTX: Cress 


Start 


6616 








End 


6855 


GI 


none 








Score 


264 


Exons 


DDI D . . DOOO , 


ddIo . 


, . D /d1 , 


664 J . 


.6810 




beq. NO. 


1 noni 
lUoU JL 








Seq. ID 


OJ990430_12.9927.C7 


Gene No. 


22990 








Strand 




Start 


16639 








End 


20744 


Name 


OJ990430 12, 


.9927. 


.C7.01. 


ts 


Method 


TBLASTX : Soybean 


Start 


7335 








End 


8721 


GI 


none 








Score 


563 


Exons 


• 7335. .7790, 


7336. 


, .7806, 


7339. 


.7797, 7472.. 7831, 8589.. 8720, 



8590. .8721 



Seq. No. 


10801 






Seq. ID 


OJ990430_12.9927 


.C7 


Gene No . 


22990 






Strand 






Start 


16639 






End 


20744 




Name 


OJ990430 12. 


9927. C7 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


7352. 






End 


7593 




GI 


none 






Score 


251 




Exons 


7352. .7591, 


7353.. 7589, 7354 


. .7593, 7360. .7590 




beq. NO. 


10801 






Seq. ID 


OJ990430_12.9927 


m 


Gene No. 


22990 






Strand 






Start 


16639 






End 


20744 




Name 


OJ990430 12. 


9927. C7 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


8996 






End 


11073 




GI 


none 






Score 


236 




Exons 


8996. .9151, 


8997.. 9152, 9040 


..9153, 10703. .10855, 10758 


. .10856, 




10770. .10859, 10922 


. .11068, 


10923. .11072, 10924. .11073 




Seq. No. 


10801 






Seq. ID 


OJ990430_12.9927 


.C7 


Gene No. 


22990 






Strand 






Start 


16639 






End 


20744 




Name 


OJ990430 12. 


9927. C7 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


9051 






End 


12751 . 




GI 


none 






Score 


102 




Exons 


9051. .9152, 


10758. . 


10856, 10924. .11073, 


10968. .11072, 






11146. .11235 


, 12385 


. .12414, 


12535. .12 615, 1254 3. .12 614, 






12689. .12751 


, 12691 


. .12750 








Seq. No. 


10801 






Seq. ID 


OJ990430_12. 9927 


.C7 


Gene No. 


• 22990 






Strand 






Start 


16639 






End 


20744 




Name 


OJ990430 12. 


9927. C7 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


11145 






End 


15847 




GI 


none 






Score 


146 




Exons 


11145. .11234 


, 11146 


. . 11238, 


11146. . 1123 


18, 12457. .12615, 






12467. .12601 


, 12682 


. .12765, 


12683. . 1280 


18, 12690. .12773, 





12973. .13119, 12974. .13120, 13034 .. 1312 6, 13035 .. 13133, 
13036. .13122, 13889. .13966, 13909 .. 13965, 14059 .. 14 127, 



11311 



14067. .14135, 14069. .14125, 14 166 .. 14321, 14209 .. 14367 , 



14211. .14462, 14212. .14340, 14213, 

14500. .14592, 14501 .. 14578, 15470. 

15501. .15575, 15600. .15647, 15600, 

15601. .15648, 15736. .15756, 15744, 

15761. . 15847, 157 62 .. 15821, 15763. 



14368, 14498. .14569, 

15571, 15481. .15570, 

15647, 15601. .15651, 

15761, 15757. .15825, 
15825 



o S q . LN o . 


10801 








22990 








16639 








OJ990430 12. 9927. C7. 


o3 . t s 


Q A- — — 4- 


11170 








none 






Exons 


11170. . 


11241, 12385. 


. -L ^ O O / , 




12531. . 


12614, 12682. 


.12765, 




13033. . 


13122, 13904. 


.13966, 




14069. . 


14125, 14166. 


. X *i J O / , 




14499. . 


14534, 15470. 


. X DO X / , 


O n n 

oe<5» NO. 


10801 








22990 








16639 






Name 


OJ990430 12.9927.07. 


ox . rw 


Start 


13904 






GI 


none 






Exons 


13904. . 


13966, 13909. 


T "5 on A 
. X J y / 4i , 




14067. . 


14135, 14069. 


1 yl 1 O R 
. X 4 xz o , 




14213. . 


14389 




C /-r M <^ 

beq . INO . 


10801 






Gene No . 


22990 






Start 


16639 






Name 


OJ990430 12. 9927. C7. 


o2 . gs 




16639 








none 






Exons 


16639. . 


16784, 17574. 


1 7 R 

. X / DZ 0 , 




19673. . 


20035, 20071. 


. ZUZfi H , 


oeq . INO . 


10801 








22990 






Start 


16639 






Name 


OJ990430 12. 9927. C7. 


o5 . gp 


Start 


17919 






GI 


3768912 






Exons 


17919. . 


18334 




Seq. No. 


10801 






Gene No. 


22990 






Start 


16639 






Name 


OJ990430 12.9927.07. 


o2 . np 


Start 


18250 






GI 


4049536 






Exons 


18250. . 


18324, 18424. 


. 18594, 


GI Descrip. 


(AL034564) dna-directed rna 



Seq. ID 
Strand 
End 

Method 
■ End 

Score 
12390 
12683 
13912 
14213 
15519 



OJ990430 12.9927.07 



20744 

TBLASTX : Soybean 
15578 
114 

12464, 12484 .. 12615, 
12808, 13032. .13133, 
13965, 14067. .14135, 
14281, 14305. . 14391, 
15578, 15521. .15577 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
•End 
Method 
End 
Score 



OJ990430_12. 9927.07 
20744 

TBLASTX: Wheat 

14389 

83 



OJ990430_12. 9927.07 

20744 
GENSOAN 
20744 
.6 



OJ990430_12.9927.O7 

20744 
AAT/GAP 
18334 
776 



OJ990430 12.9927.07 



20744 
AAT/NAP 
19915 
102 

19804 . . 19915 
polymerase i subunit 
[Schizosaccharomyces pombe] gi | 6518899 | dbj | BAA87928 . 
(AB023403) RPA12 [Schizosaccharomyces pombe] 
gi I 6519808 | dbj | BAA87930 . 1 1 (AB023817 ) SpRPA12 



II 



11312 



[Schizosaccharomyces. pombe] 

Seq. No. 10801 

Gene No. 22990 

Start 16639 

Name OJ9904 30_12 . 9927 . C7 . o4 . tm 

Start 18256 

GI none 
Exons 



Seq. ID OJ990430_12.9927.C7 
Strand 

End ' 20744 

Method TBLASTX : Mai ze 

End 19922 

Score 52 



18256. .18330, 18421 18477 , 19628 .. 197 14 , 1 9671 19715, 
19805. .19921, 19806. .19922 



Seq. No. 10802 
Gene No. 22991 
Start 1 

Name OJ990430_12 . 9927 . 08 . ol . gp 

Start 1 
GI 871497 
Exons 1 . . 272 

GI Descrip. 1362170/pir | | S57448 6.0e-09 DNA binding protein - rice 

(fragment) >gi_8714 98_emb_CAA61277_ (X88799) DNA binding protein 
[Oryza sativa] 



Seq. ID OJ990430_12.9927.C8 

Strand + 

End 272 

Method AAT/GAP 

End 272 

Score 513 



beq. NO. 


1 Uo U J 








Seq. ID 


OJ990430_12. 9927.09 


i^ene ino . 










Strand 


+ 


btart 


1 R T 9 
ID / Z 








End 


8238 


Name 


r\ jQon A "^n 19 
ujyyu'lju iz , 


QQ97 
. rjyz f 


. O ^ . O J. . 


gs 


Method 


GENSOAN 


Start 


1572- 








End 


8183 


GI 


none 








Score 


.7 


Exons 


1572 . . 1660, 


1865 


. . 1939, 


2448 . 


.2521, 3132. .3408, 3995. .4489, 




5230. .8183 












Seq. No. 


10803 








Seq. ID 


OJ990430_12.9927.C9 


Gene No. 


22992 








Strand 


+ 


Start 


1572 








End 


8238 


Name 


OJ990430 12. 


.9927 


.C9,o3. 


tm 


Method 


TBLASTX: Maize 


Start 


3197 








End 


3401 


GI 


none 








Score 


265 


Exons 


3197. .3400, 


3198 


. .3401 








Seq. No. 


10803 








Seq. ID 


OJ990430_12. 9927.09 


Gene No. 


22992 








Strand 


+ 


Start 


1572 








End 


8238 


Name 


OJ990430 12, 


.9927 


.C9.06. 


ts 


Method 


TBLASTX : Soybean 


Start 


3197 








End 


3416 


GI 


none 








Score 


347 


Exons 


3197. .3412, 


3198 


. .3413, 


3198. 


.3416, 3201. .3320 


Seq. No. 


10803 








Seq. ID 


OJ990430_12. 9927.09 


Gene No. 


22992 








Strand 


+ 


Start 


1572 








End 


8238 


Name 


OJ990430 12, 


.9927 


.C9.04. 


tc 


Method 


TBLASTX tOress 


Start 


3200 








End 


4461 


GI 


none 








Score 


363 


Exons 


3200. . 3412, 


3201 


. .3413, 


4009. 


.4128, 4072. .4254, 4210. .4275, 




4393. . 4461 












Seq. No. 


10803 








Seq. ID 


OJ990430_12. 9927.09 



11313 




Gene No. 










Strand 


+ 


Start 


1572 








End 


8238 


Name 


OJ990430_12 


.9927. 


C9.01. 


np 


Method 


AAT/NAP 


Start 


T o n 1 








End 


8180 


GI 


Job /o J4 








Score 


5044 


Exons 


JzOl . . J4 Do , 


-a Q Q C 

jyyo . 


.4489, 


5230. 


.8180 




GI Descrip. 


( ACUU4 jyz ) 


Strong 


\ similarity to coatamer alpha subunit (HEPi 




homolog gb | 


UZ4 lUO 


i from 


Homo sapiens. 


[Arabidopsis thaliana] 


Seq. No. 


1 n o n "0 








Seq. ID 


OJ990430_12.9927.C9 


Gene No . 


o o ri n o 








Strand 


+ 


Start 


1572 








End 


8238 


Name 


OJ990430_12 


.9927. 


cy , oo . 


tm 


Method 


TBLASTX: Maize 


Start 


O Q Q C 

oy 0 J 








End 


*5486 


GI 


none 








Score 


159 


Exons 


jy 03 . . 4z / o , 


"5 Q Q 1 

jy y 1 . 


/I 0 Qn 
. 4Z yu , 


3994. 


.4254, 4051. .4278, 4174. .4284, 




4 J / Z . .44 y 4 , 


/I "5 Q /! 
4 OO 4 . 


.44 / y , 


4390. 


.4479, 5247. .5474, 5247. ,5486, 




OZO J . . 04 OU , 


R 0 c: 
OZ 0 D . 


c; "3 ^; Q 
. D J by 








Seq. No. 


T A o n "3 

lUo Do 








Seq. ID 


OJ990430_12.9927.C9 


Gene No. 


22992 








Strand 


+ 


Start 


1572 








End 


8238 


Name 


OJ9yU4oU iZ 


n n o T 

. yyz / . 


C9.05. 


ts 


Method 


TBLASTX : Soybean 


Zlj Start 


"5 n n T 

3991 








End 


5375 


^inl GI 


none 








Score 


119 


ff\ Exons 


3991 . .414 9, 


yl n o c 


j1 o o c 

. 4Zob, 


'4087. 


.4287, 4105. .4359, 4107. .4358, 


: 1 t 


4z53 . . 43dU , 


>l O O T 

43y 1 . 


.44 /y , 


5247. 


.5354, 5292.. 5375 


;=»[ Seq. No. 


10803 








Seq. ID 


OJ990430_12.9927.C9 


Ly Gene No. 


22992 








Strand 


+ 


: start 


1 R T O 
ID 1 Z 








End 


8238 


pi| Name 


OJ9y0430 12 


A fi o o 

. 99Z / . 


L,y . 04 . 


ts 


Method 


TBLASTX : Soybean 


Start 


c o fi *r 

5390 








End 


5741 


is 


none 








Score 


494 


•=s? Exons 


039b . . 0 / 4 U , 


04 UU . 


.0/41 








Seq. No. 


10803 








Seq. ID 


OJ990430_12.9927.C9 


j =1 Gene No. 


22992 








Strand 


+ 


.551 btaru 


1 n: T O 
lO / Z 








End 


8238 


'•fj Name 


ujyyu4ou iz 


Q Q O T 

. yyz / . 


L.y . O / . 


ts 


Method 


TBLASTX : Soybean 


•1=? Start 


3 / 4 Z 








End 


5915 


GI 


none 








Score 


86 


Exons 


o / 4 Z . . 00 y4 , 


O / 4o . 


. o y u / , 


5743. 


.5907, 5744. .5914, 5745. .5915 


Seq. No. 


10803 








Seq. ID 


OJ990430_12.9927.C9 


Gene No. 


22992 








Strand 


+ 


Start 


Id /z 








End 


8238 


Name 


OJ99U430 IZ 


n n o "J 
. 9 9Z / . 


C9.01. 


tc 


Method 


TBLASTX: Cress 


Start 


0 / y 9 








End 


6271 


GI 


none 








Score 


684 


Exons 


b / 99 . . DZDD, 


c T n n 

0 / 99 . 


.6230, 


5861. 


.6271 




Seq. No. 


10803 








Seq. ID 


OJ990430_12. 9927.09 


Gene No. 


22992 








Strand 


+ 


Start 


1572 








End 


8238 


Name 


OJ990430 12 


.9927. 


C9.03. 


ts 


Method 


TBLASTX : Soybean 


Start 


5937 








End 


6311 



11314 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 4 9 

5937.. 5981, 5965.. 6060, 5965. .6060, 5966.. 6286, 5967.. 6311 



10803 
22992 
1572 

OJ990430_12. 9927.C9.o2.tm 

6219 

none 



Seq. ID OJ990430_12.9927.C9 

Strand + 

End 8238 

Method TBLASTX : Mai ze 

End 6857 

Score ' 395 



6219. .6455, 6223. .6423, 6224. .6454, 6452. .6829, 6456. .6857, 
6456. .6851, 6487. . 6855 



10803 
22992 
1572 

OJ990430_12. 9927.C9.ol.gp 
6281 

12998_1.R1084 
6281.. 7731 

'1362170/pirl IS57448 6.0e-09 DNA binding protein - rice 
(fragment) >gi_8714 98_emb_CAA61277_ (X88799) DNA binding protein 
[Oryza sativa] ' 



Seq. ID OJ990430_12.9927.C9 

Strand + 

End 8238 

Method AAT/GAP 

End 7731 

Score 2730 



oeq . JNO . 


i.u 0 u J 








Seq. ID 


OJ990430_12.9927 


. 


Gene No. 


22992 








Strand 


+ ■ 




Start 


1572 








End 


8238 




Name 




y / , 


. y . OO . 


t C 


Method 


TBLASTX: Cress - 




btiar L 


b i 








End 


6503 




GI 


none 








Score 


276 




Exons 


6321. .6503, 


6323, 


. . 6502 










Seq. No. 


10803 








Seq. ID 


OJ990430_12.9927 


.C9 


Gene No. 


22992 








Strand 


+ 




Start 


1572 








End 


8238 




Name 


OJ990430 12. 


9927, 


.C9.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


6366 








End 


7080 




GI 


none 








Score 


849 




Exons 


6366. .7007, 


6371. 


. .6976, 


6802. 


, .7080 






Seq. No. 


10803 








Seq. ID 


OJ990430_12.9927 


.C9 


Gene No. 


22992 








Strand 


+ 




Start 


1572 








End 


8238 




Name 


OJ990430 12. 


9927. 


.C9.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


6504 








End 


6962 




GI 


none 








Score 


559 




Exons 


6504. .6932, 


6504. 


. .6911, 


6512. 


.6928, 6927.. 6962 




Seq. No. 


10803 








Seq. ID 


OJ990430_12.9927 


.C9 


Gene No.-. 


22992 








Strand 


+ 




Start 


1572 








End 


8238 




Name 


OJ990430 12. 


9927, 


.C9.04. 


tm 


Method 


TBLASTX: Maize 




Start 


6858 








End 


7013 




GI 


none 








Score 


236 




Exons 


6858. .7013, 


6860. 


, .6979, 


6873. 


.7001, 6874.. 7008 




Seq. No. 


10803 








Seq. ID 


OJ990430_12.9927 


.C9 


Gene No. 


22992 








Strand 


+ 





11315 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



1572 

OJ9904 30_12,9927.C9,ol.tm 

7015 

none 

7015. .7050, 7016. .7051, 7047, 
7132. .7287, 7181. .8224, .7197. 

10803 
22992 
1572 

OJ990430_12. 9927.C9.ol.ts 

7224 

none 

7224. .7994, 
7963. .8163, 



7226. .7786, 7617, 
7964. .8167, 7968, 



End 8238 

Method TBLASTX: Maize 

End 8238 

Score 48 

.8189, 7048. .7086, 7058. .7117, 
,8228, 7693. .8238 

Seq. ID OJ990430_12.9927.C9 

Strand + 

End 8238 

Method TBLASTX : Soybean 

End 8183 

Score 84 9 

.7910, 7832. .7921, 7913. .7942, 
.8183, 7980. .8165, 8000. .8167 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10803 Seq. ID OJ9904 30_12 . 9927 . C9 

22992 Strand + 

1572 End 8238 

OJ9904 30_12 . 9927 . C9 . o2 . tc Method TBLASTX : Cress 

7593 End 8183 

none Score 34 9 

7593. .-7910, 7595. .7714, 7608. .7907, 7832. .7951, 7937. .7957, 

7960. .8142, 7968. .8183, 8000. -.8164 



Seq. No. 10804 

Gene No. 22993 

Start 28 

Name OJ990430__12 . 9927 . Cll . ol . tc 

Start 15 

GI none 
Exons 



Seq. ID OJ990430_12.9927.C11 

Strand + 

End 2199 

Method TBLASTX: Cress 

End 1387 

Score 361 



15. .236, 28. .237, 935. .1054, 998. .1180, 1136. .1201, 1319. .1387 



Seq. No. 10804 

Gene No. 22993 

Start 28 

Name OJ9904 30_12 . 9927 . Cll . ol . tm 

Start 15 

GI none 

Exons 15.. 227, 16.. 228 



Seq. ID OJ990430_12. 9927. Cll 

Strand + 

End 2199 

Method TBLASTX: Maize 

End 228 

Score 270 



Seq. No. 10804 

Gene No. 22993 

Start 28 

Name OJ9904 30_12 . 9927 . Cll . o2 . ts 

Start 16 

GI none 

Exons 16. .147, 22. .237, 24. .236 



Seq. ID OJ990430_12. 9927. Cll 

Strand + 

End 2199 

Method TBLASTX : Soybean 

End 237 

Score 66 



Seq. No. 10804 

Gene No. 22993 

Start 28 

Name OJ990430_12 . 9927 . Cll . ol . gs 

Start 28 

GI none 

Exons 28.. 235, 921.. 1415, 1829.. 2103 



Seq. ID OJ990430_12. 9927. Cll 

Strand + 

End 2199 

Method GENSCAN 

End 2103 

Score .86 



11316 






Seq. No.- 


10804 




Seq. ID 


r\lCkClC\A'>r\ 19 QQ97 

cjjyyu4ou jL^,yy^i 


r' 1 1 




M r*N 

tjene wo. 


22993 




Strand 


+ 






Start 


28 




End 


2199 






Name 


OJ990430 12 


. 9927. Oil. ol.np 


Method 


AAT/NAP 






otart 


28 




End 


2199 








3367534 




Score 


1745 






Exons 


28. .235, 921.. 1415, 1829. .2199 








GI Descrip. 


\ riV^ W ^ 3 y ^ } 


Strong similarity to coatamer alpha subunit 


(HEPCOP 






nomo-LOy go i 


U24105 from Homo 


sapiens . 


[Arabidopsis thaliana] 




beq. JNo . 


± u O U 4 




Seq. ID 


OJ990430_12.9927 


.Cll 




Gene No . 


^ ^ !? o 




Strand 


+ 






Start 


^ o 




End 


2199 






Name 




.9927.Cll.o2.tm 


Method 


TBLASTX: Maize 






buar L 


911 




End 


2085 








none 




Score 


164 






Exons 


Q1 1 1 or\A 


917., 1216, 920. .1180, 977. 


.1204, 1100.. 1210, 










I'^m 149*5 i'5iri 


..1405, 1316. .1405, 1822. .2085, 










. .1968 








beq. NO. 


lUoU'i 




Seq. ID 


OJ990430_12.9927 






Gene No. 


9 9 QQ "5 

z z y y J 




Strand 


+ 






Start 


28 




End 


2199 






Name 


OJ990430_12 


.9927.Cll.ol.ts 


Method 


TBLASTX : Soybean 






Start 


yi 1 




End 


2028 






GI 


none 




Score 


119 






Exons 




1031.. 1285, 1033. 


.1284, 1139. .1201, 1164. .12? 


36, 








1846. .1953, 1891 


. .2028 






~'t 


Seq. No. 


X U O U fi 




Seq. ID 


OJ990430_12.9927 


.Cll 




Gene No. 


99 qQ'5 

z z y y o 




Strand 


+ 






b Larr 






End 


2199 




: ! 


Name 


OJ990430 12 


.9927.Cll.o3.ts 


Method 


TBLASTX : Soybean 






b uar u 


2029 




End 


2199 




Ill 


C T 


none 




Score 


241 




' i,! 


Exons 


9090 91QQ 

ZUZ!?. .ZxZ?y, 


2029.. 2190, 2031 


. .2192 






.J. 


beq . INO . 


± U O U J 




Seq. ID 


OJ990430_12. 9927 


.C12 


= t 

!=f 




99 QQ4 




Strand 


+ 






Start 


1 

X 




End 


717 




: 


Name 


OJ990430 12 


. 9927. C12. ol.np 


Method 


AAT/NAP 




C.I 


b Lar L. 


1 




End 


717 








o / o O f± 




Score 


897 






Exons 


1 . . f X f 












\j1 uescrip. 


(AC004392) 


Strong similarity to coatamer alpha subunit 


(HEPCOP 






homolog gb 1 


U24105 from Homo 


sapiens . 


[Arabidopsis thaliana] 




Seq. No. 


10805 




Seq. ID 


OJ990430_12.9927 


.C12 




Gene No. 


22994 




Strand 


+ 






buar L 


1 




End 


717 






Name 


OJ990430 12 


.9927.C12.o2.ts 


Method 


TBLASTX : Soybean 






Start 


2 




End 


170 






GI 


none 




Score 


232 






Exons 


2. .169, 3.. 


170 










Seq. No. 


10805 




Seq. ID 


OJ990430_12.9927 


C12 




Gene No. 


22994 




Strand 


+ 





11317 




O -t- -s -w--!- 

otart 


1 






tna 


1 L 1 








. ol . trti 


Method 


i djlao X A ; Mai ze 


Start 


0 /I 






Lna 


DDO 


bi 


none 






Score 


0 y D 


Exons 




z y 


0 c: Q 


0 c: "7 ^; c; c, 


0 1 tf^ c; -3 
Z D 1 . . DO J 


O y-1 KTrt 

beq - NO . 


1 n Q n t; 






oeq. lu 


PiTQQH/l'^ri 19 QQ9'7 

uuyyu^ju j.z.yyz/ 




22994 






Strand 


+ ~ 


Start 


1 






End 


717 


Name 


OJ990430 12.9927. 


C12 


.ol.gp 


Method 


AAT/GAP 


Start 


86 






End 


654 


GI 


12998 1.R1084 






Score 


1104 


Exons 


86. .654 










GI Descrip. 


'1362170/pirl | 357 


448 


6.0e- 


09 DNA binding protein - rice 



(fragment) >gi_8714 98_emb_CAA61277_ (X88799) DNA binding protein 
[Oryza sativa] * 



Seq. No. 


10805 






Seq. ID 


OJ990430_12.9927 


.012 


ijene no . 


y y fi 






0 urailQ 






0 tar L 


1 






Hjna 


717 
/ 1 / 




Name 


r\ TO on /I "3 ri 

uj y yu4 ju 


19 OkQkOn r'19 /-\i 

iz. yyz / .biz .01 


uC 


Method 


i DitAo i A . bress 




b uar L 


1 9 tf; 
Iz D 






Hjna 


/I Q R 
4 cS 0 




bJ. 


none 






Score 


/I 

0U4 




Exons 




1 9 Q A COi 

iz 0 . . 4 Dy 










Seq. No. 


10805 






Seq. ID 


OJ990430_12. 9927 


.C12 


Gene No . 


9 9 Q Q/I 

z z y y 4 






Q-h r-a i^r^ 

oX- r ana 


_i_ 




0 cart 


1 






£jna 


7 17 
/ 1 / 




Name 


u J y y u 41 ou 


19 0097 r'19 /^1 

iz. yyz / .biz. 01 


lS 


Method 


1 oiiHo i A . ooyoean 




0 Lor t. 


171 ~ 








DO 0 




bl 


none 






Score 


D D 0 






111 f^S ^ 


1/D. .DOZ 










Seq. No. 


10805 






Seq. ID 


OJ990430_12. 9927 


.012 


Gene No. 


22994 






Strand 


+ 




Start 


1 






End 


717 




Name 


OJ990430 


12.9927.C12.o2 


tc 


Method 


TBLASTX: Cress 




Start 


492 > 






End 


653 




GI 


none 






Score 


203 




Exons 


492. .653, 


500.. 652, 513 


.653 








Seq. No. 


10806 






Seq. ID 


OJ990430_12. 9927 


.016 


Gene No. 


22995 






Strand 


+ 




Start 


40 






End 


102 




Name 


OJ990430 


12. 9927. 016. ol 


gs 


Method 


GENSCAN 




Start 


40 






End 


102 




GI 


none 






Score 


.82 




Exons 


40. .102 












Seq. No. 


10807 






Seq. ID 


OJ990430_12.9927 


017 


Gene No. 


22996 






Strand 


+ 




Start 


1 






End 


122 




Name 


OJ990430 


12.9927.C17.ol 


gp 


Method 


AAT/GAP 




Start 


1 






End 


122 




GI 


5771216 






Score 


210 




Exons 


1. . 122 












GI Descrip. 


1888550/gb|U89895|OSU89895 4. 


Oe-36 Oryza sativa 





11318 




pathogenesis-related protein class 1 (PR-1) gene, complete cds 





o e q . IN o , 


J. u O U O 


Seq. ID 


OJ990430_12.9927. 


n ft 

^ X o 




oene wo . 


99QQ7 


Strand 


+ 








ft 

s> O D 


End 


620 






Name 




Method 


TBLASTX : Soybean 






o Lair C 


^ft 1 ~ 
J O X 


End 


611 






PT 


none 


Score 


119 






Exons 


381. .539, 477, .596, 495. .611, 


496. .597, 497. .610 






O ^ ■ LN u • 


1 OROft 

X W O v O 


Seq. ID 


OJ990430_12.9927. 


C18 






z ^ ^ ^ / 


Strand 


+ 








■^ft S 

O O J 


End 


620 






Name 


n.TQQD/l^n 19 QQ97 Pi ft nl rr<? 


Method 


GENSCAN 








"^ft R ~ 
O O J 


End 


500 








none 


Score 


.46 






Exons 












Seq. No. 


10808 


Seq. ID 


OJ990430_12.9927. 


C18 






22997 


Strand 


+ 






o uar L 


385 


End 


620 






Name 


OJ990430 12.9927.C18.ol.np 


Method 


AAT/NAP 








385 


End 


' 620 








4567286 


Score 


366 






Exons 


385.. 620 










GI Descrip. 


(AC006841) coatomer alpha subunit [Arabidopsis thaliana] 




i 

\ Ll 


o e q . IN o . 


10809 


Seq. ID 


OJ990430_12.9927. 


PI Q 




ijiene ino . 


22998 


Strand 


+ 




U 


o tar L 


83 


End 


174 






Name 


OJ990430 12.9927.C19.ol.gs 


Method 


GENSCAN 




i 


o La J. L. 


83 


End 


174 




i- ; i 

1 S? 


PT 


none 


Score 


.64 






Exons 


83. .174 








.: =; 
•'s si 

}, E 


Seq. No. 


10810 


Seq. ID 


OJ990330_15. 9923. 


CI 


''Hi 




22999 


Strand 








O Lair L 


1 


End 


4955 






Name 


OJ990330 15.9923.Cl.ol.np 


Method 


AAT/NAP 




r\ 


O La J. L 


1 


End 


4955 




■J sr 


\3 J. 


103705 


Score 


195 






Exons 


1..152, 933. .1892, 4929. .4955 










PT C T~ T 1^ 

ol L^eoC^I-Lp. 


fibrinogen alpha chain - lamprey (fragment) 






Seq. No. 


10811 


Seq. ID 


OJ990330_15.9923. 


C2 




P a Tt o KT o 


23000 


Strand 


+ 






O Lair L 


99 


End 


3364 






Name 


OJ990330 15.9923.C2.ol.gs 


Method 


GENSCAN 






start 


99 


End 


3261 






GI 


none 


Score 


.79 






Exons 


99. .329, 671. .1006, 1722. .2277, 2368.. 


2575, 2670.. 3036, 








3139. .3261 










Seq. No. 


10811 


Seq. ID 


OJ990330_15.9923. 


C2 




Gene No. 


23000 


Strand 


+ 






Start 


99 


End 


3364 






Name 


OJ990330 15.9923.C2.ol.np 


Method 


AAT/NAP 





11319 



start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



189 End 3279 

3024871 Score 1166 

189. .329, 671. .1006, 1722. .2277, 2368. .2554, 2670. .3036, 

3136. .3279 

HYPOTHETICAL 77.3 KD PROTEIN SLL0005 gi | 1001579 | dbj | BAA10206 J 
(D64000) ABCl-like [Synechocystis sp.] 



10811 Seq. ID 

23000 Strand 
99 End 
OJ990330_15.9923.C2.ol.gp Method 
2138 End 
10306_1.R1084 Score 
2138. .2277, 2368. .2554, 2670. .3036, 
'3024 871/sp|Q55680| Y005_SYNY3 
PROTEIN SLL0005 >gi_100157 9_db j_BAA10206 
[Synechocystis sp. ] ' 



OJ990330_15.9923.C2 
+ 

3364 
AAT/GAP 
3364 
1703 
3139. .3364 



2.0e-43 HYPOTHETICAL 77.3 KD 

(D64000) ABCl-like 



10811 Seq. ID 

23001 Strand 

4109 End 

OJ990330_15 . 9923 . C2 . o2 . gs Method 

4109 End 

none Score 

.4109. .4118, 4363. .4385 



OJ990330_15.9923.C2 
+ 

4385 
GENSCAN 
4385 
.7 



OJ990330_15.9923.C2 
+ 



10811 Seq. ID 

23002 Strand 

5506 End 10077 

OJ990330_15. 9923.C2.o2 .gp Method AAT/GAP 

5457 End 10077 

413_1.R1084 Score 1635 
5457. .5801, 7903. .7948, 8057. 
9831. .10077 

'349104 l.Oe-126* (L19436) manganese-superoxide dismutase [Oryza 
sativa] ' 



.8182, 8279. .8335, 9100. .9177, 



10811 
23002 
5506 

OJ990330 15.9923.C2.o2.np 



Seq. ID OJ990330_15.9923.C2 

Strand + 

End 10077 

Method AAT/NAP 

End 9920 

Score 1029 



7903. .7948, 8057. .8182, 8279. .8335, 9100. .9177, 



5506 
349104 
5506. .5801, 
9831. .9920 

(L19436) manganese-superoxide dismutase [Oryza sativa] 

gi I 6440980 | dbj I BAA86897 . 1 1 (AB026725) manganese-superoxide 

dismutase [Oryza sativa] 



10811 Seq. ID 

23002 Strand 

5506 ■ End 

OJ990330_15 . 9923 . C2 . o3 . gs Method 

5506 End 

none Score 



OJ990330_15.9923.C2 
+ 

10077 
GENSCAN 
9923 
.89 



5506. .5919, 8057. .8182, 8279. .8335, 9100. .9177, 9831. .9923 



11320 






Seq. No. 


10811 




Seq. ID 


OJ990330_15, 


.9923 


.02 




Gene No, 


23003 




Strand 


+ 








O Lai U 


J. X ^ O \J 






1 3031 

X ^ W ^ X 








N3ine 


o.TQQm^n 1 s Qq9^ 


o 4 rr Q 
. L* *i . y o 


Mo "f- H o<H 


O £-j IN O ^rt.LN 










1 1 ~ 
± X ^ U \J 




FnH 


1 3031 

X ^ VJ O X 










n on ^ 




9(^o yo 


7 9 








P von Q 


11286 13031 














Seq. No. 


10811 




Seq. ID 


OJ990330_15, 


.9923 


.02 




Gene No. 


23004 




Strand 


+ 








q-f- 3 v--|- 


17759 




End 


19193 








Nsnie 


017990330 1 S 99?3 C7 


. o 6 • q S 


Mol" h oH 


i_j LV O V-'rt J.N 








o u d i. u 


17759 ~ 




End 


19193 








\D J. 


none 




Score 


. 63 








T** von Q 


177S9 17ft9? IRQfift 


191 93 

• . X ^ X _7 J 












O C • IN • 


X VJ Q X X 




Seq. ID 


OJ990330_15, 


9923 

. Zf Zf 


r2 




Gene No. 


23005 




Strand 


+ 








Start 


21847 




End 


24858 








Name 


OJ990330 15. 9923. C2 


.o4 .np 


Method 


AAT/NAP 








O (_ d i. L 


21847 




End 


24858 










2832637 




Score 


244 








Th* V on c 


21847. .21895, 23118 


. .23874 


, 24836.. 24858 






,a St, 
t : 

•3 




(AL021711) hypothetical protein [Arabidopsis thaliana] 




i. '! 


o c q . iN y . 


10811 




Seq. ID 


OJ990330_15. 


.9923 


CO 


\\\ 


Gene No. 


23005 




Strand 


+ 






\ L? 


Start 


21847 




End 


24858 






u 


LNditit::; 


OJ990330 15. 9923. C2 


. o3.np 


Method 


AAT/NAP 








O L d X L 


22880 




End 


24858 










4680182 




Score 


273 








P' von Q 


22880. .23371, 24819 


. .24858 










ru 

i sf 




(AF111709) unknown 


[Oryza 


sativa subsp. 


, . indica] 








Seq. No. 


10811 




Seq. ID 


OJ990330_15, 


.9923 


.02 


'E cF 

'i. 1 


Gene No. 


23005 




Strand 


+ 






"i 


Start 


21847 




End 


24858 






! =i 


Name 


OJ990330 15.9923.02 


. o8 . gs 


Method 


GENSCAN 








O L. di. L 


22886 




End 


24847 






■a sr 


O -L 


none 




Score 


.72 








von Q 


22886. .24847 














O C ^ • LSKJ » 


10811 




Seq. ID 


OJ990330_15. 


.9923 


02 




Gene No. 


23005 




Strand 


+ 








Start 


21847 




End 


24858 








Name 


OJ990330 15.9923.02 


. o5.np 


Method 


AAT/NAP 








C-|- a 

O L d i. L, 


24610 




End 


24824 








CT 
\j ± 


2832636 




Score 


87 








F V on c 


24610. .24824 
















(AL021711) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


10811 




Seq. ID 


OJ990330_15. 


, 9923 


.02 




Gene No. 


23006 




Strand 










Start 


13803 




End 


16856 








Name 


OJ990330 15.9923.02 


. o5 . gs 


Method 


GENSCAN 








Start 


13803 




End 


16856 








GI 


none 




Score 


.86 







11321 




Exons 


I'^fifi'^ 1 "^Ql n 14 14 9 1/190/1 


14312. .14515, 15125. .15224, 






1 f^^l Q 1SS1Q 1fi94Q IfiR^fi 








O e q . IN O . 


1 DR 1 1 
X u 0 X X 


Seq. ID 


OJ990330_15.9923. 




Gene No. 


23007 


Strand 






Start 


20735 


End 


21530 




Name 


D.TQQO^^n 1 R QCi9^ r9 n4 fm 


M^1~ h oH 


TRT.A*^TX • M;^ i 7e 








End 


830 






none 


Score 


316 






I7u.>*J^-7/ _7\J..XvJ*3^ X^^..^/// 


216 329 


224 331 661 825 






fifi^ fi^n 829 








Q o rr "M 
O tr (4 . IN U . 


10811 


Seq. ID 


■ OJ990330_15.9923. 




Gene No. 


23007 


Strand 






Start 


20735 


End 


21530 




Naine 


OJ990330 15. 9923.C2.o3.tc 


Method 


TBLASTX: Cress 




q-t- a rt- 

0 L. CL i. U 


198 


End 


1820 




0 X 


none 


Score 


197 




P v n Q 


198. .335, 203. .277, 216. ,329, 665. .1006, 665. .1006, 838. 


. 11 




913. .1008, 1716. .1820, 1720. 


.1815, 1721. .1816 




Q ^ /-T M /-\ 
0 c . Ln 0 . 


10811 


Seq. ID 


OJ990330_15.9923. 


r9 


Gene No. 


23007 


Strand 






Start 


20735 


End 


21530 




Name 


OJ990330 15. 9923.C2.o3.ts 


Method 


TBLASTX : Soybean 




Q-i- =» r--H' ■ * 
0 T_ar L 


267 


End 


1013 






none 


Score 


110 




Exons 


267. .329, 660. .875, 665. .1006, 665. .748, 670. .855, 785.. 


1 m 

X U 1 




795. .1013, 940. .1008 








C M 
0 e . LN 0 . 


10811 


Seq. ID 


OJ990330_15.9923. 


r9 




23007 


Strand 






Start 


20735 


End 


21530 




Name 


OJ990330 15. 9923.C2.ol.tm 


Method 


TBLASTX: Maize 






831 


End 


2519 




ox 


none 


Score 


260 






831. .1010, 833. .1006, 833 .. 1018 , 1716 . 


,.2048, 1716. .2045, 






1720.. 2049, 1721.. 2050,' 2036 


..2086, 2049.. 2276, 2052.. 2276 




2126.. 2305, 2366.. 2518, 2367 


. .2519 






Seq. No. 


10811 


Seq. ID 


OJ990330_15.9923. 


C2 


Gene No. 


23007 


Strand 






C-l- a >-l- 
0 U d X L, 


20735 


End 


21530 




Name 


OJ990330 15.9923.C2.o2.ts 


Method 


TBLASTX : Soybean 




0 L dX L 


1725 


End 


2026 




oX 


none 


Score 


488 




von c 


1725.. 2024, 1728.. 2024, 1730 


. .2026, 1730. .2026 




Seq. No. 


10811 


Seq. ;ID 


OJ990330_15.9923. 


C2 


Gene No. 


23007 


Strand 






Start 


20735 


End 


21530 




Name 


OJ990330 15. 9923.C2.o2.tc 


Method 


TBLASTX: Cress 




Start 


1821 


End 


2231 




GI 


none 


Score 


610 




Exons 


1821.. 2231, 1823.. 2104, 1827 


..2228, 2156.. 2230 




Seq. No. 


10811 


Seq. ID 


OJ990330_15.9923. 


C2 



11322 




Gene No. 23007 

Start 20735 

Name OJ99033Q_15 . 9923 . C2 . ol . 

Start 2027 

GI none 

Exons 2027.. 2275, 2034.. 2276, 
2667. .2771, 2668. .2772 

Seq. No. 10811 

Gene No. --23007 

Start 20735 

Name OJ990330_15 . 9923 . C2 . ol . 

Start 2414 

GI none 

Exons 2414.. 2554, 2415.. 2555, 
2671. .2799, 2672. .2806, 
3133.. 3192, 3138.. 3227 

Seq. No. 10811 

Gene No. 23007 

Start 20735 

Name OJ990330_15 . 9923 . C2 . o2 . 

Start 2758 

GI none 

Exons 2758.. 3039, 2761.. 3036, 
•3135. .3266, 3264. .3305, 

Seq. No. 10811 

Gene No. 23007 

Start 20735 

Name OJ990330_15 . 9923 . 02 . o3 . 

Start 5498 

GI none 

Exons 5498.. 5542, 5505.. 5540, 

Seq. No. 10811 

Gene No. 23007 ' 

Start 20735 

Name OJ990330_15 . 9923 . 02 . o4 . 

Start 5503 

GI none 

Exons 5503.. 5802, 5643.. 5681, 
8036. .8182, 8278. .8331, 
9821. .9904, 9822. .9908, 

Seq. No. 10811 

Gene No. 23007 

Start 20735 

Name OJ990330_15 . 9923 . 02 . o4 . 

Start 5581 

GI none 

Exons 5581.. 5802, 5643.. 5693, 

Seq. No. 10811 

Gene No. 23007 

Start 20735 

Name OJ990330 15 . 9923 . 02 . o5 . 




Strand 

End 21530 
ts Method TBLASTX : Soybean 

End 2772 
Score 370 
2366.. 2554, 2367.. 2555, 2377.. 2556, 



Seq. ID OJ990330_15. 9923.02 
Strand 

End 21530 
tc Method TBLASTX : Cress 

,End 3227 

Score 238 
2422. .2556, 2667. .2786, 2668. .2793, 
2793. .3038, 2794. .3039, 2949. .3041, 



• Seq. ID OJ990330_15. 9923.02 
Strand 

End 21530 
tm Method TBLASTX : Maize 

End 3308 
Score 411 
2763. .3038, 3127. .3207, 3133. .3192, 
3267. .3308, 3272. .3307 

Seq. ID OJ990330__15. 9923.02 
Strand 

End 21530 

tm Method TBLASTX : Maize 

End 5802 

Score 54 
5580. .5801, 5581. .5802 

Seq. ID OJ990330_15. 9923.02 
Strand 

End 21530 
tc Method TBLASTX : Cress 

End 9922 
Score 345 
5745. .5801, 7904. .7948, 8035. .8217, 
8279. .8335, 9097. .9177, 9099. .917 6, 
9825. .9911, 9827. .9922 

Seq. ID OJ990330_15.9923.C2 
Strand 

End 21530 

.ts Method TBLASTX : Soybean ' 

End 8104 

Score 291 
5761. .5805, 7904. .7945, 8036. .8104 

Seq. ID OJ990330_15. 9923.02 
Strand 

End 21530 

tm Method TBLASTX : Maize 



11323 



start 


7895 




End 


10107 




none 




Score 


57 




/UJ«J. . / J %J J. f 


7904 7948 8036 


.8182, 8056. .8181, 8078.-8182, 




8278 8331 


8279 8335 8279 


.8335, 9086, ,9175, 9096.. 9176, 




9097 9177 


9099 9176 9786 


.9932, 9826. .9936, 9827.. 9937, 




9827 9922, 


9983 10048, 9987 


, ,10049, 


9988. .10056, 9988, .10107 




10811 




Seq. ID 


OJ990330_15.9923.C2 




23007 




Strand 




start 


20735 




End 


21530 


Name 


OJ990330 15. 


9923,C2,ol.tw 


Method 


TBLASTX: Wheat 


Start 


8086 




End 


10053 


GI 


none 




Score 


159 


P vnn ^ 


8086 8181 


8086 8181 8087 


.8182, 8278.. 8331, 8279.. 8335, 




9086 9175 


9097 9177. 9099 


.9176, 9780.. 9890, 9786.. 9923, 




9827 9925. 


9827 9931, 10010 


. .10051, 


10015. .10053 


Seq. No. 


10811 




Seq, ID 


OJ990330_15.9923.C2 


Gene No. 


23007 




Strand 




Start 


20735 




End 


21530 


Name 


OJ990330 15. 


9923.C2.o5,tc 


Method 


TBLASTX: Cress 


Start 


15357 




End 


16365 




none 




Score 


105. 


Fl vnn 


15357. .15506, 15357 ., 15524 , 1537 6 15525, 16282., 16365 


Seq. No. 


10811 




Seq. ID 


OJ990330_15.9923,C2 


Gene No. 


23007" 




Strand 




Start 


20735 




End 


21530 


Name 


OJ990330 15. 


9923.C2.o7.gs 


Method 


GENSCAN 


q+- a -rt- 

O U Cli. L- 


20735 




End 


21530 


GI 


none 




Score 


,99 


■LJ 1 1 


20735. .20974 


, 21525.. 21530 






Seq. No. 


10811 




Seq. ID 


OJ990330_15.9923,C2 


Gene No. 


23008 




Strand 




Start 


22903 




End 


23392 


Name 


OJ990330 15. 


9923.C2,o5.ts 


Method 


TBLASTX: Soybean 


Start 


22903 




End 


23206 


GI 


none 




Score 


148 


FiXon ^ 

Vm/ a 1 


22903. .23079, 22904 , ,23104 , 23133 ,. 23204 , 23135.. 23206 


Seq. No. 


10811 




Seq, ID 


OJ990330_15,9923.C2 


Gene No. 


23008 




Strand 




Start 


22903 




End 


23392 


Name 


OJ990330 15. 


9923,C2.o6,tc 


Method 


TBLASTX: Cress 


Start 


22904 




End 


23206 


GI 


none 




Score 


149 


F X D n 

i—l ^ \y l.i 1^ 


22904 . .23128 


, 23132.. 23206 






Spa No 


10811 




Seq. ID 


OJ990330_15, 9923.C2 




23008 




Strand 




Start 


22903 




End 


23392 


Name 


OJ990330 15. 


9923,C2.o6.tm 


Method 


TBLASTX: Maize 


Start 


22958 




End 


23392 


GI 


none 




Score 


102 


Exons 


22958. ,23080, 22960 .. 23097 , 23117 23203, 23117 .. 23263, 




23273. .23392, 23323,. 23361 







11324 



Seq. No. 10812 Seq. ID 

Gene No. 23009 Strand 

Start 118 End 

Name OJ990330_15 . 9923 . C3 . ol . gs Method 

Start 118 End 

GI none Score 

Exons 118.. 219, 2373.. 2463, 2498.. 3093 



OJ990330_15.9923.C3 
+ 

3093 
GENSCAN 
3093 
.74 



Seq. No. 10812 Seq. ID 

Gene No. 23010 Strand 

Start 4378 End 

Name OJ990330_15 . 9923 . C3 . o2 . gs Method 

Start 4378 End 

GI none Score 

Exons 4378.. 5409 



OJ990330_15.9923.C3 

5409 
GENSCAN 
5409 
.96 





Seq. No. 


10812 




Seq. ID 


OJ990330_ 


15 . 


9923 


.C3 




Gene No. 


23011 




Strand 












Start 


6260 




End 


7282 










Name 


OJ990330 15.9923 


C3.o3.gs 


Method 


GENSCAN 










Start 


6260 




End 


7282 








.'Si 


GI 


none 




Score 


.95 








; I 
■s 

a: 


Exons 


6260. .7282 
















Seq. No. 


10812 




Seq. ID 


OJ?90330_ 


_15. 


9923 


.C3 




Gene No. 


23012 




Strand 










n 


Start 


7636 




End 


9153 










Name 


OJ990330 15.9923 


C3.o4.gs 


Method 


GENSCAN 








i-if 


Start 


7636 




End 


9153 








Q 


GI 


none 




Score 


.62 








ry 


Exons 


7636.. 8315, 8731 


.9005, 9146. 


.9153 












Seq. No. 


10812 




Seq. ID 


OJ990330_ 


_15. 


9923 


.C3 




Gene No. 


23012 




Strand 












Start 


7636 




End 


9153 










Name 


OJ990330 15.9923 


C3 . ol . np 


Method 


AAT/NAP 










Start 


8648 




End 


8823 








a 


GI 


886040 




Score 


74 








Q 


Exons 


8648. .8823 
















GI Descrip. 


(U25131) ORFtxel 


[Clostridium difficile] 









gi|1770132|emb|CAA63561| (X92982) tcdD [Clostridium difficile] 



Seq. No. 10813 Seq. ID 

Gene No. 23013 Strand 

Start 669 End 

Name OJ990330_15 . 9923 . C5 . ol . gs Method 

Start 669 End 

GI none Score 

Exons 669.. 989, 1378.. 1631 



OJ990330_15.9923.C5 

1631 
GENSCAN 
1631 
.5 



Seq. No. 10814 Seq. ID OJ990330 

Gene No. 23014 Strand + 

Start 280 End 326 

Name OJ990330_15 . 9923 . C6 . ol . gs Method GENSCAN 

Start 280 End 326 

GI none Score .45 



15. 9923. C6 



11325 



Exons 



280. .326 



Seq. No. 10814 Seq. ID 

Gene No. 23015 Strand 

Start 1294 End 

Name OJ990330_15 . 9923 . C6 . o2 . gs Method ^ 

Start 1294 End 

GI none Score 

Exons 1294., 1488, 1970.. 1996 



OJ990330_15. 9923.C6 

1996 
GENSCAN 
1996 
.93 



Seq. No. 10814 

Gene No. 23015 

Start 1294 

Name OJ990330_15 . 9923 . C6 . ol . tm 

Start 1393 

GI none 
Exons 



Seq. ID OJ990330_15.9923.C6 
Strand 
End 

Method 
End 
Score 



1996 

TBLASTX: Maize 

1720 

61 



1393. .1506, 1394. .1507, 1555. .1719, 1556. .1720 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10815 
23016 
1 

OJ990330_15 . 9923 . C7 . ol . np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990330_15. 9923.07 

3544 
AAT/NAP 
2558 
1312 



6630696 
1..30, 1621. .2558 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. {P10978) [Oryza sativa] 



Seq. No. 10815 

Gene No. 23016 
Start 1 

Name * OJ990330_15 . 9923 . C7 . ol . gs 
Start 1621 

GI none 

Exons 1621.. 1697, 1904.. 2264, 2289. 

3448. .3544 



Seq. ID OJ990330_15. 9923.C7 
Strand 

End 3544 

Method GENSCAN 

End 3544 

Score . 6 

.2661, 2961.. 3075, 3118.. 3252, 



Seq. No. 10815 

Gene No. 23016 

Start 1 

Name OJ990330_15. 9923.C7 .ol. tm 

Start 2208 

GI none 

Exons 2208.. 2516, 2211.. 2477, 2284, 



Seq, ID OJ990330_15.9923.C7 
Strand 

End 3544 

Method TBLASTX : Mai ze 

End 2517 

Score 122 
.2517 



Seq. No. 10815 

Gene No. 23016 

Start 1 

Name OJ990330_15 . 9923 . C7 . ol . tw 

Start 2268 

GI none 
Exons 



Seq. ID OJ990330_15.9923.C7 
Strand 

End 3544 

Method TBLASTX : Wheat 

End 2663 

Score 149 



2268. .2477, 2268. .2489, 2287. .2514, 2470. .2646, 2529. .2663 



Seq. No. 
Gene No . 
Start 



10816 
23017 
502 



Seq. ID OJ990330_15. 9923.C9 
Strand + 
End 3281 



11326 









V7 Hi LN O LN 










502 ~ 

>J V./ ^ 


End 


3281 

«J ^ O X 










none 


Score 


48 








R von ^ 

III A 1 o 


502 581 2794 3281 












C Mo 
O C ^ > LN • 


10816 


Seq. ID 


OJ990330_ 


15 


.9923 




Gene No. 


23018 


Strand 


+ 








Start 


14334 


End 


18471 








Naine 


OJ990330 15 9923 C9 o6 as 


Method 


GENSCAN 








Start 


14334 ~ 


End 


18330 








GI 


none 


Score 


.42 








Rxon *5 

IhJ 1 1 


14334 14496- 14567 14703 


15746. .15892, 16152. 


.16548, 






16855 16990, 17096 17233, 


17997. .18330 








Seq. No. 


10816 


Seq. ID 


OJ990330_ 


15 


9923 


.C9 


Gene No. 


23018 


Strand 


+ 








Start 


14334 


End 


18471 








Name 


OJ990330 15 9923 C9 o2 ao 


Method 


AAT/GAP 








Start 


18228 ~ 


End 


18471 








GI 


none 


Score 


421 








R vnn s 


18228 18471 












Cjfirr No 

i_) ^ . IN » 


10816 


Seq. ID 


OJ990330_ 


15 


9923 




Cpnp No 


23019 


Strand 


+ 








Start 


23188 


End 


25162 








Name 


OJ990330 15.9923.C9.o3.np 


Method 


AAT/NAP 








Start 


23188 


End 


25162 










~J ^ f ^ -7^ 


Score 


62 










23188 2339ft 2R139 2^1fi2 
















retroelement reverse 


transcripl 




L -li J- CXkJ K^KJ j-J O X O L. i id X X Cli Id J 












Sea No 


10816 


Seq. ID 


OJ990330_ 


15 


9923 


.C9 


Gene No, 


23020 


Strand 


+ 








Start 


26032 


End 


26815 








Name 


OJ990330 15.9923.C9.o4.np 


Method 


AAT/NAP 








Start 


24784 


End 


26746 








GI 


1946376 


Score 


146 








Exons 


24784. .24813, 26504. .26746 












GI Descrip. 


(U93215) unknown protein [Arabidopsis 


thaliana] 








Seq. No. 


10816 


Seq. ID 


OJ990330_ 


15, 


9923 


.C9 


Gene No. 


23020 


Strand 


+ 








Start 


26032 


End 


26815 








Name 


OJ990330 15.9923.C9.o8.gs 


Method 


GENSCAN 








Start 


26032 


End 


26815 








GI 


none 


Score 


.79 








R von s 


26032. .26504, 26509 .. 26763, 


26794. .26815 










10816 


Seq. ID 


OJ990330_ 


15. 


9923 


.C9 


Gene No. 


23021 


Strand 


+ 








Start 


29102 


End 


29354 








Name 


OJ990330 15.9923.C9.o3.gp 


Method 


AAT/GAP 








Start 


29102 


End 


29354 








GI 


none 


Score 


482 








Exons 


29102. .29354 













11327 






Seq. No. 


10816 




Seq. ID 


OJ990330_15.9923, 


.C9 




Gene No. 


23022 




Strand 








O Cd I. L 


/ *i ^ T 




FnH 


ft ^ftfi 

O J o u 






N3ine 




o n Q 
■ O J . ^ o 


Mo f" h o W 


O Hi LN O V—rtLN 








7 4 94 ~ 




RnH 


ft ^ft 
O J O D 






w J. 


n on P 




o v^wx c; 








F V ^ n c 


7 4 94 R 












Seq. No. 


10816 




Seq. ID 


OJ990330_15. 9923, 


.09 




Gene No. 


23023 




Strand 








O L Ct i. U 


X \J / O X 




End 


16314 






Nsme 


n.TQQO^^n 1 S QQ9? PQ 


0 1 /TO 

• OX . qp 


Mo "h Vi oH 


AAT /HAP 








1 n7fti ~ 

X W / O X 






1 1 ^^9 

JL d. ■u ^ ^ , 






\J X 


none 




Score 


1055 








J- \j / ox. . xx^^^ 












O C ^ . LN » 


10816 




Seq. ID 


OJ990330_15.9923, 


. 09 




Gene No. 


23023 




Strand 








Start 


10781 




End 


16314 






Nsme 


OJ990330 15. 9923. C9. 


. ol . np 


Method 


AAT /NAP 






O Loi. L 


10945 




End • 


16031 








5923669 




Score 


100 






£-1 A.Ul 1 o 


10945. .10975, 14227. 


. .14492, 


15962. . 16031 




iSi 
:J 




(AC009326) hypothetical protein [Arabidopsis thaliana] 




"i 

} Si 

jl ! 


Seq. No.'" 


10816 




Seq. ID 


OJ990330_15. 9923. 


.09 


Gene No. 


23023 




Strand 






I 


O L d I. L. 


10781 




End 


16314 




''I 


Nsitie 


OJ990330 15. 9923. C9, 


, o5 . gs 


Method 


GENSCAN 






O Ldl. L 


12878 




End 


13457 






ox 


none 




Score 


. 63 




'LI 




12878. .13209, 13439, 


. .13457 










O C • LN . 


10816 




Seq. ID 


OJ990330__15. 9923. 




'.11 


Gene No. 


23023 




Strand 






t I 


Start 


10781 




End 


16314 






Name 


OJ990330 15.9923.09. 


. o2 .np 


Method 


AAT /NAP 






O L d X L. 


13242 




End 


16314 




,!i 




1430848 




Score 


91 




: 

] 


F" von Q 


13242. . 13372, 14566. 


. .14858, 


16276. .16314 




J 


vji X Ly'cov^J — '~r^ * 


(X99134) transcription factor [Lycopersicon esculentum] 






Seq. No. 


10816 




Seq, ID 


OJ990330_15.9923. 


.09 




Gene No. 


23024 




Strand 








O u d X L. 


29126 




End 


29332 






IS diuc 


OJ990330 15. 9923. C9, 


, o3 . tm 


Method 


TBLASTX: Maize 






O L. d X L. 


12145 




End 


12327 






O X 


none 




Score 


151 








12145. . 12327, 12149. 


.12286 










Sea No 


10816 




Seq, ID 


OJ990330_15. 9923. 


, 09 




Gene No. 


23024 




Strand 








start 


29126 




End 


29332 






Name 


OJ990330 15.9923.C9. 


.02. tm 


Method 


TBLASTX: Maize 






Start 


13071 




End 


13336 






GI 


none 




Score 


71 






Exons 


13071, .13124, 13093. 


.13158, 


13106. .13168, 13113. .13166, 





11328 




13250. .13330, 13253. .13336 



Seq. No. 


10816 


Seq. ID 


OJ990330_15.9923 


.C9 


Gene No . 


23024 


Strand 






Start 


29126 


End 


29332 




Name 


OJ990330 15. 9923.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


14591 ~ 


End 


14904 




GI 


none 


Score 


56 




Exons 


14591. .14 635, 14 602. .14 691, 


14639. .14698, 14733 .. 148 91 , 






14734. .14904 








Seq. No. 


10816 


Seq. ID 


OJ990330_15. 9923 


.C9 


Gene No . 


23024 


Strand 






Start 


29126 


End 


29332 




Name 


OJ990330 15. 9923.C9.o9.gs 


Method 


GENSCAN 




Start 


29126 


End 


29332 




GI 


none 


Score 


. 61 




Exons 


29126. .29332 








Seq. No. 


10817 


Seq. ID 


OJ990330_15. 9923 


.CIO 


Gene No . 


23025 


Strand 


+ 




Start 


1 


End 


182 




Name 


OJ990330 15.9923.C10.ol.gp 


Method 


AAT/GAP 




Start 


1 ~ 


End 


182 




GI 


none 


Score 


339 




Exons 


1..182 








Sea. No. 


10817 


Seq. ID 


OJ990330_15. 9923 


. CIO 




23026 


Strand 


+ 




Start 


176 


End 


412 




Name 


OJ990330 15.9923.C10.ol.gs 


Method 


GENSCAN 




Start 


176 


End 


412 




GI 


none 


Score 


.91 




Exons 


176. .412 








Seq. No. 


10818 


Seq. ID 


OJ990330_15.9923 


.Cll 


Gene No . 


23027 


Strand 


+ 




Start 


3407 


End 


5110 




Name 


OJ990330 15.9923.Cll.ol.gs 


Method 


GENSCAN 




Start 


3407 


End 


5110 




GI 


none 


Score 


1 




Exons 


3407.. 5110 








Seq. No. 


10818 


Seq. ID 


OJ990330_15. 9923 


.Cll 


Gene No. 


23028 


Strand 


+ 




Start 


11251 


End 


14191 




Name 


OJ990330 15. 9923.Cll.ol.np 


Method 


AAT/NAP 




Start 


11251 ~ 


End 


14191 ■ 




GI 


3645898 


Score 


617 




Exons 


11251. .11277, 12476.-13444, 


13508. .13980, 14044. .14191 




GI Descrip. 


(U68408) in-frame stop codon 


; possibly 


a post-transposition 




mutation [Zea mays] 








Seq. No. 


10818 


Seq. ID 


OJ990330_15.9923 


.Cll 


Gene No. 


23028 


Strand 


+ 




Start 


11251 


End 


14191 




Name 


OJ990330 15.9923.Cll.ol.tm 


Method 


TBLASTX: Maize 





11329 




start 


12704 


End 


13108 




GI 


none 


Score 


247 




Exons 


12704 . . 13108 








Seq. No. 


10819. 


Seq. ID 


OJ990330_15. 


9923. C12 


Gene No. 


23029 


Strand 


+ 




Start 


1 


End 


204 




Name 


OJ990330 15. 9923.C12-.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


204 




GI 


4416301 


Score 


101 




Exons 


1. .204 








GI Descrip. 


(AF105716) gag protein [Zea 


mays ] 






Seq. No. 


10819 


Seq. ID 


OJ990330 15. 


9923. C12 


Gene No. 


23030 


Strand 


+ 




Start 


220 


End 


6130 




Name 


OJ990330 15.9923.C12.ol.gs 


Method 


GENSCAN 




Start 


220 


End 


6130 




GI 


none 


Score 


.46 




Exons 


220. .363, 472. .1941, 2062. .2192, 2313. 


.2674, 2705.. 


2862, 




3043.. 3091, 3263.. 3530, 4606 


. .6130 






Seq. No. 


10819 


Seq. ID 


OJ990330 15. 


9923. C12 


Gene No. 


23030 


Strand 


+ 




Start 


220 


End 


6130 




Name 


OJ990330 15. 9923.C12.o2.np 


Method 


AAT/NAP 




Start 


274 


End 


3534 




GI 


4416302 


Score 


3930 




Exons 


274. .1763, 1837. .3534 








GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 




Seq. No. 


10819 


Seq. ID 


OJ990330_15. 


9923. C12 


Gene No. 


23031 


Strand 


+ 




Start 


13236 


End 


14928 




Name 


OJ990330 15. 9923.C12.o4 .np 


- Method 


AAT/NAP 




Start 


13186 


End 


14928 




GI 


6907087 


Score 


1060 




Exons 


1318 6. .13555, 13602. .14287, 


14827.. 14928 




GI Descrip. 


{AP001129) ESTs C72771(E2215 


) ,AU082313 (E2215) correspond to 




region of the predicted gene 


. ; hypothetical protein 


. [Oryza 




sativa] 








Seq. No. 


10819 


Seq. ID 


OJ990330_15. 


9923. C12 


Gene No. 


23031 


Strand 


+ 




Start 


13236 


End 


14928 




Name 


OJ990330 15. 9923.C12.o3.gs 


Method 


GENSCAN 




Start 


13236 


End 


14388 




GI 


none 


Score 


.41 




Exons 


13236. . 13321, 13505. . 13607, 


13792. . 14388 




Seq. No. 


10819 


Seq. ID 


OJ990330_15. 


9923. C12 


Gene No. 


23032 


Strand 


+ 




Start 


15572 


End 


19981 




Name 


OJ990330 15.9923.C12.o2.gp 


Method 


AAT/GAP 




Start 


15394 


End 


15776 




GI 


uC-osflcyp033a04bl 


Score 


668 




Exons 


15394 . . 15776 









11330 



GI Descrip. ' 6016845/cibj | AP000570 , 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 IIEIO ' 



Seq. No. 10819 

Gene No. 23032 

Start 15572 

Name OJ990330_15 . 9923 . C12 . o4 . gs 

Start 15572 

GI none 

Exons 15572. .15648, 15683 .. 15728 , 
19862. .19981 



Seq. ID 
Strand 
End 

Method 
End ■ 
Score 
16789. .19112, 



OJ990330_15.9923.C12 
+ 

19981 
GENSCAN 
19981 
.74 

19660. .19696, 



Seq. No. 10819 

Gene No. 23032 

Start 15572 

Name OJ990330_15 . 9923 . C12 . o6 . np 

Start 16921 

GI 5441880 

Exons 16921. .17932, 18377 18405, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18664. .18993, 19594. .19710 
(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ990330_15. 9923.012 
+ 

19981 
AAT/NAP 
19710 
1714 



Seq. No. 


10819 


Seq. ID 


OJ990330_15.9923.C12 


Gene No . 


23032 


Strand 


+ 


Start 


15572 


End 


19981 


Name 


OJ990330 15.9923.C12.o7.np 


Method 


AAT/NAP 


Start 


17443 


End 


19050 


GI 


6815062 


Score 


510 


Exons 


17443. .17974, 18002 18 140, 1 


8258. .19050 


GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAG 




F16P2 genomic sequence ; mudrA 


like protein (AC004561) [Oryza 




sativa] 






Seq. No. 


10819 


Seq. ID 


OJ990330_15 . 9923 . C12 


Gene No. 


23033 


Strand 




Start 


6871 


End 


13077 


Name 


OJ990330 15.9923.C12.o2.gs 


Method 


GENSCAN 


Start 


6871 


End 


11189 


GI 


none 


Score 


.59 


Exons 


6871. .6943, 8003. .8130, 8590. 


.8691, 9629.. 9733, 11157.. 11189 


Seq. No. 


10819 


Seq. ID 


OJ990330_15.9923.C12 


Gene No. 


23033 


Strand 




Start 


6871 


End 


13077 


Name 


OJ990330 15.9923.C12.o3.np 


Method 


AAT/NAP 


Start 


8411 


End 


13077 


GI 


5852181 


Score 


128 


Exons 


8411. .8430, 9683. .9981, 13041 


. . 13077 




GI Descrip. 


(AL117265) zhbOOll.l [Oryza sativa] 




Seq. No. 


10819 


Seq. ID 


OJ990330_15'. 9923. C12 


Gene No. 


23033 


Strand 




Start 


6871 


End 


13077 


Name 


OJ990330 15.9923.C12.ol.gp 


Method 


AAT/GAP 


Start 


11780 


End 


11835 


GI 


LIB3431-030-P1-N1-G8 


Score 


83 



11331 




Exons 11780. . 11835 

Gl Descrip. ' 5670155/gb | AF161269 , 1 | AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAG clone 34K24, complete sequence* 



Secj. No. 


10819 




Seq. ID 


OJ990330 15.9923.C12 


Gene No . 


23034 




Strand 




Start 


15323 




End 


17271 


Name 


OJ9'90330 15. 9923.C12.o8 


. tm 


Method 


TBLASTX: Maize 


Start 


115 




End 


402 


GI 


none 




Score 


79 


Exons 


115. .168, 118. .168, 120 


. . 176,"^ 


174 . .299 


, 178. .402, 184. .390 


Seq. No. 


10819 




Seq. ID 


OJ990330 15.9923.C12 


Gene No . 


23034 




Strand 




Start 


15323 




End 


17271 


Name 


OJ990330 15. 9923.C12.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


466 




End 


858 


GI 


none 




Score 


140 


Exons 


466. .585, 583. .858, 583 


. .849, 


591. .857 




Seq. No. 


10819 




Seq. ID 


OJ990330_15.9923.C12 


Gene No - 


23034 




Strand 




Start 


15323 




End 


17271 


Name 


OJ990330 15 . 9923 .C12 .ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


625 ~ 




End 


1197 ■ 


GI 


none 




Score 


274 


Exons 


625. .873, 627. .857, 887 


; 919, 


909. .1196, 913. .1197 


Seq. No. 


10819 




Seq. ID 


OJ990330_15.9923.C12 


Gene No . 


23034 




Strand 




Start 


15323 




End 


17271 


Name 


OJ990330 15. 9923.C12.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


862 ~ 




End 


1638 


GI 


none 




Score 


101 


Exons 


862. .933, 864. .935, 867 


. . 1511, 


934. .1524, 934. .1554, 1013. .1546, 




1555. .1638 








Seq. No. 


• 10819 




Seq. ID 


OJ990330_15. 9923.C12 


Gene No . 


23034 




Strand 




Start 


15323 




End 


17271 


Name 


OJ990330 15.9923.C12.o3 


. ts 


Method 


TBLASTX : Soybean 


Start 


1042 




End 


1524 


GI 


none 




Score 


244 


Exons 


1042. .1353, 1062. .1247, 


1278. . 


1346, 1402.. 1524 


Seq. No. 


10819 




Seq. ID 


OJ990330_15. 9923.C12 


Gene No . 


23034 




Strand 




Start 


15323 




End 


17271 


Name 


OJ990330 15.9923.C12.o6 


. tw 


Method 


.TBLASTX: Wheat 


Start 


1285 




End 


1543 


GI 


none ' 




Score 


106 


Exons 


1285. .1356, 1362. .1511, 


1375. . 


1524, 1399. .1524, 1484. .1543 


Seq. No. 


10819 




Seq. ID 


OJ990330_15. 9923.C12 


Gene No. 


23034 




Strand 




Start 


15323 




End 


17271 


Name 


OJ990330 15.9923.C12.o5 


. tm 


Method 


TBLASTX: Maize 



11332 




O L d I. L. 


1 R '^4 

X O »-) *i 








FnH 

Jill 


91 fi^ 
^ X o o 






n on o 








^oo 


4 71 




EiXoris 


XO-J^* .^XU'tJ/ 


1870 


. .2160, 


1872 . 


. 21 62 






o • IN • 


X U O X 








Seq. ID 


OJ990330_15.9923 


.C12 




23034 








Strand 






Start 


15323 








End 


17271 




Name 


OJ990330 15 


.9923 


.C12'.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


18 96 








End 


2504 






■J <J VJ 1^ ^ \J w 








Score 


216 




TJ' von ^ 


1 fl Qfi 91 OS 

XU^U. .^XL/'w'/ 


1897 


. .2109, 


18 97 . 


.2133, 2113.. 2502, 2121. .2504, 


















f^T Op "=! r* 7* 1 n 

^ Ly ^ ^ ^ » 
















O C VJ ■ IN Vrf) ■ 


10819 








Seq. ID 


OJ990330_15.9923 


.012 


Gene No. 


23034 








Strand 






Start 


15323 








End 


17271 




Name 


OJ990330 15 


. 9923 


.C12 .o2 


. tw 


Method 


TBLASTX: Wheat 




O L. Cl J- U 


2038 ~ 








End 


2496 






none 








Score 


73 




P von 

lit A 1 o 


2038 2109 


2141 


.2161, 


2142 . 


.2474, 2143. .2490, 2145. .2291, 




2228 2362 


2322 


.2477, 


2392 . 


.2496 






Seq. No. 


10819 








Sea ID 


OJ990330 15 9923 


.012 


Gene No. 


23034 








Strand 








X J J ^ o 








End 


17271 




Name 


O.TQQO^^n 1 S 

WU;7_7U^JU XJ 


QQ9? 


n 9 o9 


• u o 


Method 


TBLASTX: Cress 






9104 ~ 

^ X VJ 








End 


2385 




w X 


n on 








Score 


204 




P von Q 


21 04 S 


2124 


. 2258 










Seq. No. 


10819 








Seq. ID 


OJ990330_15.9923 


.012 


Gene No. 


23034 








Strand 






Start 


15323 








End 


17271 




LNdlLlC 


O.TQQO^^O 1 S 
\jyj -J -JK} XJ 


• ^ ^ £. ^ 


n 2 n3 




Method 


TBLASTX: Maize 




o L. ax L. 


2164 ~ 








End 


2631 




GI 


none 








Score 


663 




Exons 


2164 . .2631, 


2166 


. 2630 










Seq. No. 


10819 








Seq. ID 


OJ990330_15.9923 


.012 


Gene No. 


- 23034- 








Strand 






Start 


15323 








End 


17271 




Name 


OJ990330 15 


. 9923 


012 . o7 


. tm 


Method 


TBLASTX: Maize 




Start 


2653 ~ 








End 


2856 




GI 


none 








Score 


257 




P, von s 


2653 2856 


2673 


.2855 










Seq. No. 


10819 








Seq. ID 


OJ990330_15.9923 


.012 


Gene No. 


23034 








Strand 






Start 


15323 








End 


17271 




Name 


n TQQO'^'^n 1 R 

\J\J ^ O 0\J XJ 


QQ9 


n 9 o4 

k^X ^ . 04 


. UW 


Method 


TBLASTX: Wheat 




Start 


2674 








End 


3090 




GI 


none 








Score 


95 




Exons 


2674 . .2838, 


2854 


.3090 










Seq. No. 


10819 








Seq. ID 


OJ990330_15.9923 


.012 


Gene No. 


23034 








Strand 







11333 




start 


15323 


End 


17271 




NaiTiB 


OJ990330 15 9923 C12 ol tm 


Met hofi 


TBLASTX * Mai ze 




Start 


2857 ~~ 


End 


3522 




GI 


none 


Score 


994 




F. von s 


2857.. 3522, 2865.. 3467, 3238 


. . 3519 






Seq. No. 


10819 


Seq. ID 


OJ990330_15..9923 


.C12 


Gene No. 


23034 


Strand 






Start 


15323 


End 


17271 




Name 


OJ990330 15. 9923.C12.o2 ts 


* Method 


TBLASTX * Sovbean 




Start 


2875 ~ 


End 


3516 




GI 


none 


Score 


297 




Exons 


2875.. 3273, 3084.. 3263, 3283 


. . 3516 






Seq. No. 


10819 


Seq. ID 


OJ990330_15. 9923 


.C12 


Gene No. 


23034 


Strand 






Start 


15323 


End 


17271 




Name 


OJ990330 15 9923 C12 ol tc 


Met hod 


TBLASTX • Cress 




Start 


3055 ~ 


End 


3513 




GI 


none 


Score 


71 




Exons 


3055.. 3144, 3148.. 3282, 3268 


. . 3513 






Seq. No. 


10819 


Seq.' ID 


OJ990330_15. 9923 


.C12 


Gene No. 


23034 


Strand 






Start 


15323 


End 


17271 




Name 


OlT990330 15 9923 C12 o5 tw 


Method 


TBLASTX: Wheat 




Start 


3100 ~ 


End 


3468 




GI 


none 


Score 


107 




F.5f nn <=; 


3100 3270 3168 3269 3286 


..3468, 3351. .3467 




Sea No 


10819 


Seq. ID 


OJ990330_15. 9923 


. C12 


Gene No. 


23034 


Strand 






Start 


15323 


End 


17271 




Name 


OJ990330 15.9923.C12.o5.np 


Method 


AAT/NAP 




Start 


15323 


End 


17271 




GI 


4680186 


Score 


246 




F.xon *=; 

l-J J. -L O 


15323. .15527, 17142.. 17271 








G I De s c r*x p . 


{AF111709) unknown [Oryza sativa subsp, 


. indica] 




Seq. No. 


10819 


Seq. ID 


OJ990330_15.9923 


.C12 


Gene No. 


23035 


Strand 






Start 


17488 


End 


18159 




Name 


OJ990330 15.9923.C12.o6.tm 


Method 


TBLASTX: Maize 




Start 


17488 


End 


18084 




GI 


none 


Score 


364 




Exons 


17488. .17 955, 174 93. .17 966, 


18013. .180J 


U 




Sea No 


10819 


Seq. ID 


OJ990330_15.9923 


. C12 


Gene No. 


23035 


Strand 






Start 


•17488 


End 


18159 




Name 


OJ990330 15.9923.C12.o3.tw 


Method 


TBLASTX: Wheat 




Start 


17782 


End 


18159 




GI 


none 


Score 


191 




Exons 


17782. . 17931, 17784 17 936, 


17785. .17961, 17985 .. 18053, 






17 98 6. .18159, 18008. .18148 








Seq. No. 


10820 


Seq. ID 


OJ990330_16. 9923 


.C2 



11334 




Gene No. 


23036 


Strand 


+ 




Start 


291 


End 


686 




Name 


OJ990330 16.9923.C2.ol.gs 


Method 


GENSCAN 




Start 


291 


End 


686 




GI 


none 


Score 


. 99 




Exons 


291. .313, 461. .686 








Seq. No. 


10821 


Seq. ID 


OJ990330 16.9923 


.C3 


Gene No. 


23037 


Strand 


+ 




Start 


564 


End 


2312 




Name 


OJ990330 16.9923.C3,ol.gp 


Method 


AAT/GAP 




Start 


564 


End 


2312 




GI 


11108 1.R1084 


Score 


1715 




Exons 


564 . . 974, 1784 . .2312 








GI Descrip. 


M4 55256/emb|CAB36755.1 1 7, 


Oe-44 (AL035523) 






protein-methionine-S-oxide 


reductase [Arabidopsis thaliana 


Seq. No, 


10821 


Seq. ID 


OJ990330_16.9923 


C3 


Gene No . 


23037 


Strand 


+ 




Start 


564 


End 


2312 




Name 


OJ990330 16.9923.C3.ol.np 


Method 


AAT/NAP 




Start 


638 


End 


2017 




GI . 


1709692 


Score 


599 




Exons 


638. .973, 1784. .2017 








GI Descrip. 


PEPTIDE METHIONINE SULFOXIDE REDUCTASE 


(PEPTIDE MET(O) 






REDUCTASE) (FRUIT-RIPENING 


PROTEIN E4) 


gi 1100204 |pir| I JQ09 




DNA-binding E4 protein - Tomato 






Seq. No. 


10821 


Seq. ID 


OJ990330_16.9923 


C3 


Gene No. 


23037 


Strand 






Start 


564 


End 


2312 




Name 


OJ990330 16. 9923.C3.ol.gs 


Method 


GENSCAN 




Start 


647 


End 


2020 




GI 


none 


Score 


.95 




Exons 


647. .973, 1784. .2020 








Seq. No. 


10821 


Seq. ID 


OJ990330_16.9923 


C3 


Gene No. 


23038 


Strand 


• + 




Start 


2972 


End 


4009 




Name 


.OJ990330 16.9923.C3.o2.gs 


Method 


GENSCAN 




Start 


2972 


End 


4009 




GI 


none 


Score 


.74 




Exons 


2972. .4009 








Seq. No. 


10821 


Seq. ID 


OJ990330_16.9923 


C3 


Gene No. 


23039 


Strand 


+ 




Start 


5874 


End 


6920 




Name 


OJ990330 16. 9923.C3.o3.gs 


Method 


GENSCAN 




Start 


5874^, 


End 


6920 




GI 


none 


Score 


.77 




Exons 


5874.. 6920 








Seq. No. 


10821 


Seq. ID 


OJ990330_16.9923 


C3 


Gene No. 


23040 


Strand 


+ 




Start 


28153 


End 


29949 




Name 


OJ990330 16.9923.C3.o3.gp 


Method 


AAT/GAP 




Start 


26931 


End 


27173 





11335 



GI LIB3434-041-P1-K1-B5 Score 230 

Exons 26931. .26989, 27087.. 27173 

GI Descrip. ' 629602/pir M S45033 4 . Oe-33 probable imbibition protein - wild 
cabbage >gi_4 887 87_emb_CAA55893_ (X79330) putative imbibition 
protein [Brassica oleracea] ' 

Seq. No. 10821 Seq. ID OJ990330_16 . 9923 . C3 

Gene No. 23040 Strand +" ' 

Start 28153 End 29949 

Name OJ990330_1 6 . 9923 . C3 . o2 . gp Method AAT/GAP 

Start 26936 End 27126 

GI LIB3434-041-P1-K1-B5 Score 146 

Exons 26936. .26989, 27087.. 27126 

GI Descrip. ' 629602/pir | | S45033 4. Oe-33 probable imbibition protein - wild 
cabbage >gi_4 887 87_emb_CAA55893_ (X79330) putative imbibition 
protein [Brassica oleracea] ' 



Seq. No. 


10821 




Seq. ID 


OJ990330_ 


16, 


9923 


.03 


Gene No. 


23040 




Strand 


+ 








Start 


28153 




End 


29949 








Name 


OJ990330 16. 9923. C3. 


o3.np 


Method 


AAT/NAP 








Start 


27071 




End 


27187 








GI 


3834330 




Score 


101 








Exons 


27071. .27187 














GI Descrip. 


(AC005679) F9K20.17 


[Arabidopsis thaliana] 








Seq. No. 


10821 




Seq. ID 


OJ990330_ 


16. 


9923 


.03 


Gene No. , , 


23040 




Strand 


+ 








Start 


28153 




End 


29949 „ 








Name 


OJ990330 16.9923.03. 


o9 . gs 


Method 


GENSCAN * 








Start 


28153 




End 


29949 








GI 


none 




Score 


.92 








Exons 


28153. .28326, 28921. 


.29191, 


29394. .29558, 29699. 


.29949 




Seq. No. 


10821 




Seq. ID 


OJ990330_ 


16. 


, 9923 


.03 


Gene No. 


23040 




Strand 


+ 








Start 


28153 




End 


29949 








Name . 


OJ990330 16. 9923. C3. 


o4 . np 


Method 


AAT/NAP 








Start 


28915 




End 


29946 








GI 


2499570 




Score 


1004 








Exons 


28915. .29191, 29394. 


.29558, 


29699. .29946 








GI Descrip. 


PROTEIN-L-ISOASPARTATE 0-METHYLTRANSFERASE 









(PROTEIN-BETA-ASPARTATE METHYLTRANSFERASE) (PIMT) (PROTEIN 
L-ISOASPARTYL METHYLTRANSFERASE) {L-ISOASPARTYL PROTEIN OARBOXYL 
METHYLTRANSFERASE) gi 1414332 (L07941) L-isoaspartyl 
methyltransf erase [Triticum aestivum] 



Seq. No. 10821 Seq. ID 

Gene No. 23041 ' Strand 

Start ' 7263 End 

Name OJ990330_1 6 . 9923 . 03 . o4 . gs Method 

Start 7263 End 

GI none Score 
Exons 



OJ990330_16. 9923.03 

18210 
GENSCAN 
11455 
.87 



7263.. 10215, 10308. .10961, 11038 .. 11102 , 11240. .11455 



Seq. No. 
Gene No, 



10821 
23041 



Seq. ID 
Strand 



OJ990330 16.9923.03 



11336 



start 
Name 
Start 
GI 

Exons 



7263 End 
OJ990330_16.9923.C3.o2.np Method 
7293 End 
2292907 Score 
7293. .9054, 9109. .9593, 9675. .10215, 
11192. .11443, 18172. .18210 



18210 
AAT/NAP 
18210 
2631 

10308. .10846, 10880. .10987, 



GI Descrip. (Y10099) P-glycoprotein homologue [Hordeum vulgare] 



Seq. No. 10821 

Gene No. 23041 

Start 7263 

Name OJ990330_16. 9923 . C3 . o6 . gs 

Start 14293 

GI none 
Exons 



Seq. ID OJ990330_16. 9923.C3 
Strand 

End 18210 

Method GENSCAN 

End 15979 

Score .96 



14293. .14421, 14709 .. 14778 , 14819 .. 14933, 15898. .15979 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No, 
\U start 
r=| Name 
Ti start 
GI 

Exons 

■i Seq. No. 
rj Gene No. 

Start 
, '* Name 

Start - 

GI 

Exons 



10821 
23042 
30835 

OJ990330_16.9923.C3.o2.tm 

710 

none 

710. .781, 746. .973, 748. .972, 
1781. .1858 

10821 
'23042 
30835 

OJ990330_16. 9923.C3.o3.tc 

746 

none 



Seq. ID OJ990330_16.9923.C3 
Strand 
End 

Method 
End 
Score 
920. .973, 



31408 

TBLASTX: Maize 

1860 

408 

1765. .1830, 1780, 



1860, 



Seq. ID OJ990330 16.9923:C3 



Strand 
End 

Method 

End 

Score 



31408 

TBLASTX: Cress 

2017 

313 



746. .976, 748. .960, 1783. .1971, 1784. .1975, 1973. .2017 



10821 
23042 
30835 

OJ990330_16. 9923.C3.o3.ts 

746 

none 



Seq. ID OJ990330_16. 9923.C3 



Strand 
End 

Method 

End 

Score 



31408 

TBLASTX: Soybean 

2017 

312 



746. .973, 748. .972, 1780. .1971, 1781. .1975, 1973:.2017 



Seq. No. 10821 
Gene No. 23042 
Start 30835 

Name OJ990330_16 . 9923 . C3 . ol . tc 

Start 7284 
GI none 

Exons 7284.. 7355, 7338.. 7715, 7341. 

7564. .'^7653, 7570.. '7653, 7698. 
7732.. 8028, 7752.. 8033, 7821. 
8349. .8465, 8526.-8864, 8532. 
9327.. 9596, 9327.. 9596, 9343. 
9672.. 10091, 9673.. 10086, 967 
10427. .10570, 10697, .10837, 1 
10883. .10981 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990330 16. 9923. C3 



31408 

TBLASTX: Cress 
10982 
57 

.7712, 7357. .7449, 7360. .7467, 
.8027, 7722. .8027, 7732. .8028, 
:8033, 8091. .8465, 8113. .8271, 
.8600, 8677. .8865, 8682. .8867, 
.9594, 9343. .9594, 9672. .10214, 
3. .10077, 10346. .10375, 
0701. .10841, 10872. .10982, 



Seq. No. 



10821 



Seq. ID OJ990330_16.9923.C3 



11337 




Gene No. 


23042 








Strand 




Start 


30835 








End 


31408 


Name 


OJ990330 16. 


9923 


. C3 . o2 . 


ts 


Method 


TBLASTX : Soybean 


Start 


7332 ~ 








End 


9981 


GI 


none 








Score 


92 


Rxon s 


7332. .7541, 


7539 


. . 7706, 


7561 . 


.7653, 7665. .7934, 7732. .7932 




9327 . . 9515, 


9513 


. . 9593, 


9532. 


.9594, 9672. .9935, 9673. .9981 


Sea No 


10821 








Seq. ID 


OJ990330_16. 9923.03 


(^pne» No - 


23042 








Strand 




Start 


30835 








End 


31408 


Name 


OJ990330 16. 


9923 


.03. ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7335 








End 


10564 


GI 


none 








Score 


133 


Exons 


7335 . .7556, 


7335 


. . 7706, 


7561. 


.7656, 7722.. 8027, 7732.-. 8028 




8091 . .8462, 


8532 


. . 8864, 


8584 . 


.8808, 9327. .9593, 9352. .9594 




9672 . . 9770, 


9732 


. . 10172 


, 9766 


. .10095, 


10433. .10564 


Seq. No. 


10821 








Seq. ID 


OJ990330_16. 9923.03 


Gene No. 


23042 








Strand 




Start 


30835 








End 


31408 


Name 


OJ990330 16. 


9923 


. 03. o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


7374 ~ 








End 


9.602 


GI 


none 








Score 


159 


Pvnn s 


7374 7625. 


7377 


. . 7556, 


7378 . 


.7626, 9348.. 9602, 9349.. 9591 




9408 9602 












Seq. No. 


10821 








Seq. ID 


OJ990330_16. 9923.03 


Gene No. 


23042 








Strand 




Start 


30835 








End 


31408 


Name 


OJ990330 16. 


9923 


.C3.o5. 


ts 


Method 


TBLASTX : Soybean 


Start 


7935 ~ 








End 


10088 


GI 


none 








Score 


114 


Exons 


7935. .8027, 


8094 


. . 8288, 


8110. 


.8292, 9984. .10088 


Seq. No. 


10821 








Seq. ID 


OJ990330_16. 9923.03 


Gene No. 


23042 








Strand 




Start 


30835 








End 


31408 


Name 


OJ990330 16. 


9923 


.03. ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


8397 ~ 








End 


9051 


GI 


none 








Score 


59 


Exons 


8397 . . 8468, 


8401 


. . 8493, 


8494 . 


.8865, 8517. .9050, 8905. .9051 


Seq. No. 


10821 








Seq. ID 


OJ990330_16. 9923.03 


Gene No. 


23042 








Strand 




Start 


30835 








End 


31408 


Name 


OJ990330 16. 


9923 


.03.01. 


tw 


Method 


TBLASTX: Wheat 


Start 


18125 ~ 








End 


18543 


GI 


none 








Score 


154 


Exons 


18125 . . 18268 


, 18129. .18266, 18311 .. 18520 , 18336 .. 18521 , 




18390 18542 


, 18511. .18543 






Seq. No. 


10821 








Seq. ID 


OJ990330_16. 9923.03 


Gene No. 


23042 








Strand 




Start 


30835 








End 


31408 


Name 


OJ990330 16. 


9923 


.03. o5. 


tm 


Method 


TBLASTX: Maize 


Start 


26932 








End 


27206 



11338 




GI 


none 




Score 


80 




Exons 


26932 . .26988, 26935 


. .26988, 


26937. .27014, 27071 .. 27196, 






27085. .27195, 27117 


. .27206 








Seq. No. 


10821 




Seq. ID 


OJ990330_16.9923 


.C3 


Gene No. 


23042 




Strand 






Start 


30835 




End 


31408 




Name 


OJ990330 16. 9923. C3 


.o2. tc 


Method 


TBLASTX: Cress 




Start 


28915 




End 


29940 




GI 


none 




Score 


309 




Exons 


28915. .29193, 28918 


. .29187, 


29392. .29541, 29393 .. 29554 , 






29411. .29554, 29686 


. .29940, 


29697. .29930 




Seq. No. 


10821 




Seq. ID 


OJ990330_16.9923 


.03 


Gene No . 


23042 




Strand 






Start 


30835 




End 


31408 




Name 


OJ990330 16. 9923. C3 


.o4.ts 


Method 


TBLASTX : Soybean 




Start 


28915 




End 


29554 




GI 


none 




Score 


132 




Exons 


28915. .29055, 28918 


. .29073, 


29052. .29195, 29053 .. 29193, 






29392. .29433, 29393 


. .29434, 


29399. .29455, 29434 .. 2954 4 , 






29435. .29551, 29441 


. .29554 








Seq. No. 


10821 




Seq. ID 


OJ990330_16.9923 


.03 


Gene .No. 


23042 




Strand 






Start 


30835 




End 


31408 




Name 


OJ990330 16. 9923. C3 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


28927 " 




End 


29949 




GI 


none 




Score 


345 




Exons 


28927. .29193, 28935 


. .29195, 


29016. .29195, 29374 .. 2954 1, 






29393. .29557, 29686 


. .29949, 


29689. .29940, 29697. .29942 




Seq. No. 


10821 




Seq. ID 


OJ990330_16.9923 


.03 


Gene No, 


23042 




Strand 






Start 


30835 




End 


31408 




Name 


OJ990330 16.9923.03 


. o5 . np 


Method 


AAT/NAP 




Start 


30832 




End 


31408 




GI 


6016723 




Score 


288 




Exons 


30832. .31149, 31274 


. .31408 








GI Descrip. 


(AC009325) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


10821 




Seq. ID 


OJ990330_16.9923 


.03 


Gene No. 


23042 




Strand 






Start 


30835 




End 


31408 




Name 


OJ990330 16. 9923. C3 


.olO.gs 


Method 


GENSCAN 




Start 


30835 




End 


31149 




GI 


none 




Score 


.99 




Exons 


30835. .31149 










Seq. No. 


10821 




Seq. ID 


OJ990330_16.9923 


.03 


Gene No. 


23042 




Strand 






Start 


30835 




End 


31408 




Name 


OJ990330 16. 9923. C3 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


30907 




End 


31157 




GI 


none 




Score 


58 




Exons 


30907. .30948, 30907 


. .30951, 


30953. .31150, 30955 .. 3114 9, 





30961. .31152, 31113. .31157 



11339 



Seq. No. 


10822 




Seq. ID 


OJ990330_16.9923.C4 


Gene No. 


23043 




Strand 


+ 


Start 


1960 




End 


3697 


Name 


OJ990330 16 


. 9923.C4 .o2.np 


Method 


AAT/NAP 


Start 


1945 




End 


3697 


GI 


6706423 




Score 


380 


Exons 


. 1945. .2138, 


2231. .2457, 2569. 


.2659, 2745.. 2793, 2941.. 3032, 




3145. .3252, 


3590.. 3697 






GI Descrip. 


(AL133248) 


imbibition protein 


homolog 


[Arabidopsis thaliana] 


Seq. No. 


10822 




Seq, ID 


OJ990330_16.9923.C4 


Gene No. 


23043 




Strand 


+ 


Start 


1960 




End 


3697 


Name 


OJ990330 16 


. 9923.C4 .o2 .gs 


Method 


GENSCAN 


Start 


1960 




End 


3283 


GI 


none 




Score 


.69 


Exons 


1960. .2141, 


2231.. 2659, 2745. 


.2793, 2E 


J87. .3032, 3145. .3283 


Seq. No. 


10822 




Seq. ID 


OJ990330_16.9923.C4 


Gene No. 


23044 




Strand 




Start 


1 




End 


634 


Name 


OJ990330 16 


.9923.C4.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


634 


GI 


6016723 




Score 


427 


Exons 


1. .634 








GI Descrip. 


(AC009325) : 


hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


10822 




Seq. ID 


OJ990330_16.9923.C4 


Gene No. 


23044 




Strand 




Start 


1 




End 


634 


Name 


OJ990330 16 


. 9923.C4 .ol.gs 


Method 


GENSCAN 


Start 


64 




End 


606 


GI 


none 




Score 


.85 


Exons 


64. .606 








Seq. No. 


10822 




Seq. ID 


OJ990330_16.9923.C4 


Gene No. 


^ 23044 




Strand 




Start 


■ 1 




End - 


634 


Name 


OJ990330 16 


.9923.C4.o2.tm 


Method 


TBLASTX: Maize 


Start 


121 




End 


483 


GI 


none 




Score 


89 


Exons 


121. .282, 304. .357, 355. .483 






Seq. No. 


10822 




Seq. ID 


OJ990330_16.9923.C4 


Gene No. 


23045 




Strand 




Start 


2073 




End 


3700 


Name 


OJ990330 16 


, 9923.C4.ol.ts 


Method 


TBLASTX: Soybean 


Start 


2073 




End 


3247 


GI 


none 




Score 


57 


Exons 


2073. .2138, 


2074. .2136, 2223. 


.2345, 2253.. 2339, 2337.. 2459, 




2378. .2458, 


2932. .3030, 2943. 


.3032, 2957. .3040, 3137. .3247, 




3137. .3199, 


3139. .3237 







Seq. No. 10822 Seq. ID OJ990330_1 6 . 9923 . C4 

Gene No. 23045 Strand 

Start 2073 End 3700 



11340 






Name 


OJ990330 16, 


9923,C4,ol,tc 


Method 


TBLASTX: Cress 




Start 


2074 




End 


3002 




GI 


none 




Score 


50 




Exons 


2074, .2136, 


2223,, 2351, 2312, 


,2458, 2334.. 2459, 2932.. 3000, 






2943. .3002 










Seq. No. 


10822 




Seq. ID 


OJ990330_16.9923.C4 




Gene No. 


23045 




Strand 






Start 


2073 




End 


3700 




Name 


OJ990330_16. 


9923.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


2430 




End 


3700 




GI 


none 




Score 


51 




Exons 


2430. .2459, 


2432. .2458, 2568. 


.2660, 2568. .2660, 2711. ,2788, 






2742, .2792, 


2743. .2796, 2746. 


.2793, 2938, .3030, 2939. .3031, 






2940, .3026, 


3137. .3259, 3137. 


.3259, 3142. .3264, 3584. .3700, 






3591, .3698 










Seq. No. 


10823 




Seq. ID 


OJ990330_16.9923.C5 




Gene No, 


23046 




Strand 


+ 




Start 


1 




End 


2077 




Name 


OJ990330 16. 


9923.C5.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1805 




GI 


6706423 




Score 


785 




Exons 


1..236, 308, 


.449, 537, ,604, 701, .835, 


928. .1145, 1237. .1325, 






1521, . 1805 








!- fi 


GI De scrip. 


(AL133248) imbibition protein 


homolog 


[Arabidopsis^ thaliana] 


; or 


Seq. No, 


10823 




Seq, ID 


OJ990330_16.9923.C5 




Gene No, 


23046 




Strand 


+ 


i if 


Start 


1 




End 


2077 




Name 


OJ990330 16. 


9923.C5.ol,gs 


Method 


GENSCAN 




Start 


10 




End 


1817 




GI 


none 




Score 


.61 




Exons 


10,, 236, 308 


,,449, 537. .604, 


701. .835, 


1225. ,1296, 1496, .1817 


:. „S 


Seq. No. 


10823 




Seq, ID 


OJ990330_16.9923,C5 


-i 


Gene No. 


23046 




Strand 


+ 




Start 


1 




End 


- 2077 




Name 


OJ990330 16, 


9923.C5.ol.gp 


Method 


AAT/GAP 




Start 


538 




End 


1062 




GI 


286621 




Score 


612 




Exons 


538, ,604,' 701, ,835, 928. .1062 








GI Descrip, 


629602/pir 1 | 


S45033 4.0e-33 probable imbibition protein - wild 






cabbage >gi 


488787 emb CAA55893 (X79330) putative imbibition 






protein [Brassica oleracea] 








Seq. No. 


10823 




Seq, ID 


OJ990330_16. 9923.C5 




Gene No. 


23046 




Strand 


+ 




Start 


1 




End 


2077 




Name 


OJ990330 16, 


9923.C5.o2,gp 


Method 


AAT/GAP 




Start 


1080 




End 


2077 




GI 


77883 1,R1084 


Score 


1312 




Exons 


1080. . 1145, 


1237. .1325, 1521. 


.2077 






GI Descrip, 


•282994/pirl 


IS27762 5,0e-18 Sipl protein - barley >gi 167100 






{M77475) seed imbibition protein [Hordeum vulgare] ' 




Seq. No. 


10823 




Seq. ID 


OJ990330_16.9923.C5 



11341 




Gene No. 


23047 


strand 




Start 


2331 


End 


4823 


Name 


OJ990330 16.9923.C5.o2.gs 


Method 


GENSCAN 


Start 


2331 


End 


4056 


GI 


none 


Score 


.93 


Exons 


2331. .2866, 2934. .3454, 3842. 


.4056 




Seq. No, 


10823 " ■ . 


Seq. ID 


OJ990330_16.9923.C5 


Gene No. 


23047 


Strand 




Start 


2331 


End 


4823 


Name 


OJ990330 16.9923.C5.o2.np 


Method 


AAT/NAP 


Start 


2358 


End 


4532 


GI 


4850396 


Score 


1338 


Exons 


2358. .2526, 2554. .2866, 2934. 


.3454, 3842. .4089, 4200. .4532 


GI Descrip. 


(AC007357) F3F19.15 [Arabidopsis thaliana] 


Seq. No. 


lUoZo 


Seq. ID. 


OJ990330_16.9923.C5 


Gene No . 




Strand 




Start 


O Q "3 T 


End 


4823 


Name 


Tfi n r\ "0 n t c qqoo r^c, ^-.o 

ujyyujoU 1 b . y yzo . . o J . gp 


Method 


AAT/GAP 


Start 


4 4 Do 


End 


4823 


GI 


none 


Score 


802 


Exons 


4403. .4823 






Seq. No. 


10823 


Seq. ID 


OJ990330_16. 992-3. C5 


Gene No. 


23048 


Strand 




Start 


9627 


End 


9928 


Name 


OJ990330 16. 9923.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 


End 


1872 


GI 


none 


Score 


299 


Exons 


1..234, 1..234, 3. .236, 302.. 


445, 304.. 


444, 306. .449, 306. 




521. .559, 534. .602, 537. .602, 


541. .603, 


541. .603, 651. .833 




698. .865, 698. .835, 699. .869, 


925. .1146, 926. .1159, 935. .1 




1226. .1324, 1232. .1324, 1233. 


.1328, 151 


8. .1856, 1518. .1841 




1519. .1872 






Seq. No. 


10823 


Seq. ID 


OJ990330_16.9923.C5 


Gene No. 


23048 


Strand 




Start 


9627 


End 


9928 


Name 


OJ990330 16.9923.C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


3 


End 


1727 


GI 


none 


Score 


208 


Exons 


3. .224, 4. .234, 290. .418, 300 


..419, 537 


..602, 690. .830, 




698.. 835, 935.. 1105, 1536.. 1640, 1611.. 


1727 


Seq. No. 


10823 


Seq. ID 


OJ990330_16.9923.C5 


Gene No. 


23048 


Strand 




Start 


9627 


End 


9928 


Name 


OJ990330 16.9923.C5.ol.ts 


Method 


TBLASTX : Soybean 


Start 


4 


End 


1736 ' 


GI 


none 


Score 


203 


Exons 


4. .234, 93. .224, 266. .448, 297. .449, 300. .449, 537. .602, 




698. .835, 699. .827, 925. .996, 


935. .1144 


, 1536.. 1736 


Seq. No. 


10823 


Seq. ID 


OJ990330_16.9923.C5 


Gene No. 


23048 


Strand 




Start 


9627 


End 


9928 



11342 




Name 


OJ990330 16. 


9923 


.C5 .o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


3025 








End 


7880 


GI 


none 








Score 


67 


Exons 


3025. .3072, 


3169 


. .3267, 


3182. 


.3268, 7640. .7879, 7656. .7880 


Seq. No. 


10823 








Seq. ID 


OJ990330_16.9923.C5 


Gene No. 


23048 








Strand 




Start 


962-7 








End 


9928 


Name 


OJ99033Q 16. 


ft o o 


. C5 . o4 . 


'ts 


Method 


TBLASTX : Soybean 


Start 


3361 








End 


8282 


GI 


4397405 








Score 


86 


Exons 


3361. .3456, 


3362 


. .3475, 


3839. 


.3952, 3841, .3948, 7976. .8074 




7989. .8081, 


8148 


. .8279, 


8162. 


,8281, 8 


163. .8282 


GI Descrip. 


_ 












Seq. No. 


10823 








Seq. ID 


OJ990330_16. 9923.05 


Gene No. 


23048 








Strand 




Start 


9627 








End 


9928 


Name 


OJ990330 16. 


9923 


.C5.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


3952 








End 


9928 


GI 


none 








Score 


57 


Exons 


3952. .4077, 


4037 


. .4078, 


4197. 


.4505, 4204. .4503, 8285. .8449 




8289. .8423, 


9587 


. .9748, 


9604. 


.9747, 9753. .9926, 9755. .9928 


Seq. No, 


10823 








Seq. ID 


OJ990330_16.9923.C5 


Gene No. 


23048 








Strand 




Start 


9627 








End 


9928 


Name 


OJ990330 16. 


9923 


.C5.04. 


gp 


Method 


AAT/GAP 


Start 


9627 








End 


9928 


GI 


uC-osroM202014g05bl 




Score 


488 


Exons 


9627. .9928 












GI Descrip. 


M850396/gb|AAD31066.1|AC007357 15 1. 


Oe-19 {AC007357) F3F1' 




[Arabidopsis 


thaliana] ' 








Seq. No. 


10824 








Seq. ID 


OJ990330_16. 9923.06 


Gene No. 


23049 








Strand 


+ 


Start 


97 








End 


264 


Name 


OJ990330 16. 


9923 


.C6.ol. 


gs 


Method 


GENSCAN 


Start 


97 








End 


264 


GI 


none 








Score 


.86 


Exons 


97. .264 












Seq. No. 


10824 








Seq. ID 


OJ990330_16. 9923.06 


Gene No. 


23050 








Strand 


+ 


Start 


4195 








End 


9074 


Name 


OJ990330 16. 


9923 


.C6.o2. 


np 


Method 


AAT/NAP 


Start 


4195 








End 


6724 


GI 


5080805 








Score 


184 


Exons 


4195. .4261, 


5994 


. . 6724 








GI Descrip. 


(AC007258) Hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


10824 








Seq. ID 


OJ990330_16. 9923.06 


Gene No. 


23050 








Strand 


+ 


Start 


4195 








End 


9074 


Name 


OJ990330 16. 


9923 


.C6.03. 


gs 


Method 


GENSCAN 


Start 


4976 








End 


8965 


GI 


none 








Score 


.4 



11343 




Exons 


4976. .5101, 


5264 


. .5403, 


5421 


..5533, 6470.. 6660, 


8649. .8965 


Seq. No. 


10824 








Seq. ID 


OJ990330 


_16. 9923.06 


Gene No. 


23050 








Strand 


+ 




Start 


4195 








End 


9074 




Name 


OJ990330 16 


.9923 


.06. o3. 


np 


Method 


AAT/NAP . 




Start 


8598 








End 


'9074 




GI 


166949 








Score 


239 




Exons 


8598. .9074 














GI Descrip. 


{M32885) cytochrome P-450LXXIA1 (cyp71Al) [Persea americana 


Seq. No. 


10824 








Seq. ID 


OJ990330 


_16. 9923.06 


Gene No. 


23051 








Strand 






Start 


832 








End 


4769 




Name 


OJ990330 16 


.9923 


.06. o2. 


gs 


Method 


GENSOAN 




Start 


832 








End 


4769 




GI 


none 








Score 


.77 




Exons 


832. .842, 2109..: 


2521, 2634.. 


2878, 4362 


. .4769 




Seq. No. 


10824 








Seq. ID 


OJ990330 


_16. 9923.06 


Gene No. 


23051 








Strand 






Start 


832 








End 


4769 




Name 


OJ990330 16 


. 9923 


.06.01. 


np 


Method 


AAT/NAP 




Start 


1051 








End 


4694 




GI 


4850396 








Score 


1257 




Exons 


1051 . .1514 , 


2001 


. .2521, 


2634 


. .2878, 4362. .4694 




GI Descrip. 


{AC007357 ) 


F3F19 


.15 [Arabidopsis thaliana] 




Seq. No. 


10824 








Seq. ID 


OJ990330 


_16. 9923.06 


Gene No. 


23051 








Strand 






Start 


832 








End 


4769 




Name 


OJ990330 16 


.9923 


.06.02. 


ts 


Method 


TBLASTX: 


Soybean 


Start 










End 


2332 




GI 


none 








Score 


107 




Exons 


2092. .2331, 


2104 


. .2277, 


2108 


. .2332 






Seq. No. 


10824 








Seq. ID 


OJ990330 


16. 9923.06 


Gene No. 


23051 








Strand 






Start 


832 








End 


4769 




Name 


OJ990330 16 


.9923 


.06.01. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2741 








End 


4668 




GI 


none 








Score 


113 




Exons 


2741. .2875, 


2743 


. .2880, 


2744 


..2881, 4347. .4667, 


4362. .4535, 




4375. .4668 














Seq. No. 


10824 








Seq. ID 


OJ990330 


_16. 9923.06 


Gene No. 


23052 








Strand 






Start 


5740 








End 


6130 




Name 


OJ990330 16 


.9923 


.06. Ql. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


5740 








End 


6130 




GI 


none 








Score 


55 




Exons 


5740. .5772, 


5741 


. .5773, 


5796 


..5852, 5814. .5855, 


5815. .5856, 




5815. .5856, 


5839 


. .5916, 


5852 


..5911, 5859. .5915, 


5865. .5936, 




5930. .5995, 


5949 


. .5990, 


5951 


.,5992, 5965. .5997, 


5993. . 6076, 




5998. .6063, 


6042 


. .6128, 


6044 


. .6130 






Seq. No. 


10825 








Seq. ID 


OJ990330 


_16. 9923.07 



11344 




Gene No. 


23053 Strand 


+ 


Start 


1 End 


1078 


Name 


OJ990330 16.9923.C7.ol.np Method 


AAT/NAP 


Start 


1 End 


1078 


GI 


5915816 Score 


445 


Exons 


1...125, 466. .1078 




GI Descrip, 


CYTOCHROME P450 71A9 (P450 CPl) gi | 3334 659 | emb | CAA7 151.3 | 
(Y10489) putative cytochrome P450 [Glycine max] 



Seq. No. 


10825 




Seq. ID 


OJ990330_16. 9923 


.C7 


Gene No. 


23053 




Strand 


+ 




Start 


1 




End 


1078 




Name 


OJ990330 16. 9923.C7.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


456 




End 


705 




GI 


none 




Score 


229 




Exons 


456. . 695, 466. .705 










Seq. No. 


10825 




Seq. ID 


.OJ990330_16.9923 


.C7 


Gene No . 


23053 




Strand 


+ 




Start 


1 




End 


1078 




Name 


OJ990330 16. 9923.C7.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


456 




End 


993 




GI 


none 




Score 


242 




Exons 


456. .701, 457. .705, 711 


. .794, 


715. .795, 


871 . . 993, 882 . . 


992 


Seq. No. 


10825 




Seq. ID 


OJ990330_16.9923 


.07 


Gene No. 


23053 




Strand 


+ 




Start 


1 




End 


1078 




Name 


OJ990330 16. 9923.C7.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


456 




End 


924 




GI 


none 




Score 


254 




Exons 


456. .695, 457. .708, 724 


. .795, 


871. .924 






Seq. No. 


10825 




Seq. ID 


OJ990330_16.9923 


.07 


Gene No. 


23053 




Strand 


+ 




Start 


1 




End 


1078 




Name 


OJ990330 16.9923.C7.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


457 




End 


1074 




GI 


none 




Score 


201 




Exons 


457. .699, 465. .701, 723 


. .824, 


724. .921, 


882. .992, 1015. 


.1074, 




1031. .1069 










Seq. No. 


10826 




Seq. ID 


OJ990330_16.9923 


.08 


Gene No. 


23054 




Strand 


+ 




Start 


325 




End 


10902 




Name 


OJ990330 16. 9923.C8.ol. 


gs 


Method 


GENSCAN 




Start 


325 




End 


10902 




GI 


none 




Score 


.55 




Exons 


325.. 1233, 2282.. 2915, 


3054. . 


3082, 323C 


L.3493, 3525. .3697, 




3816. .3932, 6283. .6365, 


6633. 


.6710, 6981. .7079, 7821.. 7936, 




8267. .8614, 8638. .9450, 


9476. 


.9546, 9732.. 9952, 10325.. 


10684, 




10778: .10902 










Seq. No. 


10826 




Seq. ID 


OJ990330_16. 9923 


.08 


Gene No. 


23054 




Strand 


+ 




Start 


325 




End 


10902 




Name 


OJ990330 16. 9923.C8.ol. 


np 


Method 


AAT/NAP 





11345 



start 


5643 




End 


10710 




GI 


2961349 




Score 


1891 




Exons 


5643. .5669, 6449. .6£ 


45, 7407 


..8644, 9097. .10710 




GI Descrip. 


(AL022140) LTR retrotransposon like protein [Arabidopsis 




thaliana] 










Seq. No. 


10826 




Seq. ID 


OJ990330_16.9923. 


C8 


Gene No. 


23055 




Strand 






Start 


11445 




End 


14808 




Name 


OJ990330 16. 9923. C8. 


o2 . np 


Method 


AAT/NAP 




Start 


11445 




End 


14808 




GI 


6635236 




Score 


956 




Exons 


11445. .12694, 13061. 


.13406, 


13505. .14 055, 14338. .14 808 




GI Descrip. 


{AB029327) elicitor- 


•inducible receptor- 


-like protein EIR 






[Nicotiana tabacum] 










Seq. No. 


10826 




Seq. ID 


OJ990330_16.9923. 


C8 


Gene No. 


. 23056 




Strand 






Start 


17792 




End 


20675 




Name 


OJ990330 16. 9923. C8. 


o3 . gs 


Method 


GENSCAN 




Start 


17792 




End 


20675 




GI 


none 




Score 


.87 




Exons 


17792. .17906, 18789. 


.18855, 


19221. .19511, 20010. .20107, 






20386. .20675 










Seq." No. 


10826 ' 




Seq. ID 


OJ990330_16.9923. 


C8 


Gene No. 


23056 




Strand 






Start 


17792 




End 


20675 




Name 


OJ990330 16. 9923. C8. 


ol.gp 


Method 


AAT/GAP 




Start 


18407 ~ 




End 


18844 




GI 


3760557 




Score 


674 




Exons 


18407. .18714, 18789. 


.18844 








Seq. No. 


10826 




Seq. ID 


OJ990330_16.9923. 


C8 


Gene No. 


23057 




Strand 






Start 


21792 




End 


22864 




Name 


OJ990330 16.9923.08. 


o4 . ts 


Method 


TBLASTX rSoybean 




Start 


450 




End 


2818 




GI 


none 




Score 


58 




Exons 


450. .518, 457. .498, 


567. .668 


, 568. .687, 


697. .777, 928. .1110, 




2272.-2376, 2273. .2398, 2432 


..2629, 2476. .2628, 2711. .2818, 




2722. .2817 










Seq. No. 


.10826 




Seq. ID 


OJ990330_16.9923. 


C8 


Gene No. 


23057 




Strand 






Start 


21792 




End 


22864 




Name 


OJ990330 16. 9923. C8. 


o3. to 


Method 


TBLASTX: Cress 




Start 


583 




End 


2890 




GI 


none 




Score 


90 




Exons 


583. .777, 2273. .2386 


, 2293.. 


2373, 2432. 


.2629, 2711. .2890 






2717. .2887 










Seq. No. 


10826 




Seq. ID 


OJ990330_16.9923. 


C8 


Gene No. 


23057 




Strand 






Start 


21792 




End 


22864 




Name 


OJ990330 16. 9923. C8. 


o8.tm 


Method 


TBLASTX: Maize 




Start 


2285 




End 


2530 





11346 



GI none 

Exons 2285,. 2401, 2287.. 2376, 2435, 

Seq. No. 10826 

Gene No. 23057 

Start 21792 

Name OJ990330_1 6 . 9923 . C8 . o5 . tm 

Start 2563 

GI none 

Exons 2563.. 2661, 2564.. 2908, 2711, 



Score 122 
.2530, 2444. .2503 

Seq. ID OJ990330_16.9923.C8 
Strand 

End 22864 , 

Method TBLASTX: Maize 

End 2908 

Score 330 
.2896 



Seq. No. 10826 
Gene No. 23057 
Start 21792 

Name OJ990330_16 . 9923 . C8 . o7 . tm 

Start 6273 

GI : none 

Exons * 6273.. 6449, 6284.. 6451, 6295. 
6459. .6587 



Seq. ID OJ990330_16. 9923.C8 
Strand 

End 22864 

Method TBLASTX: Maize 

End 6588 

Score 70 

.6462, 6448. .6588, 6452. .6580, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

V? Exons 



I 'A 



Seq. No. 
Gene No. 
Start 



i y Name 
Start 

U 

h~\ Exons 



10826 
23057 
21792 

OJ990330_16. 9923.C8.o2.tm 

7657 

none 

7657. .7716, 7658. .7729, 7750, 
7805.. 8008, 8021.. 8110, 8030. 

10826 
23057 
21792 

OJ990330__16. 9923.C8,o2.tw 

8018 

none 

8018. .8404, 8170. .8400, 8419, 
8518. .8556 



Seq. ID OJ990330_16. 9923.08 
Strand 

End 22864 

Method TBLASTX : Mai ze 

End 8110 

Score 87 

.7989, 7760. .7993, 7794. .7994, 
.8110 

Seq. ID OJ990330_16. 9923.C8 
Strand 

End 22864 

Method TBLASTX : Wheat 

End 8626 

Score 290 

.8496, 8420. .8509, 8504. .8626, 



Seq. No. 10826 

III Gene No. 23057 

Start 21792 

Name OJ990330_16 . 9923 . 08 . o3 . tm 

Start 8111 

GI none 

Exons 8111.. 8665, 8161.. 8391, 8633. 



Seq. ID OJ990330_16. 9923.08 
Strand 

End 22864 

Method TBLASTX : Mai ze 

End 8737 

Score 344 
.8737 



Seq. No. 10826 

Gene No. 23057 

Start 21792 

Name OJ990330_16 . 9923 . 08 . o5 . ts 

Start 8183 

GI none 

Exons 8183.. 8644, 8257.. 8484 



Seq. ID OJ990330_16. 9923.08 
Strand 

End 22864 

Method TBLASTX : Soybean 

End 8644 

Score 292 



Seq. No. 
Gene No. 
Start 



10826 
23057 
21792 



Seq. ID OJ990330_16. 9923.08 
Strand 

End 22864 



11347 




Name 


OJ990330 16. 


9923. 


C8 .o2 . 


tc 


Method 


TBLASTX: Cress 




Start 


8222 








End 


8647 




GI 


none 








Score 


293 




Exons 


8222. .8647, 


8224 . 


.8373 










Seq. No. 


10826 








Seq. ID 


OJ990330_16.9923. 


,C8 


Gene No. 


23057 








Strand 






Start 


' 217 92 








End 


22864 




Name 


OJ990330 16. 


9923. 


C8.03. 


ts 


Method 


TBLASTX : Soybean 




Start 


. 9168 








End 


9665 




GI 


5509260 








Score 


408 




Exons 


,9168. .9458, 


9169. 


.9660, 


9389. 


.9541, 9504. .9665 




GI Descrip. 
















Seq. No. 


10826 








Seq, ID 


OJ990330_16.9923. 


.C8 


Gene No. 


23057 








Strand 






Start 


21792 








End 


22864 




Name 


OJ990330 16. 


9923. 


C8.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


9295 








End 


9564 




GI 


none 








Score 


302 




Exons 


9295, .9564, 


9309. 


.9545 










Seq. No. 


10826 








Seq. ID 


OJ990330_16.9923. 


,C8 


Gene No. 


23057 








Strand 






Start 


21792 








End 


22864 




Name 


OJ990330 16. 


9923. 


C8 .ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


9345 








End 


9891 




GI 


none 








Score 


290 




Exons 


9345. .9461, 


9346. 


.9690, 


9504 . 


.9635, 9682. .9891, 9729. .9854 


Seq. No. 


10826 








Seq. ID 


OJ990330_16.9923. 


C8 


Gene No. 


23057 








Strand 






Start 


21792 








End 


22864 




Name 


OJ990330 16. 


9923. 


08. o4. 


tm 


Method 


TBLASTX: Maize 




Start 


9345 








End 


9777 




GI 


none 








Score 


342 




Exons 


9345. .9437, 


9346. 


.9777, 


9504. 


.9719 






Seq. No. 


10826 








Seq, ID 


OJ990330_16.9923. 


C8 


Gene No. 


23057 








Strand 






Start 


21792 








End 


22864 




Name 


OJ990330 16. 


9923. 


C8.05. 


tc 


Method 


TBLASTX: Cress 




Start 


9709 








End 


10029 




GI 


none 








Score 


207 




Exons 


9709. .10029 














Seq. No. 


10826 








Seq, ID 


OJ990330_16.9923. 


C8 


Gene No. 


23057 








Strand 






Start 


21792 








End 


22864 




Name 


OJ990330 16. 


9923. 


C8.o7. 


ts 


Method 


TBLASTX : Soybean 




Start 


9844 








End 


10020 




GI 


none 








Score 


190 




Exons 


9844. .10020, 


9846 


. .9989 










Seq. No. 


10826 








Seq- ID 


OJ990330_16.9923, 


C8 


Gene No. 


23057 








Strand 






Start 


21792 








End 


22864 





11348 



Name 

Start 

GI 

Exons 



OJ990330_1 6 . 9923 . C8 . o3 . tw Method TBLASTX : Wheat 

9901 End 10287 

none Score 108 

9901. .10020, 10041. .10136, 10042 10287 , 10235. .10276 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10826 
23057 
21792 

OJ990330_16.9923.C8.ol.tm 

10033 

none 



Seq. ID OJ990330_16. 9923.C8 
Strand 

End 22864 

Method TBLASTX : Maize 

End 10695 

Score 324 



10033. .10389, 10131. .10202, 10287 .. 10439, 10470 1054 4 , 
10471. .10695 



Seq. No. 10826 

Gene No. 23057 

Start 21792 

Name OJ990330_16 . 9923 . 08 . ol . ts 

Start 10051 

GI none 

Exons 10051. .10398, 10053 .. 10223, 10238 
10465. .10725, 10684. .10725 



Seq. ID OJ990330_16. 9923.C8 
Strand 

End 22864 

Method TBLASTX : Soybean 

End 10725 

Score 418 



,10363, 10284. .10562, 



S. ; t 



Seq. No. 10826 
Gene No. 23057 . 

Start 21792 

Name OJ9"90330_16 . 9923 . C8 . o2 . ts 

Start 11648 
GI none 
Exons 11648. 

11738. 

12254 . 

13118. 

13208. 

13516. 

13519. 

14338. 



,12067, 11649. 

,11989, 11738. 

,12514, 12734. 

,13363, 13139. 

,13378, 13501. 

,13614, 13519. 

,13665, 13520, 
, 14439 



.11696, 
,11980, 
.12790, 
.13390, 
.13665, 
.13665, 
.13666, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990330 16. 9923. C8 



22864 

TBLASTX: Soybean 
14439 
38 

11735. .11980, 11736. .12071, 
11739. .11984, 12122. .12211, 
13071. .13142, 13112. .13306, 
13199. .13387, 13199 .. 13360, 
13504. .13665, 13513 .. 13665, 
13519. .13626, 13519 13665, 
13720. .13746, 13762 13857, 



Q 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10826 
23057 
21792 

OJ990330_16 
11675 
none 
11675. 
11735. 



9923.C8.o4.tc 



12040, 

11950; 



11807. .11992, 
12254. .12403, 
12266. .12517, 
12536. .12619, 



13121. 
13313. 
13516. 
13519. 
13753. 
13771. 



13390, 
13402, 
13665, 
13662, 
13866, 
13854, 



11729. 
11735. 
11843. 
12254. 
12521. 
13112. 
13127. 
13504. 
13519. 
13528. 
13756. 
13906. 



.11989, 
.11905, 
.12058, 
.12517, 
.12619, 
.13363, 
.13402, 
.13665, 
.13665, 
.13674, 
.13974, 
.13971, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11729 

11756 

11900 

12254 

12527 

13118 

13127 

13507 

13519 

13753 

13756 

14275 



OJ990330 16. 9923. C8 



22864 
TBLASTX: 
14451 
83 

11974, 11732 
11917, 11759 
12034, 12158 
12433, 12254 
12607, 12536 
13222, 13118 
13402, 13127 
13665, 13516 
13665, 13519 
13869, 13753 
13854, 13756 
14439, 14311 



Cress 



. .12043, 
. . 12016, 
. .12193, 
. .12418, 
. .12619, 
. .13390, 
. .13387, 
. .13665, 
. .13629, 
. .13854, 
. .13860, 
. .14451 



11349 




Qpa No 


10826 




Seq. ID 


OJ990330_16.9923, 


.C8 


r;pnp No 


23057 




Strand 






Start 


21792 




End 


22864 




Name 


OJ990330 16.9923.08. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


11681 




End 


14448 




GI 


none 




Score 


102 




Exons 


11681. .11923, 11687. 


. 12064, 


12254. .124 33, 12536. .12616, 






12881. . 12928, 13118. 


. 13228, 


13277. .134 02, 14281. .14 4 4 8, 






14312 . . 14422 










Seq. No. 


10826 




Seq. ID 


■ OJ990330_16.9923. 


.08 


Gene No . 


23057 




Strand 






Start 


21792 




End 


22864 




Name 


OJ990330 16. 9923. C8. 


o6. tm 


Method 


TBLASTX: Maize 




Start 


11732 ' 




End 


13902 




GI 


none 




Score 


118 




Exons 


11732 . . 11872, 11735. 


.11935, 


11735. .HE 


i69, 11810. .12001, 






11870 . . 12007, 12155. 


. 12244, 


12251. .12517, 12252. .124 31, 






12320. .12424, 12521. 


. 12619, 


12522. .12704, 1314 5. .13363, 






13519. .13638, 13753. 


.13902 








Seq. No. 


10826 




Seq. ID 


OJ990330_16.9923. 


X8 


Gene No. 


23057 . 




Strand 






Start 


21792 




End 


22864 




Name 


OJ990330 16*9923. C8. 


o6 . ts 


Method 


TBLASTX: Soybean . 




Start 


20029 ~ 




End 


20598 




GI 


none 




Score 


88 




Exons 


20029. . 20112, 20394 . 


.20597, 


20506. .20598 




Seq. No. 


10826 




Seq. ID 


OJ990330_16.9923. 


.08 


Gene No. 


23057 




Strand 






Start 


21792 




End 


22864 




Name 


OJ990330 16. 9923. C8. 


o4 , gs 


Method 


GENSCAN 




Start 


21792 ~ 




End 


22864 




GI 


none 




Score 


.67 




Exons 


21792. .21992, 22710. 


.22864 








Seq. No. 


10826 




Seq. ID 


OJ990330_16.9923, 


.08 


Gene No. 


23057 




Strand 






Start 


21792 




End 


22864 




Name 


OJ990330 16. 9923. C8. 


o4 . np 


Method 


AAT/NAP 




Start 


21819 




End 


22822 




GI 


6598454 




Score 


172 




Exons 


21819. .21992, 22710. 


.22822 








GI Descrip. 


(AC005309) putative 


SWI/SNF 


family transcription activator 




[Arabidopsis thaliana] 








Seq. No. 


10826 




Seq. ID 


OJ990330_16.9923, 


.08 


Gene No. 


23057 




Strand 






Start 


21792 




End 


22864 




Name 


OJ990330 16. 9923. C8. 


o2.gp 


Method 


AAT/GAP 




Start 


22710 




End 


22864 




GI 


LIB34 34-038-P1-K1-B4 




Score 


266 




Exons 


22710. .22864 











GI Descrip. '3738276 6.0e-12 (AC005309) similar to SWI/SNF complex subunit 
BAF170, 5' ' partial [Arabidopsis thaliana] ' 



11350 




Seq. No. 


10827 


Seq. ID 


OJ990330_16.9923 


.C9 


Gene No. 


23058 


Strand 


+ 




Start 


4440 


End 


5702 




Naine 


OJ990330 16 9923 09 o2 as 


Mpt h nd 


GENSCAN 




Start 


4440 ~ 


End 


5693 




GI 


none 


Score 


.79 




Rvon s 


4440. .4580, 4687. .4861, 5227 


. . 5693 






Seq. No. 


10827 


Seq. ID 


OJ990330_16.9923 


.C9 


Gene No. 


23058 


Strand 


+ 




Start 


4440 


End 


5702 




Name 


0J9 90330 16. 9923.C9.o3.gp 


Mpt hod 


AAT /GAP 




Start 


4691 ~ 


End 


5495 




GI 


286865 


Score 


781 




Exons 


4691.. 4861, 5227.. 5495 








Seq. No. 


10827 


Seq. ID 


OJ990330 16.9923 


. C9 


Gene No. 


23058 


Strand 






Start 


4440 


End 


5702 




Name 


OJ990330 16.9923.C9.o2.np 


Method 


AAT /NAP 




Start 


4723 


End 


5702 




GI 


4220518 


Score 


256 




J-J \J 1 1 o 


4723. .4864, 5227. .5702 










(AL035356) hypothetical protein [Arabidopsis thaliana] 




O C ^ . LN ^ . 


10827 


Seq. ID 


OJ990330_16.9923 






23059 


Strand 






Start 


1 


End 


2632 




Name 


OJ990330 16. 9923.C9.ol.np 


Method 


AAT /NAP 




Start 


1 


End 


2553 




GI 


6598454 


Score 


490 




P.xnn s 

i — 1 ^ \J XX tj 


1..56, 552. .959, 1800. .2335, 


2501. .2553 




GI DescriD . 

\J -1* i-/ w ^ JL Ktf * 


(AC005309) putative SWI/SNF 


family transcription activator 




[Arabidopsis thaliana] 








Seq. No. 


10827 


Seq. ID 


OJ990330_16.9923 


.C9 


Gene No. 


23059 


Strand 






Start 


1 


End 


2632 




Name 


OJ990330 16.9923.C9.ol.gs 


Method 


GENSCAN 




Start 


85 


End 


2591 




GI 


none 


Score 


.88 




Exons 


85. .146, 214. .377, 474. .959, 


1800.. 2335, 2501.. 2591 




Sea. No. 


10827 


Seq. ID 


OJ990330_16.9923 


.C9 


Gene No . 


23059 


Strand 






Start 


1 


End 


2632 




Name 


OJ990330 16.9923.C9.ol.gp 


Method 


AAT /GAP 




Start 


643 


End 


1915 




GI 


LIB34 75-005-P1-K1-C3 


Score 


834 




R V n n 


643. .959, 1800. .1915' 








GI Descrip. 


'3702314 l.Oe-26 (AC002535) 


similar to 


SWI/SNF complex subi 




BAF170 [Arabidopsis thaliana] ' 






Seq. No. 


10827 


Seq. ID 


OJ990330_16.9923 


.C9 


Gene No. 


23059 


Strand 






Start 


1 


End 


2632 




Name 


OJ990330 16. 9923.C9.o2.gp 


Method 


AAT /GAP 





11351 



start 1982 End 2632 

GI uC-osflcypl21b06bl Score 880 

Exons 1982.. 2335, 2501.. 2632 

GI Descrip. '3702314 6.0e-26 {AC002535) similar to SWI/SNF complex subunit 
BAF170 [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10827 
23060 
6429 

OJ990330_16. 9923.C9.o2.tm 

215 

none 



Seq. ID OJ;990330_16. 9923.C9 

Strand " 

End 10406 

Method TBLASTX : Mai ze 

End 585 

Score 66 



215. .301, 216. .380, 225. .404, 471. .584, 475. .585, 475. .585 



10827 
23060 
6429 

OJ990330_16. 9923.C9.o2. ts 

1965 

none 



Seq. ID OJ990330_16. 9923.C9 
Strand 

End 10406 

Method TBLASTX : Soybean 

End 2333 

Score 131 



1965. .2000, 2073. .2240, 2077. .2244, 2272. .2331, 2277. .2333 



10827 
23060 
6429 

'OJ990330_16. 9923.C9.ol.tc 

2070 

none 



Seq. ID OJ990330_16. 9923.C9 
Strand 

End "'i0406 

Method TBLASTX : Cres^g^ 

End 2351 

Score 130 



2070. .2240, 2074. .2235, 2277. .2351, 2278. .2334 



10827 
23060 
6429 

OJ990330_16.9923.C9.ol.ts 

5226 

none 



Seq. ID OJ990330__16. 9923.C9 
Strand 

End 10406 

Method TBLASTX : Soybean 

End 5552 

Score 60 



5226. .5273, 5322. .5453, 5338. .5403, 5450. .5551, 5451. .5552 



10827 
23060 
6429 

OJ990330_16. 9923.C9.ol. tw 

5436 

none 

5436. .5609, 5436. .5543, 5441. 



Seq. ID OJ990330_16. 9923.C9 
Strand 

End 10406 

Method TBLASTX : Wheat 

End 5698 

Score 211 
.5698 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



10827 
23060 
6429 

OJ990330_16. 9923.C9.o3.gs 

6429 

none 



Seq. ID OJ990330_16. 9923.C9 
Strand 

End 10406 

Method GENSCAN 

End 10341 

Score .74 



6429. .6532, 6878. .7064, 7669. .7721, 8608. .8915, 9785. .10341 



10827 
23060 
6429 



Seq. ID OJ990330_16.9923.C9 
Strand 

End 10406 



11352 



Name 

Start 

GI 

Exons 



OJ990330_16.9923.C9.o4 .gp Method AAT/GAP 

7292 End 8565 

none Score 831 
7292.. 7689, 8514.. 8565 



Seq. No. 10827 Seq, ID 

Gene No. 23060 Strand 

Start * 6429 End 

Name OJ990330_1 6 . 9923 . C9 . ol . tm Method 

Start 7402 End 

GI none Score 
Exons 



OJ990330_16.9923.C9 
10406 

TBLASTX: Maize 

10406 

67 



7402. .7464, 7402. .7461, 7455. .7523, 7581. .7619, 7582. .7635, 
7632. .7691, 7638. .7691, 8507. .8578, 8512. .8631, 8514. .8636, 
8515. .8631, 8579. .8638, 8649. .8792, 8650. .8799, 8655. .8807, 
8669.-8836, 8678. .8809, 8816. .8917, 8826. .8903, 9783. .10265, 
9784. .10326, 9785. .10135, 10016 .. 1014 7 , 10104 .. 10139, 
10196. .10213, 10211. .10291, 10227 .. 10370, 10318 .. 10404 , 
10319. .10405, 10326.. 10406 



Seq. No. 10827 Seq. ID 

Gene No. 23060 Strand 

Start 6429 End 

Name OJ990330_16 . 9923 . C9 . o3 . np Method 

Start 7668 End 

GI 6739515 Score 

Exons... 7668.. 7689, 8514.. 8915, 9785.. 10406 
GI Descrip. 



OJ990330_16.9923.C9 

10406 
AAT/NAP 
10406 
1262 



(AF136004) eukaryotic initiation factor 4B [Triticum aestivum] 



Seq. No. 10827 Seq. ID 

Gene No. 23060 Strand 

Start 6429 End 

Name OJ990330_16 . 9923 . C9 . o5 . gp Method 

Start 8799 End 

GI 3106543 Score 

Exons 8799.. 8913, 9784.. 9902 



OJ990330_16.9923.C9 

10406 
AAT/GAP 
9902 
314 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10827 

23060 

6429 ■■ 

OJ990330 

9802 

none 



16.9923.C9.o2.tc 



Seq. ID OJ990330_16. 9923.C9 
Strand 
End 

Method 
End 
Score 



10406 

TBLASTX: Cress 

10197 

75 



9802. .9891, 9803. .9883, 9853. .9915, 9854. .9895, 10012 .. 10197 , 
10019. .10129 



Seq. No. 10828 

Gene No. 23061 

Start 161 

Name OJ990330_16 . 9923 . CIO . ol . gs 

Start 161 

GI none 

Exons 161.. 195, 305.. 507, 2219.. 2376 



Seq. ID OJ990330_16. 9923. CIO 

Strand + 

End 2376 

Method GENSCAN 

End ' 237 6 

Score . 65 



Seq. No. 
Gene No. 
Start 
Name 



10828 
23062 
3746 

OJ990330 



16.9923.C10.o2.gs 



Seq. ID OJ990330_16. 9923. CIO 

Strand + 

End 6650 

Method GENSCAN 



11353 






Start 


3746 


End 


6650 




GI 


none 


Score 


.62 




Exons 


3746.. 3802, 5260.. 5506, 5532 


. .5843, 6223. . 6650 




Seq. No. 


10829 


Seq. ID 


OJ990330_16.9923.C11 




Gene No. 


23063 


Strand 


+ 




Start 


1319 ■ 


End 


3591 




Name ' 


OJ990330 16. 9923.Cll.'ol.np 


Method 


AAT/NAP 




Start 


1319 


End 


3591 




GI 


3668090 


Score 


89 




Exons 


1319. .1349, 2441. .2666, 2846 


.2948, 3559.. 3591 




GI Descrip. 


(AC004667) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


10829 


Seq. ID 


OJ990330_16.9923.C11 




Gene No. 


23064 


Strand 






Start 


219 


End 


1809 




Name 


OJ990330 16.9923.Cll.ol.gs 


Method 


GENSCAN 




Start 


219 


End 


1809 




GI 


none 


Score 


.47 




Exons 


219. .423, 441. .814, 842. .1285, 1460.. 


1604, 1682.. 1809 




Seq. No. 


10830 


Seq. ID 


OJ990330 16.9923.C12 




Gene No. 


23065 


Strand 


+ 




Start 


472 


End 


540 


Q 


Name 


OJ990330 16.9923.C12.ol.np 


Method 


AAT/NAP 


1. 1 


Start 


472 


End 


540 


ui 


GI 


2498930 


Score 


51 


I'll 


Exons 


472. .540 








GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 






PROTEIN) gi| 1203794 (U18774) 


Sog [Drosophila melanogaster ] 


-33? 


Seq. No. ■ 


10830 


Seq. ID 


OJ990330_16.9923.C12 


rii 


Gene No. 


23066 


Strand 


+ 




Start 


481 


End 


540 


.SSL 


Name 


OJ990330 16. 9923.C12,ol.gs 


Method 


GENSCAN 


u 

i 


Start 


481 


End 


540 


•t 


GI 


none 


Score 


.94 


J. 


Exons 


481. .540 








Seq. No. 


10831 


Seq. ID 


OJ990330_16. 9923.C13 




Gene No. 


23067 


Strand 


+ 




Start 


1 


End 


635 




Name 


OJ990330 16. 9923.C13.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


635 




GI 


2498930 


Score 


1077 




Exons 


1. .635 








GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 






PROTEIN) gi 11203794 (U18774) 


Sog [Drosophila melanogaster] 




Seq. No. 


10831 


Seq. ID 


OJ990330_16.9923.C13 




Gene No. 


23067 


Strand 


+ 




Start 


1 


End 


635 




Name 


OJ990330 16.9923.C13.ol.gs 


Method 


GENSCAN 




Start 


63 


End 


537 




GI 


none 


Score 


.95 




Exons 


63. .537 







11354 




Seq. No. 


10832 




Seq. ID 


OJ990330 


_10.9922.C1 


Gene No. 


23068 




Strand 


+ 




Start 


285 




End 


502 




Name 


OJ990330 10 


.9922.Cl.ol.gs 


Method 


GENSCAN 




Start 


285 




End 


502 




GI : 


none, 




Score 


.96 




Exons 


■285v-.'447, 466.. 502 








Seq. No. 


10833 




Seq. ID 


OJ990330 


_10. 9922.C7 


Gene No. 


23069 




Strand 


+ 




Start 


1 




End 


5321 




Name 


OJ990330_10 


.9922.C7.o2.np 


Method 


AAT/NAP 




Start 


1 




End 


5321 




GI 


4914342 




Score 


159 




Exons 


1 . .71, 1819 


..2023, 2099. .2242 


, 5180. .5321 




GI Descrip. 


{AC005489) 


F14N23.28 [Arabidopsis thaliana] 




Seq. No. 


10833 




Seq. ID 


OJ990330 


_10.9922.C7 


Gene No. 


23069 




Strand 


+ 




Start 


1 




End 


5321 




Name 


OJ990330_10 


. 9922.C7.ol.gs 


Method 


GENSCAN 




Start 


198 




End 


2181 




GI - 


none 




Score 


.46 




Exons 


198 . . 257, 8 


38.. 1390, 1935.. 2027, 2102. 


.2181 




Seq. No. 


10833 




Seq. ID 


OJ990330 


_10.9922,C7 


Gene No. 


23070 




Strand 






Start 


2427 




End 


5603 




Name 


OJ990330_10 


. 9922.C7.o2.tm 


Method 


TBLASTX:] 


Maize 


Start 


883 




End 


1380 




GI 


none 




Score 


189 




Exons 


883 . . 1188, 


885. .1097, 1189. .1380 






Seq. No. 


10833 




Seq. ID 


OJ990330 


_10.9922.C7 


Gene No. 


23070 




Strand 






Start 


2427 




End 


5603 




Name 


OJ990330 10 


.9922.C7.ol.tm 


Method 


TBLASTX:! 


Maize 


Start 


1867 




End 


2246 




GI 


none 




Score 


172 




Exons 


1867 . .2019, 


1895.. 2020, 1896. 


.2021, 2098. .2154, 


2099. .2155, 




2100 . .2156, 


2154. .2243, 2160, 


.2246 






Seq. No. 


10833 




Seq. ID 


OJ990330 


_10.9922.C7 


Gene No. 


23070 




Strand 






Start 


2427 




End 


5603 




Name 


OJ990330 10 


.9922.C7.o2.gs 


Method 


GENSCAN 




Start 


2427 




End 


5603 




GI 


none 




Score 


.84 




Exons 


2427. .2606, 


3.178.. 3754, 3819. 


.4035, 4261. .4586, 


4694 . .4804, 




5421. .5603 










Seq. No. 


10834 




Seq. ID 


OJ990330 


_10. 9922.C8 


Gene No. 


23071 




Strand 


+ 




Start 


230 




End 


5194 




Name 


OJ990330 10 


.9922.C8.ol.gs 


Method 


GENSCAN 




Start 


230 




End 


5194 




GI 


none 




Score 


.6 





11355 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



230. .530, 658. .840, 1653. .1720, 2297. .2573, 3649. .3811, 
3830. .3866, 4574. .5194 



10834 
23071 
230 

OJ990330_10. 9922.C8.o2.np 
977 

4234846 
977.. 1052, 2221.. 3360 

(AF082130) gag-pol polyprotein [Zea mays] 



Seq. ID OJ990330_10.9922.C8 

Strand + 

End 5194 

Method AAT/NAP 

End 3360 

Score 733 



10834 
23072 
1 

OJ990330_10.9922.C8.ol.np 
1 

4234854 
1..85, 1425. .2197 

(AF082134) pol polyprotein [Zea mays] 



Seq. ID OJ990330_10.9922.C8 
Strand 

End 3353 

Method AAT/NAP 

End 2197 

Score 1000 



10834 
23072 
1 • 

OJ990330_10. 9922.C8.ol.tw 

1413 

none 



Seq. ID OJ990330_10.9922.C8 
Strand 

End 3353 

Method TBLASTX : Wheat 

End 1945 

Score 99 



1413. .1667, 1429. .1644, 1712. .1945, 1713. .1931 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10834 
23072 
1 

OJ990330_10.9922.C8.ol.ts 

1727 

none 



Seq. ID OJ990330_10.9922.C8 
Strand 

End 3353 

Method TBLASTX : Soybean 

End 3353 

Score 74 



1727. .2107, 1890. .2033, 3224. .3274, 3279. .3353 



10834 
23072 
1 

OJ990330_10.9922.C8.ol.tm 

2221 

none 



Seq. ID OJ990330_10.9922.C8 
Strand 

End 3353 

Method TBLASTX: Maize 

End 2951 

Score 383 



2221.. .2583, 2222.. 2623, 2339.. 2623, 2635.. 2766, 2706.. 2747, 
2871. .2918, 2871. .2951 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10835 
23073 
L. 

OJ990330_10.9922.C9.ol.np 
1 

2708709 



Seq. ID OJ990330_10.9922.C9 

Strand + 

End 3511 

Method AAT/NAP ' 

End 3511 

Score 98 



1..32, 1373. .1748, 2386. .2686, 3484. .3511 
(AF038575) Wiskott-Aldrich Syndrome protein homolog 
[Schizosaccharomyces pombe] 



Seq. No. 



10836 



Seq. ID OJ990330_10. 9922. CIO 



11356 



Gene No. 23074 Strand 

Start 57 End 1352 

Name OJ990330_10 . 9922 . CIO . ol . gs Method GENSCAN 

Start 57 End 1352 

GI none Score .48 

Exons 57.. 185, 1283.. 1352 



Seq. No. 10837 Seq. ID 

Gene No. 23075 Strand 

Start 1 End 

Name OJ990330_10 . 9922 . Cll . ol . gs Method 

Start 1 End 

GI none Score 

Exons l.,96, 636.. 644 



OJ990330_10. 9922. Cll 
+ 

644 

GENSCAN 

644 

.79 



Seq. No. 


10838 






Seq. ID 


OJ990330 


_10, 


,9922 


.C12 


Gene No. 


23076 






Strand 


+ 








Start 


434 






End 


3174 








Name 


OJ990330 10.9922 


.C12. 


ol , gs 


Method 


GENSCAN 








Start 


434 






End 


3174 








GI 


none 






Score 


.56 








Exons 


434. .489, 2083.. 


2180, 


3011. 


.3174 










Seq. No. 


10839 






Seq. ID 


OJ990330_ 


_10. 


.9922 


.C13 


Gene No. 


23077 






Strand 










Start 


274 






End 


399 








Name 


OJ990330 10.9922 


.C13. 


ol.gs 


Method 


GENSCAN 








Start 


274 






End 


399 








GI 


none 






Score 


.78 








Exons 


274. .399 
















Seq. No. 


10840 






Seq. ID 


OJ990330 


_10, 


.9922 


.C14 


Gene No. 


23078 






Strand 










Start 


772 






End 


5102 








Name 


OJ990330 10.9922 


.C14. 


ol . np 


Method 


AAT/NAP 








Start 


772 






End 


4569 








GI 


6630696 






Score 


6269 








Exons 


772. .4569 

















GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 


10840 






Seq. ID 


OJ990330 


Gene No. 


23078 






Strand 




Start 


772 






End 


5102 


Name 


OJ990330 10.9922 


.C14 .o2 


.gs 


Method 


GENSCAN 


Start 


3563 






End 


5102 


GI 


none 






Score 


.6 


Exons 


3563.. 3711, 3822 


. .4918, 


4951. 


.5102 




Seq. No. 


10840 






Seq. ID 


OJ990330 


Gene No. 


23078 






Strand 




Start 


772 






End 


5102 


Name 


OJ990330 10.9922 


.C14 .ol 


.gp 


Method 


AAT/GAP 


Start 


3637 




End 


4527 


GI 


101595 1.R1084 






Score 


1391 


Exons 


3637.. 3711, 3827 


. .4527 









10.9922.C14 



11357 




GI Descrip. '3047066 3.0e-15 (AF058825) contains similarity to 

retrovirus-related POL polyproteins [Arabidopsis thaliana] ' 



Seq. No, 


10840 




Seq. ID 


OJ990330 10.9922.C14 


Gene No . 


23079 




Strand 




Start 


6423 




End 


6832 


Name 


OJ990330 10. 9922.C14 .o2 


.np 


Method 


AAT/NAP 


Start 


6423 




End 


6832 


GI 


6539570 




Score 


81 


Exons 


6423. .6468, 6631. .6832 








GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


10840 




Seq. ID 


OJ990330_10 . 9922 .C14 


Gene No. 


23080 




Strand 




Start 


6962 




End 


10914 


Name 


OJ990330 10.9922.C14.o6 


. tw 


Method 


TBLASTX: Wheat 


Start 


298 




End 


631 


GI 


none 




Score 


98 


Exons 


298. .447, 313. .405, 314 


. .463, 


336. .446, 


413. . 478, 414 . . 479, 




414. .497, 418. .480, 484 


. .552, 


490. .561, 


491. .553, 492. .584, 




599. .631 








Seq. No. 


10840 




Seq. ID 


OJ990330 10.9922.C14 


Gene No . 


23080 




Strand 




Start 


6962 




End 


10914 


Name 


■''-OJ990330 10.9922.C14.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


908 




End 


1383 


GI 


none 




Score 


395 


Exons 


908. .1294, 910. .1293, 1309. .1383, 1310. 


.1378, 1323.. 1382 


Seq. No. 


10840 




Seq. ID 


OJ990330_10. 9922.C14 


Gene No . 


23080 




Strand 




Start 


6962 




End 


10914 


Name 


OJ990330 10.9922.C14.o4 


. ts 


Method 


TBLASTX : Soybean 


Start 


1036 




End 


1377 


GI 


none 




Score 


87 


Exons 


1036. .1245, 1115. .1240, 


1264 . 


.1377, 1274. .1342 


Seq. No. 


10840 




Seq'. ID 


OJ990330_10.9922.C14 


Gene No. 


23080 




Strand 




Start 


6962 




End 


10914 


Name 


OJ990330 10.9922.C14.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1239 




End 


1611 


GI 


none 




Score 


100 


Exons 


1239. .1487, 1240. .1611, 


1241. 


. 1588 




Seq. No. 


10840 




Seq. ID 


OJ990330_10.9922.C14 


Gene No . 


23080 




Strand 




Start 


6962 




End 


10914 


Name 


OJ990330 10.9922.C14 .ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


1387 




End 


1738 


GI 


none 




Score 


75 


Exons 


1387. .1569, 1390. .1578, 


1391. 


.1579, 1574. .1738, 1579. .1737 


Seq. No. 


10840 




Seq. ID 


OJ990330_10. 9922.C14 


Gene No. 


23080 




Strand 




Start 


6962 




End 


10914 



11358 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



OJ990330_10.9922.C14 .04 .tw Method 

1591 End 

none Score 
1591. .1797, 1792. .2040 



TBLASTX: Wheat 

2040 

191 



10840 
23080 
6962 

OJ990330_10.9922.C14 .o4 .tm 

1627 

none 

1627. .1989, 1787. .1867, 1955. 



Seq. ID OJ990330_10.9922.C14 
Strand . -' 

End 10914 

Method TBLASTX : Mai ze 

End 2005 

Score 56 
.2005 



10840 
23080 
6962 

OJ990330_10.9922.C14.o2.ts 

1807 

5509260 

1807. .2040, 2095. .2268 



Seq. ID OJ990330_10.9922.C14 
Strand 

End 10914 

Method TBLASTX : Soybean 

End 2268 

Score 107 



10840 
23080 
6962 

OJ990330_10. 
2188 
none 
2188. 
2751, 
2867. 



9922.C14.ol.tw 



.2370, 2188. .2763, 2193. 
.2867, 2765.-2866, 2771. 
.2932 



Seq. ID OJ990330_10.9922.C14 
Strand 

End 10914 
Method TBLASTX: Wheat 
End 2940 
Score 120 

.2738, 2438. .2764, 2748. .2852, 
.2869, 2861. .2932, 2863. .2940, 



10840 
23080 
6962 

OJ990330_10. 9922.C14.o3.ts 

2593 

none 

2593. .2766, 2765. .2854, 2863. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2988, 2864. .2986 



OJ990330_10. 9922.C14 
10914 

TBLASTX : Soybean 
2988 
82 



10840 Seq. ID 

23080 Strand 

6962 End 
OJ990330_10 , 9922 . C14 . o5 . tra Method 

2863 ^ End 

none Score 

2863. .3240, 2864. .3001 



OJ990330_10.9922.C14 
10914 

TBLASTX: Maize 

3240 

76 



10840 Seq. ID 

23080 Strand 

6962 End 
OJ990330_10 . 9922 . C14 .o5 . tw Method 

2941 End 

none Score 

2941. .3132, 2942. .3133 



OJ990330_10.9922.C14 
10914 

TBLASTX: Wheat 

3133 

206 



10840 



Seq. ID OJ990330_10.9922.C14 



11359 



Gene No. 23080 Strand 

Start 6962 End 

Name OJ990330_10 . 9922 . C14 . o5 . ts Method 

Start 2998 End 

GI none Score 

Exons 2998. .324 6/ 322 9. .3378 



10914 

TBLASTX : Soybean 

3378 

87 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10840 
23080 
6962 

OJ990330_10.9922.C14.ol.tm 

3328 

none 



Seq. ID OJ990330_10. 9922.C14 
Strand 
End 

Method 
End 
Score 



10914 

TBLASTX: Maize 

3735 

48 



3328. .3411, 3355. ,3420, 3394. .3735, 3422. .3712 



10840 
23080 
6962 

OJ990330_10. 9922.C14 .o3.tm 

4219 

none 



Seq. ID OJ990330_10. 9922.C14 
Strand 
End 

Method 
End 
Score 



10914 

TBLASTX: Maize 

4527 

101 



4219. .4527, 4222. .4398, 4284, .4427, 4304. .4480 





Seq. N,o^, . 


10840 




Seq. ID 


OJ990330_10.9922.C14 




Gene No, 


23080 




Strand 






Start 


6962 




End 


10914 




Name 


OJ990330 10.9922.C14.o3. 


tw 


Method 


TBLASTX: Wheat 


r\\ 

\ 5? 


Start 


4278 




End 


4675 


I- -I 


GI 


none 




Score 


147 


Ul 


Exons 


4278. .4460, 4279. .4563, 


4304. .4489, 4540. .4674, 4577. .4675 


ill 


Seq. No. 


10840 




Seq. ID 


OJ990330_10.9922.C14 


rii 


Gene No. 


23080 




Strand 






Start 


6962 




End 


10914 


r~\ 


Name 


OJ990330 10.9922.C14.o3. 


np 


Method 


AAT/NAP 


;si 


Start 


6962 




End 


8306 




GI 


6630699 




Score 


84 




Exons . 


6962. .7042, 8275. .8306 . 










GI Descrip. 


(AP000969') hypothetical 


protein [Oryza 


sativa] 


u 




gi| 6721536 Idbj IBAA8 9566. 


11 


{AP001073) 


hypothetical protein 






[Oryza sativa] 










Seq. No. 


10840 




Seq. ID 


OJ990330_10. 9922.C14 




Gene No. 


23080 




Strand 






Start 


6962 




End 


10914 




Name 


OJ990330 10.9922.C14.o3. 


gs 


Method 


GENSCAN 




Start 


8052 




End 


10914 




GI 


none 




Score 


.78 




Exons 


8052. .8584, 9890 .. 10165, 


10315. .10532, 


10690. .10726, 



10875. .10914 



Seq, No. 10841 Seq. ID 

Gene No. 23081 Strand 

Start 1794 End 

Name OJ990330_10 . 9922 . C15 . ol . gs Method 

Start 1794 End 

GI none Score 



OJ990330_10.9922.C15 
+ 

5807 
GENSCAN 
4151 
.96 



11360 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



1794, .1802, 3636. .4151 



10841 
23081 
1794 

OJ990330_10. 9922. CIS. ol.np 
3806 
5295946 



Seq. ID OJ990330_10.9922.C15 
Strand + 

5807 
AAT/NAP 
5483 
253 



End 

Method 
End 
Score 

3806. .3884, 3918. .4160, 5373. .5483 

{AB026295) EST C74734 (E50712) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


10841 








Seq. ID 


OJ990330_ 


10. 


.9922 


.C15 


Gene No. 


23081 








Strand 


+ 








Start 


1794 








End 


5807 








Name 


OJ990330 10. 


9922. 


C15.02 


.gs 


Method 


GENSCAN 








Start 


4840 








End 


5807 










none 








Score 


Q 1 








Exons 


4840. .5053, 


5223. 


.5522, 


5768. 


.5807 










Seq. No. 


10842 








Seq. ID 


OJ990330 


10, 


.9922 


.C17 


Gene No. 


23082 








Strand 


+ 








Start 


79 








End 


595 








Name 


OJ990330 10. 


9922. 


C17.01 


.gs . 


Method 


GENSCAN 








Start 


79 








End 


595 








GI 


none 








Score 










Exons 


79. .241, 354 


. .426 


i, 478. 


.595 












Seq. No. 


10842 








Seq. ID 


OJ990330 


10. 


.9922 


.C17 


Gene No. 


23083 








Strand 


- 








Start 


1886 








End 


1950 . 








Name 


OJ990330 10. 


9922. 


C17.02 


.gs 


Method 


GENSCAN 








Start 


1886 








End 


1950 








GI 


none 








Score 


.99 








tiXons 


1886. .1950 


















Seq. No. 


10843 








Seq. ID 


OJ990330_ 


10. 


.9922 


.C18 


Gene No.. 


23084 








Strand 


+ 








Start 


126 








End 


1084 








Name 


OJ990330 10. 


9922. 


C18.01 


.gs 


Method 


GENSCAN 








Start 


126 








End 


1084 








GI 


none 








Score 


.91 








Exons 


126.. 301, 683.. 887, 929 


. .1084 












Seq. No. 


10844 








Seq. ID 


OJ990330_ 


10, 


. 9922 


.C19 


Gene No. 


23085 








Strand 


+ 








Start 


1 








End 


1694 








Name 


OJ990330 10. 


9922. 


C19.01 


.np 


Method 


AAT/NAP 








Start 


1 








End 


1333 








GI 


6714305 








Score 


453 








Exons 


1..108, 242. 


.400, 


708. . 


909, 1209.. 1333 










GI Descrip. 


. (AC013354) F15H18 


!.4 [Arabidopsis thaliana] 








Seq. No. 


10844 








Seq. ID 


OJ990330_ 


10, 


,9922 


.C19 


Gene No. 


23085 








Strand 


+ 








Start 


1 








End 


1694 








Name 


OJ990330 10. 


9922. 


C19.01 


.gs 


Method 


GENSCAN 









11361 






Start 


236 




End 


1449 






GI 


none 




Score 


.83 






Exons 


236.. 383, 709.. 909, 1215 


f..l330, 1435.. 


1449 






Seq. No. 


10844 




Seq. ID 


OJ990330_10.9922 


.C19 




Gene No. 


23085 




Strand . 


+ 






Start 


1 . 




End 


1694 






Name 


OJ990330 10. 9922.C19.ol. 


gp 


Method 


AAT/GAP 






Start 


1292 




End 


1694 






GI 


1631448 




Score 


416 






Exons 


1292. .1330, 1435. .1694 












Seq. No. 


10844 




Seq. ID 


OJ990330_10.9922 


.C19 




Gene No. 


23086 




Strand 








Start 


2147 




End 


2253 






Name 


OJ990330 10.9922.C19.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


64 




End 


910 






GI 


none 




Score 


64 






Exons 


64. .105, 235. .354, 236.. 


352, 


708. .908, 


731. .910 






Seq. No. 


10844 




Seq. ID 


OJ990330_10.9922 


.C19 




Gene No. 


23086 




Strand 








Start 


2147 




End 


2253 






Name 


OJ990330 10. 99-22. C19.01. 


tw 


Method 


TBLASTX: Wheat 






Start 


236 :\ 




End_. 


905 






GI 


none 




Score 


178 




:-: i 

n 1 


Exons 


236. .349, 238. .348, 711. 


. 905, 


719. .847 








Seq. No. 


10844 




Seq. ID 


OJ990330_10.9922 


.C19 


: ; 5 


Gene No. 


23086 




Strand 








Start 


2147 




End 


2253 






Name 


OJ990330 10.9922.C19.ol. 


tm 


Method 


TBLASTX: Maize 




fU 


Start- 


238 




End 


902 






GI 


none 




Score 


88 




.-SI 
I c 


Exons 


238. .351, 238. .348, 239. 


.355, 


711. .902 


, 728. .847 






Seq. No. 


10844 




Seq. ID 


OJ990330_10.9922 


.C19 




Gene No. 


23086 




Strand 






hl\ 


Start 


2147 




End 


2253 




,t Bi 


Name 


OJ990330 10.9922.C19.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


299 




End 


915 






GI 


none 




Score 


84 






Exons 


299. .352, 711. .908, 719. 


.910, 


751. .915 








Seq. No. 


10844 




Seq. ID 


OJ990330_10.9922 


.C19 




Gene No. 


23086 




Strand 








Start 


2147 




End 


2253 






Name 


OJ990330 10. 9922.C19.o2. 


gs 


Method 


GENSCAN 






Start 


2147 




End 


2253 






GI 


none 




Score 


.48 






Exons 


2147. .2253 












Seq. No. 


10845 




Seq. ID 


OJ990330_10.9922 


.C21 




Gene No. 


23087 




Strand 


+ 






Start 


652 




End 


862 






Name 


OJ990330 10.9922.C21.ol. 


gs 


Method 


GENSCAN 






Start 


652 




End 


862 





11362 



GI none Score .58 

Exons 652.. 8 62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10. 9922.C21 



10845 Seq. ID 

23088 Strand 

2894 End 

OJ990330_10 . 9922 .C21 . o2 . gp Method 

2894 End 

5816518 Score 
2894. .3000 

4521193/dbj IAB013450.1 IAB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



OJ990330_ 
+ 

3000 
AAT/GAP 
3000 
157 



Seq. No. 10845 Seq. ID OJ990330_10 . 9922 . C21 

Gene No. 23089 Strand + 

Start 3008 End 3237 

Name OJ990330_10 . 9922 . C21 . o3 . gp Method AAT/GAP 

Start 3008 End 3237 

GI 3761181 Score 358 

Exons 3008.. 3237 

GI Descrip. 4521193/dbj IAB013450 . 1 | AB013450 l.Oe-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. No. 


10845 








Seq. ID 


OJ990330 


_10.9922.C21 


Gene No . 


23090 








Strand 






Start 


1320 








End 


3372 




Name 


OJ990330 10 


.9922 


.C21.02 


.gs 


Method 


GENSCAN 




Start 


1320 








End 


3306 




GI 


none 








Score 


. 64 




Exons 


1320. .1351, 


2051 


. .2172, 


2645. 


.2778, 28 


)60. .2888, 


3207. .3306 


Seq. No. 


10845 








Seq. ID 


OJ990330 


_10.9922.C21 


Gene No. 


23090 








Strand 






Start 


1320 








End 


3372 




Name 


OJ990330 10 


.9922 


.C21.02 


.tm 


Method 


TBLASTX: 


Maize 


Start 


1873 








End 


2229 




GI 


none 








Score 


72 




Exons 


1873. .1929, 


1877 


. .1930, 


2037. 


.2099, 2094. .2228, 


2095. .2229 


Seq. No. 


10845 








Seq. ID 


OJ990330 


_10. 9922.C21 


Gene No. 


23090 








Strand 






Start 


1320 








End 


3372 




Name 


OJ990330 10 


.9922 


.C21.01 


.np 


Method 


AAT/NAP 




Start 


1900 








End 


3372 




GI 


5733885 








Score . 


239 




Exons 


1900. . 1940, 


2051 


. .2537, 


2649. 


.2765, 3328.. 3372 




GI Descrip. 


(AC007932) 


ESTs 


gb|H37217 and 


gb|T22141 come from this gene 




[Arabidopsis thaliana] 










Seq. No. 


10845 








Seq. ID 


OJ990330 


_10. 9922.C21 


Gene No. 


23090 








Strand 






Start 


1320 








End 


3372 




Name 


OJ990330 10 


.9922 


.C21.01 


tm 


Method 


TBLASTX: 


Maize 


Start 


2258 








End 


2776 




GI 


none 








Score 


68 




Exons 


2258. .2329, 


2278 


. .2328, 


2321. 


2479, 2321. .2485, 


2323. .2484, 




2486. .2560, 


2487 


. .2570, 


2487. 


2558, 2626. .2760, 


2639. .2752, 



11363 



2640.. 2762, 2648.. 2776, 2649.. 2759 



Seq. No. 10845 Seq. ID 

Gene No. 23090 Strand 

Start 1320 End 

Name OJ990330_10 . 9922 . C21 . ol . ts Method 

Start 2284 - End 

GI - none Score 

Exons 2284.. 2340, 2323.. 2421, 2330.. 2479, 

2492. .2560, 2626. .2760, 2648. .2764 



OJ990330_10.9922.C21 
3372 

TBLASTX: Soybean 
2764 
141 

2344, .2484, 2486. .2560, 



Seq. No. 10845' Seq. ID 

Gene No. 23090 Strand 

Start 1320 End 

Name OJ990330_10 . 9922 . C21 . ol . gp Method 

Start 2290 End 

GI 2797635 Score 

Exons 2290. ,2410 



OJ990330_10.9922.C21 

3372 
AAT/GAP 
2410 
190 



Seq. No. 10846 Seq. ID OJ990330_10 . 9922 . C22 

Gene No. 23091 Strand + 

Start 216 End 321 

Name OJ990330_10 . 9922 . C22 . ol . gp Method AAT/GAP 

Start 216 End 321 

GI ■ . ' 5816518 Score 154 

Exons 216. . 321 

GI Descrip. 4 521193/dbj | AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Fib gene 

Seq. No. 10846 Seq. ID OJ990330_10 . 9922 . C22 

Gene No. 23092 Strand + 

Start 329 End 558 

Name OJ990330_10 . 9922 . C22 . o2 . gp Method AAT/GAP 

Start 329 End 558 

GI 3761181 Score 358 

Exons 329.. 558 

GI Descrip. 4521193/dbj | AB013450 . 1 | AB013450 l.Oe-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. No. 10846 Seq. ID OJ990330 

Gene No, 23093 Strand + 

Start 589 • End 1341 

Name OJ990330_10 . 9922 . C22 . ol . gs Method GENSCAN 

Start 589 End 1341 

GI none Score .51 

Exons 589.. 649, 1189.. 1341 



10.9922.C22 



Seq. No. 10847 Seq. ID OJ990330 

Gene No. 23094 Strand + 

Start 1 End 794 

Name OJ990330_10 . 9922 . C23 . ol . np Method AAT/NAP 

Start 1 End 794 

GI 5902445 Score 611 

Exons 1..794 

GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



10.9922.C23 



Seq. No. 



10847 



Seq. ID OJ990330_10.9922.C23 



11364 



Gene No. 23094 Strand 

Start 1 End 

Name OJ990330_10 . 9922 . C23 . ol . tw Method 

Start 114 End 

GI none Score 

Exons 114. .338, 134. .340, 348. .521 



+ 

794 

TBLASTX: Wheat 

521 

201 



Seq. No. 10847 Seq. ID 

Gene No. 23094 Strand 

Start 1 End 

Name OJ990330_10 . 9922 . 023 . ol . gs Method 

Start 342 End 

GI none Score 

Exons 342.. 514, 536.. 698 



OJ990330_10.9922.C23 
+ 

794 

GENSOAN 

698 

.74 



Seq. No. 


10848 




Seq. ID 


OJ990330_10.9922.C24 


Gene No. 


23095 




Strand 


+ 


Start 


215 




End 


681 


Name 


OJ990330 10. 9922. 024. ol 


.gp 


Method 


AAT/GAP 


Start 


215 




End 


681 


GI 


1631448 




Score 


618 


Exons 


215. .300, 426. .681 








Seq. No. 


10848 




Seq. ID 


OJ990330_10. 9922.024 


Gene No. 


23096 




Strand 


+ 


Start 


1719 




End 


1819 


Name 


OJ990330 10. 9922. 024. o2 


.gp 


Method 


AAT/GAP 


Start 


• 1719 




End 


1819 


GI 


2338 1.R1084 




Score 


109 


Exons 


1719. .1819 








GI Descrip. 


'5803242/dbj IAP000399.1 


IAP000399 2.0e- 


40 Oryza sativa genomic 



DNA, chromosome 6, clone : P0535G04 ' 



Seq. No. 


10848 




Seq. ID 


OJ990330_10.9922 


.024 


Gene No. 


23097 




Strand 


+ 




Start 


2953 




End 


8661 




Name 


OJ990330 10 


. 9922. 024. ol.gs 


Method 


GENSOAN 




Start 


2953 




End 


8661 




GI 


none 




Score 


.8 




Exons 


2953. .7284, 


7460.. 7538, 8356. 


. .8661 






Seq. No. 


10848 




Seq. ID 


OJ990330_10.9922 


.024 


Gene No. 


23097 




Strand 


+ 




Start 


2953 




End 


8661 




Name 


OJ990330 10 


. 9922.024 .ol.np 


Method 


AAT/NAP 




Start 


2959 




End 


7317 




GI 


5295971 




Score 


4292 




Exons 


2959. .3940, 


3986. .7317 








GI Descrip. 


(AB026295) 


EST D24315 (R1718) 


corresponds to a region of 


the 



predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 
Start 



10848 
23098 
6694 

OJ990330_ 
3220 



10.9922.024.o4.tw 



Seq. ID 

Strand 

End 

Method 
End 



OJ990330_10. 9922.024 
9039 

TBLASTX: Wheat 
3582 



11365 




GI 


none 








Score 


238 




Exons 


3220. .3582 














Seq. No. 


10848 








Seq. ID 


OJ990330_10.9922, 


.024 


Gene No. 


23098 








Strand 






Start 


6694 








End 


9039 




Name 


OJ990330 10 


.9922 


.C24 .06 


.ts 


Method 


TBLASTX : Soybean 




Start 


3241 








End 


4275 




GI 


none 








Score 


195 




Exons 


3241. .3630, 


4110 


. .4274, 


4111. 


.4275 






Seq. No. 


10848 








Seq. ID 


OJ990330_10.9922 


.024 


Gene No. 


23098 








Strand 






Start 


6694 








End 


9039 




Name 


OJ990330. 10 


.9922 


.C24.07 


. tm 


Method 


TBLASTX: Maize 




Start 


3306 








End 


3633 




GI 


none 








Score 


279 




Exons 


3306. .3632, 


3307 


. .3633 










Seq. No. 


,10848 








Seq. ID 


OJ990330_10.9922, 


.024 


Gene No. 


23098 








Strand 






Start 


6694 








End 


9039 




Name 


OJ990330 10 


.9922 


.C24.08 


.tm 


Method 


TBLASTX: Maize 




Start 


4081 








Enci 


4557 




GI 


none 








Score 


55 




Exons 


4081. .4167, 


4143 


. . 4343, 


4144 . 


.4362, 4459.-4557 




Seq. No. 


10848 








Seq. ID 


OJ990330_10.9922, 


.024 


Gene No . 


23098 








Strand 






Start 


6694 , 








End 


9039 




Name 


OJ990330 10 


.9922 


.024 .o3 


. tw . 


Method 


TBLASTX: Wheat 




Start 


4164 








End 


4623 




GI 


none 








Score 


217 




Exons 


4164. .4340, 


4180 


. .4398, 


4456. 


.4536, 4543. .4623 




Seq. No. 


10848 








Seq. ID 


OJ990330_10.9922, 


.024 


Gene No. 


23098 








Strand 






Start 


6694 








End 


9039 




Name 


OJ990330 10 


.9922 


.C24 .o4 


.ts 


Method 


TBLASTX : Soybean 




Start 


4561 








End 


4881 




GI 


none 








Score 


218 




Exons 


4561. .4881, 


4657 


. .4737 










Seq. No. 


10848 








Seq. ID 


OJ990330_10.9922. 


.024 


Gene No. 


23098 








Strand 






Start 


6694 








End 


9039 




Name 


OJ990330 10 


. 9922-.C24.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


4696 








End 


5247 




GI 


none -, 








Score 


320 




Exons 


4696. .5157, 


4866 


. .5060, 


5163. 


.5234, 5167. .5247 




Seq. No. 


10848 








Seq. ID 


OJ990330_10.9922, 


.024 


Gene No. 


23098 








Strand 






Start 


6694 








End 


9039 




Name 


OJ990330 10 


. 9922 


.C24 .ol 


. tm 


Method 


TBLASTX: Maize 




Start 


4915 








End 


5325 




GI 


none 








Score 


597 





11366 



Exons 


4915. .5325, 


4917 


.5321 








Seq. No. 


10848 








Seq. ID 


OJ990330 


Gene No. 


23098 








Strand 




Start 


6694 








End 


9039 


Name ^, : 


OJ.990330 10. 


9922 


C24.02 


.ts 


Method 


TBLASTX: 


Start 


4930 








End 


5403 


GI 


none 








Score 


345 


Exons 


4930. .5241, 


4935 


.5225, 


5263. 


.5403, 5263.. 5403 


Seq. No. 


10848 








Seq. ID 


OJ990330 


Gene No. 


23098 








Strand 




Start 


6694 








End 


9039 


Name 


OJ990330 10. 


9922 


C24.02 


.tc 


Method 


TBLASTX: 


Start 


4942 








End 


5385 


GI 


none 








Score 


224 


Exons 


4942. .5238, 


4947 


.5066, 


4969. 


.5178, 5085.. 5231, 


Seq. No. 


10848 








Seq. ID 


OJ990330 


Gene No. 


23098 








Strand 




Start 


6694 








End 


o A o n 


Name 


OJ990330 10. 


9922 


C24.01 


.ts 


Method 


TBLASTX : 


Start 


5767 








End 


. 6270 


GI 


5509260 








Score 


441 


Exons 


5767. .6270, 


5862 


.6026, 


6087. 


. 6161 




GI Descrip. 














Seq. No. 


10848 








Seq. ID 


OJ990330 


Gene No. 


23098 








Strand 




Start 


6694 








End 


9039 


Name 


OJ990330 10. 


9922 


C24.03 


.tm 


Method 


TBLASTX; 


Start 


5797 








End 


6114 


GI 


none 








Score 


380 


Exons 


5797. .6114, 


5806 


.6102, 


5853. 


.6113 




Seq. No. 


10848 








Seq. ID 


OJ990330 


Gene No. 


23098 








Strand 




Start 


6694' 








End 


9039 


Name 


OJ990330- 10. 


9922 


C24 .o3 


. tc 


Method 


TBLASTX: 


Start 


5892 








End 


6153 


GI 


none 








Score 


252 


Exons 


5892. .6134, 


5893 


.6153 








Seq. No. 


10848 








Seq. ID 


OJ990330 


Gene No. 


23098 








Strand 




Start 


6694 








End 


9039 


Name 


OJ990330 10. 


9922 


C24.01 


. tw 


Method 


TBLASTX: 


Start 


5934 








End 


6474 


GI 


none 








Score 


305 


Exons 


5934. .6065, 


5935 


.6279, 


5950. 


.6282, 6265. .6474 


Seq. No. 


10848 








Seq. ID 


OJ990330 


Gene No. 


23098 








Strand 




Start 


6694 








End 


9039 


Name 


OJ990330 10. 


9922, 


C24.05 


. tm 


Method 


TBLASTX: 


Start 


6318 








End 


6576 


GI 


none 








Score 


304 



11367 




R V ri n 

ill i i o 


6318 6575. 


6319 


. . 6576, 


6346. 


. 6576 




Seq. No. 


10848 








Seq. ID 


OJ990330_10. 9922.024 


Gene No. 


23098 








Strand 




Start 


6694 








End 


9039 


Nsme 


OJ99033d 10. 


9922 


. C24 .06 


. tw 


Method 


TBLASTX: Wheat 


Start 


6490 ~ 








End 


6807 


GI 


none 








Score 


66 


Exons 


6490. . 6597, 


6621 


. . 6770, 


6622 . 


. 6807 




Seq. No. 


10848 








Seq. ID 


OJ990330_10. 9922.024 


Gene No. 


23098 








Strand 




Start 


6694 








End 


9039 


Name 


OJ990330 10. 


9922 


.C24 .o2 


. tm 


Method 


TBLASTX: Maize 


Start 


6578 ~ 








End 


7035 


GI 


none 








Score 


101 


Exons 


6578 . . 7027, 


6583 


. .7035, 


6583. 


.7029, 6612.. 7034 


Seq. No. 


10848 








Seq. ID 


OJ990330_10. 9922.024 


Gene No. 


23098 








Strand 




Start 


6694 








End 


9039 


Name 


OJ990330 10. 


9922 


.C24 .ol 


. tc 


Method 


TBLASTX :Oress 


Start 


6612 " 








End 


7341 


GI 


none 








Score 


285 


R von s 


6612 6782. 


6613 


. . 6915, 


6843 . 


.6914, 6918. .7034, 6919. .7035, 




7033 7296. 


7074 


. .7295, 


7309 . 


.7341 




Seq. No. 


10848 








Seq. ID 


OJ990330_10. 9922.024 


Gene No. 


23098 








Strand 




Start 


6694 








End 


9039 


Name 


OJ990330 10. 


9922 


. C24 . o3 


. ts 


Method 


TBLASTX : Soybean 


Start 


6643 ~ 








End 


7281 


GI 


none 








Score 


135 


Exons 


6643. . 6825, 


6811 


. . 7281, 


6834 . 


.6977, 7059.. 7232 


Seq. No. 


10848 








Seq. ID 


OJ990330_10. 9922.024 


Gene No . 


23098 








Strand 




Start 


6694 








End 


9039 


Name 


OJ990330 10. 


9922 


.024 .02 


. np ^ 


Method 


AAT/NAP 


Start 


6694 








End 


9039 


GI 


5733885 








Score 


262 


Exons 


6694. .6713, 


7807 


. .7853, 


7964. 


.8227, 8293. .8554, 8619. .9039 


GI Descrip. 


(AC007 932) ESTs 


gb|H37217 and 


gb|T22141 come from this gene 




[Arabidopsis 


thaliana] 








Seq. No. 


10848 








Seq. ID 


OJ990330_10. 9922.024 


Gene No. 


23098 








Strand 




Start 


6694 








End 


9039 


Name 


OJ990330 10. 


9922 


.C24 .o5 


. tw 


Method 


TBLASTX: Wheat 


Start 


6834 








End 


7254 


GI 


none 








Score 


153 


Exons 


6834. .7034, 


6835 


. .7038, 


7075. 


.7254 




Seq. No. 


10848 








Seq. ID 


OJ990330_10. 9922.024 


Gene No. 


23098 








Strand 




Start 


6694 








End 


9039 


Name 


OJ990330 10. 


9922 


.024. 06 


.tm 


Method 


TBLASTX: Maize 



11368 





rt- 

O L. Cli- 


7036 


End 


7281 




GI 


none 


Score 


287 






7036 7281 7038 7280 








O ^ > LN • 


10848 


Seq. ID 


OJ990330_10.9922.C24 




Gene No. 


23098 


Strand 






Start 


6694 


End 


9039 




Nsirie 


OJ990330 10.9922.C24 o4.tm- 


Method 


TBLASTX; Maize 




Start 


8252 ~ 


End 


8737 




GI 


none 


Score 


47 




Exons 


8252.. 8317, 8297 .8365, 8309 


..8350, 8343. .8513, 8346. .8549, 






8347.. 8559, 8365.. 8517, 8597 


..8731, 8618. .8737 




Seq. No. 


10848 


Seq. ID 


OJ990330_10.9922.C24 




Gene No. 


23098 


Strand 






Start 


6694 


End 


9039 




Name 


OJ990330 10. 9922.C24.o5.ts 


Method 


TBLASTX : Soybean 




Start 


8340 ~ 


End 


8737 




GI 


none 


Score 


136 




Exons 


8340. .8513, 8341 .8559, 8596 


..8730, 8618. .8737 




Sea No 


1084 9 


Seq. ID 


OJ990330_10.9922.C25 






23099 


Strand 


+ 




Start 


3077 


End 


18956 


St, 


Name 


OJ990330 10 9922 C25 o2 as 


Method 


GENSCAN 




Start 


3077 


End 


18956 


n\ 


GI 


none 


. Score 


.5 


i'i i 
■; =? 


p. von *5 


3077 3121 3242 3527 4165 


..4365, 4423. .4809, 7687. .7793, 






8391 8666 8869 9032 9688 


..10271, 10289. .10483, 11226 .. 11906, 






12611 14071 14077 15023 


15066. .15758, 1584 6 .. 16606, 






16657 17077 17138 17340. 

XVJVJv>r..Xrw//f X/X^U.*Xr^^\^/ 


17362. .17875, 18170. .18608, 


:x : s 

; 1 : 




18610 18626. 18641 18794. 


18874. .18956 


i b? 


Sea No 


10849 


Seq. ID 


OJ990330 10.9922.C25 




Gene No. 


23099 


Strand 


+ 


c 


Start 


3077 


End 


18956 




Name 


OJ990330 10 9922 C25 o2 no 


Method 


AAT/NAP 




Start 


15855 ~ 


End 


18953 


:. J 


GI 


5902445 


Score 


3007 




Exons 


15855 17696, 17736 18953 






'Ill 


GI Descrio. 


(AB030283) GAG-POL nrecursor 


[Oryza sativa] 




Sea . No . 


10849 


Seq. ID 


OJ990330_10.9922.C25 




Gene No. 


23100 


Strand 


+ 




Start 


28308 


End 


28898 




Name 


OJ990330 10.9922.C25.o7.np 


Method 


AAT/NAP 




Start 


28308 


End 


28898 




GI 


6907089 


Score 


953 




Exons 


28308.. 28898 








GT Descrio 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


10849 


Seq. ID 


OJ990330_10.9922.C25 




Gene No. 


23101 


Strand 






Start 


1 


End 


4969 




Name 


OJ990330 10. 9922.C25.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


4969 




GI 


2342690 


Score 


265 



11369 



Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..71, 483. .581, 642. .805, 1053. .1180, 1258. .1351, 1465. .1505, 
4920. .4969 

(AC000106) Similar to Homo copine I (gb|U83246). [Arabidopsis 
thaliana] 



10849 Seq. ID 

23101 Strand 

1 End 
OJ990330_10.9922.C25.ol.gs ■ Method 

438 End 

none Score 

438. .581, 1593. .1667 



10849 
23102 
19573 

OJ990330_10 . 9922 . C25 . o3 . gs 
19573 
none 
19573, 
20931, 
21961, 
23259. 
26483'. 



OJ990330_10. 9922.C25 

4969 
GENSCAN 
1667 
.75 



OJ990330 10.9922.C25 



Seq. ID 
Strand 

End 26485 
Method GENSCAN 
End 26485 
Score .75 

.19932, 19999. .20090, 20188 .. 20333, 20590 20852 , 
.21219, 21289. .21347, 214 18 .. 21 603, 21670 217 94 , 
.22091, 22303. .22336, 224 94 .. 22 630, 2284 5 .. 22980, 
.23408, 24184. .24290, 24874 .. 24958 , 25512 .. 25668 , 
.26485 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10849 
23102 
19573 

OJ990330_10. 9922.C25.o3.np 

20458 

6721561 

20458. .21219, 21289 .. 21347, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330_10. 9922.C25 

26485 
AAT/NAP 
22635 
1029 



21418. .21603, 22567, 



22635 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 {C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



10849 Seq. ID 

23102 Strand 

19573 End 
OJ990330_10 . 9922 . C25 . o4 . np Method 

20576 End . 

6721558 Score 

20576. .20693, 21008. 



OJ990330_10.9922.C25 

26485 
AAT/NAP 
22593 
234 



21096, 21670. .21794, 22494.. 22593 
(AP001073) hypothetical protein [Oryza sativa] 
gi I 6815083 I dbj IBAA90369.il {AP001081) hypothetical protein 
[Oryza sativa] 



10849 
23103 
26872 

OJ990330_10.9922.C25.o6.tw 

9536 

none 



Seq. ID OJ990330_10.9922.C25 



Strand 
End 

Method 

End 

Score 



29444 

TBLASTX: Wheat 

14519 

63 



9536. .9640, 14124. .14174, 14175. .14288, 1418 6. .14236, 
14262. .14519, 14274. .14483, 142 94. .14518 



11370 




Seq. No. 


10849 




Seq. ID 


OJ990330_10. 9922 


.C25 


Qpnp No. 


23103 




Strand 






Start 


26872 




End 


29444 




Nam© 


0J9 90330 10 . 9922 .C25 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


14169 ~ 




End 


14408 




GI 


none 




Score 


197 




Exons 


14169. .14408 










Seq. No. 


10849 




Seq. ID 


OJ990330_10.9922 


.C25 


Gene No. 


23103 




Strand 






Start 


26872 




End 


29444 




Name 


OJ990330 10.9922.C25 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


15153 ~ 




End ■ 


15608 




GI 


none 




Score 


143 




Exons 


15153. .15335, 15161. 


. 15262, 


15372. .15608, 15374 154 90, 






15384. .15593, 15533. 


. 15598 








Seq. No. 


10849 




Seq. ID 


OJ990330_10. 9922 


.C25 


qqj-^q No . 


23103 




Strand 






Start 


26872 




End 


29444 




Name 


OJ990330 10 9922 C25 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


15800 ~ 




End 


16256 




GI 


none 




Score 


555 




P, V n n 


15800 16255 15801 


.16256 








Seq. No. 


10849 




Seq. ID 


OJ990330_10.9922 


.C25 


Gene No . 


23103 




Strand 






Start 


26872 




End 


29444 




Name 


OJ990330 10. 9922 .025 


. o2 . ts 


Method 


TBLASTX: Soybean 




Start 


15840 ~ 




End 


16205 




GI 


none 




Score 


117 




Exons 


15840 . . 16064, 16071 . 


. 16205 








Seq. No. 


10849 




Seq. ID 


OJ990330_10.9922 


.C25 


Gene No . 


23103 




Strand 






Start 


26872 




End 


29444 




Name 


0J9 90330 10. 9922. C2 5 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


15930 ~ 




End 


16286 




GI 


none 




Score 


415 




Exons 


15930. .16286, 15992. 


. 16285 








Seq. No. 


10849 




Seq. ID 


OJ990330_10. 9922 


.C25 


Qej^e No . 


23103 




Strand 






Start 


26872 




End 


29444 




Name 


OJ990330 10 . 9922 .C25 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


16314 ~ 




End 


16696 




GI 


none 




Score 


247 




Exons 


16314 . . 16604, 16481. 


. 16591, 


16583.. 16696 




Seq. No. 


10849 




Seq. ID 


OJ990330_10.9922 


.C25 


Gene No. 


23103 




Strand 






Start 


26872 




End 


29444 




Name 


OJ990330 10.9922.C25 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


16371 




End 


16794 




GI 


none 




Score 


268 




Exons 


16371. .16595, 16375. 


.16527, 


16470. .16565, 1 64 77 ., 16623, 





11371 



16481. .16591, 16598. .167 92, 16598 16759, 16600. .16794 



•i 



Seq. No. 


10849 




Gene No. 


23103 




Start 


26872 




Name 


OJ990330 10. 9922.025. 


ol.ts 


Start 


. 16425 




GI 


none 




Exons 


16425. .16613, 16484.. 


16603, 


Seq. No. 


10849 




Gene No. 


23103 




Start 


26872 




Name 


OJ990330 10.9922.C25. 


o7 . tw 


Start 


16939 




GI 


none 




Exons 


16939. .17166, 16940.. 


17164, 


Seq. No. 


10849 




Gene No. 


23103 




Start 


26872 




Name 


OJ990330 10. 9922.025. 


o8.tw 


Start 


17351 




GI 


none 




Exons 


17351. .17644, 17371.. 


17445, 


Seq. No. 


10849 




Gene No. 


23103 




Start 


26872 




Name 


OJ990330 10.9922.025. 


o2 . tm 


Start 


17849 




GI 


none 




Exons 


17849. .18154, 17866.. 


18156, 


Seq. No. 


10849 




Gene No. 


23103 




Start 


26872 




Name 


OJ990330 10.9922.025. 


o5 . tw 


Start 


■17980 




GI 


none 




Exons 


17980. .18036, 17981.. 


18334, 




24685. .24771 




Seq. No. 


1084 9 




Gene No. 


23103 




Start 


26872 




Name 


OJ990330 10.9922.025. 


o3 . tw 


Start 


18361 




GI 


none 




Exons 


18361. .18459, 18368.. 


18796, 




18818. .18943 




Seq. No. 


10849 




Gene No. 


23103 




Start 


26872 




Name 


OJ990330 10.9922.025. 


o6 . np 


Start 


26872 



Seq. ID OJ990330_10. 9922.025 
Strand 

End 29444 

Method TBLASTX: Soybean 

End 16849 

Score 182 
16601. .16849 

Seq. ID OJ990330_10. 9922.025 
Strand 

End 29444 

Method TBLASTX : Wheat 

End 17347 

Score 203 
17174. .17347 

Seq. ID OJ990330_10. 9922.025 
Strand 

End 29444 

Method TBLASTX : Wheat 

End 17706 

Score 194 
17485. .17706 

Seq. ID OJ990330_10. 9922.025 
Strand 

End 29444 

Method TBLASTX: Maize 

End 24795 

Score 320 
24472. .24675, 24703. .24795 

Seq. ID OJ990330_10. 9922.025 
Strand 

End 29444 

Method TBLASTX : Wheat 

End 24771 

Score 335 
18082. ,18324, 24 607 .. 24 642, 



Seq. ID OJ990330_10. 9922. 025 
Strand 

End 29444 

Method TBLASTX : Wheat 

End 18944 

Score 345 
18505. . 18612, 18813. .18944, 



Seq. ID OJ990330_10. 9922.025 
Strand 

End 29444 

Method AAT/NAP 

End 29444 



11372 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5042454 Score 270 

26872.-26925, 27181 .. 27364 , 27 935 .. 28053, 28271 .. 28408 , 
29173. .29444 

{AC007789) putative polyprotein [Oryza sativa] 



10850 
23104 
107 

OJ990330_10.9922.C26.o2.np 
107 

6907089 
107. .144, 1675. .4233 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ990330_10. 9922,C26 

Strand + 

End " 4236 

Method AAT/NAP 

End 4233 

Score 3625 



Seq. ID OJ990330_10. 9922.C26 

Strand + 

End 4236 

Method AAT/GAP 

End 97 9 

Score 665 



10850 
23104 
107 

OJ990330_10.9922.C2 6.ol". gp 
596 

uC-osflcyp033a04bl 
596. .979 

• 6016845/dbj I AP000570. 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 * 



Seq. No. 10850 

Gene No. 23104 

Start 107 

Name OJ990330_10 . 9922 . C26 . ol . gs 

Start 1742 

GI none 

Exons 1742.. 2358, 2453.. 3995, 4090. 



Seq. ID OJ990330_10. 9922.C26 

Strand + 

End 4236 

Method GENSCAN 

End 4236 

Score . 65 
.4236 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10850 
23105 
529. 

OJ990330_10, 9922.C26.ol.np 
529 

4680186 

529. .730, 1569. .1622, 3266. .3497, 5535. .5582 
(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990330_10. 9922.C26 
Strand 

12040 
AAT/NAP 
5582 
332 



End 

Method 

End 

Score 



10850 
23105 
529 

OJ990330_10.9922.C26.o3.tw 

2787 

none 



Seq. ID OJ990330_10.9922,C26 
Strand 

End 12040 

Method TBLASTX : Wheat 

End 9236 

Score 51 



2787. .2864, 2840. .2887, 8780. .9235, 8781. .9041, 9063. .9236 



Seq. No. 10850 

Gene No. 23105 

Start 529 

Name OJ990330_10 . 9922 . 026 . o5 . tm 

Start 4861 

GI none 

Exons 4861.. 5007, 4868.. 5002 



Seq. ID OJ990330_10. 9922.026 
Strand 

End 12040 

Method TBLASTX : Mai ze 

End 5007 

Score 126 



11373 






kJ C VJ • IN • 


10850 






Seq. ID 


OJ990330_10.9922.C26 






23105 






Strand 






start 


529 






End 


12040 




Name 


OJ990330 10. 


9922. 


.C26.o2.gs 


Method 


GENSCAN 




Start 


4864 






End 


11821 




GI 


none 






Score 


.74 




Rvons 


4864 , , 5100, 


5242 


,.6264, 6319 


..7178, 7240. .8196, 8220. .8244, 






8282 , , 8593, 


8603 


..8776, 8801 


..9009, 9040.. 9326, 9349.. 11066 






11096, . 1120C 


t, 11561. ,11650, 


11750. ,11821 




Seq. No, 


10850 






Seq. ID 


OJ990330_10.9922.C26 




Gene No . 


23105 






Strand 






Start 


529 






End 


12040 




Name 


OJ990330 10. 


9922 


. C26 . o3 . np 


Method 


AAT/NAP 




Start 


4867 






End 


10516 




GI 


6498441 






Score 


6998 




Exons 


4867. .5148, 


5242 


..6639, 6811 


..7107, 7301. .7727, 7902. .8036, 






8220. .8593, 


8657 


..9120, 9452 


. . 10516 






GI Descrip. 


(AP000815) EST C7278 6 (E2258 ) 


corresponds to a region of the 






predicted gene.; 


Similar to 


Sorghum bicolor Gypsy-Ty3 type 






retrotransposon 


RetroSorl, {AF098806) 


[Oryza sativa] 




Seq. No, 


10850 






Seq. ID 


OJ990330_10.9922.C26 




Gene No. 


23105 






Strand 






Start 


529 






End 


12040 




Name 


OJ990330 10 


9922 


.C26.o7. tw 


Method 


TBLASTX: Wheat 




Start 


4876 • 






End 


5478 


Pi i 


GI 


none 






- Score 


77 




Exons 


4876, .5001, 


4880 


..5002, 5161 


, ,5478, 5195. .5473 


! 


Seq. No. 


10850 






Seq. ID 


OJ990330_10.9922.C26 




Gene No. 


23105 






Strand 




j'j 1 


Start 


529 






End 


12040 




Name 


OJ990330 10. 


9922 


.C26.04 .tw 


Method 


TBLASTX: Wheat 




Start 


5479 






End 


5860 


J 


GI 


none 






Score 


177 


•I 

L ^. 


Exons 


5479. .5859, 


5510 


..5758, 5518 


..5856, 5804. .5860 


■ill 


Seq. No. 


10850 






Seq. ID 


OJ990330_10.9922.C26 


a 


Gene No. 


23105 






Strand 






Start 


529 






End 


12040 




Name 


OJ990330 10. 


9922 


.C26.o2,tm 


Method 


TBLASTX: Maize 




Start 


5635 






End 


5997 




GI 


none 






Score 


214 




Exons 


5635. .5682, 


5674 


..5997, 5687 


. .5968 






Seq. No. 


10850 






Seq. ID 


OJ990330_10.9922.C26 




Gene No. 


23105 






Strand 






Start 


529 






End; 


12040 




Name 


OJ990330 10. 


9922 


.C26.08 . tw 


Method 


TBLASTX: Wheat 




Start 


6190 






End 


6502 




GI 


none 






Score 


67 




Exons 


6190. .6450, 


6326 


. .6502 








Seq. No. 


10850 






Seq. ID 


OJ990330_10.9922.C26 




Gene No. 


23105 






Strand 






Start 


529 






End 


12040 



11374 



Name 


OJ990330 10. 


9922 


.C26.02 


.ts 


Method 


TBLASTX • Sovbean 




Start 


6250 ~ 








End 


6816 




GI 


■ 5666795 








Score 


68 




Exons 


6250 . .6450, 


6505 


. .6642, 


6718. 


.6816 






GI DescriD. 


4206306 2.0e 


-10 


(AF049110) prpol [Zea 


mays ] 




Seq. No. 


10850 








Seq. ID 


OJ990330_10. 9922 


.026 


Gene No. 


2310*5 








Strand 






Start 


529 








End 


12040 




Name 


OJ990330 10. 


9922 


.C26.05 


.tw 


Method 


TBLASTX: Wheat 




Start 


6505 ~ 








End 


9967 




GI 


none 








Score 


87 




Exons 


6505. .6654, 


6506 


. . 6643, 


6688. 


.6939, 6689.-6874, 6709. .6963, 




9914 . . 9967 














Seq. No. 


10850 








Seq. ID 


OJ990330 10.9922 


.026 


Gene No. 


23105 








Strand 






Start 


529 








End 


12040 




Name 


OJ990330 10. 


9922 


C26 . ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


7565 ~ 








End 


7936 




GI 


none 








Score 


90 




Exons 


7565. .7936, 


1116 


.7919 










Seq. No. 


10850 








Seq. ID 


OJ990330 10.9922 


.026 


Gene No. 


23105 








Strand 






Start 


529 








End 


12040 




Name 


OJ990330 10 


9922 




* L. W 


Method 


TBLASTX: Wheat 




Start 


7595 ~ 








End 


8015 




GI 


none 








Score 


319 




Exons 


7595 . .8014', 


7602 


.8015 










Seq. No. 


10850 








Seq. ID 


OJ990330 10.9922 


.026 


Gene No. 


23105 








Strand 






Start 


529 








End 


12040 




Name 


OJ990330 10. 


9922 


C26.o3 


tm 


Method 


TBLASTX: Maize 




Start 


7688 ~ 








End 


8072 




GI 


none 








Score 


231 




Exons 


7688 . . 8071, 


7707 


.8072 










Seq. No. 


10850 








Seq. ID 


OJ990330_10,9922 


026 


Gene No. 


23105 








Strand 






Start 


529 








End 


12040 




Name 


OJ990330 10. 


9922 . 


026. ol 


tm 


Method 


TBLASTX: Maize 




Start 


8099 ~ 








End 


8455 




GI 


none 








Score 


124 




Exons 


8099. . 8404, 


8099. 


.8455, 


8109. 


.8420 






Seq. No. 


10850 








Seq. ID 


OJ990330_10.9922 


026 


Gene No. 


' 23105 








Strand 






Start 


529 








End 


12040 




Name 


OJ990330 10 


9922 . 


026. ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


8123 








End 


8586 




GI 


none 








Score 


223 




Exons 


8123. .8584, 


8129. 


.8584, 


8130. 


.8585, 8143.. 8586 




Seq. No. 


10850 








Seq. ID 


OJ990330_10. 9922 


026 


Gene No. 


23105 








Strand 







11375 






Start 


529 


End 


12040 






Name 


OJ990330 10.9922.C26.o3.ts 


Method 


TBLASTX : Soybean 






Start 


8180 ~ 


End 


8545 






GI 


none 


Score 


117 






Exons 


8180. .8314, 8321. .8545 










Seq. No. 


10850 


Seq. ID 


OJ990330_10.9922 


.C26 




Gene No. 


23105 


Strand 








Start 


529 


End 


12040 






Name 


OJ990330 10.9922.C26.o6,tw 


Method 


TBLASTX: Wheat 






Start 


9975 


End 


10527 






GI 


none 


Score 


89 






Exons 


9975. . 10232, 10009. . 10248, 


10215. .10313, 10216. .10308, 








10320. .10367, 10492. .10527 










Seq. No. 


10850 


Seq. ID 


OJ990330_10.9922 


.C26 




Gene No. 


23105 


Strand 








Start 


529 


End 


12040 






Name 


OJ990330 10. 9922.C26.o4 .tm 


Method 


TBLASTX: Maize 






Start 


10077 


End 


10362 






GI 


none 


Score 


94 






Exons 


10077. .10325, 10078. .10362 








i!!! 


Seq. No. 


10850 


Seq. id' 


OJ990330_10.9922 


.C26 




Gene No. 


23105 


Strand 








Start 


529 


End 


12040 • 






Name 


OJ990330 10.9922.C26.o4.np 


Method 


AAT/NAP 




rLI 


Start 


11254 


End 


12040 






GI 


5042454 


Score 


234 




i :3 


Exons 


11254. .11307, 11561. .11736, 


11962. .12040 




; "i 


GI Descrip. 


{AC007789) putative polyprotein [Oryza 


sativa] 




i'i r 


Seq. No. 


10851 


Seq. ID 


OJ990330_10.9922 


.C27 




Gene No. 


23106 


Strand 






i i 


Start 


2233 


End 


2568 




^ *l 


Name 


OJ990330 10.9922.C27.ol.gs 


Method 


GENSCAN 




L J. 


Start 


2233 


End 


2568 




. 


GI. 


none 


Score 


.74 




US 


Exons 


2233. .2568 










Seq. No. 


10851 


Seq. ID 


OJ990330_10. 9922 


.C27 




Gene No. 


23107 


Strand 








Start 


2704 


End 


2953 






Name 


OJ990330 10.9922.C27.ol.gp 


Method 


AAT/GAP 






Start 


2704 


End 


2953 






GI 


3761181 


Score 


430 






Exons 


2704.. 2953 










GI Descrip. 


4521193/cibj IAB013450. 1 1 AB013450 l.Oe-99 Oryza sativa DNA, 






similar sequence to Pib gene 








Seq. No. 


10851 


Seq. ID 


OJ990330_10. 9922 


.C27 




Gene No. 


23108 


Strand 








Start 


4513 


End 


4668 






Name 


OJ990330 10.9922.C27.o2.gs 


Method 


GENSCAN 






Start 


4513 


End 


4668 






GI 


none 


Score 


. 68 






Exons 


4513. .4668 









11376 



Seq. No. 


10851 




Seq. ID 


OJ990330 


Gene No. 


23109 




Strand 




Start 


5027 




End 


9012 


Name 


OJ990330 10. 9922.C27.o3 


. as 


Method 


GENSCAN 


Start 


5027 




End 


9012 


GI 


none 




Score 


.58 


Exons 


5027. .5454, 5509. .57.78, 


5801. 


.6654, 7353. .8459, 




8860. . 9012 








Seq. No. 


10851 




Seq. ID 


OJ990330 


Gene No. 


23109 




Strand 


— 


Start 


5027 




End 


9012 


Name 


OJ990330 10. 9922. 027. ol 


.np 


Method 


AAT/NAP 


Start 


5378 




End 




GI 


5091513 




Score 


2681 


Exons 


5378. .5550, 5689. . 6598, 


74 31. 


.8442 




GI Descrip. 


(AB0234 82) Hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


10851 




Seq. ID 


OJ990330 


Gene No. 


23109 




Strand 




Start 


5027 




End 


9012 


Name 


OJ990330 10. 9922.C27.o2 


.gp 


Method 


AAT/GAP 


Start 


. 8575 




End 


8877 


GI 


uC-osflcyp053g09bl 




Score 


493 


Exons 


8575. .8877 








GI Descrip. 


M521193/dbj | AB013450 . 1 | AB013450 1 . Oe- 


99 .Oryza 




similar sequence to Pib 


gene * 






Seq. No. 


10852 




Seq. ID 


OJ990330 


Gene No. 


23110 




Strand 




Start 


1 




End 


1484 


Name 


OJ990330 10. 9922.C28.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1484 


GI 


5091513 




Score 


2226 


Exons 


1. .1484 








GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


10852 




Seq. ID 


OJ990330 


Gene No. 


23110 




Strand 




Start 


1 




End 


1484 


Name 


OJ990330 10. 9922.C28.ol 


,gs 


Method 


GENSCAN 


Start 


180 




End 


1308 


GI 


none 




Score 


.81 


Exons 


180. .1308 








Seq. No. 


10853 




Seq. ID 


OJ990330 


Gene No. 


23111 




Strand 


+ 


Start 


4128 




End 


5112 


Name 


OJ990330 10.9922.C29.o2 


.gs 


Method 


GENSCAN 


Start 


4128 




End 


5112 


GI 


none 




Score 


.92 


Exons 


4128. .4368, 4454. .4762, 


4950. 


.5112 




Seq. No. 


10853 




Seq. ID 


OJ990330 


Gene No. 


23111 




Strand 


+ 


Start 


4128 




End 


5112 



11377 



Name 


OJ990330 10.9922.C29.o2 


. gp ^' " Method 


AAT/GAP 


Start 


4253 


End 


4682 


GI 


3763411 


Score 


582 


Exons 


4253. .4368, 4454. .4682 






Seq. No. 


10853 


Seq. ID 


OJ99033P 


Gene No. 


23112 


Strand , 




b tart 


i 


hjna 




Name 


OJ990330 10.9922.C29.ol 


.np Method 


AAT/NAP 


Start 


1 


End 


5422 


GI 


5091513 


Score 


677 


Exons 


1..450, 5324, .5422 






GI Descrip. 


(AB0234 82) Hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


10853 


Seq. ID 


OJ990330 


Gene No . 




Strand 




Start 


1 


End 


5422 


Name 


OJ990330 10. 9922.C29.ol 


. gs Method 


GENSCAN 


Start 


22 


End 


3027 


GI 


none 


Score 


.58 


Exons 


22. .525, 618. .885, 1048 


..1108, 1573. .1673, 2994 


Seq. No.-. 


10853 


Seq. ID 


OJ990330 


Gene No. 


23112 


Strand 




Start 


1 


End 


5422 


Name 


OJ990330 10.9922.C29,ol 


. gp Method 


AAT/GAP 


Start 


1139 


End 


1388 


GI 


3761181 


Score 


435 



Exons 1139. . 1388 

GI Descrip. 4 521193/dbj | AB0134 50 . 1 | AB013450 l.Oe-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10854 Seq. ID 

23113 Strand 

1 End 

OJ990330_10 . 9922 , C30 . ol . np Method 

1 End 

6714305 Score 



OJ990330_10. 9922.C30 

7761 
AAT/NAP 
7761 
380 



1..38, 5389. .5543, 5746. .5914, 6037. .6251, 7569. .7761 
(AC013354) F15H18.4 [Arabidopsis thaliana] 



Seq. No. 10854 Seq. ID OJ990330_ 

Gene No. 23113 Strand + 

Start 1 End 7761 

Name OJ990330_10 . 9922 . C30 . ol . gs Method GENSCAN 

Start 91 End 1988 

GI none Score . 92 

Exons 91., 185, 204.. 240, 1368.. 1988 



10.9922.C30 



Seq. No, 10854 

Gene No. 23113 

Start 1 

Name OJ990330_10 . 9922 . C30 . ol , gp 

Start 1435 

GI 3763412 

Exons 1435.. 2147 



Seq. ID OJ990330_10.9922.C30 

Strand + 

End 7761 

Method AAT/GAP 

End 2147 

Score 1333 



11378 






Seq. No. 


10854 








Seq. ID 


OJ990330_10.9922.C30 




Gene No. 


23113 








Strand 


+ 




Start 


1 








End 


7761 




Name 


OJ990330 10, 


.9922. 


C30 .o2 


. QS 


Method 


GENSCAN 




Start 


3290 








End 


4027 




GI 


none 








Score 


. 53 




Exons 


3290. .3458, 


3693. 


.4027 










Seq. No. 


10854 ■ 








Seq. ID 


OJ990330_10.9922.C30 




Gene No. 


23114 








Strand 






Start 


5153 








End 


7724 




Name 


OJ990330 10, 


.9922. 


C30.O3 


. qs 


Method 


GENSCAN 




Start 


5153 








End 


6071 




GI 


none 








Score 


.73 




Exons 


5153. .5373, 


5435. 


.5551, 


5631. 


.5858, 5885.-5959, 6056.. 6071 




Seq. No. 


10854 








Seq. ID 


OJ990330_10.9922.C30 




Gene No. 


23114 








Strand 






Start 


5153 








End 


7724 




Name 


OJ990330 10. 


. 9922 . 


C30.O1, 


. tc 


Method 


TBLASTX: Cress 




Start 


5861 








End 


6180 




GI 


none 








Score 


60 


i'-i 

□ i 


Exons 


5861. .5917, 


5867. 


. 5914, 


6033. 


.6173, 6036.. 6161, 6037.. 6180 


.; 3i 


Seq. No. 


10854 








Seq. ID 


OJ990330_10.9922.C30 




Gene No. 


23114 








Strand 




i'i I 


Start 


5153 








End 


7724 


.= 

!.J 


Name 


OJ990330 10. 


. 9922 . 


C30.O1, 


. tm 


Method 


TBLASTX: Maize 


Ul 


Start 


5861 








End 


7698 


^^ 

'". 


GI. • 


none 








Score 


63 


; s 


Exons 


5861. .5917, 


6036. 


. 6155, 


6037. 


.6156, 7549. .7665, 7554. .7688, 


j ll 




7579. .7698 












.s 


Seq. No. 


10854 








Seq. ID 


OJ990330_10.9922.C30 


'; i 

•Uj 


Gene No. 


23114 








Strand 




;: St 


Start 


5153 








End 


7724 




Name 


OJ990330 10. 


. 9922 . 


C30.O1. 


. ts 


Method 


TBLASTX : Soybean 


; „J 


Start 


5876 








End 


77^4 


• 'I 


GI 


none 








Score 


60 




Exons 


5876. .5917, 


6036. 


, 6155, 


6037. 


.6153, 7576.-7722, 7587. .7724 




Seq. No. 


10854 








Seq. ID 


OJ990330_10. 9922 .C30 




Gene No. 


23114 








Strand 






Start 


5153 








End 


7724 




Name 


OJ990330 10. 


. 9922. 


C30.O1. 


. tw 


Method 


TBLASTX: Wheat 




Start 


6037 








End 


7719 




GI 


none 








Score 


178 




Exons 


6037. .6150, 


6039. 


. 6152, 


6039. 


-•6149, 7578-. 7661, 7579-. 7719 




Seq. No. 


10854 








Seq. ID 


OJ990330_10-9922.C30 




Gene No. 


23114 








Strand 






Start 


5153 








End 


7724 




Name 


OJ990330 10, 


,9922. 


C30.O2. 


, tc 


Method 


TBLASTX: Cress 




Start 


7576 








End 


7724 




GI 


none 








Score 


198 




Exons 


7576. .7722, 


7582. 


.7722, 


7584. 


.7724 





11379 






Seq. No. 


10855 




Seq. ID 


OJ990330_10 


9922 


.C3I 




Gene No. 


23115 




Strand 


+ 








Start 


1 




End 


953 








Name 


OJ990330 10.9922.C31 


.ol.np 


Method 


AAT/NAP 








Start, 


1 




End 


953 








GI 


6714305 




Score 


158 








Exons 


1..27, 338. .416, 603 


..777, 900. .953 










GI Descrip. 


(AC013354) F15H18.4 


[Arabidopsis thaliana] 








Seq. No. 


10855 




Seq. ID 


OJ990330_10 


9922 


.C31 




Gene No. 


23115 




Strand 


+ 








Start 


1 




tiTlO. 


953 








Name 


OJ990330 10.9922.C31 


. ol . gs 


Method 


GENSCAN 








Start 


292 




hna 


771 








GI 


none 




Score 


.67 








Exons 


292. .463, 611. .771 














Seq. No. 


10855 




Seq. ID 


OJ990330_10 


9922 


.C31 




Gene No. 






Strand 


+ 








Start 


1 




End 


953 








Name 


OJ990330 10.9922.C31 


. ol . ts 


Method 


TBLASTX: Soybean 






Start 


610 




End 


953 








GI 


none 




Score 


97 






a 


Exons 


610. .720, 706. .777, 


893 . . 952, 


r\ r\ r\ 0 c: 0 

900 . . 953 








t\i 


Seq. No. 


10856 




Seq. ID 


OJ990330_10 


9922 


.C32 




Gene No. 


23116 




Strand 


+ 








Start 


606 




End 


752 








Name 


OJ990330 10.9922.C32 


. ol . gs 


Method 


GENSCAN 






Ul 


Start 


606 




End 


752 








GI 


none 




Score 


.61 






i 


Exons 


606. .752 














Seq. No. 


10857 




Seq. ID 


OJ990330_10 


9922 


.C35 


!• _i 


Gene No. 


23117 




Strand 


+ 








Start 


1 




bno 


169 








Name 


OJ990330 10.9922.C35 


. ol . gp 


Method 


AAT/GAP 






** ^\ 


Start 


1 




hind 


169 








GI 


3763412 




Score 


308 






Q 


Exons 


1. .169 














Seq. No. 


10858 




beq. lu 


OJ990330_10. 


9922 


.C36 




Gene No. 


zillo 




Strand 










Start 


653 




End 


892 








Name 


OJ990330 10.9922.C36 


. ol . gs 


Method 


GENSCAN 








Start 


653 




End 


892 








GI 


none 




Score 


.6 








Exons 


653. .892 














Seq. No. 


10859 




Seq. ID' 


OJ990330_10. 


9922 


.C38 




Gene No. 


23119 




Strand 










Start 


1 




End 


720 








Name 


OJ990330 10.9922.C38 


. ol .np 


Method 


AAT/NAP 








Start 


1 




End 


720 








GI 


6539558 




Score 


829 








Exons 


1. .720 














GI Descrip. 


(AP000836) Similar to putative polyprotein (AC006248) [Oryza 



11380 



sativa] 






Seq. No. 


10859 




Seq. ID 


OJ990330 10.9922 


.038 




Gene No. 


23119 




Strand 


_ 






Start 


1 




End 


720 






Name 


OJ990330 10. .9922. 038. ol 


. tm 


Method 


TBLASTX: Maize 






Start 


67 




End 


379 






GI 


none 




Score 


225 






Exons 


67. .378^ 68.-379, 101.. 


379 










Seq. No. 


10859 




Seq. ID 


OJ990330_10. 9922 


.038 




Gene No. 


23119 




Strand 


- 






Start 


1 




End 


720 






Name 


OJ990330 10.9922.C38.ol 


. gs 


Method 


GENSCAN 






Start 


106 




End 


666 






GI 


none 




Score 


.94 






Exons 


106. .666 












Seq. No. 


10859 




Seq. ID 


OJ990330_10.9922 


.038 




Gene No. 


23119 




Strand 


- 






Start 


1 




End 


720 






Name 


OJ990330 10.9922.C38.ol 


. tw 


Method 


TBLASTX: Wheat 






Start 


223 




End 


705 




Q 


GI 


none 




Score 


67 






Exons 


223. ,432, 415. .702, 418 


. .705 








i"^ f S 

i"i E 


Seq. No. 


10859 




Seqi ID 


OJ990330 10.9922 


. 038 


i hf 


Gene No. 


23119 . :r" 




Strand 






Q 


Start 


1 




End 


720 






Name 


OJ990330 10.9922.C38.ol 


.ts 


Method 


TBLASTX : Soybean 






Start 


427 




End 


706 






GI 


5509260 




Score 


■ 69 






Exons 


427. .705, 536. .610, 671 


. .706 








ri 


GI Descrip. 


- 












Seq. No. 


10859 




Seq. ID 


OJ990330_10. 9922 


.038 


jj J. 


Gene No.- 


23119 




Strand 


- 






Start 


1 




End 


720 






Name 


OJ990330 10.9922.C38.o2 


.tm 


Method 


TBLASTX: Maize 




L J 


Start 


445 




End 


715 




'J c? 


GI 


none 




Score 


113 






Exons 


445. .699, 457. .705, 536 


. .715 










Seq. No. 


10860 




Seq. ID 


OJ990330_10.9922 


. C40 




Gene No. 


23120 




Strand 








Start 


1 




End 


776 






Name 


OJ990330 10.9922.C40.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


776 • 






GI 


5902445 




Score 


409 






Exons 


1..219, 259. .776 












GI Descrip. 


{AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


10860 




Seq. ID 


OJ990330_10.9922 


.040 




Gene No. 


23120 




Strand 








Start 


1 




End 


776 






Name 


OJ990330 10. 9922. 040. ol 


.gs 


Method 


GENSCAN 






Start 


80 




End 


739 





11381 



GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

80.:593: 615.. 739 

10860 
23120 
1 

OJ990330_10. 9922.C40.ol.tw 

383 

none 

383. .757, 525.-692 



Score 



99 



Seq. ID OJ990330_10.9922.C40 
Strand 

End 776 

Method TBLASTX : Wheat 

End 757 

Score 71 



10861 
23121 
1 

OJ990330_10 . 9922 . C42 . ol . np 
1 

5295971 
1. .653 

(AB026295) EST D24 315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. ID OJ990330_10. 9922.C42 

Strand + 

End 653 

Method AAT/NAP 

End 653 

Score 809 





Seq. No. 


10861 








Seq. ID 


OJ990330 10.9922 


.C42 




Gene No. 


23121 








Strand 


+ 






Start 


1-' 








End 


653 






Name 


OJ990330 


10 . 9922 .C42 


.ol 


.gs 


Method 


GENSCAN 






Start 


56 








End 


636 




1 1:1 


GI 


none 








Score 


' -.-51 




i { ; 


Exons 


56. . 636 














ri 


Seq. No. 


10861 








Seq. ID 


OJ990330_10.9922 


.C42 


is: 

; : 


Gene No. 


23121 








Strand 


-H 




! il 


Start 


1 








End 


653 






Name 


OJ990330 


10.9922.C42 


.ol, 


.tw 


Method 


TBLASTX: Wheat 




y'z 


Start 


130 








End 


651 






GI 


none 








Score 


317 




i; a: 


Exons 


130. .591, 


300. .494, 


597. 


. .647, 


601. .651 






!. J 


Seq. No. 


10861 








Seq. ID 


OJ990330^10. 9922 


.C42 




Gene No. 


23121 








Strand 


+ 




i!!f 


Start 


1 








End 


653 






Name 


OJ990330 


10.9922.C42 


.ol, 


.tm 


Method 


TBLASTX: Maize 






Start 


349 








End 


651 






GI 


none 








Score 


452 






Exons 


349. .651, 


351. .650 














Seq. No. 


10861 








Seq. ID 


OJ990330_10. 9922 


.C42 




Gene No. 


23121 








Strand 


+ 






Start 


1 








End 


653 






Name 


OJ990330 


10.9922.C42 


.ol, 


.ts 


Method 


TBLASTX : Soybean 






Start 


364 








End 


651 






GI 


none 








Score 


322 






Exons 


364. .651, 


369. .632 














Seq. No. 


10861 








Seq. ID 


OJ990330_10. 9922 


.C42 




Gene No. 


23121 








Strand 


+ 






Start 


1 








End 


653 





11382 






Name 


OJ990330 10.9922.C42.ol'.tc 


Method 


TBLASTX: Cress 






Start 


376 


End 


651 






GI 


none 


Score 


192 






Exons 


376. .651, 381. .500, 403. .612, 


519. .650 








Seq, No. 


10862 


Seq. ID 


OJ990330_10.9922 


.C43 




Gene No. 


23122 


Strand 








o uar I- 


1 


End 


770 






Name 


OJ990330 10.9922.C43.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


770 






GI 


5091513 


Score 


897 






Exons 


1. .770 










GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


10862 


Seq. ID 


OJ990330_10.'9922 


.C43 




Gene No . 


23122 


Strand 


+ 






Start,^ 


1 


End 


770 






Name 


OJ990330 10.9922.C43.ol.gs 


Method 


GENSCAN 






Start 


105 


End 


593 






GI 


none 


Score 


.98 






Exons 


105. .593 










Seq. No. 


10863 


Seq. ID 


OJ990330_10.9922 


.C44 


Q 


Gene No. 


23123 


Strand 


+ 




:. 'l 


oTiart. 


1 


End 


850 




s St 


Name 


OJ990330 10.9922.C44.o2.np 


Method 


AAT/NAP 




:• Fi 
: l £ 


Start 


1 


End 


850 




; c? 


GI 


4234846 


Score 


373 




ll 


Exons 


1..22, 173. .850 








i il 


GI Descrip. 


(AF082130) gag-pol polyprotein [Zea mays] 




Si 


Seq. No. 


10863 


Seq. ID 


OJ990330_10.9922 


.C44 


ni 


Gene No . 


23123 


Strand 


+ 






Start 


1 


End 


850 






Name 


OJ990330 10.9922.C44.ol.gs 


Method 


GENSCAN 






Start 


334 


End 


696 






GI 


none 


Score 


.57 




3*: 
'\ 


Exons 


334. .696 








£ sr 

.9 31 

u 


Seq. No. 


10863 


Seq. ID 


OJ990330_10.9922 


.C44 




Gene No. 


23124 


Strand 








O L dirt. 


1 


End 


147 






Name 


OJ990330 10.9922.C44.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


147 






GI 


4234854 


Score 


111 






Exons 


1. . 147 










GI Descrip. 


{AF082134) pol polyprotein [Zea mays] 








Seq. No. 


10863 


Seq. ID 


OJ990330_10.9922 


.C4 4 




Gene No. 


23125 


Strand 








Start 


171 


End 


716 






Name 


OJ990330 10. 9922.044 .ol.tm 


Method 


TBLASTX: Maize 






Start 


171 


End 


716 






GI 


none 


Score 


107 






Exons 


171. .386, 171. .533, 172. .573, 


289. .573, 


585. .716, 656.. 


697 




Seq. No. 


10864 


Seq. ID 


OJ990330_10.9922 


.C45 



11383 




Gene No. 


23126 




Strand 






Start 


269 




End 


883 




Name 


ujyyuoju 1 u . y y ^1 z . b^ 0 . oi 


.np 


Method 






Start 


O tft Q 

z b y 




End 






GI 


0 u y 1 0 X J 




Score 


Q Q/1 
o y fl 




Exons 


z by . . oo J 










GI Descrip, 


^ /iou z J f± 0 z / riypocne t. X cax 


protein [Oryza 


sat iva J 




beg. NO. 


1 n Q R 

XU O DO 




Seq. ID 


bfuyyuoju xu.yyzz 


. b 4 D 


Gene No. 


23127 




Strand 






Start 


280 




End 


599 




Naitie 


uuyyuoju xu . y y^z . v^ft d . oi 


. tw 


Method 


± Di-ii-Vo lA. . WIlticiL 






9 p n 

Z 0 u 




End 


O -/ -7 






none 




Score 


y 4 




Exons 


9Pn '^79 9R1 '^7'^ 9P9 


. .431, 


304. .414, 




4 R 
4 DO , 




4R9 R9n R9Q 4f^n 


. .552, 


567. .599 






oeq. NO. 


1 n R ^ 

X U 0 D b 




Seq. ID 


VJUj?^UOOU xu. c,^ 


P4 ft 


Gene No. 


23128 




Strand 






Start 


1 




End 


725 




Name 


riTQQn'^'^n in qq99 par r\^ 
vjjyyuoou X u . y yzz , b4 o . ox 


. np 


Method 


QZIT /Map 




otart 


X 




End 


7 9 R 
/ZD 




GI 


ou y XOXO 




Score 


1 n an 
X u yu 




Exons 


1 7 9 R 










GI Descrip. 


(Aduzo^oz; riypo me uxcax 


protein [Oryza 


sat iva J 




Seq. No. 


10866' 




Seq. ID 


OJ990330_10.9922 


.C48 


Gene No. 


23128 




Strand 






brarti 


X 




End 


7 9 R 
/ Z 0 




Name 


ujyyuoou X u . y y . b^ o . ox 


. gs 


Method 


r* IT Kl C P Zi M 

biijNbbAN 




Start 


Q 1 

o X 




End 


0/4 






none 




Score 


. y y 




Exons 


Q 1 R7 /I 










beq. NO. 


1 HQ ^;7 




Seq. ID 


PiTQQH'^'^n in QQ99 

ujyyuoju xu.yyzz 


P/l Q 

. b4 y 


Gene No. 


23129 




Strand 






Start 


1 




End 


523 




Name 


OTQQH'^^n in QQ99 PdQ r^l 

buyyuoou xu . yy^.z . b4 ^ . oj. 


.np 


Method 






b rar u 


X 




End 


R 9 
O ^ O 




r* T 


ou y xo X o 




Score 


*^7 1 
O / X 




Exons 


1 R 9 
X . . 0 z o 










oi uescnp. 


^i-i.i3u ^ o 4 o ^ y nypoune u iCcix 


protein [Oryza 


sat iva J 




Seq. No. 


10867 




Seq. ID 


OJ990330_10.9922 


.049 


Gene No. 


23129 




Strand 






b uar L, 


1 

X 




End 


^ 9*^ 
o ^ o 




Name 


ujyyuoou X u . y yzz . b4 y . ox 


.gs 


Method 


PT?MCPZiM 
bHiNob-H-N 




btar L 


7 1 
/ X 




End 


/I Q Q 
4 0 0 






none 




Score 


X 




Exons 


7 1 y1 Q Q 
/ X . . 4 O O 










Seq. No. 


10868 




Seq. ID 


OJ990330_10.9922 


.050 


Gene No. 


23130 




Strand 






Start 


475 




End 


1632 




Name 


OJ990330 10.9922.C50.ol 


.gs 


Method 


GENSCAN 




Start 


475 




End 


1632 




GI 


none 




Score 


. 94 





11384 




Exons 


^Tci c^ll t^'^n £^QO Q01 


1 1 9n 
. . 1 izU , 


1446. .1632 








Seq. ' No. 


10869 




Seq. ID 


OJ990330_ 


10. 


.9922, 


.C51 


Gene No. 


23131 




Strand 


+ 








btart 


14 D 




End 


471 








Name 


ujyyuojU lu.yy^/i.boi.oi 


. gs 


Method 


GENSCAN 








Start 


1 4 b 




End 


471 










none 




Score 


.41 








Exons 


1 /I C /I T 1 
1 D . .4 / I 














beq • NO . 


lUo / u 




Seq. ID 




1 n 

lU ■ 


Q Q 9 9 

, y yzz , 


. bOZ 


Gene No. 


23132 




Strand 


+ 








Start 


1 




End 


92 








Name 


uuyyuoou lu . y yzz . uoz . oi 


.np 


Method 


AAT/NAP 










1 




End 


92 








bl 


DU y 1 D 1 o 




Score 


125 








Exons 


1 . * yz 














GI DescjTip. 


[PiHUiCOHO^) nypotne uicai 


protein [Oryza 


sativa] 








Seq. No. 


10870 




Seq. ID 


OJ990330_ 


10. 


. 9922. 


.C52 


Gene No. 


23133 




Strand 


- 








btar u 


1 9 
1 ^ 




End 


132 








Name 


ujyyujou lu . y yzz . bo^ . oi 


.gs 


Method 


GENSCAN 








btart 


1 o 
1^ 




End 


132 










none 




Score 


.96 








Exons 


1 O 1 o o 














beq. No. 


1 n Q T 1 
lUo / 1 




Seq. ID 


n TQ Qn '^'^ n 


1 U . 


QQOO 

. y y z z , 


, boo 


Gene No. 


23134 




Strand 


+ 








Start 


1 




End 


705 








Name 


riTQQn'5'5n in QQ99 C^'i j^l 

ujyyuoju 1 u , y y ^: z . boo . oi 


.np 


Method 


AAT/NAP 








btart 


1 




End 


705 








bi 


tr n Q 1 1 T 

DU y 10 u 




Score 


959 








Exons 


1 . . / UO 














GI Descrip. 


vAtsuzo^i o z ; riypotne u icai 


protein [Oryza 


sativa] 








Seq. No. 


10871 




Seq. ID 


OJ990330_ 


10, 


.9922, 


.C53 


Gene No. 


23134 




Strand 


+ 








Qi- a r--|- 


1 
1 




End 


705 








Name 


ujyyujou lu . yyzz . bo j . oi 


.gs 


Method 


GENSCAN 








b caru 


IT 

1 / 




End 


643 








bl 


none 




Score 


.91 








Exons 


1 / . . D ft J 














Seq. No. 


10872 




Seq, ID 


OJ990330_ 


10. 


, 9922. 


.C54 


Gene No. 


23135 




Strand 


+ 








b tar L 


1 9ft 
1 z o 




End 


447 








Name 


piTQQn'5'^n in qq99 c^a -^i 
ujyyujju lu . y yzz . bo 4i . oi 


.gs 


Method 


GENSCAN 








b tar u 


1 9 ft 

1 Zo 




End 


447 








bl 


none 




Score 


.57 








Exons 


128. .262, 379. .447 














Seq. No. 


10873 




Seq. ID 


OJ990330_ 


12. 


9922. 


,C1 


Gene No. 


23136 




Strand 


+ 








Start 


686 




End 


.1176 








Name 


OJ990330 12.9922.Cl.ol.gs 


Method 


GENSCAN 








Start 


686 




End 


1176 









11385 



GI none 

Exons 686. .753, 891. .1176 

Seq. No. 10874 

Gene No. 23137 

Start 119 

Name . OJ990330_12 . 9922 . C2, ol . gs 

.Start 119 

GI none 
Exons 



Score 



65 



Seq. ID OJ990330_12. 9922.C2 

Strand + 

End 5008 

Method GENSCAN 

End -5008 

Score . 65 



119. .491, 2642. .2666, 3338. .3497, 3586. .3834, 4576. .4683, 
4907. .5008 



Seq. No. 10874 

Gene No. 23138 

Start 8788 

Name OJ990330_12 . 9922 . C2 . o2 . gs 

Start 8788 

GI none 

Exons 8788.. 8957 



Seq. ID OJ990330_12. 9922.02 

Strand + 

End 8957 

Method GENSCAN 

End 8957 

Score .44 



Seq. No. 10875 

Gene No. 23139 

Start 1 

Name OJ990330_12 . 9922 . C3 . ol . np 

Start 1 

GI 6466937 

Exons l.,646, 700. .4371, 4813. .4920 

GI Descrip. {AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990330_12.9922.C3 

Strand + 

End 4 920 

Method AAT/NA'P 

End 4 920 

Score 2426 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



10875 
23139 
1 

OJ990330_12. 9922.C3.ol.gs 
52 

none 



Seq. ID OJ990330_12. 9922.C3 

Strand + 

End 4 920 

Method GENSCAN 

End 44 4 9 

Score . 5 



52. .219,- 535. .1089, 1624. .3256, 3779.-4449 



10875 
23139 
1 

OJ990330_12 . 9922 . C3 . o7 . tm 

772 

none 



Seq. ID OJ990330_12. 9922.C3 

Strand + 

End 4 920 

Method TBLASTX : Maize 

End 1401 

Score 113 



772. .900, 976. .1224, 1309. .1401 



10875 
23139 
1 

OJ990330_12.9922.C3.o3.tm 

1513 

none 



Seq. ID OJ990330_12.9922.C3 

Strand + 

End 4 920 . 

Method TBLASTX : Maize 

End 1983 

Score 570 



1513. .1983, 1548. .1958, 1597. .1971 



10875 
23139 
1 



Seq. ID OJ990330_12.9922.C3 
Strand + 
End 4 920 



11386 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990330_12. 

1606 

none 

1606. .2088, 

10875 
23139 
1 - 

OJ990330__12. 

1642 

none 

1642. .1956, 

10875 
23139 
1 

OJ990330_12, 

1735 

none 

1735. .2058 



9922.C3.ol.tw 



1710. .2054 



9922.C3.o3.ts 



1668. .1832 



9922.C3.ol.tc 



Method TBLASTX : Wheat 
End 2088 
Score 391 



Seq. ID OJ990330_12.9922.C3 

Strand + 

End 4 920 

Method TBLASTX : Soybean 

End 1956 

Score 237 



Seq. ID OJ990330_12.9922.C3 

Strand + 

End 4 920 

Method TBLASTX : Cress 

End 2058 

Score 192 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10875 
23139 
1 

OJ990330_12, 

1998 

none 

1998. .2162, 

10875 
23139 
1 

OJ990330_12. 

2065 

none 

2065. .2424 



9922.C3.o6.tm 



1999. .2163 



9922.C3.o2.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330_12.9922.C3 
+ 

4920 

TBLASTX: Maize 

2163 

203 



OJ990330_12.9922.C3 
+ 

4920 

TBLASTX : Soybean 

2424 

295 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10875 
23139 
1 

OJ990330_12, 

2137 

none 

2137. .2538 



9922.C3.o4 .tw 



Seq. ID OJ990330_12.9922.C3 

Strand + 

End 4920 

Method TBLASTX : Wheat 

End 2538 

Score 300 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



10875 
23139 
1 

OJ990330_12. 

2166 

none 

2166. .2612, 

10875 
23139 
1 

OJ990330 12. 



9922.C3.o2.tm 
2167. .2688 

9922.C3.o4 .ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ990330_12.9922.C3 
+ 

4920 

TBLASTX: Maize. 

2688 

634 



OJ990330_12.9922.C3 
+ 

4920 

TBLASTX: Soybean 



11387 



Q 

Id 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2448 
none 

2448. .2597, 

10875 
23139 
1 

OJ990330_12. 

2689 

none 

2689. .2892, 

10875 
23139 
1 

OJ990330_12. 

2872 

none 

2872. .3282, 

10875 
23139 
1 

OJ990330_12. 

3115 

none 

3115. .3750, 

10875 
23139 
1 

OJ990330_12. 

3145 

none 

3145. .3231, 

10875 
23139 
1 

OJ990330_12. 

3370 

none 

3370. .3762, 



2449. .2703 



9922 .C3.o5. tm 



End 2703 
Score 198 



Seq. ID OJ990330_12. 9922.03 

Strand + 

End 4920 

Method TBLASTX: Maize 

End' 3114 

Score 226 



2691. .2894, 2878. ,3114, 2994. .3113 



9922.C3.o3.tw 



3039. .3281, 3043. 



9922.C3.ol.tm 



3117. .3752 



9922.C3.ol.ts 



Seq. ID OJ990330_12.9922.C3 

Strand + 

End 4920 

Method TBLASTX : Wheat 

End 3282 

Score 321 
.3282 

Seq. ID OJ990330_12.9922.C3 

Strand + 

End 4 920 

Method TBLASTX : Mai ze 

End 3752 

Score 769 



Seq. ID OJ990330_12.9922.C3 

Strand + 

End 4920 

Method TBLASTX : Soybean 

End 3522 

Score 342 



3151. .3522, 3168. .3431, 3265. .3522 



9922.C3.o2.tw 
3459. .3761, 3811, 



Seq. ID OJ990330_12, 9922.C3 

Strand + . 

End 4 920 

Method TBLASTX : Wheat 

End 3957 

Score 312 
.3957 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
Start 
Name 
Start 



10875 
23139 
1 

OJ990330_12. 

3756 

none 

3756. .4121, 

10875 
23139 
1 

OJ990330_12. 
3958 



9922 .C3.o4 .tm 



Seq. ID OJ99033Q_12. 9922.C3 

Strand + 

End 4920 

Method TBLASTX : Mai ze 

End 4 3,95 

Score 379 



3757. .4158, 4131. .4376, 4132. .4395 



9922.C3.o5.tw 



Seq. ID OJ990330_12.9922.C3 

Strand + 

End 4 920 

Method TBLASTX : Wheat 

End 4233 



11388 




GI 


none 








Score 


216 




Exons 


3958 . . 4233, 


3969. 


. 4193 










Seq. No. 


10876 








Seq. ID 


OJ990330_12. 9922 


.C7 


Gene No. 


23140 








Strand 






Start 


1184 








End 


5143 




Name 


OJ990330_12 


. 9922 . 


C7 , o2 . 


ts 


Method 


TBLASTX: Soybean 




Start 


1157 








End 


1837 




GI 


none 








Score 


72 




Exons 


1157 . .1420, 


1254 . 


.1415, 


1448 . . 


1837, 1491.. 1643 




Seq. No. 


10876 








Seq. ID 


OJ990330_12. 9922 


. C / 


Gene No. 


23140 








Strand 






Start 


1184 








End 


5143 




Name 


OJ990330_12 


.9922. 


C7 .ol . 


np 


Method 


AAT/NAP 




Start 


1184 








End 


5143 




GI 


3777527 








Score 


2279 




Exons 


1184 . .2950, 


3005. 


.4309, 


4520. . 


4747, 488 


13. .5143 




GI Descrip. 


(AF053008) ' 


gag-pol polyprotein [Glycine 


i max] 




Seq. No. 


10876 








Seq. ID 


OJ990330_12.9922 


.C7 


Gene No. 


23140 








Strand 






Start 


1184 








End 


5143 




Name 


OJ990330_12 


. 9922. 


07. ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1199 








End 


1858 




Gi 


none 








Score 


67 




Exons 


1199 . .1411, 


1293. 


.1412, 


1430. . 


,1564, 167 


'6. . 1846, 1685. . 1858 


Seq. No. 


10876 








Seq. ID 


OJ990330_12.9922 


.07 


Gene No. 


23140 








Strand 






Start 


1184 








End 


5143 




Name 


OJ990330__12 


.9922. 


C7.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1199 








End 


1855 




GI 


none 








Score 


341 




Exons 


^^^^ ^/^^^ 

1199 . . 1855, 


1200. 


.1847 










Seq. No. 


10876 ■ 








Seq. ID 


OJ990330_12.9922 


.07 


Gene No. 


23140 








Strand 






Start 


1184 








End 


5143 




Name 


OJ990330_12 


.9922. 


C7.04 . 


tw 


Method 


TBLASTX: Wheat 




Start 


1226 








End 


1612 




GI 


none 








Score 


63 




Exons 


1226 . .1420, 


1239. 


.1415, 


1313. , 


,1417, 1439. .1612, 1497. .1565 


Seq. No. 


10876 








Seq. ID 


OJ990330_12.9922 


.07 


Gene No. 


23140 








Strand 






Start 


1184 








End 


5143 




Name 


OJ990330 12 


.9922. 


C7.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


1622 








End . 


2038 




GI 


none 








Score 


73 




Exons 


1622 . . 1858, 


1623. 


.1847, 


1886. . 


.2038 






Seq. No. 


10876 








Seq. ID 


OJ990330_12. 9922 


.07 


Gene No. 


23140 








Strand 






Start 


1184 








End 


5143 




Name 


OJ990330 12 


.9922. 


C7.04. 


ts 


Method 


TBLASTX: Soybean 




Start 


1838 








End 


2066 





11389 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



none 

1838. .2062, 1899. .2066 



Score 



73 



10876 
23140 
1184 

OJ99G330_12 . 9922 . C7 . o3 . tm 

2099 

none 

2099. .2545, 2109. .2546 



Seq. ID OJ990330_12.9922.C7 
Strand 

End 5143 

Method TBLASTX : Mai ze 

End 254 6 

Score 343 



10876 
23140 
1184 

OJ990330__12. 9922.C7.ol.ts 

2208 

5509260 

2208. .2804, 2210. .2737 



Seq. ID OJ990330_12.9922.C7 
Strand 

End 5143 

Method TBLASTX : Soybean 

End 2804 

Score 401 



10876 
23140 
1184 

OJ990330_12 . 9922 . C7 . ol . tw 

2225 

none 

2225. .2569, 
2609. .2686 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330_12.9922.C7 
5143 

TBLASTX: Wheat 

2692 

151 



2226. .2393, 2308. .2394, 2424. .2552, 2603. .2692, 



10876 
23140 
1184 

OJ990330_12 . 9922.C7.o2.tc 

2327 

none 

2327.. 2593, 2328.. 2588 

10876 
23140 
1184 • 

OJ990330_12. 9922.C7.o2.tm 

3030 

none 

3030.. 3182, 3164.. 3265, 3177, 
3587. .3631 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330_12.9922.C7 
5143 

TBLASTX: Cress 

2593 

122 



OJ990330_12.9922.C7 
5143 

TBLASTX: Maize 

3665 

277 



,3599, 3178. .3507, 3582. .3665, 



10876 
23140 
1184 

OJ990330_12. 9922.C7.o3.ts 

3030 

none 



Seq. ID OJ990330_12.9922.C7 



Strand 
End 

Method 

End 

Score 



5143 

TBLASTX : Soybean 

3491 

52 



3030. .3158, 3049. .3168, 3180. .3491, 3187. .3480 



10876 
23140 
1184 



Seq. ID 

Strand 

End 



OJ990330 12. 9922. C7 



5143 



11390 



Name 

Start 

GI 

Exons 



OJ990330_12 , 9922 . C7 . o3 . tc Method 

3036 End 

none Score 
3036. .3167, 3183. .3473 



TBLASTX: Cress 

3473 

181 



Seq. No. 10876 

Gene No. 23140 

Start 1184 

Name OJ990330_12 . 9922 . C7 . o2 . tw 

Start 3333 

GI none 

Exons 3333.. 3620, 3334.. 3435, 3348, 



OJ990330_12.9922.C7 
5143 

TBLASTX: Wheat 
3896 
96 

,3623, 3660.. 3896, 3678.. 3890 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 10877 Seq. ID 

Gene No. 23141 Strand 

Start 56 End 

Name OJ990330_12 . 9922 . 08 . ol . gs Method 

Start 56 End 

GI none Score 

Exons 56.. 202, 272.. 516 



OJ990330_12.9922.C8 
+ 

516 

GENSCAN 

516 

.43 



Seq. No. 10878 Seq. ID 

Gene No. 23142 Strand 

Start 1408 End 

Name OJ990330_12 . 9922 . 09 . ol . gs Method 

Start 1408 End 

GI none Score 

Exons 1408.. 1546 



OJ990330_12. 9922.09 
+ 

1546 
GENSOAN 
1546 
.93 



Seq. No, 10878 Seq. ID 

Gene No. 23143 Strand 

Start 1614 End 

Name OJ990330_12 . 9922 . 09 . o2 . gs Method 

Start 1614 End 

GI none Score 

Exons 1614.. 1658, 2182.. 2258 



OJ990330_12.9922.O9 

2258 
GENSOAN 
2258 
.5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10878 Seq. ID OJ990330_12 . 9922 . 09 

23144 Strand 

2394 End 2619 

OJ990330_12 . 9922 . 09 . ol . gp Method AAT/GAP 

2394 End 2619 

2312838 Score 63 

2394. .2421, 2562. .2619 

1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence 



10879 Seq. ID 

23145 - Strand 

1577 End 
OJ990330_12 . 9922 . 010 . ol . gs Method 

1577 End 

none Score 
1577. .1821 



OJ990330_12. 9922. CIO 
-I- 

1821 
GENSCAN 
1821 
.95 



Seq. No. 
Gene No. 



10880 
23146 



Seq. ID 
Strand 



OJ990330 12.9922.011 



11391 












End 


2 662 










yjoyyyjoou xz 


QQ99 n 1 o1 


gs 


Method 


O £j LN O ^rtlN 








O L a J. L. 


909 ~ 
z uz 






End 


^ U VJ ^ 










none 






Score 


4 2 








Exons 


909 ^^n 4 




)..2160, 2620.. 


2662 








O C • LN VJ . 


10881 






Seq. ID 


OJ990330 


12 . 


9922 


. C12 


Gene No. 


23147 






Strand 










Start 


889 






End 


2194 








Name 


OJQ90330 12 


9922 ri2 nl 


np 


Method 


AAT /NAP 










889 ~ 






End 


2194 










fifil S099 

\J O X .J ^ ^ 






Score 


94 












21^6 2194 














(^T Dp t 1 n 


f AP001081 ) 


hvDothpt i pal 


protein [Oryza 


sat i va 1 








Seq. No. 


10881 






Seq. ID 


OJ990330_ 


12. 


9922 


.C12 


Gene No. 


23148 






Strand 










Start 


6443 






End 


6612 










OJQQO^^O 12 

\J <J Zf \J -J •J \J 


9922 n 2 n2 


gs - 


Method 


CiFN^PAN 

VJ llJ V^X^IN 










64 4 3 ~ 






End 


6612 










none 






Score 


. 6 








P von Q 


6443 6612 
















Seq. No. 


10882 






Seq. ID 


OJ990330_ 


12. 


9922, 


.C14 


Gene No. 


23149 






Strand 


+ 








o Lai C 


Z Z \J u 






End 


U *i X 








LNaine 


- n.TQQD^^n ' 1 9 


* c^c^ .OXfl .OX * 


gs 


Method 


OIL i\ O V^riiN 










99f>0 ~ 






End 


Z. O 4 X 
















Score 


9ft 












2SS7 2fi41 














Seq. No. 


10883 






Seq. ID 


OJ990330_ 


12. 


9922, 


.C15 


Gene No. 


23150 






Strand 










Start 


4 955 






End 


6220 








LN dlLlC 


OJQ90330 12 


9922 P] S o2 


gs 


Method 


GENSCAN 








O L dx L 


4 9SS ~ 






End 


6220 








\3 1. 


none 






Score 


.56 










4955 5074, 


5145 5254. 


5971. 


.6087, 6146.. 6220 








Seq. No. 


10884 






Seq. ID 


OJ990330_ 


12, 


9922 


.C16 


Gene No. 


23151 






Strand 










Start 


205 






End 


931 








Name 


OJ990330 12 


. 9922. 016. ol. 


gs 


Method 


GENSCAN 








O L d X L 


205 






End 


931 








ox 


none 






Score 


.92 










205. .392, 796. .931 














Seq. No. 


10884 






Seq. ID 


OJ990330_ 


12. 


9922, 


.C16 


Gene No.^. 


23152 






Strand 










q-|- -a 

O LdX L 


4035 






End 


7437 








Name 


OJ990330 12 


.9922.C16.o2. 


gs 


Method 


GENSCAN 








Start 


4035 






End 


7437 








GI 


none 






Score 


.76 








Exons 


4035. .4499, 


4569. .5109, 


6443. 


.7437 










Seq. No. 


10884 






Seq. ID 


OJ990330_ 


12. 


9922. 


.C16 


Gene No. 


23152 






Strand 











11392 




start 


4035 




End 


7437 




Nanis 




.np 


Method 


AAT/NAP 




o Lar L 


fl O *i J. 




End 


5039 






/I o 9 n 9 
4 D / O ^ U Z 




Score 


157 




Exons 




4796 


. .5039 










protein [Arabidopsis thaliana] 




oSCJ. NO. 


1 n p p ^ 

1 U 0 O 




Seq. ID 


OJ990330_12.9922 


.C16 


bene no . 


Z J X 0 J 




Strand 






Start 


11080 




End 


14804 




Name 


OJ990330_12. 9922. 016. ol. 


. tm 


Method 


TBLASTX: Maize 




o Lar L 


4 D fl / 




End 


7143 




PT 


none 




Score 


75 




HiXons 


Af^Al 47^Q d7Qd 


4871 


..4987, 4884. .5024, 4926. .5024, 




4Q97 ^^09^ 4Q97 Sn9S 


6787 


..6822, 6940. .7026, 7022. .7099, 














o e q . LN o . 


10884 




Seq. ID 


OJ990330_12. 9922 


PI 




23153 




Strand 






Start 


11080 




End 


14804 




Name 


OJ990330 12. 9922.C16.o3. 


.gs 


Method 


GENSCAN 




ouari. 


11080 




End 


14789 




P T 


none 




Score 


.66 




Exons 


11080. .112 62, 11342. .114 40, 


11535. .11607, 11691. .11836, 






11896. .12069, 12202. .12^ 


361, 


12863. .13005, 13131 .. 13272 , 






13368. .13451, 13533 13832 , 


13851. .14789 




beq. JNO. 


10884 




Seq. ID 


OJ990330_12.9922 




Gene No . 


23153 




Strand 






Start 


11080 




End 


14804 




Name 


OJ990330 12.9922.C16.o2. 


.np 


Method 


AAT/NAP 






11090 




End 


14804 






4680204 




Score 


1004 




TP tf> 

tjXons 


11090. .11321, 11671. .11801, 


11896. .12069, 12176. .13272, 






13368. .14804 












{AF114171) hypothetical 


protein [Sorghum bicolor] 




Seq. No. 


10884 




Seq. ID 


OJ990330_12. 9922 


.C16 


Gene No. 


23153 




Strand 






o uar t 


11080 




End 


14804 




Name 


OJ990330 12.9922.C16.o2. 


. tw 


Method 


TBLASTX: Wheat 




o uar t 


13060 




End 


13757 






none 




Score 


54 




TT* V c 


13060. .13278, 13205 .. 1327 9, 


13362. .13436, 13677. . 13757 




o e q . iN o . 


10884 




Seq. ID 


OJ990330_12. 9922 


.C16 


Gene No. 


23153 




Strand 






Start 


11080 




End 


14804 




Name 


OJ990330 12.9922.C16.ol. 


, tw 


Method 


TBLASTX: Wheat 




otar L. 


13758 




End 


14161 




P T 


none 




Score 


73 




Exons 


13758. .13928, 13759 .. 13833, 


13918. .14058, 13926. .14159, 






13965. .14159, 14021 .. 14161, 


14051. .14161 




Seq. No. 


10885 




Seq. ID 


OJ990330_12.9922 


.C18 


Gene No. 


23154 




Strand 


+ 




Start 


140 




End 


583 





11393 






Name 


OJ990330 12.9922.C18.ol,gp 




Method 


AAT/GAP 






Start 


140 




End 


583 






GI 


LIB34 31-028-P1-N1-A10 




Score 


745 






Exons 


140. .210, 238. .583 












GI Descrip . ■ 


M680203/gb|AAD27566.1|AF114171 7 3.0e- 


-33 (AF114171) TNP2-1 






protein [Sorghum bicolor] ' 












Seq. No. 


1 A O O C 




Seq. ID 


r\TQQnT3n io qqoo 

ojyyuoou i^.yy^^ 


. Clo 




Gene No. 


O "3 1 c c 

ZjIdd 




Strand 








Start 






End 


ZlO / 






Name 


OJ990330 12.9922.C18.ol.gs 




Method 


TT M O O 7\ 






btart 


203 




End 


o n Q 1 






hi 


none 




Score 


.73 






Exons 


203. .401, 422. .1295, 1623.. 


,2091 








beq, NO. 


10885 




Seq. ID 




. Clo 




Gene No. 


23155 




Strand 








Start 


203 




End 


Z Ld f 






Name 


OJ990330 12.9922.C18.ol.tw 




Method 


TBLASTX : Wheat 






o uart 


278 




End 


157 6 








none 




Score 


DO 






Exons 


278. .370, 279.-344, 359. .439, 


451. .591, 


452.. 592, 539.. 


634, 


f 




571. ,630, 637. .678, 637. .681, 


642. .683, 


676.. 1128, 692. 


.1571 


hi} 




866. .1561, 1174. .1569 










Ul 


Seq. No. 


10885 




Seq. ID 


OJ990330_12 . 9922 


. C18 


\ k} 


Gene No. 


23155 




Strand 






u 


Start 


203 




End 


O 1 C T 

2157 




: . i 


Name 


OJ990330 12,9922.C18.ol.np 




Method 


AAT/NAP 






Start 


761 




End 


2157 






GI 


6742729 




Score 


2159 




rii 


Exons 


761. .2157 












GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 






%| 


Seq. No. 


10885 




Seq. ID 


OJ990330_12.9922 


. Clo 


i. -i. 


Gene No. 


23155 




Strand 








C-t- -I v-4- 

brart 


203 




End 


2157 






Name 


OJ990330 12.9922.C18.ol.tc 




Method 


TBLASTX: Cress 




ri 


Start 


859 




End 


1306 






GI 


none 




Score 


196 






Exons 


859. .1302, 859. .1302, 863.. 


.1306, 866.. 1306 






Seq. No. 


10885 




Seq. ID 


OJ990330_12. 9922 


. Clo 




Gene No. 


23155 




Strand 








Start 


203 




End 


2157 






Name 


OJ990330 12. 9922.C18.ol.tm 




Method 


TBLASTX: Maize 






Start 


1237 




End 


1551 






GI 


none 




Score 


116 






Exons 


1237. .1551, 1265. .1540 












beq . iNO . 


10885 




Seq. ID 


OJ990330_12. 9922 


.C18 




Gene No. 


23155 




Strand 








Start 


203 




End 


2157 






Name 


OJ990330 12.9922.C18.o2.tw 




Method 


TBLASTX: Wheat 






Start 


1576 




End 


1981 






GI 


none 




Score 


78 






Exons 


1576. .1656, 1577. .1657, 1577.. 


1660, 1582.. 1662, 1690.. 1932, 



.11394 






1730. .1912, 1918. .1980, 


1931. 


. 1981 




Seq. No. 


10886 




Seq. ID 


OJ990330__12 . 9922 .CI 9 


Gene No. 


23156 




• Strand 




Start 


1 




End 


4894 


Name 


OJ990330 12. 9922.C19.ol, 


.np 


Method 


AAT/NAP 


Start 


1 




End 


2488 


GI 


4680203 




Score 


1274 


Exons 


1..1221, 2425. .2488 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 


Seq. No. 


10886 




Seq. ID 


OJ990330 12.9922.C19 


Gene No. 


23156 




Strand 


_ 


Start 


1 




End 


4894 


Name 


OJ990330 12. 9922.C19.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


66 




End 


418 


GI 


none 




Score 


120 


Exons 


66. .116, 110. .316, 111. , 


.299, 


329. . 418 




Seq. No. 


10886 




Seq. ID 


OJ990330_12 . 9922 . C19 


Gene No. 


23156 




Strand 




Start 


1 




End 


4894 


Name . 


OJ990330 12.9922.C19.ol, 


. qs 


Method 


GENSCAN 


Start 


98 




End 


1228 


GI 


none 




Score 


.73 


Exons 


98. .262, 398. .627, 751. , 


. 1228 






Seq. No. 


10886 




Seq. ID 


OJ990330_12.9922.C19 


Gene No. 


23156 




Strand 




Start 


1 




End 


4894 


Name 


OJ990330 12.9922.C19.ol, 


.tc 


Method 


TBLASTX: Cress 


Start 


110 




End 


425 


GI 


none 




Score 


74 


Exons 


110. .418, 138. .233, 273, 


. .425 






Seq. No. 


10886 




Seq. ID 


OJ990330 12.9922.C19 


Gene No. 


23156 




Strand 


_ 


Start 


1 




End 


4894 


Name 


OJ990330 12.9922.C19.ol, 


. ts 


Method 


TBLASTX: Soybean 


Start 


158 




End 


587 


GI 


none 




Score 


123 


Exons 


158. .454, 176. .400, 449, 


. .511, 


• 504 . .587 


, 512. .586 


Seq. No. 


10886 




Seq. ID 


OJ990330_12.9922.C19 


Gene No. 


23156 




Strand 




Start 


1 




End 


4894 


Name 


OJ990330 12.9922.C19.ol, 


. tw 


Method 


TBLASTX: Wheat 


Start 


173 




End 


796 


GI 


none 




Score 


43 


Exons 


173. .298, 302. .418, 360. 


. .422, 


443. .514 


, 444. .491, 500. .796, 




504. .635 








Seq. No. 


10886 




Seq. ID 


OJ990330_12.9922.C19 


Gene No. 


23156 




Strand 




Start 


1 




End 


4894 


Name 


OJ990330 12.9922.C19.o2. 


.gs 


Method 


GENSCAN 


Start 


2070 




End 


4894 



11395 




GI 


none 








Score 


, D / 




Exons 


zu/u. .zioy, 




, . 4 / D D , 


4 / OO , 


A QQA 
, fl o fi 






Seq. No. 


10887 








Seq. ID 


OJ990330_12. 9922, 


.020 


Gene No. 


23157 








Strand 








Oil 








rjiiu. 


7 9 9 




Name 




Q Q9 O 


, L-Z u , 0 1 


.gs 


iYie t nou. 






otart 


D 1 X 








tItTlKjL 


7 9 9 






none 








Score 


^ 1 




Exons 


oil. . / 














Seq. No. 


10888 








Seq, ID 


OJ990330_12.9922, 


.021 


Gene No. 


23158 








Strand 


+ 




b tar u 


343 








CjIIU. 


R7 n 




Name 


OJ990330 12 


.9922, 


.C21.01 


.gs 


LYictnoa 


P IT M Q r* a M 




b tar L 


343 










R7 n 






none 








Score 






Exons 


343. .452, 496. .570 










Seq. No. 


10888 








Seq, ID 


OJ990330_12.9922, 


.021 


Gene No. 


23159 








Strand 






b ram 


1286 








PnH 

Ejiia 


9nm 

z U U J. 




Name 


OJ990330 12 


.9922. 


.C21,o2 


.gs 


Method 


T M C r' 7\ NT 




btart 


1286 








CjTlCX 


9 n m 






none 








Score 


Q Q 

. o o 




Exons 


1286. .1839, 


1890. 


. .2001 










Seq. No. 


10889 








Seq. ID 


OJ990330_12. 9922. 


.022 


Gene No. 


23160 








Strand 


+ 






971 








End 


3900 




Name 


OJ990330 12 


. 9922. 


.C22.01 


.gs 


Method 


GENSCAN 




b tar L 


971 








End 


3900 




n T 


none 








Score 


. 66 




Exons 


971, ,1234, 


1339. . 


.1506, 




3174, 3529.. 3900 




oeq > NO . 


10889 








Seq. ID 


OJ990330_12.9922, 


P9 9 


Gene No. 


23161 








Strand 






Start 


1028 








End • 


1530 




Name 


OJ990330 12 


.9922. 


.C22.01 


.np 


Method 


AAT/NAP 




b t art 


1028 








End 


1530 






4678202 








Score 


236 




Exons 


1028. ,1530 














(ai uescrip. 


(AC007134) 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


10889 








Seq. ID 


OJ990330_12. 9922. 


.022 


Gene No. 


23161 








Strand 






bt art 


1028 








End 


1530 




Name 


OJ990330 12 


.9922, 


.022, o3 


.tm 


Method 


TBLASTX: Maize 




bt art 


1164 








End 


1524 






none 








Score 


86 




Exons 


1164. .1328, 


1187. 


. .1330, 


1366. 


.1395, 1419. .1478, 1423. .1524 


Seq. No. 


10889 








Seq. ID 


OJ990330_12.9922. 


.022 


Gene No. 


23162 








Strand 






Start 


5299 








End 


6142 




Name 


OJ990330 12 


,9922. 


.C22,ol 


. tm 


Method 


TBLASTX: Maize 




Start 


5299 








End 


6009 





11396 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none 

5299. .5811, 

10889 
23162 
5299 

OJ990330_12. 

5346 

none 

5346. .5522, 

10889 
23162 
5299 

OJ990330__12. 

5620 

none 

5620. .5676, 

10889 
23162 
5299 

OJ990330_12. 

5767 

none 

5767. .6063, , 

10889 
23163 
6293 

OJ990330_12, 

6293 

none 

6293. .6325, 

10889 
23163 
6293 

OJ990330_12. 

6362 

none 

6362. .6724, 

10890 
23164 
279 

OJ990330_12. 

279 

none 

279. .836 

10890 
23165 
261 

OJ990330_12. 
261 

4678202 



5409. .5675, 5767. 



9922.C22.o3.tw 



Score 
.6009 

Seq. ID 

Strand 

End 

Method 

End 

Score 



352 



OJ990330_12.9922.C22 
6142 

TBLASTX: Wheat 

5691 

126 



5347. .5529, 5538. .5675, 5539. .5691 



9922.C22.ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330_12. 9922.C22 
6142 

TBLASTX: Soybean 

6142 

53 



5767. .5958, 5956. .6063, 6047. .6142 



9922.C22.o2.tw 
5905.. 6069, 6047. 

9922.C22.o2.tm 
6308.. 6532, 6539. 

9922.C22.ol.tw 
6557. .6700 

9922.C23.ol.gs 



9922.C23.ol.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 
. 6127 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.6631 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330_12.9922.C22 
6142 

TBLASTX: Wheat 

6127 

218 



OJ990330_12.9922.C22 
6724 

TBLASTX: Maize 

6631 

38 



OJ990330_12. 9922.C22 
6724 

TBLASTX: Wheat 

6724 

266 



OJ990330_12,9922.C23 
+ 

836 

GENSCAN 

836 

.99 



OJ990330_12 . 9922 . C23 
782 

AAT/NAP 

782 

173 



11397 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



261. .782 

(AC007134) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990330_12. 9922.025 
Strand 

End 34 95 . 

Method AAT/NAP 

End 2369 

Score 421 



10891 
23166 
1 

OJ990330__12. 9922 .C25.ol.np 
1 

4680207 
1..77, 1463. .2369 

(AF114171) disease resistance protein RPMl homolog [Sorghum 
bicolor] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10891 
23166 
1 

OJ990330_12. 9922.C25.ol.gs 

457 

none 



Seq. ID OJ990330_12.9922.C25 
Strand 

End 3495 

Method GENSCAN 

End 34 95 

Score .84 



457. .536, 602. .2550, 2774. .2906, 2954. .3267, 3290. .3495 



10892 
23167 
2152 

OJ990330_12. 9922.C26.ol.gp 
2152 
42*7610 
2152 . .2411 

5852172/emb|CAB55410.1| 4.0e-ll (AL117265) zhb0002.1 [Oryza 
sativa] 



Seq. ID OJ990330_12.9922.C26 

Strand + 

End 2411 

Method AAT/GAP 

End 2411 

Score ' 370 



10892 
23168 
1936 

OJ990330_12. 9922.C26.ol.gs 

1936 

none 

1936.. 2063, 2266.. 2365 



Seq. ID OJ990330_12.9922.C26 
Strand 

End 5404 

Method GENSCAN 

End 2365 

Score .91 



10892 
23168 
1936 

OJ990330_12.9922.C2 6.ol.np 
2260 
5852172 
2260.. 2398, 5255.. 5404 
{AL117265) zhb0002.1 [Oryza sativa] 



Seq. ID OJ990330_12. 9922.C26 
Strand 

End 5404 

Method AAT/NAP 

End 5404 

Score 113 



10893 
23169 
131 

OJ990330_12 . 9922 . C27 . ol . gs 

131 

none 

131. . 641 



Seq. ID OJ990330_12.9922.C27- 

Strand + 

End 641 

Method GENSCAN 

End 641 

Score .58 



Seq. No. 



10894 



Seq. ID OJ990330__12. 9922.C29 



11398 




Gene No. 


23170 




Strand 






Start 


55 




End 


697 




Na.rne 


OJ990330 12. 9922.C29.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


40 ~ 




End 


696 




GI 


none 




Score *- ■ 


72 




Exons 


40. .294, 128. .289, 322. 


. 696, 


365. .517 






Seq. No. 


10894 




Seq. ID 


OJ990330 12.9922. 


C29 


Gene No. 


23170 




Strand 






Start 


55 




End 


697 




Name 


OJ990330 12. 9922.C29.ol 


.np 


Method 


AAT/NAP 




Start 


55 




End 


697 




GI 


6630685 




Score 


679 




Exons 


55. .697 










GI Descrip. 


{AP000969) Similar to copia- 


type pol polyprbtein. '(AF105716 




rOrvza satival 










Seq. No. 


10894 




Seq. ID- 


OJ990330 12 9922 


C29 


Gene No. 


23170 




Strand 






Start 


55 




End 


697 




Name 


OJ990330 12.9922.C2 9.ol 


. tc 


Method 


TBLASTX : Cress 




Start 


73 ~ 




End 


693 




GI 


none 




Score 


67 




Exons 


73 285. 167 286, 304 


.438, 


550 693. 


559 678 




Seq. No.' 


10894 




Seq. ID 


OJ990330 12.9922 


C29 


Gene No. 


23170 




Strand 






Start 


55 




End 


697 




Name 


OJ990330 12.9922.C29.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


73 ~ 




End 


696 




GI 


none 




Score 


320 




Exons 


73. . 696, 74 . . 694 










Seq, No. 


10894 




Seq. ID 


OJ990330 12.9922. 


C29 


Gene No. 


23170 










Start 


55 




End 


697 




Name 


OJ990330 12.9922.C29.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


.100 




End 


579 




GI 


none 




Score 


63 




Exons 


100. .294, 113. .289, 187 


. .291 


, 313. .579, 


371. .439 




Seq. No. 


10895 




Seq. ID 


OJ990330_12. 9922. 


C33 


Gene No. 


23171 




Strand 


+ 




Start 


82 




End 


364 




Name 


OJ990330 12. 9922.C33.ol 


.gs 


Method 


GENS CAN 




Start 


82 




End 


364 




GI 


none 




Score 


.54 




Exons 


82. .119, 286. .364 










Seq. No. 


10896 




Seq. ID 


OJ990330_12.9922, 


C35 


Gene No. 


23172 




Strand 






Start 


1 




End 


377 




Name 


OJ990330 12.9922.C35.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


377 




GI 


5922631 




Score 


392 




Exons 


1. .377 











GI Descrip. (AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 



11399 



region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 I dbj IBAA85207.il (AP00Q570) ESTs 

C26347 (C12145) , AU078074 {C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1, {AF049110) [Oryza sativ 



Seq. No. 10896 Seq. ID 

Gene No. 23172 Strand 

Start 1 End 

Name OJ990330_12 . 9922 . C35 . ol . tw Method 

Start 18 End 

GI none Score 

Exons 18. .302, 46. .123, 202. .288 



OJ990330_12.9922.C35 
377 

TBLASTX: Wheat 

302 

55 



Seq. No, 10896 Seq. ID 

Gene No, 23172 Strand 

Start 1 End 

Name OJ990330_12 . 9922 . C35 . ol , gs Method 

Start 50 End 

GI none Score 

Exons 50. . 326 



OJ990330_12.9922.C35 
377 

GENSCAN 

326 

.79 



Seq. No. 
Gene No. 
Start 
Name 
'j^ Start 
U GI 

Exons 

GI Descrip. 



11} 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



10897 Seq. ID 

23173 Strand 

1 End 
OJ990330_12 . 9922 . C37 . ol . np Method 

1 End 

5902444 Score 
l.,377 

{AB030283) GAG-POL precursor [Oryza sativa] 



OJ990330_12.9922.C37 

+ , 
481 

AAT/NAP 
377 
166 



10897 Seq. ID 

23173 Strand 
1 End 
OJ990330_12. 9922.C37.o2.np Method 
1 End 
6498441 Score 
l.,253, 312.. 481 

(AP000815) EST C72786 {E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ990330_12.9922.C37 
+ 

481 

AAT/NAP 

481 

165 



Seq. No. 10897 Seq. ID 

Gene No. 23173 Strand 

Start 1 End 

Name OJ990330_12 , 9922 . C37 . ol . gs Method 

Start 61 End 

GI none Score 

Exons 61.. 380 



OJ990330_12.9922.C37 
+ 

481 

GENSCAN 

380 

,58 



Seq. No. 10897 Seq. ID 

Gene No, 23173 Strand 

Start 1 End 

Name OJ990330_12 . 9922 . C37 . ol . tw Method 

Start 183 End 

GI none Score 



OJ990330_12. 9922,037 
+ 

481 

TBLASTX: Wheat 

481 

171 



11400 



Exons 



183. .479, 311. .481 



Seq. No. 10898 

Gene No. 23174 

Start 1 

Name OJ990330_12 . 9,922 . C38 . ol . np 

Start 1 . 

GI 3810596 

Exons 1. .485 

GI Descrip. (AC005398) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990330_12.9922.C38 

Strand + 

End 577 

Method AAT/NAP 

End- 485 

Score 272 



Seq. No. 10898 Seq. ID 

Gene No. 23174 Strand 

Start 1 End 

Name OJ990330_12 . 9922 . C38 . ol . gs Method 

Start 2 End 

GI none Score 

Exons 2.. 577 



OJ990330_12. 9922.038 
+ 

577 

GENSCAN 

577 

.45 



Seq. No. 10898 Seq. ID 

Gene No. 23174 Strand 

Start 1 End. 

Name OJ990330_12 . 9922 . C38 . ol . tm Method 

Start 4 End 

GI none Score 

Exons 4 . .249/ 5. .250, 5. .262 



OJ990330_12.9922.C38 
+ 

577 

TBLASTX: Maize 

262 

286 



Seq. No. 10898 Seq. ID 

Gene No. 23174 Strand 

Start 1 End 

Name OJ990330_12 . 9922 . C38 . ol . tw Method 

Start 5 End 

GI none Score 

Exons 5. .241, 8. .361 



OJ990330_12.9922.C38 
+ 

577 

TBLASTX: Wheat 

361 

311 



Seq. No. 10898 Seq. ID 

Gene No. 23174 Strand 

Start 1 End 

Name OJ990330_12 . 9922 . C38 . o2 . tm Method 

Start 265 End 

GI none Score 

Exons 265.. 504, 266.. 523 



OJ990330_12 . 9922 . C38 

+■ 

577 

TBLASTX: Maize 

523 

196 



Seq. No. 10899 Seq. ID 

Gene No. 23175 Strand 

Start 1 End 

Name OJ990330_12 . 9922 . C39 . ol . gs Method 

Start 1 End 

GI none Score 

Exons 1..642 



OJ990330_12.9922.C39 
+ 

642 

GENSCAN 

642 

.57 



Seq. No. 10900 Seq. ID 

Gene No. 23176 Strand 

Start 1 End 

Name OJ990330_12 . 9922 . C4 0 . ol . np Method 

Start 1 End 



OJ990330_12. 9922.C40 
147 

AAT/NAP 
147 



11401 







4680186 




Score 


X D 0 




Exons 


1. . 147 












(AF111709) unknown [Oryza 


odLXvd oLiJJo^ 


. X X iU.X Lrd J 




Seq. No. 


10901 




Seq. ID 


OJ990330 




Gene No. 


23177 




Strand 






O U d X L 


329 




FnH 


^ Q 

O 13 D 




Nsitie 


OJ990330 12.9922.C44.ol. 


.gs 








oLax L 


329 










r T 
oX 


none 




S core 






Exons 


329 396 










Q Q /T KI r^ 

o e q . ln o . 


10902 




ocq • X u 






Gene No. 


23178 




Strand 






Start 


1 




End 


799 






OJ990330 12. 9922. 047. ol, 


.np 


Method 






ot-aXl, 


1 




End 


7 QQ 




oX 


6721512 




Score 


7 9. 
I 0 






X. .f±X/ D<ilO. • 1 










ox L/c:oi_>xx^> 


{AP001072) hypothetical 


protein [Oryza 


0 d u X V d J 




Seq. No, 


10903 




Seq. ID 


OJ990330 




Gene No. 


23179 




Strand 




Q 


iD LdX L 


12 




End 


7 p 




Name 


OJ990330 12.9922.C48.ol, 


.gs 


Method 


P T M Q r' Zi M 


•i- ! 1 




■ 12 




End 


n Q C 




oX 


none 




Score 


. 0 / 


1- -S 




12. .786 








hi 


Seq. No. 


10904 




Seq. ID 


OJ990330 




Gene No. 


23180 




Strand 


+ 


ry 


o u dx u 


100 




End 


4 




Name 


OJ990330 12. 9922.C49.ol. 


.gs 


Method 


P TT TsT Q r* Zi Kl 


13 


O LdX U 


100 




End 


*i 0 D 


;;sl 


O X 


none 




Score 


7 ^ 


l! 


ill AvJI lo 


100. .172, 318. .436 








Ust 

'a 


o e q . LN o . 


. 10904 




Seq. ID 




SI. 


Gene No. 


23181 




Strand 






Start 


1 




End 


848 


r'E 


Name 


OJ990330 12. 9922.C49.ol, 


.np 


Method 


AAT /NAP 




Start 


1 




End 


192 




GI 


2119980 




Score 


243 




Exons 


1. .192 









12. 9922.049 



GI Descrip. transposase ( transposons ) - Escherichia coli 



gi|4 308 9|emb|OAA427 60| 
gi I 303566 | dbj | BAA03914 | 



;X60200) transposase [Escherichia coli] 
(D16449) transposase [Escherichia coli] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330 12.9922.049 



..10904 
23181 
1 

OJ990330_12.9922.04 9.o2.np 
1 

2121177 
1..142, 388. .848 

hypothetical protein (transposon TnlOOO) - Escherichia coli 
gi|43087|emb|CAA42758| (X60200) ORF [Escherichia coli] 



848 

AAT /NAP 

848 

712 



11402 



gi|303568|dbj IBAA03916I (D16449) ORF [Escherichia coli] 



Seq. No. 10905 

Gene No. 23182 

Start 135 

Name OJ990330_12 . 9922 . C50 . ol . gs 

Start 135 

GI none 

Exons 135.. 267 



Seq. ID OJ990330_12.9922.C50 

Strand 

End 267 

Method GENSCAN 

End 267 

Score .72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10906 
23183 
301 

OJ990820_13.9924.Cl.ol.gs 

301 

none 



Seq. ID OJ990820_13.9924 .CI 

Strand + 

End 5457 

Method GENSCAN 

End 5457 

Score .59 



301. .575, 2729. .2920, 2988. .3125, 3148. .3328, 4524. .4994, 
5099.. 5457 



Seq. No. 10906 

Gene No. 23184 

Start 8039 

Name OJ990820_13 . 9924 . CI . ol . tm 

Start 91 

GI none 

Exons 91.. 252, 252.. 467 



Seq. ID OJ990820_13.9924 .CI 
Strand 

End 9371 

Method TBLASTX : Mai ze 

End 4 67 

Score 118 



Seq. No. 10906 

Gene No. 23184 

Start 8039 

Name OJ990820_13 . 9924 . CI . ol . ts 

Start 142 

GI none 

Exons 142. .249, 237. .464, 251. .430 



Seq. ID OJ990820_13.9924 .CI 
Strand 

End 9371 

Method TBLASTX : Soybean 

End 4 64 

Score 116 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10906 
23184 
8039 

OJ990820_13.9924.Cl.ol.tw 

309 

none 



Seq. ID OJ990820_13.9924.C1 
Strand 

End 9371 

Method TBLASTX : Wheat 

End 731 

Score 126 



309. .464, 311. .472, 489. .584, 600. .731 



Seq. No. 10906 

Gene No. 23184 

Start 8039 

Name OJ990820_13 . 9924 . CI . o2 . gs 

Start 8039 

GI none 
Exons 



Seq. ID OJ990820_13.9924.C1 
Strand 

End 9371 

Method GENSCAN 

End 9371 

Score .45 



8039. .8093, 9010. .9155, 9208. .9371 



Seq. No. 10907 

Gene No. 23185 

Start 1 

Name OJ990820_13 . 9924 . C2 . ol . np 

Start 1 

GI 2586082 



Seq. ID OJ990820_13.9924 .C2 

Strand + 

End 476 

Method AAT/NAP 

End 476 

Score 73 



11403 



Exons 1..130, 433.-476 

GI Descrip. {U72725) -retrofit [Oryza longistaminata] 





10907 




Seq. ID 


OJ990820 13 


9924 


. C2 




23186 




Strand 








Start 


287 




End 


388 






Name 


OJ990820 13 9924. C2 ol . 


as 


Method 


GENSCAN 








287 ~ 




End 


388 






GI 


none 




Score 


. 5 






Exons 


287. .388 












Seq. No. 


10908 




Seq. ID 


OJ990820_13. 


9924 


.C3 


Gene No. 


23187 




Strand 








Start 


1 




End 


2737 






Name 


OJ990820 13.9924.C3.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


2641 






GI 


4680179 




Score 


2659 






Exons 


1..57, 399. .2486, 2520. 


.2641 










GI Descrip. 


{AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 







Seq. No. 
Gene No. 
Start 
L: Name 
Cl Start 
GI 

Exons 



Seq. No, 

Ly Gene No, 
Start 

rii Name 
Start 

" GI 

Exons 



10908 Seq. ID 

23187 Strand 

1 End 

OJ990820__13 . 9924 . 03 . ol . gs Method 

395 End 

none ' Score 

395. .1363, 1421. .1721, 1812. .2737 

10908 Seq. ID 

23187 Strand 

1 End 

OJ990820_13 . 9924 . C3 . ol . tw Method 

581 End 

none Score 

581. .1084, 659. .1021, 663. .1052 



OJ990820_13.9924.C3 

2737 
GENSCAN 
-2737 
. 61 



OJ990820_13.9924.C3 
2737 

TBLASTX: Wheat 

1084 

227 



Seq. No. 10908 Seq. ID 

Gene No. 23187 Strand 

Start 1 End 

Name OJ990820_13 . 9924 . C3 . ol . tm Method 

Start 650 End 

GI none Score 

Exons 650.. 1012, 659.. 1012, 663.. 1013 



OJ990820_13. 9924 .C3 
2737 

TBLASTX: Maize 

1013 

169 



Seq. No. 10908 Seq. ID 

Gene No. 23187 Strand 

Start 1 End 

Name OJ990820_13 . 9924 . C3 . o2 . ts Method 

Start 833 End 

GI none Score 

Exons 833.. 1078, 834.. 1061 



OJ990820_13.9924.C3 
2737 

TBLASTX : Soybean 

1078 

98 



Seq. No. 10908 Seq. ID 

Gene No. 23187 Strand 

Start 1 End 

Name OJ990820_13 . 9924 . C3 . o2 . tm Method 

Start 1049 End 



OJ990820_13.9924.C3 
2737 

TBLASTX: Maize 
1549 



11404 






none 








Score 


50 


Exons 


lu 4 y , . X J D J / 


T n Q9 


. . X X 4i ^ / 


1 1 7n 
X X / u . 


.1223, 1370. .1549, 1422. .1541 


Seq. No. 


10908 








Seq. ID 


OJ990820_13.9924.C3 


Gene No. 


23187 








Strand 


- 


C-t- 3 y\- 
O UaJTI, 


X 








End 


2737 


N3ine 


WU-^-JUO^U Xj. 


I y y ^ f± 


. J . O J . 


U W 


Method 


TBLASTX: Wheat 


c -t- ^ >»■l- 


1 n p 

X U 0 0 








End 


1387 


C T 


none 








Score 


250 


Exons 


IDAS 1 '^Rl 


X X U X 


. . X O / O / 


1 "^97 
X jZ / . 


.1386 




Seq. No. 


10908 








Seq. ID 


OJ990820_13.9924.C3 


Gene No. 


23187 








Strand 




O UciL L. 


T 
X 








End 


2737 


Nsine 


n TQQOfi 9(1 1 
wuy^uozu xo< 


QQ94 
. ^ y f± 


. ^_ J . OX . 


US 


Method 


TBLASTX : Soybean 




1 1 no 

X X u u 








End 


1495 




none 








Score 


185 


TT" V Ti o 


linn idSQ 


X X U X 


. . X O / O f 


1 499 

X *± ^1 . 


.1457, 1463. .1495, 1464. .1493 


Seq. No. 


10908 








Seq. ID 


OJ990820_13.9924.C3 


Gene No. 


23187 








Strand 






X 








End 


2737 


Name 


u J yyuozu xo. 


Q Q9 A 


. L/O , OZ . 




Method 


TBLASTX: Wheat 




X 4 J D 




- 




End 


1922 




none 








Score 


266 


Exons 


X40D. .XoXO, 


1 /I 7 Q 


1 Q99 

. . X y zz / 


1 c; "5 '5 


.1844 




Seq. No. 


10908 








Seq. ID 


OJ990820_13. 9924 .03 


Gene No. 


23187 








Strand 






X 








End 


2737 


Name 


C\ TQ Qfl Q 9 fl 1 '5 

ujy^^uozu X^. 


QQ9/1 

. y y 4 


. . oo . 


nm 


Method 


TBLASTX: Maize 




X 0 X / 








End 


1907 


r T 


none 








Score 


201 


JliXOIlo 


XDX/. , f 1 


X 0 X y 


. . X y u D 








Seq. No. 


10908 








Seq. ID 


OJ990820_13.9924.C3 


Gene No. 


23187 








Strand 






X 








End 


2737 


Name 


\_/(J^jUO^U Xj. 


QQ94 
, y y z *i 


. . 04 . 


■I-TaT 
L. W 


Method 


TBLASTX: Wheat 


otar L 


9 n R 7 ~ 
Z U 0 / 








End 


2455 




none 








Score 


65 


Exons 


ofiRi 99nn 


z u o O 


9901 
. . Z Z U X / 


99 d (=; 

^ ^ 4 O . 


.2455, 2313. .2399 


Seq. No. 


10908 








Seq. ID 


OJ990820_13.9924.C3 


Gene No. 


23187 








Strand 






1 

X 








End 


2737 


Name 




Q Q9 /I 

yyz4 


. U J . Oft . 


tm 


Method 


TBLASTX: Maize 


o Tiarc 


91 "^R ~ 

z xoo 








End 


2488 




none 








Score 


191 


Exons 


OlQp 9/lRR 












Seq. No. 


10909 








Seq. ID 


OJ990820_13.9924.C4 


Gene No. 


23188 








Strand 


+ 


Start 


1180 








End 


1971 


Name 


OJ990820 13. 


9924 


.C4.01. 


gs 


Method 


GENSCAN 


Start 


1180 








End 


1971 


GI 


none 








Score 


. 96 



11405 



Exons 


lloU . . ly / 1 








Seq. No. 


luy uy 


beq. xu 


ujyyuozu i^.yyzfi 




Gene No. 


23188 


Strand 


+ 




Start 


1180 


End 


1971 




Name 


OJ990820 13.9924 .C4 .ol.np 


Method 






Start 


1180 


End 


1 Q tf; Q 
1 y OO 




GI 


4512231 


Score 






Exons 


1180. . 1968 








GI Descrip. 


(AB014741) OREO protein [Oryza sativa] 






beq. NO, 


1 n an Q 
1 u y u y 


Seq. ID 


ujyyuozu lo.yyz^i 




Gene No. 


23189 


Strand 


+ ~ 




Start 


2241 


End 


8977 




Name 


OJ990820 13.9924.C4.o2.np 


Method 


AAT/NAP 




Start 


2195 


End 


6650 




GI 


4680179 


Score 


5651 




Exons 


2195. .6650 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


10909 


Seq. ID 


OJ990820_13.9924 


n A 


Gene No. 


23189 


Strand 


+ 




Start 


2241 


End 


8977 




Name 


OJ990820 13.9924.C4.o2.gs 


Method 


GENSCAN 




Start 


2241 


End 


8201 ■ 




GI * 


none 


Score 


.59 




Exons 


2241.. 6592, 6984.. 7028, 7226. 


.7394, 7,432. .7635, 7689.-7 


Q~I £Z 
O / D, 




8156. .8201 








Seq. No. 


10909 


Seq. ID 


OJ990820_13, 9924 




Gene No . 


23189 


Strand 


+ 




o car L 


2241 


End 


8977 




Name 


OJ990820 13.9924 .C4 .o3.np 


Method 


AAT/NAP 




Start 


7406 


End 


8977 






6063554 


Score 


148 




Exons 


7406. .7590, 7689. .7751, 8805. 


.8977 






GI Descrip. 


(AP000615) ESTs AU075609 {C6334 4 ) , C7 1850 (E04 64 ) , 098 611 {E04 64 ) 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 








beq. NO. 


10909 


Seq. ID 


OJ990820_13.9924 


.C4 


Gene No. 


23190 


Strand 


+ 




Start 


8964 


End 


18881 




Name 


OJ990820 13.9924.C4.o6.np 


Method 


AAT/NAP 




Start 


8964 


End 


18881 




GI 


5852180 


Score 


521 




Exons 


8964. .8991, 9101. .9141, 12542 


. .12598, 


13582. .13706, 






13758. .14161, 18848. .18881 








GI Descrip. 


(ALL17265) zhbOOOlO.l [Oryza 


sativa] 






beq. NO. 


10909 


Seq. ID 


OJ990820_13.9924 


.C4 


Gene No. 


23191 


Strand 






Start 


5141 


End 


18881 




Name 


OJ990820 13.9924 .C4 .o9.tw 


Method 


TBLASTX: Wheat 




Start 


2402 


End 


10254 




GI 


none 


Score 


215 




Exons 


2402.. 2599, 2403.. 2600, 10055 


. .10252, 


10057. . 10254 





11406 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



10909 
23191 
5141 

OJ990820_13. 

2651 

none 

2651. .2824, 



9924 .C4 .o7. tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990820_13. 9924 .C4 
18881 

TBLASTX: Wheat 

10021 

306 



2652. .3002, 2800. .2868, 9670. .10020, 9827. .10021 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10909 
23191 
5141 

OJ990820_13. 

2652 

none 

2652. .2957, 



Seq. ID 

Strand 

End 

9924 .C4 .o6.tm Method 
End 
Score 

9715.. 10020, 9890.. 10006 



OJ990820_13.9924.C4 
18881 

TBLASTX: Maize 

10020 

246 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10909 
23191 
5141 

OJ990820_13. 

3339 

none 

3339. .3680 



9924 .C4 .o8.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990820_13. 9924.C4 
18881 

TBLASTX: Wheat 

3680 

248 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10909 
23191 
5141 

OJ990820_13. 

3684 

none 

3684. .3875, 



9924 .C4 .o7. tm 



3722. .3877 



Seq. ID 

Strand 

End 

Method 

End 

Score 



"OJ990820_13. 9924 .C4 
18881 

TBLASTX: Maize 

3877 

190 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10909 
23191 
5141 

OJ990820_13. 

3812 

none 

3812. .4252, 



9924.C4.o4.tw 



Seq. ID OJ990820_13. 9924 .C4 
Strand 

End 18881 

Method TBLASTX: Wheat 

End 42.96 

Score 535 



3813. .4295, 3816. .4292, 3922. .4296 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10909 
23191 
5141 

OJ990820_13. 

3849 

none 

3849. .4163 



9924.C4.o4.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990820_13. 9924.C4 
18881 

TBLASTX: Soybean 

4163 

198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10909 
23191 
5141 

OJ990820_13. 

3878 

none 

3878. .4120, 



9924 .C4 .o4 . tm 



3882. .4325 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990820_13.9924.C4 
18881 

TBLASTX: Maize 

4325 

373 



11407 



Seq. No. 










Seq. ID 


OJ990820_13.9924 


.C4 


Gene No. 


23191 








Strand 






Start 


5141 








End 


18881 




Name 




Q Q9 4 


P4 0I 
U4 . ox . 


L.S 


Method 


TBLASTX : Soybean 




o tar L 


ft Z J D 








End 


4631 






none 








Score 


57 




Exons 




4 Z 0 D . 


4 9 fiR 
. 4 Z DO , 


4 97 9 


.4325, 4275. .4415, 4380. .4631, 




fiOOO. .flOxO 














Seq. No. 


10909 








0 C . J.LJ 


O,TQQ0R90 1 ^ QQ94 


r4 


Gene No. 


23191 








Strand 






Q4- a r--i- 


O X 4 ± 








End 


18881 




NaiTie 


n TQQDR 90 1 


QQ94 
. y y z 4 . 


V_/4 . 00 . 


t. W 








oT-ari- 


4 O U J 








FnH 


4 ^4 

4 D 4 D 




ol 


none 










S7 

0 / 




IT* V /^"n o 
rjXOllo 




4 ^R ^ 
4 J 0 0 . 


• H \J H \J f 


*3 0 0 J . 


4 fi4 S 
• *i D 4 J 






Seq. No. 


10909 








otsq . X u 


n.TQQ0R90 1 QQ94 
wuyyuozu xo.yyz4 


^4 
. ^4 


Gene No. 


23191 








strand 






Q-l- a T--t- 

otar L 


R1 4 1 
O X 4 X 








End 


18881 




Name 


n TQQn R 9 n i 
uu y yu o ^ u X o , 


QQ9 4 

. y yz 4 . 


rA oR 

L/4 . 00 . 


-t-m 

um 


LXlc LflUQ 


1 DXii-VO i A • LYia X z e 




buarr 


4 JO U 








Hjna 


4 719 
4 / XZ 






none 








Score 


■^OR 
JUO 




Exons 


•4J0U. .4 1 XZ. f 


4 4 T 


4 711- 
.4 /XX 










Seq. No. 


10909 








oeq . X u 


riTQQ0R90 1*^ QQ94 

ujyyuozu xo.yyzft 


n A 

. U4 


Gene No. 


23191 








strand 






b car u 


R 1 4 1 

D X 4 X 








End 


18881 




Name 




QQ9 /I 


r^A '5 
b41 . 00 . 




LYie Luoa 


TRT ZiQTY • WViQa-h 

i cxirib iA . wneai- 




o tar u 












t^07 9 

0 u / z 




bi 


none 








Score 


0 J? D 




tjXons 


4 ^^4 7 Rn79 


4 04 y . 




4 7 9 9 
4 / Z Z . 


sn7 9 

■ D\J 1 Z 






Seq. No. 


10909 








O/arr TD 
oc;(4 . X U 


n.TQQ0R90 1 ^ QQ94 

wu-/^VJOZU ±J.;3^Z4 


r4 


Gene No. 


23191 








Strand 






D tart 


O X 4 X 








End 


18881 




Name 


vju^yuozu xo. 


QQ94 

, y y z 4 . 


^4 o"^ 
V_.4 . 0 J . 


t S 








o Lar t. 


. 4 D J 0 








FnH 


4 Q01 

■a ^ U J. 




ex 


none 










910 

^ X u 




iijXons 


/ cc: 0 / qn-i 
4DJO- .4yUX 














Seq. No. 


10909 








octj . X u 


n.TQQ0R90 1 QQ94 
^^o^^uozu xo.yyz4 


. ^4 


Gene No. 


23191 








Strand 






o t art 


m 4 1 

0 X 4 X 








End 


18881 




Name 


n TQQHR 9 0 1 1. 


QQ94 
, y y^. 4 . 


r4 o9 
U4 . OZ . 


tm 


Method 


TBLASTX: Maize 




o uar T_ 


471 Q ~ 
4 / X y 








End 


5072 




PT 


none 








Score 


4 67 




Exons 


471 Q ^079 


4 7 9 4 
4 / Z 4 . 


SO R 
. OU DO 










beq . iNO . 


1 OQOQ 

X u yu y 








Seq. ID 


OJ990820_13.9924 


.C4 




23191 








Strand 






start 


5141 








End 


18881 




Name 


OJ990820 13. 


,9924. 


04. o2. 


tw 


Method 


TBLASTX: Wheat 




start 


5100 








End 


16221 




GI 


none 








Score 


626 




Exons 


5100. .5639, 


5282. 


.5635, 


5358. 


.5639, 5359. .5640, 15901.. 


16215, 




15902. . 16159, 15907. .16221 









11408 






Seq. No. 


10909 








Seq. ID 


OJ990820_13.9924 


.C4 




Gene No. 


23191 








Strand 










5141 








End 


18881 






Name 


OJ990820 13. 


9924 


.C4.04. 


np 


Method 


AAT/NAP 






C -4- vt- 


5141 








End 


10503 








4680179 








Score 


703 






Exons 


5141. .5161, 


9652 


. .10503 










(jX uescnp. 


(AF111709) polyprotein 


\ C\y\7'7 


sativa subsp. indica] 






Seq. No. 


X U _? U -7 










OJ990820_13.9924, 


.C4 




Gene No. 


23191 








Strand 








C+- a -r-f- 


5141 








End 


18881 






Name 


OJ990820 13. 


9924 


.C4 .ol. 




Method 


TBLASTX: Cress 






D Lair L. 


5337 








End 


16194 








none 








Score 


90 








5337. .5519, 


5520 


. .5663, 


o -J % 


.5662, 15 


877. .16017, 15878, 


. . X o u X o , 






16021. .16194 
















Seq. No. 


10909 








Seq. ID 


OJ990820_13.9924, 


.C4 




^ ^ M 


23191 








Strand 








o uari: 


5141 








End 


18881 






Name 


OJ990820 13. 


9924 


.C4.02. 




Method 


TBLASTX: Soybean 








5427 








End 


16113 








none 








Score 


301 






Exons 


5427. .5687, 


5438 


. .5686, 


X O O J ^ 


. .15983, 


15853. .16113, 15854. .16108 


ry 


Seq. No. 


X U J u ^ 








Seq. ID 


OJ990820_13.9924, 


.C4 




KT 


23191 








Strand 






Ui 


C-h a vH 

oLa JTI- 


5141 








End 


18881' 






NaiTie 


OJ990820 13. 


9924 


.C4 .o3. 


tm 


Method 


TBLASTX: Maize 






o ca J. u 


5486 








End 


16054 








none 








Score 


411 




Q 




5486. .5773, 


5487 


. .5777, 




. ,16053, 


15767. .16054 






Seq. No. 


10909 








Seq. ID 


OJ990820_13. 9924 , 


.C4 


H> 


Gene No. 


23191 








Strand 






; "e 




O ± fl X 








End 


■18881.- 




I J 


Name 


OJ990820 13. 


9924 


.C4 .ol. 


tw 


Method 


TBLASTX: Wheat 




0 




5646 








End 


15894 






r T 


none 








Score 


723 






Exons 


5646, .6272, 


5702 


. . 6154, 


6212. , 


.6271, 15268. .15894, 15271, 


. .15393, 






15380. .15838 
















o e q . IN o . 


10909 








Seq. ID 


OJ990820_13. 9924 , 


.04 




Gene No. 


23191 








Strand 








Start 


5141 








End 


18881 






Name 


OJ990820 13. 


9924 


.C4 .ol. 


tm 


Method 


TBLASTX: Maize 








5825 








End 


15714 






(jX 


none 








Score 


* 229 






Exons 


5825. .5980, 


5826 


. .5987, 


5846. , 


.5989, 5984. .6157, 5985. .6410, 






6144. .6389, 


6212 


. . 6409, 


15115. 


. . 15555, 


15131. .15553, 








15505. .15555 


, 15553. .15714, 15560 15706, 15669. .15710 






Seq. No. 


10909 








Seq. ID 


OJ990820_13.9924, 


.04 




Gene No. 


23191 








Strand 








Start 


5141 








End 


18881 





11409 




Name OJ990820_13 . 9924 . C4 . 06 . tw 

Start 6272 

GI none 

Exons 6272.. 6553, 6273.. 6605, 
14999. .15268 

Seq. No. 10909 

Gene No. 23191 

Start 5141 

Name OJ990820_13 . 9924 . C4 . o3 , gs 

Start 9562 

GI none 

Exons 9562., 10500, 10665 .. 10756, 
13641, .13814, 13907. .14199 




Method TBLASTX : Wheat 
End 15268 
Score 312 
38. . 6584, 14935. . 15267, 14 956,-15264, 



Seq. - ID OJ990820_13. 9924.C4 
Strand 

End 18881 
Method GENSCAN 
End 16546 
Score .47 
10897. .11560, 12 659. .12754, 
, 14904. .15989, 16486. .16546 





Q Q /-T XT 

0 e q . ln 0 , 


10909 


Seq. ID 








23191 


Strand 






0 uar u 


5141 


End 


1 fl R 1 
X 0 0 0 X 




Name 


OJ990820 13.9924,C4,o3.gp 


Method 


FiH. i / \jt\tr 




ot art. 


12448 


End 


1 9 P 9 7 
J. ^ 0 ^ / 




GI 


uC-osflcyp033a04bl 


Score 


633 




Exons 


12448. .12827 








GI Descrip. 


•6016845/dbj | AP000570 . 1 | AP000570 3.0e 


-59 Oryza sativa genomic 


Q 
Q 




DNA, chromosome 1, clone : P0711E10 * 






Seq. No. 


10909 


Seq, ID 


OJ990820_13.9924.C4 


: ii 


Gene No. 


23191 


Strand 






Start 


5141 


End 


18881 




Name 


OJ990820 13.9924.C4.o7.np 


Method 


AAT/NAP 


Uf 


Start 


14890 


End 


18881 




GI 


4680179 


Score 


1878 


rl! 


Exons 


14890. , 16238, 18799. .18881 








GI Descrip. 


{AF111709) polyprotein [Oryza 


sativa , 


subsp, indica] 




Seq. No. 


10909 


Seq. ID 


OJ990820_13.9924.C4 




Gene No. 


23191 


Strand 






Start 


5141 


End 


18881 


ai. 


Name 


OJ990820 13.9924.C4.o4.gp 


Method 


AAT/GAP 




Start 


16787 


End 


17297 




GI 


LIB34 34-038-P1-K1-F1 


Score 


743 




Exons 


16787. .17297 








GI Descrip, 


*5257255/dbj IAP000364.il AP000364 0 . Oe+00 Oryza sativa genomic 



DNA, chromosome 8, clone : P0026F07 ' 



Seq. No. 10910 Seq. ID 

Gene No. 23192 Strand 

Start 259 End 

Name OJ990820_13 . 9924 . C5 . ol , np Method 

Start 259 End 

GI 6539581 Score 

Exons 259.. 609, 943., 1807, 1968., 2137 
GI Descrip. 



OJ990820_13.9924.C5 

2137 
AAT/NAP 
2137 
721 



(AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



BAG 



Seq. No. 
Gene No. 
Start 



10910 
23192 
259 



Seq. ID OJ990820_13. 9924 .C5 
Strand + 
End 2137 



11410 










Mp "h h oH 




O L dl. U 


O tJ X 




End 


576 


CT 

\J X 


none 




Score 


263 


F" von ^ 


351 575, 352 576 








Seq. No. 


10910 




Seq. ID 


OJ990820_13. 9924.05 


Gene No. 


23192 




Strand 


+ 


Start 


259 




End 


2137 


Name 


OJ990820 13 9924 C5 ol 


ts 


Method 


TBLASTX : Soybean 


Start 


4 68 ~ 




End 


1380 


GI 


none 




Score 


137 


R von s 


468 596, 469 606. 469 




937. .1380, 937. .1245, 1315. .1338 


Seq. No. 


10910 




Seq. ID 


OJ990820_13. 9924.05 


Gene No. 


23192 




Strand 


+ 


Start 


259 




End 


2137 


Name 


OJ990820 13. 9924 .C5.01. 


tm 


Method 


TBLASTX: Maize 


Start 


511 




End 


144 6 


GI 


none 




Score 


67 


P VOFl ^ 


511. .606, 937. .1170, 945. .1151, 1207.. 


1446 


Seq. No. 


10910 




Seq. ID 


OJ990820_13. 9924 .05 


Gene No. 


23192 




Strand 


+ 


O l_ Ct i- L. 


259 




End 


2137 




OJ990820 13. 9924.05. o2. 


tw 


Method 


TBLASTX: Wheat 




970 




End 


1407 


\j ± 


none 




Score 


158 


R von c; 


970 1152 1187 1405 


1189 . . 


1407 




Seq. No. 


10911 




Seq. ID 


OJ990820_13. 9924.06 ' 


Gene No. 


23193 




Strand 




Start 


207 




End 


1090 


Name 


OJ990820 13. 9924. 06. ol. 


gs 


Method 


GENSCAN 


Start 


207 




End 


1090 


O J. 


none 




Score 


.64 


R von 


207. .432, 570. .745, 992 


. .1090 






^po No 


10912 




Seq. ID 


OJ990820_13.9924.C7- 


fipnp No 


23194 




.Strand 


+ 


start 


569 




End 


6774 


Name 


OJ990820 13. 9924. 07. ol. 


gs 


Method 


GENSOAN 


Start 


569 




End 


6774 


GI 


none 




Score 


. 66 


P. von 


569. .1249, 1338. .1447, 


1489. . 


1638, 1709. .1771, 1863. .1951, 




2232. .2463, 2693. .2808, 


4231. 


.4391, 5106. .5702, 6127. .6267, 




6585. .6774 








Seq. No. 


10912 




Seq. ID 


OJ990820_13. 9924.07 


Gene No. 


23195 




Strand 




Start 


216 




End 


307 


Name 


OJ990820 13. 9924. 07. ol. 


gp 


Method 


AAT/GAP 


Start 


216 




End 


307 


GI 


2798689 




Score 


106 


Exons 


216. .307 








Seq. No, 


10913 




Seq. ID 


OJ990820_13. 9924.08 


Gene No. 


23196 




Strand 





11411 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



;OJ990820_13. 9924,C8.ol.np 
1 

2586082 
1,.719 

(U72725) retrofit [Oryza longistaminata] 



End 

Method 
End 
Score 



719 

AAT/NAP 
719 
989 



O « ™ XT 

Seq. No. 


1 n Qi '5 
1 u y lo 










oeq . ± U 




. uo 


(jene wo. 


Z J ± y D 










OCX Oiiv^ 






q-t- o v-f 

O Ldl- u 


1 










End 


719 




Name 


OJ990820 


_13. 


9924. 


C8.01. 


■ tc 


Method 


TBLASTX: Cress 




Start 


14 










End 


250 




GI 


none 










Score 


226 




Exons 


14. .250, 


22. 


.231 












Seq. No. 


10913 










Seq. ID 


OJ990820_13. 9924 


.08 


Gene No. 


23196 










■ Strand 


+ 




Start 


1 










End 


719 




Name 


OJ990820 


_13. 


9924. 


C8.ol, 


. ts 


Method 


TBLASTX : Soybean 




Start 


31 










End 


364 




GI 


5509260 










Score 


167 




Exons 


31. .144, 


32. 


.250, 


223. , 


.351, 


224. .364 






GI Descrip. 



















Seq. No. . 10913 

Gene No; 23196 

Start 1 

Name OJ990820_13 . 9924 . C8 . ol . tw 

Start 31 

GI none 
Exons 



Seq. ID OJ990820 .13.9924.08 



Strand 
End 

Method 

End 

Score 



+ 

719 

TBLASTX: Wheat 

568 

186 



31. .150, 32. .250, 223. .291, 224. .373, 365. .568 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10913 
23196 
1 

OJ990820_13.9924.C8.ol.tm 

164 

none 



Seq. ID OJ990820_13. 9924.08 

Strand + 

End 719 

Method TBLASTX : Mai ze 

End 601 

Score 7 9 



164. ,250, 184. .222, 230. .601, 244. .330, 367. .471, 514. .561 



10913 
23196 
1 

OJ990820_13. 9924 .08.02. tc 

428 

none 

428. .676 



Seq. ID OJ990820_13. 9924.08 

Strand + 

End 719 

Method TBLASTX : Oress 

End 67 6 

-Score 198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



109L4' 

23197 

1 

OJ990820_13. 9924.09.ol.np 
1 

2943742 
1. .1321 

(AB002266) XAl [Oryza sativa] 



Seq. ID OJ990820_13. 9924.09 

Strand + 

End 4278 

Method AAT/NAP 

End 1321 

Score 578 



11412 



Seq. No. 10914 Seq. ID 

Gene No. 23197 Strand 

Start 1 End 

Name OJ990820_13 . 9924 . C9 . o2 . np Method 

Start 1 ■ End 

GI 2943742 . . Score 

Exons 1..1321, 4244.. 4278 
GI Descrip*. (AB002266) XAl [Oryza sativa] 



OJ990820_13,9924.C9 
+ 

4278 
AAT/NAP 
4278 
589 



Seq. No.. 10914 Seq. ID 

Gene No. 23197 Strand 

Start 1 End 

Name OJ990820_13 . 9924 . C9 . ol . gs Method 

Start 61 End 

GI none Score 

Exons 61.. 306 



OJ990820_13.9924.C9 
+ 

4278 
GENSCAN 
306 
.67 



Seq. No. 10914 Seq. ID 

Gene No. 23197 Strand 

Start 1 End 

Name OJ990820_13 . 9924 . 09 . o2 . tm Method 

Start 171 End 

GI none Score 

Exons 171.. 296, 172.. 543, 577.. 621 



OJ990820_13. 9924.C9 
+ 

4278 

TBLASTX: Maize 
621 

193 - 



Seq. No. 10914 Seq. ID 

Gene No. 23197 Strand 

Start 1 End 

Name OJ990820_13 . 9924 . 09 . ol . ts Method 

Start 193 End 

GI none Score 

Exons 193.. 501, 195.. 500, 1170.. 1319 



OJ990820_13. 9924.09 
+ 

4278 

TBLASTX : Soybean 

1319 

226 



Seq. No. 10914 Seq. ID 

Gene No. 23197 Strand 

Start 1 End 

Name OJ990820_13 . 9924 . 09 . o2 . gs Method 

Start 1123 End 

GI none Score 

Exons 1123.. 2167, 2617.. 2855, 2962.. 3108 



OJ990820_13.9924.09 
+ 

4278 
GENSOAN 
3108 
.7 



Seq. No. 10914 Seq. ID 

Gene No. 23197 Strand 

Start 1 End 

Name OJ990820_13 . 9924 . 09 . ol . tm Method 

Start 1831 End 

GI none Score 

Exons 1831. .1857, 1954. .2343, 2100. .2348, 2353. .2439, 2355 
2384. .2440 



OJ990820_13. 9924.09 
+ 

4278 

TBLASTX: Maize 
2459 
44 

2459, 



Seq. No. 10915 Seq. ID 

Gene No. 23198 Strand 

Start 3021 End 

Name OJ990820_13 . 9924 . 010 . o4 . np Method 

Start 3021 End 

GI 2943742 Score 

Exons 3021.. 3037, 9943.. 11884, 14612.. 14709 



OJ990820_13. 9924. 010 
+ 

19115 
AAT/NAP 
14709 
791 



11413 




GI Descrip. 


(AB002266) XAl [Oryza sativa] 








Seq. No. 


10915 


Seq. ID 


OJ990820 


13 . 9924 , 


. CIO 


Gene No. 


23198 


Strand 


+ 






Start 


3021 


End 


19115 






Name 


OJ990820 13.9924.C10.o3.np 


Method 


AAT / NAP 






Start 


9943 


End 


1564 9 






GI 


2943742 


Score 


784 






Exons 


9943. .11889, 15629. .1564 9 










GI Descrip. 


(AB002266) XAl [Oryza sativa] 








Seq. No. 


10915 


Seq. ID 


OJ990820 


13 . 9924 , 


. CIO 


Gene No. 


23198 


Strand 


+ 






Start 


3021 


End 


19115 






Name 


OJ990820 13.9924.C10.o2.np 


Method 


AAT /NAP 






Start 


10062 


End 


11277 






GI 


2792210 


Score 


637 






Exons 


10062. .11277 










GI Descrip. 


(AF032683) NBS-LRR type resistance protein [Hordeum vulgare] 


Seq. No. 


10915 


Seq. ID 


OJ990820 


_13.9924, 


.CIO 


Gene No. 


23198 


Strand 


+ 






Start 


3021 


End 


19115 






Name 


OJ990820 13.9924.C10.o2.gs 


Method 


GENSCAN 






Start 


14 64 6 


End 


19115, 






GI 


none 


Score 


.54 






Exons 


14646. .14955, 15237 .. 15315 , 


15359. . 15454, 15686 


. .15846, 






16834. .18567, 1884 9. .18927, 


18971. .19115 






Seq. No. 


10915 


Seq. ID 


OJ990820 


_13. 9924, 


.CIO 


Gene No. 


23198 


Strand 


+ 






Start 


3021 


End 


19115 






Name 


OJ990820 13.9924.C10.o5.np 


Method 


AAT /NAP 






Start 


14646 


End 


18967 






GI 


6815052 


Score 


2534 






Exons 


14 64 6. .147 99, 14 881. .14 955, 


15237. .15354, 15653 


. .15752, 






16615. .16707, 17490. .17625, 


17674 .. 18411, 18493 


. .18567, 






18849. .18967 










GI Descrip.- 


(AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


10915 


Seq. ID 


OJ990820 


_13.9924. 


.CIO 


Gene No. 


23199 


Strand 


+ 






Start 


21151 


End 


21204 






Name 


OJ990820 13.9924.C10.ol.gp 


Method 


AAT /GAP 






Start 


21151 


End 


21204 






GI 


uC-osficyplllc03al 


Score 


86 






Exons 


21151. .21204 










GI Descrip. 


'6069643/dbj | AP00061 6 . 1 | AP00061 6 4 . Oe- 


11 Oryza 


sativa genomi' 




DNA, chromosome 6, clone : P0514G12 * 








Seq. No. 


10915 


Seq. ID 


OJ990820 


_13. 9924. 


.CIO 


Gene No. 


23200 


Strand 


+ 






Start 


21291 


End 


21450 






Name 


OJ990820 13. 9924 .C10.o2.gp 


Method 


AAT /GAP 






Start 


21291 


End 


21450 






GI 


uC-osflm202104a07bl 


Score 


143 






Exons 


21291. .21450 











11414 



GI Descrip. ' 5852170/einb | AL117265 . 1 | OST17804 l.Oe-50 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAG clone : tl7804 ' 



Seq. No. 10915 Seq. ID 

Gene No. 23201 Strand 

Start 22906 End 

Name OJ990820_13 . 9924 . CIO . o4 . gs Method 

Start 22906 ' End 

GI none Score 

Exons 22906. .23341, 23517.. 23569 



OJ990820_13. 9924 .CIO 
+ 

23569 
GENSCAN 
23569 
. 64 



Seq. No. 10915 

Gene No. 23202 

Start 25258 

Name OJ990820_13 . 9924 . CIO . o7 . np 

Start 25258 

GI 1176807 

Exons 25258. .25358, 26466.. 26616 

GI Descrip. HYPOTHETICAL 118.2 KD PROTEIN F43C1 
gi I 3877068 I emb I CAA87056.il (Z4 6937) 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990820_ 
+ 

29606 
AAT/NAP 
26616 
26 



13.9924 .CIO 



1 IN CHROMOSOME III 
similarity to the leucine 



rich repeat 
elegans] 



(LRR) segment found in many proteins [Caenorhabditis 



Seq. No. 


10915 


Seq. ID 


OJ990820_ 


13.9924 .CIO 


Gene No. 


23202 


Strand 


+ 




Start 


25258 


End 


29606 




Name 


OJ990820 13.9924.C10.o6.gs 


Method 


GENSCAN 




Start 


26192 


End 


29606 




GI 


none 


Score 


.73 




Exons 


26192. .26194, 26767 .. 26958, 


29208. .29606 




Seq. No. 


10915 


Seq. ID 


OJ990820_ 


13. 9924. CIO 


Gene No. 


23203 


Strand 






Start 


3907 


End 


8511 




Name 


OJ990820 13.9924.C10.ol.np 


Method 


AAT/NAP 




Start 


3907 


End 


8511 




GI 


. 3746069 


Score 


80 




Exons 


3907. .3958,. 8129. .8511 








GI Descrip. 


(AC005311) putative non-LTR 


retroelement reverse 


transcriptase 



[Arabidopsis thaliana] 



Seq. No. 10915 

Gene No. 23204 

Start 19453 

Name OJ990820_13 . 9924 . CIO . o3 . gs 

Start 19453 

GI none 

Exons 19453. .19623, 19734 .. 19758, 
20512.. 20690 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990820_13. 9924 .CIO 

20690 
GENSCAN 
20690 
.76 



19851. .19934, 19964 .. 204 34 , 



Seq. No. 10915 

Gene No. 23205 

Start 23947 

Name OJ990820_13 . 9924 . CIO . o3 . tw 

Start 8159 

GI none 
Exons 



Seq. ID OJ990820__13. 9924 .CIO 



Strand 
End 

Method 

End 

Score 



29724 

TBLASTX: Wheat 

8514 

73 



8159. .8344, 8164. .8388, 8389. .8514, 8390. .8512 



11415 



Seq. No. 


10915 






Seq. ID 


OJ990820_13.9924 


.CIO 


Gene No. 


23205 






Strand 






o L. a J. U 


23947 






End 


29724 - 




Ns-itie 


OJ990820 13. 9924. CIO 


.o3.tm 


Method 


TBLASTX: Maize 






9586 






End 


10065 






none 






Score 


198 






9586.* . 


9822, 9638.. 9820, 9807 


..9932, 9841. .9924, 9890. .10045 




9963. . 


10049, 9963.. 10058, 9964.. 10065 






Seq. No. 


10915 






Seq. ID 


OJ990820_13. 9924 


.CIO 


OCIlC IN . 


23205 






Strand 








23947 






End 


29724 




Nsme 


OJ990820 13. 9924. CIO 


.o2 .tm 


Method 


TBLASTX: Maize 






10226 






End 


10599 






none 






Score 


221 






10226. 


.10597, 10226. 


.10597, 


10252. .10599, 10255.. 10599 




Seq. No. 


10915 






Seq. ID 


OJ990820_13.9924 


.CIO 




23205 






Strand 






OL.clX.l-. 


23947 






End 


29724 




N3ine 


OJ990820 13. 9924. CIO 


. o4 . tm 


Method 


TBLASTX: Maize 




O L. a IT t. 


10729 






End 


11184 




PT 


none 






\^ Score 


195 




Exons 


10729. 


.11031, 11053. 


.11184 








Seq. No. 


10915 






Seq. ID 


OJ990820_13.9924 


. ^ J. u 




23205 






Strand 






o La. J- U 


23947 






End 


29724 




Nsine 


OJ990820 13. 9924. CIO 


.ol.ts 


Method 


TBLASTX : Soybean 




O Ldl. u 


10747 






End 


11211 






none 






Score 


254 




TJ" V c 


10747. 


.11100, 11140. 


.11211 








Seq. No. 


• 10915 






Seq. ID 


OJ990820_13.9924. 


. CIO 


Gene No. 


23205 






Strand 






O L. d i- L. 


23947 






End 


29724 






• OJ990820 13. 9924. CIO 


.o5 . tm 


Method 


TBLASTX: Maize 






12394 






End 


131*07 






none 






Score 


50 




l-j A ^ 1 i O 


12394. 


.12426, 12505. 


.12771, 


12517. .12£ 


il3, 12576. .12809, 






12783. 


.12968, 12784. 


.12969, 


12785. .12988, 12994. .13107 




Seq. No. 


10915 






Seq. ID 


OJ990820_13.9924 , 


.CIO 


o 7^ o NT o 


23205 






Strand 








23947 






End 


29724 




Nfiitie 


OJ990820 13. 9924. CIO 


.o2.tw 


Method 


TBLASTX: Wheat 




C-t- a rt 
O L. CL i. U 


16941 






End 


17435 






none 






Score 


314 




Exons 


16941. 


.17435, 16965. 


.17231, 


17177. .17335 




Seq. No. 


10915 






Seq. ID 


OJ990820__13.9924 . 


.CIO 


Gene No. 


23205 






Strand 






Start 


23947 






End 


29724 




Name 


OJ990820 13. 9924. CIO 


. o6 . np 


Method 


AAT/NAP 




Start 


23941 






End 


29551 




GI 


4895169 




Score 


466 





11416 




P von Q 


23941. 


.23990, 24063. 


. 24518 , 


24657. .24764, 24 808 25144 , 






29528. 


.29551 












(AC007662) putative 


helicase 

It i \^ «^ J* V** 


1 [Arabidopsis thaliana] 




Seq. No. 


10915 






Seq. ID 


OJ990820_13.9924. 


,C10 


Gene No. 


23205 






Strand 






Start 


23947 






End 


29724 




Nsrne 


OJ990820 13. 9924. CIO 


. o5 . gs 


Method 


GENSCAN 




Start 


23947 






End 


25366 




GI 


none 






Score 


.45 




P von s 


23947. 


.24732, 24765. 


.24970, 


25297. .25366 




Seq. No. 


10915 






Seq. ID 


OJ990820_13. 9924 . 


-CIO 


Gene No. 


23205 






Strand 






Start 


23947 






End 


29724 




Naitie 


OJ990820 13. 9924. CIO 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


24199 






End 


24539 




GI 


none 






Score 


333 




Exons 


24199. 


.24510, 24200. 


.24529, 


24243. .24539 




Seq. No. 


10915 






Seq. ID 


OJ990820_13.9924. 


CIO 


Gene No. 


23205 






Strand 






Start 


23947 






End 


29724 




Naine 


OJ9908 


:20_13. 9924. CIO 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


24274 






End 


24517 




GI 


none 






Score 


78 






24274. 


.24510, 24317. 


. 24517 








Seq. No. 


10915 






Seq. ID 


OJ990820_13.9924 . 


CIO 


Gene No. 


23205 






Strand 






Start 


23947 






End 


29724 




Name 


OJ990820 13. 9924. CIO 


. o 1 . t w 


Method 


TBLASTX: Wheat 




Start 


24394 






End 


24757 




GI 


none 






Score 


153 




F von <5 


24394. 


.24618, 24395. 


. 24 619, 


24622. .24756, 24623. .24757 




Seq. No. 


10915 






Seq. ID 


OJ990820_13.9924. 


CIO 


Gene No. 


23205 






Strand 






Start 


23947 






End 


29724 




Name 


OJ990820 13. 9924. CIO 


. o8 . np 


Method 


AAT/NAP 




Start 


28177 






End 


29724 




GI 


2944437 




Score 


170 




Exons 


28177. 


.28197, 29394. 


.29724 








GI Descrip. 


(AF051153) globulin 


1 precursor [Oryza 


sativa] 




Seq. No. 


10916 






Seq. ID 


OJ990820_13.9924. 


Cll 


Gene No. 


23206 






Strand 


+ 




Start 


357 






End 


480 




Name 


OJ990820 13.9924.C11 


. ol . gs 


Method 


GENSCAN 




Start 


357 






End 


480 




GI 


none 






Score 


.71 




Exons 


357. .480 










Seq. No. 


10917 






Seq. ID 


OJ990820_13.9924. 


C12 


Gene No. 


23207 






Strand 


+ 




Start 


335 






End 


7226 




Name 


OJ990820_13.9924.C12 


. ol .gs 


Method 


GENSCAN 





11417 




C -4- ^ >-4- 


'5 




End 


4660 






none 




Score 


.41 




17' ^ 




1 7 R 
sJ X / o . . 


3232, 4654.. 4660 




o e q . iM o . 


X U ^ X / 




Seq. ID 


OJ990820_13.9924 


.C12 


Gene No: 


23207 




Strand 


+ 




Start 


335 




End 


7226 




Nsine 


OJ990820 13.9924.C12.o2 


.np 


Method 


AAT/NAP 




Q 4- a -y-i- 


788 




End 


7173 




r T 


2943742 




Score 


749 




HiXOIlo 


788. .2819, 5085. .5207, 


5946. . 


6095, 6126. .6360, 6821. .7173 




(AB002266) XAl [Oryza sativa] 








Con Mn 


10917 




Seq. ID 


OJ990820_13.9924. 


.C12 


Gene No. 


23207 




Strand 


+ 




Start 


335 




End 


7226 




Name 


OJ990820 13. 9924 .C12.01 


. np 


Method 


AAT/NAP 




o UciX L 


908 




End 


2113 






9 7 no o 1 n 
Z / y Z Z X U 




Score 


670 




Exons 


908. .2113 












(AF032683) NBS-LRR type 


resistance protein [Hordeum vulgare] 


Seq. No. 


10917 




Seq. ID 


OJ990820_13.9924, 


.C12 


Gene No. 


23207 




Strand . 


+ 




O L.a.X L 


335 




End 


7226 




Name 


OJ990820_13. 9924. 012. o2 


.gs 


Method 


GENSCAN 




b uar u 


D U ft 0 




End 


7226 






none 




Score 


.56 






6045. .7226 










Seq. No. 


10917 




Seq. ID 


OJ990820_13.9924, 


.C12 


Gene No. 


23208 




Strand 


+ 




O L-dX L 


8333 




End 


8527 




Name 


OJ990820 13.9924.C12.o3 


.gs 


Method 


GENSCAN 




O Ua.r L. 


8333 




End 


8527 




CT 


none 




Score 


.59 






8333. .8527 










Seq. No. 


10917 




Seq. ID 


OJ990820_13.9924, 


.C12 


Gene No. 


23209 




Strand 


+ 




O L,C1X (_ 


11056 




End 


11343 




Name 


OJ990820 13.9924.C12.ol 


.gp 


Method 


AAT/GAP 




O Udx t. 


11056 




End 


11343 




kjX 


none 




Score 


551 




IT" v /^r~i o 
EjXOrio 


11056. ,11343 












10917 




Seq. ID 


OJ990820_13.9924, 


.C12 




23210 




Strand 






Start 


6146 




End 


8507 




Name 


OJ990820 13.9924.C12.o3 


.np 


Method 


AAT/NAP 




Start 


6146 




End 


8507 




GI 


5922634 




Score 


109 




Exons 


6146. .6189, 8414. .8507 










GI Descrip. 


(AP0004 92) hypothetical 


protein [Oryza 


sativa] 





gi|6016867|dbj IBAA85210.il (AP000570) hypothetical protein 
[Oryza sativa] 



11418 




Seq. No. 10917 

Gene No. 23211 

Start ■ 11160 . 

Name OJ990820_13 . 9924 . C12 . o2 

Start 423 

GI none 

Exons , 423.. 623, 425.. 724, 592 

Seq. No. 10917 

Gene No. 23211 

Start 11160 

Name OJ990820_13 . 9924 . C12 . ol 

Start 1064 

GI none 

Exons 1064. .1150, 1066. .1155, 




Seq. ID OJ990820_13. 9924 .C12 
Strand 

End 11312 

.tm Method TBLASTX : Maize 

End 910 

Score 243 
..762, 755. .910, 811. .870' 

Seq. ID OJ990820_13. 9924 .C12 
Strand 

End 11312 

.tm Method TBLASTX : Maize 

End 14 41 

Score 107 
1157. .1441, 1161. .14 09, 1163. .142 9 



Seq. No. 


10917 








Seq. ID 


OJ990820_13.9924.C12 


Gene No. 


23211 








Strand 




Start 


11160 








End 


11312 


Name 


OJ990820 13. 


9924, 


.C12.03. 


. tm 


Method 


TBLASTX: Maize 


Start 


1568 








End 


1867 


GI 


none 








Score 


193 


Exons 


1568. .1867 












Seq". No..; 


10917- 








Seq. ID 


OJ990820_13.9924.C12 


Gene No. 


23211 








Strand 




Start 


11160 








End 


11312 


Name 


OJ990820 13. 


9924. 


.012. ol. 


.ts 


Method 


TBLASTX : Soybean 


Start 


1589 








End 


2722 


GI 


none 








Score 


247 


Exons 


1589. .1951, 


1591. 


. .1704, 


1726, 


..I860, 1976. .2047, 2627. .2722 



Seq. No. 10917 

Gene No. 23211 

Start 11160 

Name OJ990820_13 . 9924 . C12 . o4 . tm 

Start 6726 

GI none 
Exons 



Seq. ID OJ990820_13.9924.C12 
Strand 
End 

Method 
End 
Score 



11312 

TBLASTX :Maize 

7115 

37 



6726. .6794, 6795. .6869, 6797. .6868, 6885. .7115, 6986. .7024 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



10917 
23211 
11160 

OJ990820_13.9924.C12.o4.gs 

11160 

none 

11160. .11312 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990820_13. 9924 .C12 

11312 
GENSCAN 
11312 
.81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10918 
23212 
9 

OJ990820_13. 9924 .C13.ol.np 
9 

2586082 



Seq. ID OJ9.90820_13. 9924 .C13 

Strand + 

End 19623 

Method AAT/NAP 

End 4813 

Score 4744 



9. .93, 485. .3075, 3115. .3946, 3986. .4813 
(U72725) retrofit [Oryza longistaminata] 



11419 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10918 
23212 
9 

OJ990820_13. 9924 .013. o3.np 

1397 

5702196 



Seq. ID OJ990820 13.9924.C13 



Strand 
End 

Method 

End 

Score 



+ 

19623 
AAT/NAP 
19623 
483 



1397. .1465, 7870. .8362, 11196 12528 , 17527 .. 17620 , 19587. .19623 
(AF107293) rust resistance protein [Zea mays] 



OJ990820__13.9924 .C13 
+ 

19623 
AAT/NAP 
11064 
1000 



10918 Seq. ID 

23212 Strand 
9 End 
OJ990820_13 . 9924 . C13 . o2 . np Method 
9010 End 
6069646 • Score 

9010. .9792, 10075. .11064 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10918 Seq. ID 

23212 Strand 

9 . End 

OJ990820_13. 9924 .013. o4 .np *" Method 
14189 End 
2258319 Score 



OJ990820_13. 9924. 013 
+ 

19623 
AAT/NAP 
.17764 
80 



14189. .14214, 17062. .17198, 17479. .17764 

{AF004880) resistance complex protein I2C-3 [Lycopersicon 
esculentum] 



Seq. No. 10918 Seq. ID 

Gene No. 23213 Strand 

Start 4821 End 

Name OJ990820__13 . 9924 . 013 . ol . gp Method 

Start 4821 End 

GI none Score 

Exons 4821.. 5139 



OJ990820_13. 9924. 013 

5139 
AAT/GAP 
5139 
603 



Seq. No. 


10918 


Seq. ID 


OJ990820_13. 9924. 013 


Gene No. 


23214 


Strand 




Start 


20012 


End 


21306 


Name 


OJ990820 13.9924.013.o2.gs 


Method 


GENSOAN 


Start 


20012 


End 


21306 


GI 


none 


Score 


.74 


Exons 


20012. .20062, 20931 .. 21092 , 


21146. .21208, 21262.. 21306 


Seq. No. 


10918 


Seq. ID 


OJ990820_13:9924 .013 


Gene No. 


23215 


Strand 




Start 


21720 


End 


21862 


Name 


OJ990820 13. 9924 .013.02. gp 


Method 


AAT/GAP 


Start 


21720 


End 


21862 


GI 


21474 1.R1084 


Score 


254 


Exons 


21720. .21862 






GI Descrip. 


'3894159 2.0e-10 (AO005312) 


hypothetical protein [Arabidopsis 



thaliana] ' 



11420 



Seq. No. 10918 

Gene No. 23216 

Start 22226 

Name OJ990820_13 . 9924 . C13 . o3 , tm 

Start 480 

GI none 

Exons 480. .578, .4 90 .. 582, 610 .. 909, 



Seq. ID OJ990820_13.9924.C13 
Strand 

End 26913 

Method TBLASTX : Mai ze 

End 909 

Score 100 

630. .887 



Seq. No. 10918 

Gene No. 23216 

Start 22226 

Name OJ990820_13 . 9924 . C13 . o7 . tw 

Start 493 

GI none 

Exons 493.. 615, 498.. 614, 600.. 728, 



Seq. ID OJ990820_13.9924.C13 
Strand 

End 26913 

Method TBLASTX : Wheat 

End 918 

Score 91 

604. .714, 733. .888, 883. .918 



Seq. No. 10918 

Gene No. 23216 

Start 22226 

Name OJ990820_13 . 9924 . C13 . oil . tm 

Start 910 

i-i GI none 

;'ci Exons 910. .1041, 1231. .1476, 1354., 

Seq. No. 10918 

Gene No. 23216 

Start 22226 

Name OJ990820_13 . 9924 . C13 . o2 . tw 

Start 1294 

GI none 

Exons 1294.. 1527, 1345.. 1479, 1507. 



ill 



Seq. ID OJ990820_13. 9924 .C13 
Strand 

End 26913 

Method TBLASTX : Maize 

End 1476 

Score 81 
1476 

Seq. ID OJ990820_13.9924.C13 
Strand 

End 26913 

Method TBLASTX : Wheat 

End 168 6 

Score 264 
.1686, 1521. .1685 



Seq. No. 10918 

\\ Gene No. 23216 

Start 22226 

Name OJ990820_13 . 9924 . C13 . o3 . ts 

Start 1753 

iilf GI none 

n Exons 1753.. 1968, 1859.. 1972, 1993. 



Seq. ID OJ990820_13.9924.C13 
Strand 

End 26913 

'Method TBLASTX : Soybean 

End 2163 

Score 186 
.2163 



Seq. No. 10918 

Gene No. 23216 

Start 22226 

Name OJ990820_13 . 9924 . C13 . o5 . tw 

Start 1972 

GI none 

Exons 1972.. 2160, 2179.. 2370, 2380. 



Seq. ID OJ990820_13. 9924 .CIS 
Strand 

End 26913 

Method TBLASTX : Wheat 

End 2586 

Score 165 
.2442, 2479. .2586 ' 



Seq. No. 10918 

Gene No. 23216 

Start 22226 

Name OJ990820_13 . 9924 . C13 . ol . tc 

Start 2173 

GI none 

Exons 2173. .2622 



Seq. ID OJ990820_13. 9924.C13 
Strand 

End 26913 

Method TBLASTX: Cress 

End 2622 

Score 354 



11421 



Seq. No. 10918 Seq. ID 

Gene No. 23216 Strand 

Start 22226 End 

Name OJ990820_13 . 9924 . C13 . o4 . ts Method 

Start 2185 End 

GI none Score 

Exons 2185.. 2604 



OJ990820_13. 9924.C13 
26913 

TBLASTX: Soybean 

2604 

264 



Seq. No. 10918 Seq. ID 

Gene No. 23216 Strand 

Start 22226 End 

Name OJ990820_13 . 9924 . C13 . olO . tm Method 

Start 2278 End 

GI none Score 

Exons ' 2278.. 2601, 2409.. 2597 



OJ990820_13.9924.C13 
26913 

TBLASTX :Maize 

2601 

285 



Qpri No 


10918 








Seq.' ID 


OJ990820_13.9924 .C13 


Gene No . 


23216 








Strand 




Start 


22226 








End 


26913 


Name 


OJ990820 13. 


.9924. 


.C13.02, 


.ts 


Method 


TBLASTX : Soybean 


Start 


3223 








End 


3738 


GI 


5509260 








Score 


269 


Exons 


3223. .3624, 


3237. 


. .3338, 


3363. 


.3518, 3597. .3725, 3598. .3738 


GI Descrip, 














Seq. No. 


10918 








Seq. ID 


OJ990820_13.9924.C13 


Gene No. 


23216 








Strand 




Start 


22226 








End 


26913 


Name 


OJ990820 13. 


.9924, 


.C13.02, 


.tc 


Method 


TBLASTX: Cress 


Start 


3354 








End 


3624 


GI 


none 








Score 


276 


Exons 


3354. .3605, 


3355. 


. .3624 








Seq. No. 


10918 








Seq. ID 


OJ990820_13.9924.C13 


Gene No. 


23216 








Strand 




Start 


22226 








End 


26913 


Name 


OJ990820 13. 


.9924. 


.C13.04. 


.tw 


Method 


TBLASTX: Wheat 


Start 


3405 








End 


3915 


GI 


none 








Score 


186 


Exons 


3405. .3524, 


3406. 


. .3624, 


3597. 


.3665, 3598. .3747, 3739. .3915 



Seq. No. 10918 

Gene No. 23216 

Start 22226 

Name OJ990820_13 . 9924 . C13 . o6 

Start 3405 

GI none 

Exons 3405.. 3590, 3406.. 3624, 

Seq. No. 10918 

Gene No. 23216 

Start 22226 

Name OJ990820_13 . 9924 . C13 . ol 

Start 3986 

GI none 

Exons 3986.. 4402, 4006.. 4287, 



Seq. ID OJ990820_13. 9924 .C13 
Strand 

End 26913 

.tm Method TBLASTX :Maize 

End 3858 

Score 161 
3597. .3764, 3598. .3777, 3814. .3858 

Seq. ID ' OJ990820_13. 9924 .C13 
Strand 

End 26913 
.tw Method TBLASTX : Wheat 
End 4402 
Score 401 
4139. .4294, 4315. .4401 



11422 




Seq. No. 


10918 






Gene No. 


23216 






Start 


22226 






Name 


OJ990820 13 


. 9924 


C13 o2 


O L. d J. U 


4157 " 






GI 


none 






Exons 


4157 . .4555, 


4171 


. . 4503, 


Seq. No. 


10918 






Gene No. 


23216 






Start 


22226 






Name 


OJ990820 13. 


, 9924 


.C13.01 


Start 


4166 






GI 


none 






Exons 


4166. .4762, 


4168 


, .4293, 




Seq. ID OJ990820_13.9924.C13 
Strand 

End 26913 

.tm Method TBLASTX: Maize 

End 4813 

Score 291 
4591. .4656, 4592. .4813 

Seq. ID OJ990820_13. 9924 .C13 
Strand 

End . 26913 

.ts Method TBLASTX: Soybean 

End 4762 

Score 547 
4354. .4557, 4592. .4681 



Seq. No. 10918 

Gene No. 23216 

Start 22226 

Name OJ990820_13 . 9924 . C13 . o8 . tm 

Start 7283 

GI none 
Exons 



Seq. ID OJ990820_13. 9924.C13 
Strand 
End 

Method 
End 
Score 



26913 

TBLASTX: Maize 

7722 

105 



7283. .7471, 7284. .7472, 7285. .7620, 7285. .7632, 7621. .7722 



Seq. No. 10918 
Gene No. 23216 
Start 22226 

Name OJ990820_13 . 9924 . C13 . o9 

Start 7876 
GI none 

Exons 7876.. 7962, 7878.. 7958, 

8050. .8160, 8051. .8188, 
8200. .8253 



Seq. ID OJ990820_13. 9924 .C13 
Strand 

End 26913 
.tm Method TBLASTX: Maize 

End 8253 

Score 101 
7969. .8028, 7970. .8014, 7975. .8028, 
8051. .8185, 8191. .8253, 8193. .8249, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10918 

23216 

22226 

OJ99b820 

8375 

none 



13.9924.C13.o7.tm 



Seq. ID OJ990820 13.9924.C13 



Strand 
End 

Method 

End 

Score 



26913 
^TBLASTX: Maize 
8808 
84 



8375. .8476, 8398. .8475, 8467. .8808, 8520. .8699 



Seq. No. 10918 Seq. ID 

Gene No. 23216 Strand 

Start 22226 End 

Name OJ990820_13 . 9924 . C13 . o8 . tw Method 

Start 8887 End 

GI ' none Score 

Exons 8887.. 9039, 9040.. 9222 



OJ990820_13.9924.C13 
26913 

TBLASTX: Wheat 

9222 

85 



Seq. No. 10918 Seq. ID 

Gene No. 23216 Strand 

Start 22226 End 

Name OJ990820_13 . 9924 . C13 . o4 . tm Method 

Start 8968 End 

GI none Score 

Exons 8968.. 9321, 8979.. 9308 



OJ990820_13.9924.C13 
26913 

TBLASTX: Maize 

9321 

362 



11423 




Seq. No. 


10918 






Seq. ID 


OJ990820_13,9924 


.C13 


Gene No. 


Z J2I D 






Strand 






Start 


O O O O 






End 


o ^ m o 
zby 13 




Name 


oj yyuo zu_i J . 


n n o yi 
99z4 . 


*^io 

C13 . oy . tw 


Method 


TBLASTX : wneat 




Start 


noon 






End 


o c o ^ 

yo34 




GI 


none 






Score 


1 Q "7 

Xo / 




Exons 


noon Qcio/i 


n o ~j o 
y J /o . 


Q C O >1 

. yDz4 








Seq. No. 


10918 






Seq. ID 


OJ990820_13.9924 


.013 


Gene No . 








orrana 






Start 


o o o o c 
ZZZZ D 






bnd 


O C Q 1 O 

26913 




Name 


r^TQonoon i q 
OjyyUozU lo. 


Q Q O >1 

yyz4 . 


CIo . ol . tm 


Metnou 


i o LiAb i A : Ma 1 z e 




otart 


Q Q O O 

yozz 






bna 


1 n n n Q 






none 






Score 


4 DO 




Exons 


y JZZ . . iUUUo , 


Q O "7 0 

yj 11 


. . . y 4 / D , you 1 


n c n 


y / oo . . y y4 i 




Seq. No. 


10918 






Seq. ID 


OJ990820_13.9924 


.013 


Gene No. 


o o o T 
Z oZ 1 b 






o Tirana 






Start 


O O O O 

ZZZZ D 






hnci 


O C Q 1 O 




Name 


ojyyuozu IJ. 


n n o yi 

yyz4 . 


CI3 . OO . tS 


Method 


1 BLiAb i A : boyoean 




Start 


n o o 
y OZO 






hnd 


lUl D / 




GI 


none 






Score 


163 




Exons 


9628 . . 9978, 


9810 . 


.9926, 10038 


. . 10115, 


Tnr\on Tni/~o 

10039 . . 1016 / 




Seq. No. 


10918 






Seq. ID 


OJ990820_13.9924 


.013 


Gene No. 


O O O 1 f~ 

23216 






Strand 






Start 


O O O O 

22226 






End 


o ^ n 1 o 

26913 




Name 


OJ990820 13. 


9924 . 


C13 . o3 . tw 


Method 


TBLASTX : Wheat 




Start 


964 9 






End 


1 A A o n 

10089 




GI 


none 






Score 


O C 

Zob 




Exons 


y 64 y . . yy4o/ 


yboi . 


nn/ii nnoT 

. y y 4 1 , y yji . 


1 n n o n 

. luuo y , 


yyoz . . luuoy 




Seq. No. 


10918 






Seq. ID 


OJ990,820_13.9924 


.013 


Gene No. 


o o o 1 
Z oZ 16 






strand 






otart 


o o o o c 






End 


o n 1 o 
Zd913 




Name 


(jjyyuozu lo. 


9924 . 


C13.ol2.tm 


Metnod 


ibLAb iA : Maize 




Start 


1 ri n o n 
lUUZU 






Lnd 


1UZ4 0 




GI 


none 






Score 


o o c: 
Zoo 




Exons 


iUUZU . . iUZ4 4 


, 10021. .10245 








Seq. No. 


10918 






Seq. ID 


OJ990820_13.9924 


.013 


Gene No. 


23216 






Strand 






Start 


22226 






End 


26913 




Name 


OJ990820 13. 


9924. 


C13 . o5 . tm 


Method 


TBLASTX: Maize 




Start 


10576 






End 


10862 




bl 


none 






Score 


319 




Exons 


10576. .10776, 10578 .. 10862, 10582. .10857 




Seq. No. 


10918 






Seq. ID- 


' OJ990820_13.9924 


.013 


Gene No. 


23216 






Strand 






Start 


22226 






End 


26913 




Name 


OJ990820 13. 


9924 . 


C13.O10. tw 


Method 


TBLASTX: Wheat 




Start 


10587 






End 


10938 




GI 


none 






Score 


158 





Exons 10587. .10754, 10591 .. 1077 6, 10891.. 10938 



11424 




Seq. No. 


10918 




Seq. ID 


OJ990820_13.9924 


.C13 


Gene No. 


23216 




Strand 








4L eL £^ 




End 


26913 




Nsnie 




oS +- c; 


Method 


TBLASTX : Soybean 






X X ^ 1 u 




End 


11699 






n on o 




Score 


119 




T*' von Q 


1 1 ?4 0 1 1 404 1 1 4 ?7 

XX^^Vy..XXriW^/ XX^<1./* 


. 11603, 


11628. .11699 






1 OQI ft 

X U ^ X o 




Seq. ID 


OJ990820_13.9924 


n ^ 

• V.^ X .J 


Gene No. 


23216 




Strand 






Start 


22226 




End 


26913 




Nsine 


OJ99082n 13 9924 C13 


. ol 4 . tm 


Method 


TBLASTX: Maize 




a rt 


1 fi4 ft ^ ~ 

X U *i O J 




End 


17186 




ox 


none 




Score 


50 




p. von ^ 


1 648 S 1 6S1 7 1 6608 


. 16727 , 


16731. .17069, 167 90. .16900, 






16940 17047 1712S 


. 17178 , 


17136. .17186 




Seq. No. 


10918 




Seq. ID 


OJ990820__13.9924 


.C13 


Gene No. 


23216 




Strand 






rt 


^ ^ ^ ^ u 




End 


26913 




NsiTie 


O.T9Q0890 1^ 9994 PI? 


. ^ X O . Uilt 


Method 


TBLASTX: Maize 




O U Ct.1. u 


1 7 9ft 6 ~ 

X / i. o o 




End 


17663 






n on 
IUJI Its 




Score 


84 




F" von <5 


17?ft6 17417 1799? 

X/^UU..X/MX// X/^I7^* 


17414 

. X / *i X *1 , 


17417. .17578, . 17418. .17663 




ofcjq . iNU . 


1 OQI ft 

X U J? X 0 




Seq. ID 


OJ990820_13. 9924 


ri ^ 


OCilS iNU . 


'?'^91 
Z ± 0 




Strand 






Start 


22226 




End 


26913 




Name 


OJ990820 13.9924.C13 


. o3 . gs 


Method 


GENSCAN 




Q-i- a ri- 


97996 




End 


26913 




KJ ± 


n on 




Score 


.8 




P von Q 


99996 99411 994 91 


99Rft 9 


22684. .22756, 2284 1 . . 22 951 , 






9^04ft 9^991 9^^^1 


94 4 97 


24502. .24687, 2474 3 .. 25017 , 






9S06R 9S701 9'^76ft 


9R994 


26840. .26913 






1 091 ft 
X y ^ X o 




Seq. .ID 


OJ990820_13.9924 


. O X .J 


flan^ Mo 


9'^91 6 

^ .J ^ X u 




Strand 






Start 


22226 




End 


2 6913 




Name 


OJ990820 13.9924.C13 


. o5 . np 


Method 


AAT/NAP 




Start 


22244 




End 


25924 




GJ 

\j J. 


4680204 




Score 


1024 




R von ^ 


22244. .22381, 22732. 


.22951, 


23048. .23221, 23331 .. 24 427 , 






24502. .25924 










V3 J. L/\^OV^J L • 


{AF114171) hypothetical protein [Sorghum bicolor] 




Qfarr Mo 


10918 




Seq. ID 


OJ990820_13. 9924 




Gene No. 


23216 




Strand 






Start 


22226 




End 


26913 




Name 


OJ990820 13.9924.C13 


. o6 . tw 


Method 


TBLASTX: Wheat 




O l_ d X L 


24893 




End 


25295 






none 




Score 


87 




Exons 


24893. .24970, 25025. 


.25192, 


25057. .25293, 2514 4 .. 25293, 






25155. .25295, 25185. 


.25295 








Seq. No. 


10919 




Seq. ID 


OJ990820_13.9924 


.C14 


Gene No. 


23217 




Strand 


+ 




Start 


1797 




End 


2686 





11425 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990820_13 . 9924 . C14 . o4 . gp Method AAT/GAP 
1797 End 2686 

101153__1 .R1084 Score 974 

1797. ,2141, 2459. .2686 

'5852170/emb|AL117265.1|OST17804 l.Oe-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone : 1 17804 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



10919 
23218 
2705 

OJ990820_13. 9924 .014 .o5.gp 
2705 
2428185 
2705. .3132 

5852170/emb|AL117265.1|OST17804 l.Oe-177 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone :t 17 8 04 



Seq. ID 6J990820_13. 9924 .C14 

Strand ' + 

End 3132 

Method AAT/GAP 

End 3132 

Score 829 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990820 13.9924.C14 



10919 
23219 
2 

OJ990820_13. 9924 .014 .ol.gp 
2 

342_1.R1084 
2. .516, 626.-723 

M574406/gb|AAD24042.1| O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



6980 
AAT/GAP 
723 
1033 



Seq. No. 10919 

Gene No. 23219 

Start 2 

Name OJ990820_13 . 9924 . 014 . o2 . gp 

Start 2 

GI 342_1.R1084 

Exons 2.. 516, 626.. 730, 2838.. 2893 

GI Descrip. M574406/gb | AAD24042 . 1 | O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. ID OJ990820_13. 9924 .014 
Strand 

End 6980 

Method AAT/GAP 

End 2893 

Score 1030 



Seq. No. 10919' 

Gene No. 23219 

Start 2 

Name OJ990820_13 . 9924 . 014 . o3 . gp 

Start 2 

GI 342_1.R1084 

Exons 2.. 516, 626.. 724 

GI Descrip. M574406/gb | AAD24042 . 1 | O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. ID OJ990820_13. 9924.014 
Strand 

End 6980 

Method AAT/GAP 

End 724 

Score 1027 



Seq. No. 10919 

Gene No. 23219 

Start- 2 

Name OJ990820_13 . 9924 . 014 . ol . np 

Start 834 

GI 4680203 

Exons 834.. 943, 3910.. 4707, 6862.. 6980 
GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ990820_13. 9924 .014 
Strand 

End 6980 

Method AAT/NAP 

End 6980 

Score 976 



Seq. No. 



10919 



Seq. ID OJ990820_13. 9924.014 



11426 



Gene No . 






Strand 






Start 


2 




End 


6980 




Name 


OJ990820_13.9924.C14.o7 


.gp 


Method 


AAT/GAP 




Start 


3660 




End 


Q C "3 

3 953 




GI 


61605 3.R1084 




Score 


4 65 




Exons 


o/"/~A onco 

3660 . . 3953 










GI Descrip. 


1402920/ emb | CAA6 6 9 6 5 | 


O A ^ 

2 . Oe- 


OA /VAOOOT \ 

20 (Xy9321} 


peroxidase 


[Arabidoj 




thaliana] * 










Seq. No. 


10919 




Seq. ID 


OJ990820_13. 


9924 .C14 


Gene No. 


23219 




Strand 






Start 


0 




bna 


6980 




Name 


ujyyuozu 13 . y yz4 . ui4 . 01 


. ts 


Method 


TBLASTX: Soybean 


Start 


3943 




17.-% 

hna 


4233 




GI 


none 




Score 


103 




Exons 


TQ/T /innQ ^mc^ >iO'5'5 
3y43..4UUo, 4Ul0..4^:o3/ 


4 u 1 y 








Seq. No. 


10919 




Seq. ID 


OJ990820_13. 


9924. C14 


Gene No. 


23219 




Strand 






Start 


2 




End 


6980 




Name 


OJy90o2U 13 . 9924 . C14 . 01 


. tw 


Method 


TBLASTX: Wheat 


Start 


4005 




End 


4356 




GI 


none 




Score 


187 




Exons 


ylAAC yiOIT^ yiA1C /lO/*/" 

4005. .4256, 4015. .4266, 


4 016 


..4258, 4249. .4356 




Seq. No. 


10919 




Seq. ID 


OJ990820_13. 


O O O /I 1 /I 

y yz4 . Li4 


Gene No. 


o o o 1 n 

23219 




Strand 






Start 


2 




End 


6980 




Name 


OJ990820_13. 9924.C14 .08 


-gp 


Method 


AAT/GAP 




Start 


4568 




End 


5155 




GI 


0 0 1 A 0 0 C 

2310235 




Score 


300 




Exons 


yiC^O yiTAT CldC 

4568. .4707, 5118. .5155 










GI Descrip. 


coco'ioo/^™i.-.i/^7\'r>ccyiOA i i 

5o521o2/ emo 1 CAB 554 20.11 


O A ^ 

y . Oe 


-13 (AL117265) zhb0012. 


1 [Oryza 




sativa] 










Seq. No. 


10920 




Seq. ID 


OJ990430_09. 


9924. CI 


Gene No. 


23220 




Strand 






Start 


3/0 




End 


696 




Name 


/^TnnA/ioA AO 000^ «1 

OJy9U43U uy . y 924 , CI . Ol . 


gs 


Method ■ 


GENSCAN 




Start 


0 T 0 

3/0 




End 


696 




GI 


none 




Score 


.84 




Exons 


3/0. .4yi, ocfy..DyD 










Seq. No. 


10921 




Seq. ID 


OJ990430_09. 


9924 .C3 


Gene No. 


23221 




Strand 


+ 




Start 


153 




End 


542 




Name 


/^TOOOylOA AO AOO^ ^-^1 

ojyyu430 0 y . y 92 4 . C3 . ol . 


gs 


Method 


GENSCAN 




Start 


ICO 

153 




End 


542 




GI 


none 




Score 


.76 




Exons 


iR'S 'STO /ic:^: c^o 
153. .3/8, 456. .542 










Seq. No. 


10922 




Seq. ID 


OJ990430_09. 


9924 .C4 


Gene No. 


23222 




Strand 






Start 


363 




End 


440 




Name 


OJ990430 09.9924.C4.ol. 


gs 


Method 


GENSCAN 




Start 


363 




End 


440 




GI 


none 




Score 


.74 





11427 






^63 440 












Seq. No. 


10923 




Seq. ID 


OJ990430 


_09.9924 


.05 


Gene No. 


23223 




Strand 








O U Ct i. u 


293 




End 


364 






IN dlUC 


OJ9904'^0 09 9924 C5 


ol . qs 




Vj LN i_) ^rtlN 








29^ ~ 

^ ^ 




End 


364 








none 




Score 


. 65 






P y on Q 


293 . . 364 












Seq. No. 


10924 




Seq. ID 


OJ990430 


_09.9924 


.06 


Gene No. 


23224 




Strand 








Start 


126 




End 


275 






Name 


OJ990430 09 9924 C6 


. ol . tm 


Mpt hod 




Mai ze 




^ts rt 


1 ~ 




End 


271 






O X 


none 




Score 


59 






p. von s 

J—J 1 1 O 


1 42. 1 39. 121 


270, 125 


. .271, 125 . 


. 271 






Seq. No, 


10924 




Seq. ID 


OJ990430 


_09.9924 


.06 


Gene No. 


23224 




Strand 








Start 


126 




End 


275 








0.79904^0 09 9924 Cfi 


. o 1 . qs 


Mf^'l" h oH 


i_J I.N V^X^LN 






Cf o rt 

O L. d X L. 


126 ~ 




End 


275 






O X 


none 




Score 


. 8 6 






T*" V on G 


1 9 ?7 R 

X^U..^/J 












o e q . LN o . 


X U o 




Seq. ID 


OJ990430 


nq 9994 






^ o ^ ^ o 




Strand 


+ 






O UaX U 






End 


53052 






Name 


OJ990430 09. 9924. C7 


.o3. qs 


Method 


GENSCAN 






Start 


19720 




End 


27665 






yj X 


none 




Score 


.81 






1^ von CI 


1 9720 1 978S 1 991 9 


201 2S 


20236. .20448, 20453 


2094 1 






221S9 2227S 22690 


2275S 


23616. .23686, 23803 


2394 3 






24310 24388 2S232 


2594 S 


26411. .26519, 26634 


26800 






27S52 27665 












CIcio Mo 


10925 




* Seq. ID 


OJ990430 


09 . 9924 


Cl 


f^ono Mo 


2322S 
^ J ^ .J 




Strand 


+ 






start 


19720 




End 


53052 






Name 


OJ990430 09. 9924. C7 


. o3.np 


Method 


AAT/NAP 






Start 


19755 




End 


27551 






GI 


3549665 




Score 


743 






F* von G 


19755. .20153, 20812 


. .20941, 


22159. .22261, 22628 


. .22799, 






23837. .23943, 24310 


. .24407, 


25236. .25962, 26401 


. .26519, 






26634. .26800, 27247 


. .27321, 


27396. .27551 






f^T npcjOTID 

W J. O J- J. LjT a 


{AL031394) hypothetical protein [Arabidopsis thaliana] 




Ccio Wo 


10925 




Seq. ID 


OJ990430 


_09.9924 


Cl 


r^e^nci Mo 


23225 




Strand 


+ 






Start 


19720 




End 


53052 






Name 


OJ990430 09. 9924. C7 


. o5 . np 


Method 


AAT/NAP 






Start 


21295 




End 


49555 






GI 


6102610 




Score 


1047 






Exons 


21295. .21349, 37861 


. .38055, 


38153. .38266, 38757 


. .38891, 






39057. .39204, 40043 


. .40113, 


40563. .40808, 40961 


. .41085, 






41711. .42101, 42174 


. .42393, 


42634 .. 42819, 43103 


. .43368, 





11428 




43876. .44750, 4 48 43 .. 4 4 979, 46395 .. 4 6552, 4 6631 .. 4 6840, 
47268. .47744, 47833 48 114 , 48281 .. 48 666, 49144 49348, 
49476. .49555 

GI Descr-ip. (AF187317) CAF protein [Arabidopsis thaliana] 







10925 




Seq. ID 


OJ990430_ 


09.9924 


. C7 




OtSl It? ill*-' . 


.23225 




Strand 


+ 








Of- 3 

O L di- (- 


19720 




End 


53052 








iNCtlUC 


OJ990430 09. 9924. C7. 


o2 . gp 


Method 


AAT/GAP 








O U a i. U 


23839 




• End 


25503 








GI 


2310068 




• Score 


822 








Exons 


23839. .23943, 24310. 


.24388, 


25232. .25503 










3549665/emb|CAA20576.1 1 8 . Oe 


-17 (AL031394) hypothetical 








[Arabidopsis thaliana] 












O . LN W • 


10925 




Seq. ID 


OJ990430_ 


HQ QQP4 


. C7 






, 23225 




Strand 


+ 










-| Q7 Of) 




End 


53052 








Name 


OJ990430 09. 9924. C7. 


o3.gp 


Method 


AAT/GAP 








Start 


28718 




End 


29123 








\J -L 


4715935 




Score 


799 










28718. .29123 
















10925 




Seq. ID 


OJ990430_ 




CI 






23225 




Strand 


+ 








O Ld.r L. 






End 


53052 






I'll 


Name' 


OJ990430 09. 9924. C7. 


o4 . gs 


Method 


GENSCAN 








Start 


29686 




End 


31616 








\j ± 


none 


- 


Score 


.87 






'S kt 


P von Q 


29686. .29768, 29794. 


.30174, 


31187. .31616 






: =? 


0 13 VJ . IN ^ . 


10925 




Seq. ID 


OJ990430_ 


0 9 . 9924 


. C7 






23225 




Strand 


+ 








Start 


19720 




End 


53052 








Name 


OJ990430 09.9924.07. 


o5 . gs 


Method 


GENSCAN 








Start 


33915 




End 


36685 






1- J, 


GI 


none 




Score 


.92 








TT yon ^ 


33915. .33999, 34766. 


.35004, 


35206. .35342, 35980. 


36685 




.J 


9*=rr "Wo 


10925 




Seq. ID 


OJ990430_ 


09.9924 


. C7 


= S? 


f^pnp No 


23225 




Strand 


+ 








O L- Cl J. U 


19720 




End 


53052 








Name 


OJ990430 09. 9924. C7. 


o4 .gp 


Method 


AAT/GAP 








Cf- a 7-1- 


36733 




End 


37109 










3760516 




Score 


699 








Evon <5 


36733. .37109 














Seq, No. 


10925 




Seq. ID 


OJ990430_ 


09.9924 


.C7 




Gene No. 


23225 ... 




Strand 


+ 








Start 


19720 




End 


53052 








Name 


OJ990430 09. 9924. C7. 


o6.gs 


Method 


GENSCAN 








Start 


37464 




End 


51411 








GI 


none 




Score 


.82 








Exons 


37464. .37798, 37872. 


.37986, 


38153. .38266, 38757. 


.38891, 








40030. .40161, 40945. 


.41080, 


41709. .41814, 41909. 


.42101, 








42174. .42334, 42676. 


.42813, 


43103. .43368, 43876. 


.44150, 








44242. .44698, 46344. 


.46552, 


46631 . .46840, 47268 . 


.47744, 





11429 




47833. .48114, 48281 .. 48607 , 49159 49270, 4 9375 4 94 75, 
49726. .49860, 50117 50190, 50753 50876, 51133.. 51411 



Seq. No. 


10925 


Seq. ID 


OJ990430 


_09. 


9924 .C7 


^jene ino. 


23225 


Strand 










19720 


End 


c n c 0 






Nanie 


OJ990430 09.9924. C7.o5.gp 


Method 










47945 


End 


f± 0 D X Z 








31990 ■1.R1084 


Score 


C3 J* D 






Exons 


4794 5. .4 8114, 4 8281. .48612 










T O O /~" >* T 


'6102610/gb|AAF03534.1|AF187317 1 1 . Oe- 


-21 (AF18 


7317) CAF p: 




[Arabidopsis thaliana] * 










O . LN VJ . 


10925 


Seq. ID 


OJ990430 






Q T*\ ^ M t~\ 


23225 


Strand 


+ 






Q-i- a -r-l- 


19720 


End 


53052 






Nams 


OJ990430 09. 9924 ,07 .06. np 


Method 


AAT/NAP 






O L ol. L 


49418 


End 


53052 








6006359 


Score 


57 






Exons 


49418. .49459, 51207 .. 51326, 


53033. .53052 






GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 






beq. JNo . 


10925 


Seq. ID 


OJ990430 


_09. 


9924. C7 


Gene No . 


23226 ' 


Strand 


+ 






C +- v-4- 

btar L 


56525 


End 


56874 






Name 


OJ990430 09.9924.C7'.o8.gs 


Method 


GENSCAN 






C -I- -5 -v^-t- 

brar L 


56525 


End 


56874 








none 


Score 


.88 






Exons 


56525. .56539, 56755.-56874 










Seq. No. 


10925 


Seq. ID 


OJ990430 


_09. 


9924 .C7 


Gene No. 


23227 


Strand 








Start 


928 


End 


8882 






Name 


OJ990430 09. 9924 .C7.ol.gs 


Method 


GENSCAN 






Start 


928 


End 


8882 






GI 


none 


Score 


.65 






Exons 


928. .1039, 1133. .1269, 1387, 


..1527, 3293.. 3376, 


3650 


. .4114, 



4230.. 4308, 5845.. 5.882, 5993.. 6156, 6256.. 6393, 6523.. 6832, 
6874. .7146, 7271. .7417, 8496. .8882 



Seq. No. 


10925 


Seq. ID 


OJ990430_09.9924. 


C7 


Gene No. 


23227 


Strand 






Start 


928 


End 


8882 




Name 


OJ990430 09.9924.C7.ol.np 


Method 


AAT/NAP 




Start 


1282 


End 


3376 




GI 


6329166 


Score 


105 




Exons 


1282. .1527, 3296. .3376 








GI Descrip. 


(AB0234 85) transcription 


factor CA150b 


[Mus musculus] 




Seq. No. 


10925 


Seq. ID 


OJ990430_09. 9924 . 


C7 


Gene No. 


23227 


Strand 






Start 


928 


End 


8882 




Name 


OJ990430 09.9924.C7.ol.gp 


Method 


AAT/GAP 




Start 


3289 


End 


3378 




GI 


LIB34 31-020-P1-K1-C3 


Score 


133 




Exons 


3289. .3378 








GI Descrip. 


• 354 9665/emb|CAA20576. 1 | 


8.0e-17 {AL031394) hypothetical 


protein 



11430 



[Arabidopsis thaliana] * 



Seq. No. 10925 
Gene No. 23228 
Start 10347 

Name OJ990430_09 . 9924 . C7 . o2 . gs 

Start 10347 
GI none 
Exons 10347, 

14703, 

17408. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990430_09.9924 .C7 

17714 
GENSCAN 
17714 
. 65 



10954, 11440. . 11581, 12020 .. 12117 , 12442 .. 142 69, 
15110, 15263. . 15315, 15833 .. 1 624 9, 16773 .. 17 147 , 
17714 



Seq. No. 10925 

Gene No. 23229 

Start 31027 

Name OJ9904 30_09 . 9924 . C7 . o8 . tm 

Start 922 

GI none 
Exons 



Seq. ID OJ990430_09. 9924 .C7 
Strand 

End 60047 
Method TBLASTX : Mai ze 
End 1523 
Score 118 

922. .1041, 928. .1029, 1132. .1212, 1132. .1260, 1133. .1201, 
1134. .1241, 1135. .1242, 1135. .1257, 1385. .1483, 1386. .1463, 
1386.. 1523 



Seq. No. 10925 

Gene No. 23229 
Start ' . 31027 

Name OJ990430_09 . 9924 . C7 . o4 . tm 

Start 3732 

GI none 

Exons 3732.. 4127, 3732.. 4115, 3752. 



Seq. ID OJ990430_09.9924.C7 
Strand 

End 60047 - 

Method TBLASTX : Mai ze 

End 4127 

Score 429 
.4120 



Seq. No. 10925 

Gene No. 23229 

Start 31027 

Name OJ990430_09 . 9924 . C7 . ol . tm 

Start 10225 

GI none 
Exons 



Seq. ID OJ990430_09. 9924 .C7 
Strand 

End 60047 

Method TBLASTX : Mai ze 

End 10940 

Score 4 4 



10225. . 10260, 10341. .10874, 1034 9 .. 10687 , 10353 .. 1082 6, 
10736. .10828, 10791 10940, 10845. .10925 



Seq. No. 10925 

Gene No. 23229 

Start 31027 

Name OJ990430_09 . 9924 . C7 . o2 . tm 

Start 12512 

GI none 

Exons 12512. .12925, 12516.. 12926 



Seq. ID OJ990430_09. 9924 .07 
Strand 

End 60047 

Method TBLASTX : Mai ze 

End 12 92 6 

Score 44 9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10925 
23229 
31027 

OJ990430_09. 9924 .C7.ol0.tm 

12926 

none 



Seq. ID OJ990430_09. 9924 .07 
Strand 

End'-. 60047' 

Method TBLASTX : Mai ze 

End 13346 

Score 71 



12926. .13126, 12927 .. 13019, 12928 .. 13113, 13050 .. 13127 , 
13124. .13345, 13128 .. 1334 6, 13128. .13346 



Seq. No. 



10925 



Seq. ID OJ990430_09. 9924 .07 



11431 



Gene No. 


23229 








Strand 








Start 


31027 








End 


60047 






Name 


OJ990430 09. 9924. C7. 


o7 . tm 


Method 


TBLASTX:] 


• 

Mai ze 




Start 


13673 








End 


13956 








none 








Score 


237 






Exons 


13673. 


.13954, 


13675. 


. X J y J D , 


13684. .13956 






beq. wo. 


10925 








Seq. ID 


OJ990430 


HQ Q Q O /I 

u y . y y z 4 


en 


Gene No . 


23229 








Strand ' 








Start 


31027 








End 


60047 






Name 


OJ990430 09. 9924. C7. 


ol2. tm 


Method 


TBLASTX:! 


Maize 




Start 


20891 








End 


25364 








none 








Score 


75 






Exons 


20891. 


.20950, 


22156. 


9 9 9 R 1 


22693. .22758, 22697 


. .ZZ / OJ, 






22785. 


.22844, 


23836. 


. Z J 4 J , 


23837. .23944, 24307 


. . Z 4 J o / , 






24308. 


.24388, 


24311. 


. Z fl 4 U J , 


25225. .25344, 25226 


9 c o c 1 
. . Z O J O 1 , 






25230. 


.25364, 


25230. 


. O O D 4 










beq. NO. 


10925 








Seq. ID 


OJ990430 


Pi Q Q Q9 yl 

u y . y y z ft 


. L/ / 


Gene No , 


23229 








Strand 










31027 








End 


60047 






Name 


OJ990430 09. 9924. C7. 


o6 . tm 


Method 


TBLASTX:! 


Mai ze 




Start 


25451 








End 


27668 






bi 


none 








Score 


117 






Exons 


25451. 


.25534, 


25451. 




25452. .25583, 25586 


, . z 0 o b4 , 






25616. 


.25894, 


25644. 


.25898, 


25725. .25898, 25732 


. .25908, 






25880. 


.25948, 


25887. 


.25940, 


25903. .25944, 25904 


. .25948, 






26405. 


.26440, 


26413. 




26415. .26516, 26432 


9 C O 1 

. , z boz i , 






26438. 


.26515, 


26440. 


o c; o n 
. Z ODZ U , 


26626. .26811, 26627 


o c Q n c 
. . z boU D, 






26632. 


.26811, 


26634. 


. Z DO i b , 


27237. .27320, 27243 


O 7 T o n 
, . z / oz U , 






27244 . 


.27324, 


27360. 


O n /I Q Q 
, Z / 4 0 o , 


27396. .274E 


}8, 27397 


9 T C yl Q 

. . Z / D4 y , 






27549. 


.27668, 


27571. 


. Z / D D b , 


27576. .27668 






beq. NO. 


10925 








Seq. ID 


OJ990430 


HQ Q Q 9 /l 

u y . y y z 4 


. U / 


Gene No. 


23229 








Strand 








Start 


31027 








End 


60047 






Name 


OJ990430 09. 9924. C7. 


o4 . ts 


Method 


TBLASTX: 


ooyoean 




b tiar t 


26657 








End 


27467 








none 








Score 


167 








26657, 


.26803, 


26662. 


. Z D 0 ± ± , 


27246. .27329, 27247 


. .Z/JZ4, 






27396. 


.27467, 


27407. 


91 /I CL T 
. Z / 4 0 1 










becj . NO . 


10925 








Seq. ID 


OJ990430 


u y . y y z 4 


m 




23229 








Strand 








Start 


31027 








End 


60047 






Name 


OJ990430 09. 9924. C7. 


o7 . np 


Method 


AAT/NAP 






Start 


31027 








End 


60024 






GI 


5032119 






- Score 


135 






Exons 


31027. 


.31282, 


34628. 


.34705, 


34773. .34855, 37889 


. .38075, 






53015. 


.53332, 


54605. 


.54812, 


55100. .55362, 59805 


. .60024 





GI Descrip. Ser/Arg-related nuclear matrix protein (plenty of prolines 

101-like) gi 1 3005587 (AF048977) Ser/Arg-related nuclear matrix 
protein [Homo sapiens] 



Seq. No, 
Gene No, 
Start 



10925 
23229 
31027 



Seq. ID 

Strand 

End 



OJ990430 09. 9924. C7 



60047 



11432 




Name 


OJ990430 09. 9924. C7. 


o5 . tm 


Method 


TBLASTX: Maize 




b tar u 








End 


36688 






none 






Score 


72 




Exons 


36256. 


.36357, 36256. 


. O D JD / , 


36257. .36358, 36257 36361 , 






36258. 


.36374, 36311. 


"5 c; -3 c 


36370. .36534, 3637 6 .. 3654 6, 






36541. 


.36687, 36549. 


•ODD/ / , 


36551. .36688, 36578. .36688 




Seq. No. 


10925 






Seq. ID 


OJ990430_09.9924 


.07 


Gene No. 


23229 






Strand 








31027 






End 


60047 




Name 


OJ990430 09. 9924. 07. 


OZ . L 5 


Method 


TBLASTX: Soybean 






42725 






End 


43390 






none 






Score 


107 




Exons 


42725. 


.42820, 42730. 


. 4 Z 0 J. o , 


43043. .43390, 43101. .43370 




beq . NO . 


10925 






Seq. ID 


OJ990430_09.9924 


P7 
. b / 


Gene No. 


23229 






Strand 






Start 


31027 






End 


60047 




Name 


OJ990430 09.9924.07. 


o3 . tm 


Method 


TBLASTX: Maize 




oT_am 


46667 






End 


48021 






none 






Score 


94 




Exons 


46667. 


.46801, 47406. 


All A A 


47417. .47473, 4 7531 .. 47743, 






47830. 


.48021, 47892. 


A Q^\^ A 
. o u 1 y 








Seq, No. 


10925 






Seq. ID 


OJ990430_09.9924 


.07 


Gene No. 


23229 






Strand 






b rar L 


31027 






End 


60047 




Name 


OJ990430 09.9924.07. 


oi . zs 


Method 


TBLASTX : Soybean 




b uart 


47271 






End 


47548 






none 






Score 


242 




Exons 


47271. 


.47480, 47276. 


4 7 4 7'^ 
. / f± /Of 


47432. .47548 




Seq. No. 


10925 






Seq. ID 


OJ990430_09.9924 


.07 


Gene No. 


23229 






Strand 






buar L. 


31027 






End 


60047 




Name 


OJ990430 09.9924.07. 


Oil. rm 


Method 


TBLASTX: Maize 




b L.ar L 


48254 






End 


48523 ' 






none 






Score 


228 




Exons 


48254 . 


.48523, 48263. 


A Q A r\Q 
. fl 0 fl u ^ 








Seq. No. 


10925 






Seq. ID 


OJ990430_09.9924 


.07 


Gene No. 


23229 






Strand 






o uar L 


31027 






End 


60047 




Name 


OJ990430 09.9924.07. 


Oj . lS 


Method 


TBLASTX : Soybean 




b uar L 


48269 






End 


48439 






none 






Score 


190 




TP V 1^ o 


48269. 


.48409, 48278. 


/I p /I O Q 
. 4 O fi O J? 








beq. NO, 


10925 






Seq. ID 


OJ990430_09.9924 


. b / 


rt « rt K1 rt 

bene no . 


23229 






Strand 






Start 


31027 






End 


60047 




Name 


OJ990430 09.9924.07. 


o9.tm 


Method 


TBLASTX: Maize 




Start 


49155 






End 


49453 




GI 


none 






Score 


182 




Exons 


49155. 


.49271, 49157. 


.49270, 


49158. .49271, 49372. .49452, 






49373. 


.49453 











11433 



Seq. No. 


10925 






Seq. ID 


OJ990430 


Gene No. 


23229 






Strand 




Start 


31027 






End 


60047 


LNctilLC 


OJ990430 09. 9924. C7, 


o7 . gs 


Lie L. 1 ^Bil. 


GENSCAN 


o I, dZ L. 


52784 






End 


55043 




none 






Score 


. 88 


V von Q 


52784. 


.53404, 54621, 


55043 








10925 






Seq. ID 


O.TQQn4 ^0 

\JKJ Z/ Z/\J ^ •J \J 


Gene No. 


23229 






Strand 




Start 


31027 






End 


60047 


Name 


OJ9904'30 09. 9924. C7. 


.o9.gs 


Method 


GENSCAN 


Start 


59508 






End 


60047 


GI 


none 






Score 


.91 


Exons 


59508. 


.60047 











Seq. No. 


10926 








Seq. ID 


OJ990430_ 


_09. 


.9924 


.C8 




Gene No. 


23230 








Strand 


+ 










Start 


3209 








End 


3375 










Name 


OJ990430 09. 


9924 


. C8 . ol . 




Method 


AAT/GAP 










Start 


3209 








End 


3375 










GI 


none 








Score 


334 










Hi JV^l lO 


3209. .3375 




















Seq. No. 


10926 








Seq. ID 


OJ990430 


09. 


. 9924 


.08 




Gene No. 


23231 








Strand 


+ 








! U 


Start 


4435 








End 


4664 










Name 


OJ990430 09. 


9924 


.C8.02. 


gp 


Method 


AAT/GAP 








1 : I 


Start 


4435 








End 


4664 








i. L3 


GI 


none 








Score 


400 








: ^'^ 
'j 


Exons 


4435. .4664 


















! h| 


Seq. No. 


10926 








Seq. ID 


OJ990430_ 


_09. 


.9924 


.08 




Gene No. 


23232 








Strand 


+ 








=? 


Start 


4812 








End 


6717 










Name 


OJ990430 09.9924 


.C8.o2. 


gs 


Method 


GENSCAN 










Start 


4812 








End 


6713 










GI 


none 








Score ■ 


.77 










Exons 


4812. .4896, 


5142 


. .5244, 


5960. 


.6182, 6627. .6713 










Seq. No. 


10926 








Seq. ID 


OJ990430_ 


_09, 


.9924 


.08 




Gene No. 


23232 








Strand 


+ 










Start 


4812 








End 


6717 










Name 


OJ990430 09. 


9924 


.C8.01. 


np 


Method 


AAT/NAP 










Start 


5168 








End 


6717 










GI 


3258378 








Score 


72 










Exons 


5168. .5240, 


6007 


. .6059, 


6126. 


.6198, 6643. .6717 









GI Descrip. (AP000007) 206aa long hypothetical protein [Pyrococcus 
horikoshii] 



Seq. No. 10926 Seq. ID 

Gene No. 23233 Strand 

Start 6634 End 

Name OJ9904 30_09 . 9924 . 08 . o3 . gp Method 

Start 6634 End 

GI 700165 Score 

Exons 6634.. 6905, 7077.. 7180 



OJ990430_09.9924.O8 
+ 

7180 
AAT/GAP 
7180 
675 



11434 




Seq. No. 


10926 








Seq. ID 


OJ990430_ 


_09.9924.C8 


laene ino. 










Strand 








914 1 








End 


6747 




Name 




QQ9 4 


PR o1 




Method 


GENSCAN 




b car L- 


914 1 
^ X fl X 








End 


4010 






none 








Score 


-.78 




Exons 


9141 94m 


9 4 

^ 4 D J 


974 ? 


?1 1 Q 

J X X ^ • 


.3317, 3490.. 3568, 


3823 4010 


oeq . JNO . 


1 nQ9fi 








Seq. ID 


OJ990430 


09 9924 C8 


Gene No. 


23234 








Strand 






Start 


2141 








End 


6747 




Name 


D.TQQn4^n HQ 


. 9924 


. C8 . ol . 


tm 


Method 


TBLASTX:! 


Mai ze 




o o / / 








End 


6747 














Score 


83 




Exons 


"^^77 ?49d 


4 7 

4 / _7 J 


4 QDD 

• • 4 J U V , 


47 Q4 

4 / 4 • 


.4898, 4798. .4902, 


5140 5244, 




S141 S949 


V u vj -J 


• • U X O / / 


6006 . 


.6188, 6621. .6728, 


6625 . . 61A1 , 


















O /=! Of M 

oeq. LN o . 


1 nQ9f^ 








Seq. ID 


OJ990430 


09 9924 C8 


Gene No. 


23234 








Strand 






Start 


2141 








End 


6747 




Name 




QQ94 


rfi n1 


tr 


Method 


TBLASTX: 


Cr e s s 


o uarc 


1 4 4 
0 1 4 








End 


6715 






none 








Score 


81 




Exons 


R144 c,949 


D u u o 


f^l 94 

. . O X ^. 4 , 




.6125, 6107. .6187, 


fi^ OR fil 8 R 






f^9 R 


f^7 1 1 

. . D / X X , 


O u Z vj • 


.6715, 6627. .6704, 


(^fi?4 fi7 1 1 

\J \J ^ ^ . . \J 1 XX, 




CCQ c; fi7 1 R 














Seq. No. 


10927 








Seq. ID 


OJ990430 


_09.9924.C9 


Gene No. 


23235 








Strand 






O Lai L. 


1 








End 


476 




Name 




. 9924 


.C9.01. 


np 


Method 


AAT/NAP 




o uar c 


1 ~ 








End 


476 




PT 


D / X O D J 4 








Score 


137 






1 4 S 1 9fi 

X..4<vJf X^U. 


.476 














^amn7'^9^^ ' 


T25K16.4 [Arabidopsis thaliana] 




Seq. No. 


10927 








Seq. ID 


OJ990430 


_09.9924.C9 


(jcllti LnvJ. 


9 ^9 "^S 








Strand 






O L al. L 


1 
X 








End 


476 




Name 




. 9924 


.C9.01. 


gs 


Method 


GENSCAN 




o uart 


1 9fi ~ 
X z o 








End 


335 














Score 


.62 




Exons 


1 9fi 














Seq. No. 


10927 








Seq. ID 


OJ990430 


_09.9924.C9 




23235 








Strand 








1 








End 


476 • 




Name , 


OJ990430 09 


. 9924 


.C9.01. 


tm 


Method 


TBLASTX : 


Mai ze 


Start 


126 








End 


336 




GI 


none 








Score 


158 




Exons 


126. .335, 127. .336, 145 


.. .336 








Seq. No. 


10928 








Seq. ID 


OJ990430 


_09. 9924 .Cll 


Gene No. 


23236 








Strand 






Start 


106 








End. 


323 





11435 



Name 


uj y y u 4 


no QQ9 /I r*! 1 
u y . y yz 4 . ui 1 


. Ox . 




Start 


1 U b 








GI 


none ■ 








Exons 


XUO. .J^X/ 


1 n*^ ?9 1 




'^9 ^ 


Seq. No. 


10929 








Gene No. 


23237 










/ 0 








Name 


uj y y u 4 


n Q QQ9 /I (^19 

u y . y yz 4 . z 


.01. 


tm 


Start 


/ o 








GI 


none 








Exons 




•70 -an 4 on 


..301, 2: 


Seq. No. 


10930 








Gene No. 


23238 








ocar c 


1 on 
1 y u 








Name 


u J y y u 4 ou 


uy. yyzfi .l^xo 


.01. 


gs 


Start 


ion 
I yu 








GI 


none 








HjXons 


X -7U . . o o u 








Seq. No. 


10930 








Gene No. 


23239 








otarc 


c; n "5 








Name 


OJy yU4 


uy . yyz4 . cu 


.01. 


tm 


Start 


c n o 

503 








GI 


none 








Exons 


CAT Q c; 
oUo . . boo , 


D U 4 . . DCS D / 


505. 


. 687 


Seq, No. 


10931 








Gene No. 


23240 








brart 










Name 


UJ y y U4 oU 


uy . y yz4 , lio 


.01. 


gs 


Start 


4 z o 








GI 


none 








Exons 


AO a t; nn 








Seq. No. 


10932 








Gene No. 


23241 








ouar L. 


9 9 Q 
^ ^ ^ 








Name 


Uu y y u 4 ju 


HQ QQ9/1 PIT 

uy . yyz4 . L/I / 


.01. 


gs 


brar u 


9 9 Q ~ 

zz y 








bl 


none 








Exons 


99 Q 9 








Seq. No. 


10932 








Gene No. 


23242 








btart 


99 c; 
z zo 








Name 


ojy yu4 JU 


uy . y yz4 . ci / 


.01. 


tm 


Start 


zZo 








GI 


none 








Exons 


225. .404, 


226. .405, 


230. 


.403 


Seq. No. 


10933 








Gene No. 


23243 








Start 


117 








Name 


OJ990430 


09.9924.C18 


.01. 


gs 



Method TBLASTX : Mai ze 
End 323 
Score 181 



Seq. ID OJ990430_09.9924, 

Strand 

End 534 

Method TBLASTX: Maize 

End 534 

Score 155 



Seq. ID OJ990430_09.9924. 

Strand + 

End 550 

Method GENSCAN 

End 550 

Score .46 



Seq. ID OJ990430_09.9924. 
Strand 

End 687 

Method TBLASTX : Mai ze 

End 687 

Score 218 



Seq. ID OJ990430_09.9924, 

Strand 

End 500 

Method GENSCAN 

End 500 



C12 



C13 



C13 



C15 



Score 



.59 



Seq. ID OJ990430_09. 9924 , 
Strand 

End 296 

Method GENSCAN 

End 296 

Score .58 



Seq. ID OJ990430_09. 9924 , 
Strand 

End 405 



C17 



C17 



End 
Score 



405 
201 



Seq. ID OJ990430_09.9924. 

Strand 

End 257 



CIS 



11436 



start 
GI 

Exons 



117 
none 
117. .257 



End 257 
Score .48 



Seq. No. 10934 Seq. ID 

Gene No. 23244 Strand 

Start . 98 End 

Name OJ990430_09 . 9924 . C20 . ol . gs Method 

Start 98 End 

GI none Score 

Exons 98.. 107, 126.. 166 

Seq. No. 10935 Seq. ID 

Gene No. 23245 Strand 

Start 147 End 

Name OJ990420_09 . 9923 . C2 . ol . gs Method 

Start 147 End 

GI none Score 

Exons 147.. 238 



OJ990430_09.9924.C20 
+ 

166 

GENSCAN 

166 

.79 



OJ990420_09.9923.C2 
238 

GENSCAN 

238 

.96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

J'y Exons 



•■=?? 
US 

ri! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10936 Seq. ID 

23246 Strand 
113 , End 
OJ990420_09. 9923.C5.ol.gs Method 
113 End 
none Score 
113. .442 

10937 Seq. ID 

23247 Strand 
323 End 
OJ990420_09 . 9923 . C8 . ol . np Method 
323 End 
3560474 Score 
323. .474, 608. . 673 

(U81312 ) S-adenosyl-methionine-sterol- 
[Nicotiana tabacum] 



10937 
23248 
300 

OJ990420 
300 
none 
300. .377 



09. 9923.C8.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990420_09.9923.C5 
+ 

442 

GENSCAN 

442 

.43 



OJ990420_09.9923.C8 

H- 

673 

AAT/NAP 

673 

136 

C- methyltransf erase 



OJ990420_09. 9923.C8 
377 

GENSCAN 
377 
. 64 



Seq. No. 10938 Seq. ID 

Gene No. 23249 Strand 

Start 1 ' End" 

Name OJ990420_09 . 9923 . C9 . ol . gp Method 

Start 1 End 

GI 13861_1.R1084 Score 

Exons 1 . .453 

GI Descrip. '1871194 l.Oe-42 (U90439) DNA binding protein isolog 

[Arabidopsis thaliana] >gi_2335092 (AC002339) putative DNA 
binding protein [Arabidopsis thaliana] ' 



OJ990420_09. 9923.C9 
+ 

453 

AAT/GAP 

453 

852 



11437 




Seq. No. 


10939 


Seq. ID 


OJ990420_09. 9923.011 


Gene No. 


23250 


Strand 


+ 


Start 


ly /yo 


bnfl 


O AO -7 O 


Name 


ojyyu4zu uy . y J . ci 1 . o J . gs 


Method 


T7 Kl C 7\ M 

GblNbG/iN 


Start 


19 /yo 


hna 


o n Q T o 
zUo /z 


GI 


none 


Score 




Exons 


On^^m Ofitf^Q'^ 0 n Q "7 O 






Seq. No. 


10939 


Seq. ID 


ujyyu^izu uy.yyzo.Gii 


Gene No. 


23251 


Strand 




Start . 


235 


End 


11708 


Name 


OJ990420 09.9923.Cll.ol.gs 


Method 


GENSCAN 


Start 


235 


End 


11469 


GI 


none 


Score 


.75 


Exons 


235. .339, 698. .787, 4852. .4880, 5314.. 


5497, 5522.. 5631, 




5960.. 6240, 7932. .8020, 8505. 


..8735, 8829.. 8996, 9161.. 9276, 




9634. .9786, 9873. .10016, 10236 .. 10359, 


luy^y. .iiftDy 


beq. No. 


10939 


Seq. ID 


ujyyu^izu uy.yyzj.Gii 


Gene No. 


23251 


Strand 




Start 


235 


End 


11708 


Name 


OJ990420 09.9923.Cll,ol.np 


Method 


AAT/NAP 


Start 


392 


End 


870 


GI 


5042454 


Score 


230 


Exons 


392. .445, 698. .870 






GI Descrip. 


{AC007789) putative polyp^^otein [Oryza 


sativa] 


Seq. No. 


10939 


Seq. ID 


OJ990420_09.9923.C11 


Gene No. 


23251 


Strand 




Start 


235 


End 


11708 


Name 


OJ990420 09.9923.Cll.o2.gp 


Method 


AAT/GAP 


Start 


7578 


End 


7869 


GI 


2317604 


Score 


524 


Exons 


7578. .7869 






Seq. No. 


10939 


Seq. ID 


OJ990420_09.9923.C11 


Gene No . 


23251 


Strand 




C+- -a v-4- 

oTiar u 


235 


End 


11708 


Name 


OJ990420 09.9923.Cll.o2.np 


Method 


AAT/NAP 


Start 


7830 


End 


11469 


GI 


6706424 


Score 


1753 


Exons 


7830. .8020, 8505. .8735, 8829. 


..8996, 9161. .9276, 9634. .9786, 




9873. .10016, 10236. .10359, 10939. . 114 69 


GI Descrip. 


(AL133248) calcium-dependent 


protein kinase [Arabidopsis 




thaliana] 






oeq . LNO . 


10939 


Seq. ID 


OJ990420_09. 9923.C11 


Gene No. 


23251 


Strand 




Start 


235 


End 


11708 


Name 


OJ990420 09.9923.Cll.o3.gp 


Method 


AAT/GAP 


Start 


9210 


End 


9750 


GI 


LIB34 34-013-P1-K1-D1 


Score 


284 


Exons 


9210.. 9276, 9634. .9750 







GI Descrip. » 5162877/dbj I BAA81748 . 1 | l.Oe-29 (AB017515) calcium-dependent 
protein kinase [Marchantia polymorpha] 

>gi_5162880_dbj_BAA81750. 1_ (AB017516) calcium-dependent protein 
kinase [Marchantia polymorpha] ' 



11438 



Seq. No. 10939 Seq. ID OJ990420_09 . 9923 . Cll 

Gene No. 23251 Strand ■ - 

Start 235 End 11708 

Name OJ990420_09 . 9923 . Cll . o4 . gp Method AAT/GAP 

Start 9874 End 10354 

GI LIB3434-013-P1-K1-D1 Score 403 

Exons 9874.. 10016, 10236.. 10354 

GI Descrip. ' 5162877/dbj | BAA8174 8 . 1 | l.Oe-29 (AB017515) calcium-dependent 
protein kinase [Marchantia polymorpha] 

>gi_5162880_dbj_BAA817 50. 1_ (AB017516) calcium-dependent protein 
kinase [Marchantia polymorpha] ' 

Seq. No. 10939 Seq. ID OJ990420_09 . 9923 . Cll 

Gene No. 23251 Strand 

Start 235 End 11708 

Name OJ990420_09 . 9923 . Cll . o5 . gp Method AAT/GAP 

Start 11113 End 11708 

GI 43488_1.R1084 Score 1156 

Exons 11113. . 11708 

GI Descrip. '1399277 3.0e-13 (U31836) calmodulin-domain protein kinase CDPK 
isoform 7 [Arabidopsis .thaliana] ' 



Sea No 


10939 






23252 




Start 


13636 




Name 


■ OJ990^ 


I20_09. 9923. Cll. o2.gs 


Start 


13636 




GI 


none 




Exons 


13636. 


..13798, 15380. .15437 


Seq. No. 


10939 




Gene No. 


23252 




Start 


13636 




Name 


OJ990420 09. 9923.Cll.o3.np 


Start 


18286 




GI 


1519355 


Exons 


18286, 


. . 18637 


GI Descrip. 


(U66465) lipid transfer pr 


Seq. No. 


10939 




Gene No. 


23252 




Start 


13636 




Name 


OJ990420 09.9923.Cll.o6.gp 


Start 


18368 




GI 


none 




Exons 


18368. 


, . 18702 


Seq. No. 


10939 




Gene No. 


23253 




Start 


23374 




Name 


OJ990420 09.9923.Cll.o2.tw 


Start 


5235 




GI 


none 




Exons 


5235. . 


,5348, 10295. . 10366, : 




11115. 


. 11147 



Seq. ID OJ990420_09. 9923. Cll 
Strand 

End 18702 

Method GENSCAN 

End 18655 

Score .41 



Seq. ID OJ990420_09. 9923. Cll 
Strand 

End 18702 

Method AAT/NAP 

End 18637 

Score 135 



Seq. ID OJ990420_09. 9923. Cll 
Strand • 

End 18702 

Method AAT/GAP 

End 18702 

Score 627 



Seq. ID OJ990420_09. 9923. Cll 
Strand 
End 

Method 
End 
Score 
10297. .10380, 



24096 

TBLASTX: Wheat 

11147 

85 

10945. .11127, 



11439 






Seq. No. 


10939 










Seq. ID 


OJ990420 09 9923 Oil 




Gene No. 


23253 










Strand 






Start 


23374 










End 


24096 




Name 


OJ990420 09. 


9923. 


.011. ol 


. tc 


Method 


TBLASTX:Oress ' 




Start 


7889 










End 


11248 




GI 


none 










Score 


86 




Exons 


7889. . 


8023, 


7953. 


. .8021, 


8494. 


.8532, 8 


559. .8735, 8574. .8732, 






8807 . . 


8989, 


8829. 


. .8990, 


8829. 


.9002, 8 


830. .8997, 9159. .9278, 






9185. . 


9277, 


9635, 


. .9790, 


9639. 


.9791, 9872.. 10015, 9873.. 1001 






9873. . 


10016, 


■9874 . . 1001 


7, 987 


5. . 10018 


, 10214 .. 10360, 






10226. 


.10363, 10234 . .10362, 1 


0234. .10377, 10936. .11241, 






11099. 


.11248- 












Seq. No. 


10939 










Seq. ID 


OJ990420_09. 9923.011 




Gene No. 


23253 










Strand 






Start 


23374 










End 


24096 




Name 


OJ9904 


20_09. 


9923, 


,Cll.o3 


.tm 


Method 


TBLASTX; Maize 




Start 


7889 










End 


8025 




GI 


none 










Score 


103 




Exons 


7889. . 


8023, 


7893, 


, .8021, 


7894. 


.8025, 7 


895. .8023 




Seq. No. 


10939 










Seq. ID 


OJ990420_09. 9923.011 




Gene No . 


23253 










Strand 






Start 


23374 










End 


24096 




Name 


OJ990420 09. 


9923. 


,011. ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


7889 










End 


11248 




GI 


none 










Score 


93 




Exons 


7889. . 


8023, 


7953. 


, .8021, 


8505. 


.8732, 8617. .8733, 8829. .9002, 






8830. . 


8997, 


9159. 


, . 9272, 


9182. 


.9274, 9185.. 9277, 9635.. 9790, 


Li 




9636. . 


9791, 


9872. 


, .10003 


, 9873 


. .9998, 


9874. .9999, 9874 . .-1001 






9875. . 


10018, 


10214. .10360, 10234. .10377, 10243 10377 , 


r'-l 
i p? 




10936. 


.11241 


, 11095. .11172, 11096. .11248 




Seq. No. 


10939 










Seq. ID 


OJ990420_09. 9923.011 


'Hi 


Gene No . 


23253 










Strand 




Start 


23374 










End 


24096 




Name 


OJ9904 


20_09. 


9923. 


Oll.ol 


. tm 


Method 


TBLASTX: Maize 


\.l 


Start 


8499 










End 


9988 


S; 


GI 


none 










Score 


136 




Exons 


8499. . 


8732, 


8505. 


.8735, 


8623. 


.8736, 8 


807.. 8989, 8808.. 8990, 


•I 0? 




8829. . 


9002, 


8830. 


.8997, 


9159. 


.9272, 9164.. 9274, 9185.. 9274, 






9629. . 


9790, 


9632. 


. 9790, 


9633. 


.9839, 9690.. 9848, 9874.. 9987, 






9875. . 


9988 














Seq. No. 


10939 










Seq. ID 


OJ990420_09. 9923.011 




Gene No. 


23253 










Strand 






Start 


23374 










End 


24096 




Name 


OJ9904 


20_09. 


9923. 


011.O3 


. tw 


Method 


TBLASTX: Wheat 




Start 


8577 










End 


8.924 




GI 


none 










Score 


61 




Exons 


8577. . 


8735, 


8623. 


.8736, 


8829. 


.8924 






Seq. No. 


10939 










Seq. ID 


OJ990420_09. 9923.011 




Gene No. 


23253 










Strand 






Start 


23374 










End 


24096 




Name 


OJ990420 09. 


9923. 


Oll.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


9626 










End 


10294 



11440 



GI 


none 


Score 


90 






9626 9784 9626 9790 9639 


..9845, 9874. .10017, 9875.. 






10234 10290, 10235 10294 








O C ^ • LN , 


10939 


Seq. ID 


OJ990420_09.9923 




Gene No. 


23253 


Strand 






Start 


23374 


End 


24096 




Name 


OJ990420 09 9923 Cll o2.tm 


Method 


TBLASTX: Maize 




Start 


10198 ~ 


End 


11241 




GI 


none 


Score 


74 




F vnn <=; 


10198 10386 10214 10330 


10222. .10329, 10259 10390, 






10936. . 11241 








Seq. No. 


10939 


Seq. ID 


OJ990420 09.9923 


.Cll 


Gene No. 


23253 


Strand 






Start 


23374 


End 


24096 




Name 


OJ990420 09 9923 Cll o4 as 


Method 


GEN SCAN 




Start 


23374 ~ 


End 


24096 




GI 


none 


Score 


. 4 




Exons 

J-J x,^ 1 1 o 


23374 23505, 23982. 24096 








Seq. No. 


10940 


Seq. ID 


OJ990420_09.9923 


.C12 


Gene No. 


23254 


Strand 


+ 




Start 


614 


End 


3457 




Name 


OJ990420 09.9923.C12.ol.gs 


Method 


GENSCAN 






614 


End 


3457 




GI 


none 


Score 


.89 




ill A LJ 1 1 0 


614. .757, 762. .1427, 1890. .2084, 3431. 


.3457 




Seq . No . 


10940 


Seq. ID 


OJ990420_09.9923 


. C12 


Gene No . 


23254 


Strand 


+ 




Start 


614 


End 


3457 




Name 


OJ990420 09. 9923.C12.ol.gp 


Method 


AAT/GAP 




Start 


663 


End 


2674 




GI 


13861 1.R1084 


Score 


2553 




R V n n ^ 


663. .1427, 1920.. 2505, 2652. 


.2674 






\J J. k3 ^ .1- -1- k/ . 


•1871194 l.Oe-42 (U90439) DNA binding protein isolog 






[Arabidopsis thaliana] >gi 2335.092 (AC002339) putative 


DNA 




binding protein [Arabidopsis 


thaliana] 






Seq. No. 


10940 


Seq. ID 


OJ990420_09.9923 


.C12 


Gene No. 


23255 


Strand 


+ 




Start 


7410 


End 


12598 




Name 


OJ990420 09.9923.C12.o3.gp 


Method 


AAT/GAP 




Start 


7029 


End 


7328 




GI 


4879929 


Score 


574 




F. von ^ 


7029. .7328 








Sea No 


10940 


. Seq. ID 


OJ990420_09.9923 


.C12 


Gene No . 


23255 


Strand 






Start 


7410 


End 


12598 




Name 


OJ990420 09. 9923.C12.ol.np 


Method 


AAT/NAP 




Start 


7308 


End 


12595 




GI 


6446577 


Score 


4211 




Exons 


7308. .7359, 7574. .7741, 8074 


..8250, 8284. .8325, 8425. .8534, 




8622.. 8791, 9087.. 9353, 9447 


..9792, 9881.. 10018, 10101. 


.10226, 



10312. .10524, 10684. .10939, 11135. .11337, 11581. .11931, 



11441 



12014. .12595 

GI Descrip. (AF150630) cellulose synthase catalytic subunit [Gossypium 
hirsutum] 



Seq. No. 


10940 


Seq. ID 


OJ990420 09.9923.C12 


Gene No . 


23255 


Strand 


+ 


Start 


7410 


End 


12598 




OJ990420 09, 9923.C12.o4 .gp ■ 


Method 


AAT/GAP 


Start 


7338 ' 


End 


8318 


GI 


56840 1.R1.084 


Score 


917 


Exons 


7338. .7421, 7555. .7741, 8074 


, .8318 




GI Descrip. 


'2827143 3.0e-31 (AF027174) 


cellulose 


synthase catalytic subunit 




[Arabidopsis thaliana] * 






Seq. No. 


10940 


Seq. ID 


OJ990420_09. 9923,C12 




23255 


Strand 


+ 


Start 


7410 


End 


12598 


Name 


OJ990420 09. 9923.C12 .o3.gs 


Method 


GENSCAN 


Start 


7410 ~ 


End 


12598 


GI 


none 


Score 


.82 


Exons 


7410. .7421, 7555. .7741, 8074 


,.8324, 8427. .8526, 8605. .8791, 




9087.. 9353, 9447.. 9792, 9881 


..10018, : 


lOlOl. .1022 6, 10312. .10524, 




10684 10939, 11135. . 11337, 


11581. .11735, 11772. ,11931, 




12179. . 12598 






Seq, No, 


10940 


Seq. ID 


OJ990420 09.9923.C12 




23255 

^ ^ ^ ^ ^ 


Strand 


+ 


Start '' 


7410 


End 


12598 


Name 


OJ990420 09.9923.C12.o5.gp 


Method 


AAT/GAP 


Start 


10842 ~ 


End 


11929 


GI 


2798220 


Score 


1149 


Exons 


10842. .10939, 11135 .. 11337 , 


11581. .11929 


GI Descrip. 


508177 9/gb|AAD39534 .11 6.0e- 


96 (AF150630) cellulose synthase 




[Gossypium hirsutum] 






Seq. No, 


10940 


Seq. ID 


OJ990420_09.9923.C12 


Gene No , 


23256 


Strand 




Start 


3831 


End 


5488 


Name 


OJ990420 09, 9923.C12,o2,gp 


Method 


AAT/GAP 


Start 


3831 


End 


4159 


GI 


5004548 


Score 


627 


Exons 


3831. .4159 






Seq, No, 


10940 


Seq. ID 


OJ990420_09,9923.C12 




23256 


Strand 




Start 


3831 


End 


5488 


Name 


OJ9904 20 09. 9923.C12.o2,gs 


Method 


GENSCAN 


Start 


4007 


End 


5488 


GI 


none 


Score 


1 


Exons 


,4007.. 5488 






Seq. No. 


10940 


Seq. ID 


OJ990420_09.9923.C12 


Gene No. 


23257 


Strand 




Start 


12324 


End 


12848 


Name 


OJ990420 09. 9923.C12.o6.gp 


Method 


AAT/GAP 


Start 


12324 


End 


12848 


GI 


35110 1.R1084 


Score 


1027 



11442 




r x> y*\ /T* 


X^CO^'i » . X^040 










-40 (AF150630) cellulose synthase 




L o o y ^X Lull 1J.XX o LI l_ LilU j 






beq . iNO . 


1 fi Q 4 n 

X U y 4 U 


Seq. ID 


OJ990420_09.9923.C12 




^ ^ ^ J o 


Strand 




Start' 


13047 


End 


15902 


Name 


OJ990420 09.9923.C12.o2.np 


Method 


AAT/NAP 




12999 


End 


15902 


\j 1 


5902387 


Score 


791 




12999. .13283, 13362 .. 13518 , 


13637. .13827, 14516 . ..14723, 




14838. .14858, 1517 1 .. 1534 1 , 


15498. .15754, 15819 . .15902 


(ZT Ho Q n T" "i o 


(AC009322) Similar to polygalacturonases [Arabidopsis thaliana 


Q o rr KT 
O c q . 1\ U . 


10940 


Seq. ID 


OJ990420_09.9923.C12 


Gene No. 


23258 


Strand 




Start 


13047 


End 


15902 


LMdlllcr 


OJ990420 09.9923.C12.o4.gs 


Method 


GENSCAN 




13047 


End 


15887 




none 


Score 


.99 


I_j Awl iO 


XjU4 / . . XO^OU/ XOO-3-7. ■ XOOXO, 


13637. .13827, 14516 .. 14723, 




14838. .14858, 1517 1 15341 , 


15498. . 158i 


37 


O e q . LN O . 


10940 


Seq. ID 


OJ990420_09.9923.C12 


Gene No . 


23259 


Strand 




Start 


17448 


End 


18484 


Name 


OJ990420 09. 9923.C12.o3.tm 


Method 


TBLASTX: Maize 


otar L 


886 


End 


1367 




none 


Score 


36 




OOU.*Z7X^, QOO.>27VJ(j, 0^-)«.^iJ 


, 966. .1022, 974. .1036, 998. .1078, 




1001. .1081, 1014. .1079, 1086 


..1214, 1102. .1212, 1145. .1240, 




1262. .1366, 1263. .1367 






Seq. No. 


10940 


Seq. ID 


OJ990420_09.9923.C12 


Gene No. 


23259 


Strand 




Of- o r-i- 


17448 


End 


18484 


Ms TTtO 


OJ990420 09.9923.C12.o4.tc 


Method 


TBLASTX: Cress 




X ^ yj y 


End 


1973 




none 


Score 


210 




1269. .1427, 1274. .1426, 1917 


. .1973 




O C . IN (J . 


10940 


Seq. ID 


OJ990420_09.9923.C12 


Gene No. 


23259 


Strand 




Start 


17448 


End 


18484 


LN dillC 


OJ990420 09.9923.C12.o7.tm 


Method 


TBLASTX: Maize 


O L di. L 


1368 


End 


2119 




none 


Score 


111 


Exons 


1368.. 1430, 1370.. 1465, 1370 


..1429, 1913. .1960, 1914. .1943, 




1917.. 2111, 1937.. 2119, 2063 


. .2116 




Seq. No. 


10940 


Seq. ID 


OJ990420_09.9923.C12 


Gene No. 


23259 


Strand 




ouar L 


17448 


End 


18484 


Name 


OJ990420 09.9923.C12.o3.tw 


Method 


TBLASTX: Wheat 


Start 


4176 


End 


4577 


GI 


none 


Score 


172 


Exons 


4176. .4433, 4193. .4435, 4517 


..4576, 4530. .4577 




• 11443 






Seq. No. 


10940 








Seq. ID 


OJ990420_09.9923.C12 




23259 








Strand 




O L. Ct J. U 


17448 








End 


18484 




OJ990420 09 


. 9923 . 


C12 . o5 . 


tm 


Method 


TBLASTX: Maize 


Q U. d jL L. 


4206 ~ 








End 


4643 


GI 


none 








Score 


112 




4206 4436, 


4295 . 


.4 435, 


4508 . 


.4642, 4530. .4643 


Seq. No. 


10940 








Seq. ID 


OJ990420_09.9923.C12 


flpriP No 


23259 








Strand 




Start 


17448 








End 


18484 


NsiTie 


OJ990420 09 


, 9923 . 


C12 . o2 . 


ts 


Method 


TBLASTX: Soybean 


Start 


4253 ~ 








End 


4924 


GI 


none 








Score 


115 


P von ^ 


4253 4435 


4254 . 


.4433, 


4523 . 


.4666, 4530.. 4664, 4730.. 4924 


Seq. No. 


10940 








Seq. ID 


OJ990420_09.9923.C12 


fZpnp No 


23259 








Strand 




Start 


17448 








End 


18484 


Name 


OJ990420 09 


, 9923 . 


C12 o2 


tc 


Method 


TBLASTX: Cress 


Start 


4272 ~ 








End 


4666 


GI 


none 








Score 


100 


In' von Q 


4979 44 33 


4277 . 


.4 4 35, 


4511 . 


.4666, 4527. .4664 


Seq. No. 


10940 








Seq. ID 


OJ990420_09.9923.C12 




939S Q 








Strand 






1744 8 








End 


18484 






1 Z? £^ * 


n 9 o4 


i-Tn 


Method 


TBLASTX: Maize 


Start 


7329 ~ 








End 


7745 


GI 


none 








Score 


323 


R von •=! 


7329 7394. 


7399 . 


.7416, 


7545 . 


.7568, 7575. .7745, 7576. .7743 


Seq. No. 


10940 








Seq. ID 


OJ990420_09.9923.C12 


Gene No. 


23259 








Strand 




Start 


17448 








End 


18484 


Name 


OJ990420 09 


, 9923 . 


C12 . o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


7576 ~ 








End 


9213 


GI 


none 








Score 


263 


Exons 


7576 . .11 A3, 


7653. 


.7745, 


8625 . 


.8687, 8633. .8746, 9091. .9168, 




9169 9213 












Sea No 


10940 








Seq. ID 


OJ990420_09.9923.C12 




23259 








Strand 




Start 


17448 








End 


18484 


Name 


OJ990420 09. 


,9923. 


C12.01. 


tc 


Method 


TBLASTX: Cress 


Start 


7578 








End 


12612 


GI 


none 








Score 


258 


Exons 


7578. .7745, 


7579. 


.7743, . 


8154. 


.8246, 8634. .8687, 8636. .8680, 




8736. .8792, 


9086. 


.9352, 


9087. 


.9356, 9088.. 9354, 9432.. 9791, 




9442. .9792, 


9856. 


.10020, 


9875 


. .10021, 


10089. .10229, 



10118. .10231, 10148. .10225, 10299 .. 10361, 10302 .. 1054 1, 

10312. .10533, 10657. '.10773, 10661 .. 1077 4 , 10683 .. 10790, 

10684. .10791, 10780. .10824, 11127 .. 11297, 11128 .. 1134 0, 

11134. .11337, 11575. .11937, 11578 .. 11922, 1157 9 .. 11923, 

11580. .11927, 11998. .12492, 12005 .. 12592, 12011 .. 12601, 

12013. .12612, 12514.. 12612 



11444 




beq. NO. 


1 n Q /I n 
1 u y 4 u 










Seq. ID 


OJ990420 






^ ^ ^ ^ 










Strand 






Start 


17448 










End 


18484 




Name 


OJ9904 


20_09, 


.9923. 


C12.02, 


. tm 


Method 


TBLASTX : 


Maize 


Start 


8151 










End-: 


8803 




GI 


none 










Score 


84 




Exons 


8151. . 


8222, 


8168. 


.8209, 


8208. 


.8327, 8221.. 8328, 


8222. .8329, 




8222. . 


8329, 


8423. 


.8524, 


8425. 


.8523, 8433.. 8525, 


8603. .8791, 




8605. . 


8793, 


8606. 


.8803, 


8607. 


.8792 







D e . LN (J . 


1 n Q4 n 

J. U -3 *i U 






Seq. ID 


OJ990420_ 


09. 9923.C12 


o n o Kl o 


O ^ -J z/ 






Strand 






q-f- a y~j- 

o caiT L 


± / *i *± o 






End 


18484 




Name 




20_09.9923.C12 


. ol . tm 


Method 


TBLASTX: Maize 


o car L 


on Q 1 
y u y ± 






End 


12598 




r* T 

ox 


none 






Score 


373 






QD Q1 


9354, 9091.. 9354, 9159 


..9356, 9194. .9364, 


9194. .9364, 




Q4 '^9 


9791, 9442.. 9792, 9442 


..9792, 9856. .10020, 


9875, .1002 




1 nop Q 
luuo y . 


.10229, 10148. 


.10225, 


10302. .10529, 10312. 


.10533, 




10657. 


.10770, 10662. 


.10775, 


10684. .10776, 11140. 


.11340, 




11164. 


.11337, 11556. 


.11939, 


11578. .11937, 12011. 


.12547, 




± ^ U X o . 


.12549, 12270. 


.12554, 


12361. .12555, 12378. 


.12575, 




1 9 S7 ft 
1 Z D / O . 


.12598 










oeq . LNO . 


10 040 

1 u y u 






Seq. ID 


OJ990420_ 


09.9923.C12 


oene no • 


Z O Z O J 






Strand 








1 7 4 4ft 

X / 1 4 O 






End 


18484 




Name 


J? ^ U 4 


20_09.9923.C12 


.ol.ts 


Method 


TBLASTX :S 


Soybean 


Start 


9214 






End 


12609 




GI 


none 






Score 


192 




Exons 


Q91 4 


9354, 9214.. 9354, 9216 


..9356, 9435. .9791, 


9442. .9792, 




Qft Sfi 

J O >J o . ■ 


9984, 9874. .10 


020, 9875.. 10021, 


10089. .10229, 




1 ni 4 ft 

X U X 4 O ■ 


.10222, 10302. 


.10529, 


10312. .10533, 10660. 


.10770, 




X V U O J • 


.10775, 10684. 


.10791, 


11140. .11340, 11161. 


. 11247, 




1 1 1 Qfi 

X X X u • 


.11297, 11290. 


.11337, 


11556. .11939, 11562. 


. 11927, 




1 1 S7ft 

X X J / o ■ 


.11937, 11998. 


.12237, 


12005. .12550, 12011. 


.12598, 




1 901 ^ 

X ^ U X o . 


.12609 










Seq. No. 


10940 






Seq. ID 


OJ990420_ 


09. 9923.C12 


Gene No. 


23259 






Strand 






Start 


17448 






End 


18484 




Name 


OJ9904 


20_09.9923.C12 


.ol.tw 


Method 


TBLASTX: Wheat 


Start 


9643 






End 


10223 




GI 


none 






Score 


235 




Exons 


9643. . 


9792, 9647. .97 


69, 9660 


. . 9791, 9856. . 9984, 


9856. .10020 




9875. . 


10021, 10089.. 


10223, 10148.. 10222 




Seq. No. 


10940 






Seq. ID 


OJ990420_ 


09.9923.C12 


Gene No, 


23259 






Strand 






Start 


17448 






End 


18484 




Name 


OJ9904 


20_09.9923.C12 


.o5. tw 


Method 


TBLASTX: Wheat 


Start 


10312 






End 


10737 




GI 


none 






Score 


147 




Exons 


10312. 


.10422, 10324. 


. 10422, 


10431. .10529, 10432. 


.10533, 




10674 . 


.10736, 10684. 


.10737 









1, 



11445 




O tr t-J . LN (J . 


10^4 0 

X W -7 1 \J 




Seq. ID 


OJ990420_09.9923 


. C12 


Gene No. 


23259 




Strand 






Start 


17448 




End 


18484 




IN alLLC 


OJ990420 09 9923 C12 


. o4 . tw 


Method 


TBLASTX: Wheat 






11767 ~ 




End 


12070 




ox 


n on ^ 




Score 


100 




P von Q 


11767 11931 11768 


. 11854/ 


11773. .11937, 11775. .11939, 






12011 12070, 12011 


. 12064, 


12013. .12069 




Seq. No. 


10940 




Seq. ID 


OJ990420_09.9923 


.C12 


Gene No. 


23259 




Strand 






Start 


17448 




End 


18484 




Name 


OJ990420 09 . 9923 . C12 , 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


12070 ~ 




End 


12478 




GI 


none 




Score 


584 




R von *5 


12070. .12477, 12071. , 


. 12478 








O C ^ * w . 


1094 0 




Seq. ID 


OJ990420_09.9923 


. C12 


Gene No. 


23259 




Strand 






Start 


17448 




End 


18484 




Name 


OJ990420 09 . 9923 . CI 2 , 


. o3 . tc 


Method 


TBLASTX: Cress 




o L. a X L. 


13149 ~ 




End 


14723 






none 




Score 


78 




III AL^ii o 


1314 9 132 1 1 13360 

X.JX*3j» aX^^XXf XJvJ\JW* 1 


13521 

> X ^ ^ X , 


13427. .13522, 13637. .13837, 






13689 13829 14511 

XJ\J(->-^. » J. ^ \J ^ ^ f XMoyXX. 1 


, 14723, 


14515.. 14643 




O C . IN (J . 


1 094 0 

X W -7 *3 V/ 




Seq. ID 


OJ990420_09.9923 


. C12 


Gene No. 


23259 




Strand 






Start 


17448 




End 


18484 




Name 


OJ990420 09 9923 C12 


.08. tm 


Method 


TBLASTX: Maize 




Start 


13418 




End 


13837 




GI 


none 




Score 


90 




R von 


13418 13522 13429 


. 13521, 


13637. .13759, 13638 .. 13667 , 






13731 13760, 13757 


. 13837 








O C . IN kj* . 


10940 




Seq. ID 


OJ990420_09. 9923 


.C12 


Gene No. 


23259 




Strand 






Start 


17448 




End 


18484 




Name 


OJ990420 0'9. 9923. C12 


, o3 . ts 


Method 


TBLASTX : Soybean 




Start 


13426 ~ 




End 


14723 




GI 


none 




Score 


47 




R von 


13426 13521, 13427 


. 13522, 


13637. .13879, 13638 .. 13877 , 






14511 . . 14723, 14569 


. 14700 








Seq. No. 


10940 




Seq. ID 


OJ990420_09. 9923 


.C12 


Gene No. 


23259 




Strand 






Start 


17448 




End 


18484 




Name 


GJ990420 09 9923 C12 


» 0 6 . tm 


Method 


TBLASTX: Maize 




Start 


14531 "~ 




End 


14725 




GI 


none 




Score 


186 




R von ^ 


14531 14683 14532 


. 14723, 


14533. .14 712, 14636. .14725 




Seq. No. 


10940 




Seq. ID 


OJ990420_09.9923 


.C12 


Gene No. 


23259 




Strand 






Start 


17448 




End 


18484 




Name 


OJ990420 09.9923.C12, 


. o5 . gs 


Method 


GENSCAN 




Start 


17448 




End 


18484 





11446 




yj ± 


none 








Score 


. 95 






17448, .17520, 184 65. .18484 








Seq. No. 


10941 








Seq. ID 


OJ990420 


_09.9923.C13 


Gene No. 


23260 








Strand 






o i_ a x. u 


1371 








End 


6160 




LN diuc: 


OJ990420 09. 


9923. 


.C13.01, 


.gp 


Method 


AAT/GAP 




O L. d J. u 


1192 








End 


2702 






none 








Score 


1619 




p. V n n s 


1192. .1493, 


1579, 


. . 1644, 


1753. 


.1810, 1897. .1988, 


2319 . . 2702 


O C ■ IN • 


10941 








Seq. ID 


OJ990420 


09 9923 C13 




23260 








Strand 






Start 


1371 








End 


6160 




Name 


OJ990420 09. 


9923, 


.013. o2, 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1357 








End 


2475 




GI 


none 








Score 


185 




R V n n 


1357. .1494, 


1358, 


. . 1495, 


1359. 


.1496, 1359. ,1496, 


1579 . . 1632, 




1579. .1644, 


1580. 


. .1645, 


1583. 


.1645, 174 


18. .1813, 


1751 . . 1813, 




1753. .1815, 


1895. 


. .1987, 


1896. 


.1988, 1899. .1991, 


1903 . . 1989, 




2323. .2379, 


2325. 


. .2378, 


2419. 


.2475, 2434. .2472 




O \^ • LN U . 


10941 








Seq. ID 


OJ990420 


09 9923 C13 


Gene No. 


23260 








Strand 






Start ' 


1371 








End 


6160 




LN oillc; 


OJ990420 09. 


9923. 


.C13.02, 


.ts 


Method 


TBLASTX: 




c-|- o r-t 


1369 








End 


2007 




\J J. 


none 








Score 


148 






1369. .1494, 


1370. 


. .1495, 


1371. 


.1496, 1371,. 1496, 


1579 1632 




1579. .1644, . 


1751. 


. .1813, 


1753. 


.1815, 1899. .1988, 


1903 . . 2007 


O C • LN ^ • 


10941 








Seq, ID 


OJ990420 


09 9923 C13 


Gene No. 


23260 








Strand 






Start 


1371 








End 


6160 




Name 


OJ990420 09. 


9923. 


.C13.01, 


.gs 


Method 


GENSCAN 




^t a rt 

O L- d i- U 


1371 








End 


6160 






none 








Score 


.4 




P V n n 


1371. .1493, 


1579. 


. . 1644, 


1753. 


.1810, 1897. .1988, 


2319. .2415, 




2933. .3108, 


3872. 


. .4021, 


4815. 


.5536, 6111. .6160 




Sea No 


10941 








Seq. ID 


OJ990420 


09. 9923. C13 


Gene No. 


23260 








Strand 






Start 


1371 








End 


6160 




Name 


OJ990420 09. 


9923. 


.C13.02, 


.tc 


Method 


TBLASTX: 


Cress 


Start 


1567 








End 


1991 






none 








Score 


43 




R y Pi n ^ 

J_j A 1 i o 


1567. .1644, 


1597. 


. .1632, 


1751. 


.1798, 1753.. 1815, 


1893 1991. 




1899; . 1991 














Seq. No. 


10941 








Seq. ID 


OJ990420 


09. 9923.C13 


Gene No. 


23260 








Strand 






Start 


1371 








End 


6160 




Name 


OJ990420 09. 


9923. 


.C13.02. 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


2725 








End 


5352 




GI 


none 








Score 


220 




Exons 


2725. .2769, 


2870. 


. .2926, 


5157. 


.5345, 5157. .5351, 


5161. .5352 



11447 



Seq. No. 10941 

Gene No. 23260 

Start 1371 

Name OJ990420_09 . 9923 . C13 . ol . tm 

Start 3672 

GI none 

Exons 3672.. 3707, 3720 ... 3809, . 3723 . 

4811. .4969, 4813. .5049, 4815. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3758, 3809 
.5351, 4816 



OJ990420 09.9923.C13 



6160 

TBLASTX: Maize 
5352 
41 

4030, 3855. 
5001, 5035. 



.4031, 
.5352 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 



10941 
23260 
1371 

OJ990420_09 . 9923 . 013 . o2 . gp 
3674 

16934_2.R1084 
3674. .4021, 4815. .5521 
'3915847/sp|P49688|RS2 
>gi_2335095 (AC002339) 
[Arabidopsis thaliana] 



10941 
23260 
1371 

OJ990420__09. 

3711 

none 

3711. .3737, 
3851. .4030, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990420_09. 9923.013 

6160 
AAT/GAP 
5521 
1809 



ARATH l.Oe-108 4 OS RIBOSOMAL PROTEIN S2 
putative 40S ribosomal protein S2 



9923. 013. o3.tw 



3731. .3775, 
3852. .4031 



3736. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3771, 



OJ990420 09.9923.013 



6160 

TBLASTX: Wheat 
4031 
41 

3779. .3844, 3780. .3845, 



Seq. No. 10941 Seq. ID 

Gene No. 23260 Strand 

Start 1371 End 

Name OJ9904 20_09 . 9923 . 013 . ol . tc Method 

Start 3804 End 

GI none Score 

Exons 3804. .4031, 3914. .4030, 4813. .5049, 4814. 

4816. .5001, 5035. .5103, 5152. .5232, 5232. 



OJ990420_09. 9923.013 
6160 

TBLASTX rOress 
5352 
129 



.4972, 4815. 
.5351, 5233. 



.5231, 
.5352 



•Seq. No. 10941 ' Seq. ID OJ990420_09 . 9923 . 013 

Gene No. 23260 Strand 

Start 1371 End 6160 

Name OJ990420_09 . 9923 . 013 . ol . np Method AAT/NAP 

Start 3863 End 5477 

GI 6706420 Score 1079 

Exons 3863... 4021, 4815.. 5477 

GI Descrip. (AL133248) 40S ribosomal protein S2 homolog [Arabidopsis 
thaliana] 



Seq. No. 10941 

Gene No. 23260 

Start 1371 

Name OJ990420_09 . 9923 . 013 . ol . ts 

Start 3890 

GI none 

Exons 3890.. 4030, 3906.. 4031, 4813, 
4816. .5232, 5232. .5336, 5232. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



,5037, 4815. .5033, 
,5351, 5233.. 5352 



OJ990420_09. 9923.013 
6160 

TBLASTX: Soybean 

5352 

155 

4815. .5231, 



11448 




Seq. No. 


10941 


Seq. ID 


OJ990420_09.9923. 


C13 


Gene No. 


23260 


Strand 






Start 


1371 


End 


6160 




Name 


OJ990420 09.9923.C13.ol.tw 


Method 


TBLASTX: Wheat 




Start 


4832 


End 


5141 






none 


Score 


186 




Exons 


4832. .4969, 4833. .5141, 4834. .5001, 5035. .5103 




beq. INC. 


10941 


Seq. ID 


OJ990420_09.9923. 


bio 


laene wo. 


23260 


Strand 






Start 


1371 


End 


6160 




Name 




Method 


AAT/GAP 




C-t- a >--l- 

b rart 


5411 


End 


5581 






LIB34 34-047-P1-K1-B11 


Score 


184 




Exons 


5411. .5581 








iji uescrxp . 


M049348/emb|CAA22573.1| 5. 


Oe-30 {AL034567) putative protein 




[Arabidopsis thaliana] ' 








Seq. No. 


10942 


beq. iu 


ujyyu4zu uy.yyzo. 


bl 4 


Gene No. 


23261 


Strand 






brar u 




End 


2762 




Name 


OJ990420 09.9923.C14.ol.gs 


Method 


GENSCAN 




buar L 


431 


bna 


2688 






none 


Score 


.53 




Exons 


431. -.580, 941. .1437, 1511.. 


ZUli, zooz. 


.2688 




Seq. No. 


10942 


beq. lu 


OJ990420_09.9923. 


C14 


Gene No. 


23261 


strand 






Start 


4i O 1 


End 


2762 




Name 


OJ990420 09.9923.C14.ol.ts 


IWf ^ 


TBLASTX : Soybean 




brarr 


906 


ijna 


1980 






none 


Score 


427 




Exons 


906. .1439, 923. .1435, 1507, 


.ID^/, loiz 


..1655, 1713. .1979 






1789. .1980 








Seq. No. 


10942 


Seq. ID 


OJ990420_09.9923. 


C14 


Gene No. 




Strand 






brariiL 


431 


End 


2762 




Name 


OJ990420 09.9923.C14.ol.tm 


Method 


TBLASTX: Maize 




b uarr 


908 


End 


2019 




bi 


none 


Score 


704 




Exons 


908.. 1438, 912.. 1439, 1506. 


.1586, 1507 


..2019, 1512. .2012 


Seq. No. 


10942 


Seq. ID 


OJ990420_09.9923. 


C14 


Gene No. 


23261 


Strand 






bear u 


431 


End 


2762 




Name 


OJ990420 09.9923.C14.ol.tw 


Method 


TBLASTX: Wheat 




bcarc 


908 


End 


1076 






none 


Score 


189 




Exons 


908. .1075, 909. .1076, 909.. 


1061, 920.. 


1075 




Seq. No. 


10942 


Seq. ID 


OJ990420_09.9923. 


C14 


Gene No. 


23261 


Strand 






Start 


431 


End 


2762 




Name 


OJ990420 09.9923.C14.ol.np 


Method 


AAT/NAP 




Start 


920 


End 


2688 




GI 


6648215 


Score 


1032 





11449 




Exons 920.. 1437, 1511.. 2011, 2610.. 2688 

GI Descrip. (AC013483) unknown protein [Arabidopsis thaliana] 





Seq. No. 


10942 




beq. lu 


rNTQQn/i9n r\Q 009*3 a 

ujyyufizu u y . y y^i 0 . L,i 4 




Gene No. 


23261 




o rrana 






Start 


431 




hjno 


9*7 ^^9 
1 DZ 




Name 


OJ990420 09. 9923. 014. ol 


. tc 


Method 


i nLi/io i A . bress 




Start 


94 4 




Hjna 


X D y / 




bl 


none 




Score 


0 t 0 




Exons 


944. .1435, 945. .1424, 1513.. 


1599, 1515, 


. . 1697 




Seq. No. 






Seq. ID 


OJ990420_09.9923.C14 




Gene No . 


23261 




Strand 






Start 


431 




End 


2762 




Name 


OJ990420 09. 9923.C14.ol 


.gp 


Method 


AAT/GAP 




o tart 


1034 




End 


1379 






3061123 




Score 


662 




Exons 


1034. .1379 










GI Descrip. 


4 04 934 8/emb|CAA22573.1 1 


5.0e 


-30 (AL034567) putative protein 






[Arabidopsis thaliana] 










Seq. No. 


1 u y fi Z 




Seq. ID 


OJ990420_09. 9923.014 




Gene No. 


23261 




Strand 




ijF 


Start 


431 




End 


2762 




Name 


OJ990420 09.9923.C14.o2 


. tc 


Method"' 


TBLASTX: Cress 




Start 


1719 




End 


2012 


; ii 


GI 


none 




Score 


105 




Exons 


1719. .1970, 1789. . 1968, 


1830 


..1973, 1965. .2012 


I ^ 


Seq. No. 






Seq. ID 


OJ990420_09. 9923.014 




bene no . 


23261 




Strand 






Start 


431 




End 


2762 


IS 


Name 


OJ990420 09.9923.C14.o2 


.gp 


Method 


AAT/GAP 




Start 


1826 




End 


2762 




bl 


84207 1.R1084 




Score 


759 


*s 

L J, 


Exons 


1826.. 2011, 2532.. 2762 










GI Descrip. 


»34 02817/emb|CAA07704 | 


9.0e- 


17 {AJ007829) lacZ'* [Cloning vector 


hi) 




poX cell J 








■ as; 
) E 


Seq. No. 


10943 




Seq. ID 


OJ990420_09. 9923.015 




Gene No . 


23262 




Strand 


+ 




btart 


1542 




End 


1733 




Name 


OJ990420 09.9923.C15.ol 


.gs 


Method 


GENSOAN 




Start 


1542 




End 


1733 




GI 


none 




Score 


.55 




Exons 


1542. .1733 










Seq. No. 


10943 




Seq. ID 


OJ990420_09, 9923.015 




Gene No. 


23263 




Strand 






Start 


2176 




End 


2598 




Name 


OJ990420 09. 9923.C15.o2 


.gs 


Method 


GENSOAN 




Start 


2176 




End 


2598 




GI 


none 




Score 


.51 




Exons 


2176. .2289, 2524. .2598 










Seq. No. 


10944 




Seq. ID 


OJ990420_09. 9923.016 




Gene No. 


23264 




Strand 





11450 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



636 End 812 

OJ990420_09 . 9923 . C16 . ol . gs Method GENSCAN 

636 End 812 

none Score .53 
636. .812 



10944 Seq., ID 

23265 Strand 
1914 End 
OJ990420_09. 9923.C16.o2.gs Method 
1914 End 
none Score 

1914. .2031, 3371. .3466, 4048. .4241, 4403. .4450, 4496. .4606, 

4938. .5138, 5494. .5667, 6763. .7224 



OJ990420_09.9923.C16 
+ 

7224 
GENSCAN 
7224 
.72 



10944 
23265 
1914 

OJ990420_09.9923.C16.ol.np 
2937 
3560474 

2937.. 3019, 3467.. 3533, 3667 
4187. .4241, 4403. .4450, 4523 
5839. .5936, 6088. .6148 

(U81312) S-adenosyl-methionine-sterol-C- methyltransf erase 
[Nicotiana tabacum] 



Seq. ID OJ990420_09.9923.C16 
Strand + 

7224 
AAT/NAP 
6148 
993 

3740, 3846.. 3930, 4048. 
4606, 4938.. 5138, 5542. 



End 

Method 

End 

Score 



4103, 
5667, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10944 
23265 
1914 

OJ990420_09. 9923.C16.ol.gp 
6946 

LIB3475-007-P1-K1-G6 
6946. .7185 

'1420932/gb|U61383|ORU61383 ' 
4-coumarate-CoA ligase gene, 

10944 
23266 
11961 

OJ990420_09. 9923.C16.o4 .gs 

11961 

none 

11961. .14666 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990420_ 
+ 

7224 
AAT/GAP 
7185 
460 



09.9923.C16 



'.Oe-21 Oryza rufipogon 

intron 1, partial sequence' 

Seq. ID OJ990420_09. 9923.C16 

Strand + 

End 14666 

Method GENSCAN 

End 14666 • 

Score .62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



10944 Seq. ID 

23266 Strand 

11961 End 

OJ990420_09. 9923.C16.o2.np Method 

12342 End 

4539394 Score 

12342. .12847, 13058 .. 13328 , 13536. .14663 

(AL035526) putative protein [Arabidbpsis thaliana] 



OJ990420_09.9923.C16 
+ 

14666 
AAT/NAP 
14663 
833 



10944 
23267 
16526 



Seq. ID OJ990420_09, 9923.C16 
Strand + 
End 18552 



11451 



Name 

Start 

GI 

Exons 



OJ990420_09. 9923.C16.o5.gs Method GENSCAN 

16526 End 18552 

none Score . 98 

16526. . 16721, 16974 .. 17081 , 17170 17362 , 174 51 17553, 

17761. .17 961, 184 03. .18552 



Seq. No. ' 10944 Seq. ID OJ990420_09 . 9923 . C16 

Gene No. 23267 " . Strand + 

Start 16526 End 18552 

Name OJ990420_09 . 9923 . C16 . o3 . np Method AAT/NAP 

Start 16664 End 18259 

GI 1076791 Score 782 

Exons 16664 .. 16763, 1 6971 .. 1708 1, 

177 68. .17 968, 18211. .18259 
GI Descrip. calcium-binding protein - maize gi | 21 19370 | pir | 

Calreticulin precursor - maize gi | 577612 | emb | CAA86728 | (Z46772) 
calcium-binding protein [Zea mays] gi | 927572 | emb | CAA61939 | 
(X89813) Calreticulin precursor [Zea mays] 
gi| 1587033|prf I I2205314A calreticulin [Zea mays] 



17170. .17362, 174 51. .17515, 



IS58170 



Seq. No. 


10944 




Seq. -ID 


OJ990420_09.9923, 


.C16 


Gene No. 


23268 




Strand 


+ 




Start 


22909 




End 


24422 




Name 


OJ990420 09.9923.C16 


. o4 . np 


Method 


AAT/NAP 




Start 


22092 




End 


24422 




GI 


3046695 




Score 


173 




Exons 


22092. .22197, 23886. 


.24101, 


24211. .24288, 24372. .24422 




GI Descrip. 


(AL022224) putative ; 


protein 


[Arabidopsis thaliana] . 




Seq. No. 


10944 




Seq. ID 


OJ990420__09.9923, 


.C16 


Gene No. 


23268 




Strand 


+ 




Start 


22909 




End 


24422 




Name 


OJ990420 09.9923.C16 


. o7 . gs 


Method 


GENSCAN 




Start 


22909 




End 


23649 




GI 


none 




Score 


.65 




Exons 


22909. .22980, 23040. 


.23185, 


23490. .23649 




Seq. No. 


10944 




Seq. ID 


OJ990420_09.9923, 


.C16 


Gene No. 


23268 




Strand 


+ 




Start 


22909 




End 


24422 




Name 


OJ990420 09.9923.C16 


. o4 . gp 


Method 


AAT/GAP 




Start 


23042 




End 


23187 




GI 


27256 1.R1084 




Score 


171 




Exons 


23042. .23187 










GI Descrip. 


*2058456/gb|AAB53256 


.11 2.0e 


-18 (U66408) GTP-binding protein 



[Arabidopsis thaliana] >gi_234 5150_gb_AAB67830_ (AF014822) 
developmentally regulated GTP binding protein [Arabidopsis 
thaliana] ' 



Seq. No. 10944 Seq. ID 

Gene No. 23269 Strand 

Start 18832 End 

Name OJ9904 20_09 . 9923 . C16 . o6 . gs Method 

Start 18832 End 

GI none Score 

Exons 18832. .18950, 19371.. 19416 



OJ990420_09.9923.C16 

19416 
GENSCAN 
19416 
.55 



11452 



Seq. No. 10944 

Gene No. 23270 

Start 27512 

Name OJ990420_09 . 9923 . C16 . o5 . gp 

Start 27512 

GI 4794_1.R1084 

Exons 27512. .28205, 28896 29042, 

GI Descrip. '3128168 2.0e-78 (AC004521) 
[Arabidopsis thaliana] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990420 09.9923.C16 



35346 
AAT/GAP 
29196 
1699 
29148. .29196 

putative carboxyl-terminal peptidase 



Seq. No. 10944 

Gene No. 23270 

Start 27512 

Name OJ990420_09 . 9923 . C16 . o9 . gs 

Start 27828 

GI none 

Exons 27828. 

29721. 



.28205, 28896. 
.29966, 30057. 



.29042, 
.30143, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
29148. .29201, 
30657. .30723, 



OJ990420 09.9923.C16 



35346 
GENSCAN 
35346 
.53 

29398. 
30911. 



31433. .31568, 33630 .. 33713, 338 91 .. 34 114 , 35310. 



.29562, 
.31316, 
.35346 



Seq. No, 

Gene No, 

Start 

Name 

.Start 

GI 

Exons 



U 



10944 
23270 
27512 • 

OJ990420_09.9923.C16.o5.np 

27831 

3128168 



Seq. ID OJ990420_09.9923.C16 
Strand 

End 3534 6 

Method AAT/NAP 

End 30806 

Score 1178 



27831. .28205, 288 96 .. 29042 , 29148 .. 29201 , 2 9398 29562 , 
29721. .29966, 30057 .. 3014 3, 30657.. 30806 



GI Descrip. (AC004521) unknown protein [Arabidopsis thaliana] 



J Seq. No. 10944 Seq. ID 

U Gene No. 23271 Strand 

Start 39955 End 

Name OJ990420_09 . 9923 . C16 . olO . gs Method 

Start 39955 End 

GI none Score 

Exons 39955. .40074, 40228.. 40326 



OJ990420_09.9923.C16 

40326 
GENSCAN 
40326 
.71 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10944 Seq. ID OJ990420_09.. 9923 . C16 

23272 Strand 

41941 End 42270 

OJ990420_09 . 9923 . C16 . o7 . gp Method AAT/GAP 

41941 End 42270 

6756_2.R1084 Score 609 

41941. .42270 

' 1351357/spl P48502 I UCR6_S0LTU 5.0e-43 UBIQUINOL-CYTOCHROME C 
REDUCTASE COMPLEX 14 KD PROTEIN (CR14) >gi_63368 l_emb_CAA558 63_ 
(X79276) ubiquinol — cytochrome c reductase [Solanum tuberosum] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10944 Seq. ID 

23273 Strand 

42202 End 

OJ990420_09. 9923.C16.o5.tm Method 

2933 End 

none Score 



OJ990420_09. 9923.C16 
42270 

TBLASTX:Maize 

5942 

77 



2933. .3013, 2933. .3031, 2937. .3041, 2938. .3045, 3466. .3534, 
3468. .3536, 3652. .3741, 3672. .3731, 3839. .3907, 3844. .3933, 



11453 




3844. .3933, 
4387. .4455, 
4938. .5141, 
5839. .5937 



4042. .4101, 
4400. .4456, 
5536. .5655, 



4047. .4103, 
4505. .4603, 
5539. .5673, 




4193. .4249, 
4517. .4609, 
5541. .5657, 



4197. .4295, 
4937. .5146, 
5838. . 5942, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10944 
23273 
42202 
OJ990420 
2937 
none 
2937 
3652 
4193 



09.9923.C16.o2.tw 



3041, 
3741, 
4249, 



2951. 
3672. 
4197. 



.3031, 
.3731, 
.4283 



3466. 
3844 . 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990420 09.9923.C16 



42270 

TBLASTX: Wheat 
4283 
120 

3534, 3467.. 3535, 3468.. 3536, 
3933, 4042. .4101, 4047. .4103, 



Seq. No. 10944 
Gene No. 23273 
Start 42202 

Name OJ9904 20_09 . 9923 . CI 6 . o3 . ts 

Start 2940 
GI none 

Exons 2940.. 3038, 3465.. 3536, 3652, 

4045. .4101,. 4047. .4103, 4193. 
4496. .4606, 4522. .4605, 4940. 
5535.. 5669, 5535. .5657, 5539. 



Seq. ID OJ990420_09.9923.C16 
Strand 

End 42270 

Method TBLASTX : Soybean 

End 5937 

Score 85 

.3741, 3672. .3731, 3844. .3933, 
.4249, 4197. .4295, 4387. .4455, 
,5143, 4941. .5141, 5533. .5655, 
.5673, 5824.. 5937, 5838.. 5930 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10944 
23273 
42202 
OJ990420 
2949 
none 
2949 
3672 
4197 



09.9923.C16.o4.tc 



3041, 
3740, 
4241 



3465. 
3844 , 



.3536, 
.3933, 



Seq. ID OJ990420_09. 9923.C16 
Strand 

End 42270 
Method TBLASTX : Cress 
End 4243 
Score 84 
3466.-3534, 3652. .3741, 3653. .3733, 
4045. .4101, 4047. .4103, 4196. .4243, 



Seq. No. 10944 Seq. ID 

Gene No. 23273^ Strand 

Start 42202* End 

Name OJ990420_09 . 9923 .C16 . o7 . tw Method 

Start 7012 End 

GI none Score 

Exons 7012.. 7209, 7016.. 7150 



OJ990420_09. 9923.C16 
42270 

TBLASTX: Wheat 

7209 

102 



Seq. No. 10944 Seq. ID 

Gene No. 23273 Strand 

Start 42202 End 

Name OJ990420_09 . 9923 . C16 . o8 . tm Method 

Start -^7012 End 

GI none Score 

Exons 7012.. 7209, 7016.. 7135 



OJ990420_09. 9923.C16 
42270 

TBLASTX: Maize 

7209 

103 



Seq. No. 10944 Seq. ID 

Gene No. 23273 Strand 

Start 42202 End 

Name OJ990420_09 . 9923 . C16 . o6 . ts Method 

Start 7015 End 



OJ990420_09.9923.C16 
42270 

TBLASTX : Soybean 
9557 



11454 






GI 


none 






Score 








Exons 


7015. . 


,7209, 9444,. 9491, 9489 










Seq. No. 


10944 






Seq. ID 


OJ990420_09.9923. 


, C16 




Gene No. 


23273 






Strand 








Start 


42202 






End . 


42270 






Name 


OJ990420 09.9923.C16. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


12348 






End 


14012 






GI 


none 






Score 


120 






Exons 


12348. 


.12557, 12414.. 


12602, 


12639. .12920, 12897 .. 13124 , 








13167. 


.13433, 13302.. 


13466, 


13400. .14011, 13401.. 14012 






Seq. No. 


10944 






Seq. ID 


OJ990420_09.9923. 


> CI D 




Gene No. 


23273 






Strand 








Start 


42202 






End 


42270 






Name 


OJ990420 09. 9923.016. 


o2. tc 


Method 


TBLASTX: Cress 






Start 


12348 






End 


14150 






GI 


none 






Score 


118 






Exons 


12348. 


.12590, 12648.. 


12893, 


12852. .12935, 12942 .. 1304 9, 








12951. 


.13136, 13166.. 


13405, 


13167. .13424, 13347 .. 13529, 








13359. 


.13436, 13452.. 


14042, 


13460. .13711, 13749. .13895, 








13758. 


.14003, 13760.. 


14011, 


14028. . 14150 






Seq. No. 


10944 






Seq. ID 


OJ990420_09.9923. 


. CId 




Gene No. 


23273 






Strand 








Start 


42202 






End 


42270 




ri! Name 


OJ990420 09.9923.C16. 


o6 . tw 


Method 


TBLASTX: Wheat 






Start 


12371 






End 


13985 






GI 


none 






Score 


54 






Exons 


12371. 


.12586, 12516.. 


12617, 


12642. .12851, 12951 .. 1304 6, 








13002. 


.13364, 13073.. 


13321, 


13347. .13538, 13512.. 13985 






Seq. No. 


10944 






Seq, ID 


OJ990420_09.9923. 


. Clo 


!!! 


Gene No. 


23273 






Strand 






si 


Start 


42202 






End 


42270 






Name 


OJ990420 09.9923.C16. 


o5 . ts 


Method 


TBLASTX: Soybean 






• Start 


12720 






End 


14078 






GI 


none 






Score 


81 . 






Exons 


12720. 


.12926, 12840.. 


13025, 


12942. .13049, 13166 .. 13234 , 




!!! 




13179. 


.13244, 13232.. 


13330, 


13242. . 13436, 13296 .. 1354 1, 








13422. 


.13601, 13743.. 


14078, 


13758. . 14069 " 






Seq. No. 


10944 






Seq. ID 


OJ990420_09.9923. 






Gene No. 


23273 






Strand 








Start 


42202 






End 


42270 






Name 


OJ990420 09.9923.C16. 


o6. tm 


Method 


TBLASTX: Maize 






Start 


14271 






End 


14634 






GI 


none 






Score 


139 






Exons 


14271. 


. 14405, 14273. . 


14416, 


14452. . 14607, 14 458 .. 14 634 , 








14466. 


.14609 












Seq. No. 


10944 






Seq. ID 


OJ990420_09.9923. 


.C16 




Gene No. 


23273 






Strand 








Start 


42202 






End 


42270 






Name 


OJ990420 09.9923.C16. 


o7. ts 


Method 


TBLASTX : Soybean 






Start 


14466 






End 


14666 






GI 


none 






Score 


188 





11455 



Exons 



14466. .14666 



Seq. No. 10944 
Gene No. 23273 
Start 42202 

Name OJ9904 20^09 . 9923 . C16 . o3 . tm 

Start 16971 
GI none 

Exons 16971. .17045, 16972 17079, 

16973. .17119, 17167. .17238, 
17169. .17360, 17322. .17372, 
174 45. . 17507, 174 48. .17513, 
17764. .17925 



Seq. ID 
Strand 
End 

Method 
End 
Score 
16972. .17082, 



OJ990420 09.9923.C16 



17168. 
17324, 
17449, 



42270 

TBLASTX: Maize 
17960 
84 

16973. .17083, 
,17248, 17168. .17278, 
,17362, 17432. .17500, 
,17514, 17763. .17960, 



Seq. No. 10944 
Gene No. 23273 
Start 42202 

Name OJ990420__09 . 9923 . C16 . o3 . tw 

Start 16971 
GI none 
Exons 16971. 

16973. 

17169. 



.17045, 16972, 
.17125, 17167. 
.17261 



.17046, 
.17241, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990420 09.9923.C16 



42270 

TBLASTX: Wheat 
17261 
80 

16972. .17082, 16973. .17083, 
17168. .1724 5, 17168. .172 60, 



=: Seq., No. 
fi Gene No. 
y Start 
4 Name 
1 Start 
GI 

Exons 



Seq. No. 
" Gene No. 
:! Start 
-i Name 
II Start 
GI 

Exons 



10944 
23273 
42202 
OJ990420 
16972 
none 
16972 
17149 
17323 
17449 



09.9923.C16.ol.tc 



17082, 
17223, 
17376, 
17511, 



16973. 
17161. 
17324, 
17767, 



17083, 
17241, 
17371, 
17925, 



10944 
23273 
42202 
OJ990420 
16972 
none 
16972 
17168 
17448 
17772 



09. 9923.C16.o2.ts 



17082, 
17278, 
17510, 
17960 



16973. .17083, 
17169. .17360, 
17449. .17511, 



Seq. ID OJ990420_09.9923.C16 
Strand 

End 42270 

Method TBLASTX : Cress 

End 17960 

Score 190 
16973. . 17119, 16974. .17105, 
17168. .1727 8, 17169. .17360, 
174 4 5. . 17510, 174 4 8. .17510, 
17775. . 17960 

Seq. ID OJ990420_09.9923.C16 
Strand 

End 42270 

Method TBLASTX : Soybean 

End 17960 

Score 187 
16973. .17119, 17167. .17238, 
174 40. .17508, 17 4 45 17510 , 
177 64. .17 931, 177 67. .17 925, 



OJ990420 09.9923.C16 



Seq. No. 10944 Seq. ID 

Gene No. 23273 Strand 

Start 42202 End 

Name OJ990420_09 . 9923 . C16 . o7 . tm Method 

Start 23502 End 

GI none Score 

Exons 23502. .23660, 23504 2368 6, 23504 .. 23659, 23512 .. 23691 , 
23711. .23737 



42270 

TBLASTX: Maize 

23737 

131 



Seq. No. 
Gene No. 



10944 
23273 



Seq. ID 
Strand 



OJ990420 09.9923.C16 



11456 




start 


42202 








End 


42270 


Name 


OJ990420 09.9 


923. C16 


. o4 . tm 


Method 


TBLASTX: Maize 


Start 


0 "5 D '5 








End 


24434 


GI 


none 








Score 


294 


Exons 


23833. 


.24009, 


^ Jo 4 U . 


. Z4 lUU , 


23844. .24044, 23855 .. 24058 , 




24205. 


.24264, 


■ ^ 41 z i U . 


o /I o Q 7 


24211. .24288, 24347 .. 24433, 




24360.' 


-.24 4 34 










beq. NO. 


10944 








Seq. ID 


- OJ990420_09.9923 


Gene No. 


23273 








Strand 




Start 


42202 








End 


42270 


Name 


OJ990420 09.9 


y . bl D 


. ol , tw 


Method 


TBLASTX: Wheat 


C -t- >»+* 

b tar L 


27608 








End 


28092 




none 








Score 


47 


Exons 


27608. 


.27688, 


9 T 7 1 Q 


0 7 7/19 
. Z / 1 ^Z f 


27737. .27787, 27807 .. 28091 , 




27823. 


.28080, 


OHQO A 
Z f O , 


9ft nan 
. z tsuy u / 


27829. .28092, 27837.. 28091 


Seq* No. 


10944 








Seq. ID 


OJ990420_09.9923 


Gene No. 


23273 








Strand 




Start 


42202 








End 


42270 


Name 


OJ990420 09.9 


923. C16 


.ol.ts 


Method 


TBLASTX: Soybean 


buar L 


27649 








End 


29566 




none 








Score 


36 


Exons 


27649. 


.27714, 


O T O O 1 


9 7 Q /I Q 


27829. .28206, 27834 .. 28208 , ■ 




27855. 


.28208, 


o o o o £r 


. z yu4z , 


28942. .29043, 2914 8 .. 29204 , 




29149. 


.29202, 


O O '3 O O 




29396. .29563, 29396.. 29566 


Seq. No. 


10944 








Seq. ID 


OJ990420_09.9923 


Gene No. 


23273 








Strand 




Start 


42202 








End 


42270 


Name 


OJ990420 09.9 


yZo . bl D 


. o2 . tm 


Method 


TBLASTX: Maize 


btar L 


27752 








End 


30974 




none 








Score 


142 


Exons 


27752. 


.27784, 


27826. 


.28080, 


27827. .27952, 27829 .. 28206, 




27831. 


.28208, 


28121. 


.28210, 


28894 . .29037, 288 96 .. 29039, 




28896. 


.29042, 


O Q QO 1 
ZOzfZL . 


. z y u fi J , 


29147. .29203, 2 9148 .. 29204 , 




29149. 


.29202, 


Z yo)pZ . 


9 Q c; c; 

. z y 0 DO , 


29396. .29563, 29398 . .29565 , 




29721. 


.29897, 


9 Ql 0 1 


9 QQ7 9 

. z y y / z , 


29722. .29910, 2 9878 .. 29970 , 




29910. 


.29969, 


OUUD / . 


. JU 1 4 O , 


30061. :30153, 30657. .30704, 




30658. 


.30705, 




'5 n Q7 /I 






Seq. No. 


10944 








Seq. ID 


OJ990420_09.9923 


Gene No. 


23273 








Strand 




bcar L 


42202 








End 


42270 


Name 


OJ9904 


20_09. 9 


y Zo . bib 


. O o . to 


Method 


TBLASTX: Cress 


b uart 


27877 








End 


28188 


bi 


none 








Score 


347 


Exons 


27877. 


.28188, 


z / o y fi . 


9Q 1 Q 7 
. Zo lo / , 


27899. .281 


86 


beq. INO . 


10944 








Seq. ID 


OJ990420_09.9923 


(jsne LNu . 


23273 








Strand 




Start 


42202 








End 


42270 


Name 


OJ9904 


20_09.9 


923. C16 


.o5 . tw 


Method 


TBLASTX: Wheat 


Start 


28896 








End 


29502 


GI 


none 








Score 


86 


Exons 


28896. 


.29039, 


28921. 


.29040, 


29148. .29204, 2914 9 .. 29202, 




29434 . 


.29502, 


29438. 


.29497 







114 



57 



Seq. No. 


10944 




Seq. ID 


OJ990420_09. 9923.C16 


Gene No. 


23273 




Strand 




OL.ciX L 






End 


42270 


Nsrtie 


OJ<5904:?n 09 9923 CIS 


. o 6 . t c 








^ O \J Z/ \) 




End 


29472 




none 




Score 


7 6 




?ftR9fi 29039 2Rfi99 


. 29042 , 


28921 290 


43 991 4R 99904 




99149 ?9?n? 99^9? 


99479 


99^96 994 


70 


Seq. No. 


10944 




Seq. ID 


OJ990420_09. 9923.C16 


Gene No. 


23273 




Strand 




O L. O i- U 


42202 




End 


42270 




OJ990420 09 9923 CIS 


, o5 . tc 


Method 


TBLASTX: Cress 


Cf- a ri- 
ot- di. u 


294RS ~ 
^ T o J 




End 


30704 


\j J. 


none 




Score 


80 


T*' von Q 


294R^ 29'^6'^ 29721 


.29843, 


29778. .29900, 2 9779 .. 29907 , 




9QQ99 99969 30054 


.30143, 


30073. .30144, 30657. .30704 


Seq. No. 


10944 




Seq. ID 


OJ990420_09.9923.C16 


Gene No. 


23273 




Strand 




O U dX L. 


42202 




End 


42270 


N3.nie 


0.799049(1 09 999'^ PI 


o4 \~ Q 


Method 


TBLASTX: Soybean 


oCaX U 


9 Q7 9 1 ~ 




End 


30150 




none 




Score 


118 


Exons 


99791 99777 997R1 


99969 

• £~Z/ Zf\J Zf f 


29785. .29967, 30054 30143, 




^0070 '^01 RO 








Seq. No. 


10944 




Seq. ID 


OJ990420_09. 9923.C16 


Gene No. 


23273 




Strand 






42202 




End 


42270 


Nsitie 


n.T990490 09 999^ PI 


o 4 "h taT 


Method 


TBLASTX: Wheat 


C-l- -a•y-^- 
0 U dX L 


997ft4 ~ 




End 


30144 


w X 


n on o 




Score 


66 


P von Q 


99784 29R91 997R4 


29R97 


29925. .29969, 30054 3014 3, 




30061 30144 








Seq. No. 


10944 




Seq.. ID 


OJ990420_09.9923.C16 




23273 




Strand 






42202 




End 


42270 


Nsme 


r)>T990490 09 9993 PI 6 


. o 1 1 . qs 


Method 


GENSCAN 




42202 ~ 




End 


42270 


\D X 


none 




Score 


.81 


von ^ 


49909 49970 








O C ^ . LN kj . 


10945 




Seq. ID 


OJ990420_09. 9923.C17 




23274 




Strand 




Start 


1055 




End 


1128 


Name 


OJ990420 09.9923.C17 


.ol.gp 


Method 


AAT/GAP 


Start 


1055 




End 


1128 


GI 


6756 2.R1084 




Score 


94 


Exons 


1055. .1128 








GI Descrip. 


' 1351357/spl P48502 1 UCR6 SOLTU 5.0e-43 


UBIQUINOL-CYTOCHROME ( 




REDUCTASE COMPLEX 14 


KD PROTEIN (CR14) 


>gi 633681 emb CAA55I 




{X79276) ubiquinol--cytochrome c reductase [Solanum tuberosi 


Seq. No. 


10946 




Seq. ID 


OJ990420_09. 9923.C18 



11458 



Gene No. 23275 Strand 

Start 1 End 720 

Name OJ990420_09 . 9923 . C18 . ol . np Method AAT/NAP 

Start 1 End 720 

GI 1871194 Score 224 

Exons 1..59, 307.. 720 

GI Descrip'.' {U90439) unknown protein [Arabidopsis thaliana] 



Seq. No. 10946 
Gene No. 23275 
Start 1 

Name OJ9904 20_09 . 9923 . CIS . ol . gp 

Start 307 
GI 13861_1.R1084 
Exons 307.. 720 

GI Descrip. '1871194 l.Oe-42 {U90439) DNA binding protein isolog 

[Arabidopsis thaliana] >gi_2335092 (AC002339) putative DNA 
binding protein [Arabidopsis thaliana] ' 



Seq. ID OJ990420_09.9923.C18 
Strand 

End 720 

Method AAT/GAP 

End 720 

Score 793 



Seq. No. 10946 

Gene No. 23275 

Start 1 

Name OJ990420_09 . 9923 . C18 . ol . gs 

Start 307 

GI none 

Exons 307.. 702 



Seq. ID OJ990420_09. 9923.C18 
Strand 

End 720 

Method GENSCAN 

End 7 02 

Score . . 43 



Seq. No. 10946 

Gene No, 23275 

Start 1 

Name . OJ990420__09 . 9923 . C18 . ol . tc 

Start 307 

GI none 

Exons 307.. 465, 308.. 460 



Seq. ID OJ990420_09.9923.C18 
Strand 

End 720 

Method TBLASTX : Cress 

End 4 65 

Score 138 



Seq. No. 10946 

Gene No. 23275 

Start 1 

Name OJ990420_09 . 9923 . C18 . ol . tm 

Start 367 

GI none 
Exons 



Seq. ID OJ990420_09. 9923.C18 
Strand 

End . 720 

Method TBLASTX : Maize 

End 720 

Score 120 



367. .471, 368. .466, 520. .648, 522. .632, 653. .715, 654. .716, 
655. .720 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10947 Seq. ID OJ990420_09 . 9923 . C20 

23276 Strand 

166 End 655 

OJ990420_09. 9923.C20.ol.np Method AAT/NAP 

166 End 655 

5103193 Score 833 

166. . 655 

{AP000342) transposase of TnlO [Plasmid RlOO] 

gi I 5738084 | gb | AAD50242 . 1 1 AF162223_1 (AF162223) ISlO-left 

transposase [Shigella flexneri] 



Seq. No. 
Gene No. 



10948 
23277 



Seq. ID 
Strand 



OJ990420 09.9923.C21 



11459 



start 
Name 
Start 
GI 

Exons 



26 End 117 

OJ990420_09. 9923.C21.ol.gs Method GENSCAN 

26 End 117 

none Score .89 
26. .117 



.Seq. No. 10949 Seq. ID 

Gene No. 23278 • Strand 

Start 322 End 

Name OJ990420_09 . 9923 . C23 . ol . gs Method 

Start 322 End 

GI none Score 

Exons 322.. 484 



OJ990420_09. 9923.C23 
+ 

484 

GENSCAN 

484 

.87 



Seq. No. 10950 Seq. ID 

Gene No. 23279 Strand 

Start 295 End 

Name OJ990420_09 . 9923 . C24 . ol . gs Method 

Start 295 End 

GI none Score 

Exons 295.. 391 



OJ990420_09.9923.C24 
391 

GENSCAN 

391 

.47 



Seq. No. 10951 Seq. ID 

Gene No. 23280 Strand 

Start 58 End 

Name OJ990420_09 . 9923 . C26 . ol . gs Method 

Start 58 End 

GI none Score 

Exons 58.. 127 



OJ990420_09.9923.C26 
127 

GENSCAN 

127 

.76 



Seq. No. 10952 Seq. ID 

Gene No. 23281 Strand 

Start 64 End 

Name OJ990420_09 . 9923 . C28 . ol . gs Method 

Start 64 End 

GI none Score 

Exons 64 . . 136 



OJ990420_09. 9923.C28 
+ 

136 

GENSCAN 

136 

.58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



OJ990420 09.9923.C30 



10953 * Seq. ID 

23282 Strand 

1 End 709 
OJ990420_09.9923.C30.ol.np Method AAT/NAP 

1 End 709 

4454015 Score 126 
1..274, 687. .709 

(AL035396) putative protein [Arabidopsis thaliana] 



10953 
23282 
1 

OJ990420_09.9923.C30.ol.gs 
29 

none 

29. .197, 221. .418 

10953 
23282 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990420_09.9923.C30 
709 

GENSCAN 

418 

.78 



OJ990420 09.9923.C30 



11460 






C-J 1 v~4- 

b tar L 








iLina 


/ u y 






Name 






. tm 


lYJc t noa 


i oj-iH-o 1 A . LYia 1 z e 






o tar u 


















none 






Score 








Exons 




OfT 1Q1 1QR 


9 P 4 
Z O 4 , 


1 Q7 9 4 4 


9 4 9 9 p ri 
Zfl^. .ZOO 






o e q . In O . 


10954 










p'5 1 




Gene No. 


23283 






Strand 








Start 


1 






End 


474 






Naine 


OJ990420 


_09.9923.C31.ol 


. np 


Method 


AAT/NAP 






o tar u 


1 






End 


474 








1419088 






Score 


137 






Exons 


1..246, 365. .474 












vjj. uescj- ip . 




calreticulin [Nicotiana plumbaginif olia] 






Seq. No. 


1 u y o f± 






Seq. ID 


OJ990420_09. 9923 


.C31 




Gene No. 


9 ^ 
^ o o 






Strand 








C-l- Y-\- 
O L. Cl i. L 


1 

1 






njnci 


7 4 






Name 


OJ990420 


09.9923.C31.ol 


.tc 


Method 


TBLASTX: Cress 






ot art 


100 






End 


247 






PT 


none 






Score 


114 






Exons 


inn OAf. 


114. .245, 136 


. .246 


, 137. .247 






U=f 


Seq. No. 


1 u y O 4 






Seq. ID. 


OJ990420_09.9923 


.C31 




Gene No. 


Z O o o 






Strand 






1 i 


ot art 


1 
1 






Jijna 


/l "7 /I 




PI ! 


Name 


OJ990420 


09. 9923.C31.ol 


.ts 


Method 


TBLASTX : Soybean 




;. ^] 


btart 


100 






End 


247 




U! 


P T 


none 






Score 


99 








inn 9Af^ 


136.. 246, 137 


. .247 








i 


Seq. No. 


± V> ^ "a 






Seq. ID 


OJ990420_09.9923 


.C31 




Gene No, 


Z O O w) 






Strand 






; -t 




1 

± 








4 7 4 




I. t 


Name 


OJ990420 


09. 9923.C31.ol 


.tm 


Method 


TBLASTX: Maize 




' hi 


o t ar u 


136 






End 


248 






PT 


none 






Score 


152 




'\ 




-LOO. * Kj f 


137. .247, 140 


. .247 


, 174, .248 






= ? 

= 1 
»: 


Seq. No. 


10954 






Seq. ID 


OJ990420_09.9923 


,C31 




Gene No. 


23283 






Strand 










1 






End 


474 






Name 


OJ990420 


09.9923.C31.ol 


.tw 


Method 


TBLASTX: Wheat 






ot art 


136 






End 


248 








none 






Score 


143 






Exons 


136. .246, 


137. .247, 173 


. ,247 


, 174. .248 








Seq. No. 


10954 






Seq. ID 


OJ990420_09.9923 


.C31 




Gene No. 


23283 






- Strand 








o Lair U 


1 






End 


474 






Name 


OJ990420 


09. 9923.C31.ol 


. gs 


Method 


GENSCAN 






Start 


138 






End 


245 






GI 


none 






Score 


.72 






Exons 


138. .245 














Seq. No. 


10955 






Seq. ID 


OJ990420_09. 9923 


.C32 




Gene No. 


23284 






Strand 







11461 






DOzf 








Ejna 


7 91 


Name 




u y . y yz J . uoz . 


. Ol < 


. gs 


Method 


C M C 7\ "M 


Start 


o by 








bna 






none 








Score 




Exons 


o by . .by / , 


C O T O 1 

bDz . . / Z 1 










C! /~T M 

oeq. NO. 


±\jy DO 








OCt-J • XU 




Gene No. 


23285v: ■ 








strand 




Start 


157 








End 


516 


Name 


■ OJ990420 


09. 9923.C33, 


.ol. 


.gs 


Method 


GENSCAN 


Start 


157 








End 


516 


GI 


none 








Score 


.75 


Exons 


157. .217, 


475. .516 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10957 
23286 
1 

OJ990420_09. 9923.034 .ol.np 
1 

2827139 

1..91, 177. .302, 385. .522, 611 



Seq. ID OJ990420_09.9923.C34 
Strand 

641 

AAT/NAP 
641 
462 



End 

Method 
End 
Score 
641 



(AF027172) cellulose synthase catalytic subunit [Arabidopsis 
thaliana] gi | 4 04 9343 | emb | CAA22568 . 1 | (AL034567) cellulose 





synthase catalytic subunit 


(RSWl) [Arabidopsis thaliana] 




Seq. No. 


10957 


Seq. ID 


OJ990420_09.9923. 




Gene No . 


23286 


Strand 






Start 


1 


End 


641 




Name 


OJ990420 09. 9923.C34.ol.tc 


Method 


TBLASTX: Cress . 




Start 


62 


End 


640 




GI 


none 


Score 


45 




Exons 


62. .91, 63. .101, 174. .314, 


178. .255, 


382. .528, 383. .547, 






611. . 640 








Seq. No. 


10957 


Seq. ID 


OJ990420_09.9923. 


C34 


Gene No. 


23286 


Strand 






Start 


1 - 


End 


641 




Name 


OJ990420 09.9923.C34.oi;tm 


Method 


TBLASTX: Maize 




Start 


62 ■ 


End 


641 




GI 


none 


Score 


44 




Exons 


62. .91, 63. .101, 174. .314, 


175. .315, 


177. .317, 382. .528, 






383. .529, 611. .640, 612. .641 






Seq. No. 


10957 


Seq. ID 


OJ990420_09.9923. 


C34 


Gene No. 


23286 


Strand 






Start 


1 


End 


641 




Name 


OJ990420 09.9923.C34 .ol.ts 


Method 


TBLASTX: Soybean 




Start 


62 


End 


640 




GI 


none 


Score 


105 




Exons 


62. .91, 174. .314, 181. .255, 


382. .528, 


383. .529, 419. .547 






611. . 640 








Seq. No. 


10957 


Seq. ID 


OJ990420_09.9923. 


C34 


Gene No. 


23286 


Strand 






Start 


1 


End 


641 




Name 


OJ990420 09.9923.C34.ol.gs 


Method 


GENSCAN 




Start 


177 


End 


616 





11462 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

177. .302, 



Score 



.98 



385. .522, 611. .616 



10957 
23286 
1 

OJ990420_09. 9923.C34 .ol.tw 

180 

none 

180. .314, 181. .255, 181. .315, 
611. .640 



Seq. ID OJ990420_09. 9923.C34 
Strand 

End 641 

Method TBLASTX: Wheat 

End 64 0 

Score 100 

382. .528, 383. .547, 419. .547, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10958 
23287 
179 

OJ990420_09. 9923.C35,ol.gp 

179 

none 

179. .480, 566. .633 



Seq. ID OJ990420_09. 9923.035 

Strand 

End 633 

Method AAT/GAP 

End 633 

Score 614 



10958 
23287 
179 

OJ9904 20_09. 9923. 035. ol.tm 
344 
none 

344. .481, 345. .482, 346. .483, 346. .483, 566. .619, 566. .631, 
570. . 626 



Seq. ID OJ990420_09. 9923.035 
Strand 

End 633 

Method TBLASTX : Mai ze 

End 631 

Score 185 



Seq. No. 10958 

Gene No. 23287 

Start 179 

Name OJ990420_09 . 9923 . C35 . ol . ts 

Start 356 

GI none 

Exons 356.. 481, 358,. 483, 358. .483, 

Seq. No. 10958 

Gene No. 23287 

Start 179 

Name OJ990420_09 . 9923 . C35 . ol . gs 

Start 358 

GI none 

Exons 358.. 480, 566.. 631 

Seq. No. 10959 

Gene No. 23288 

Start 633 

Name OJ990420_09 . 9923 . 036 . ol . gs 

Start 633 

GI none 

Exons 633. .804 



Seq. ID OJ990420_09. 9923.035 
Strand 

End 633 ■ 

Method TBLASTX : Soybean 

End 631 

Score 148 

566. .619, 566. .631 

Seq. ID OJ990420_09. 9923.035 

Strand 

End 633 

Method GENSCAN 

End 631 

Score .83 



Seq. ID OJ990420_09. 9923.036 

Strand 

End 804 

Method GENSOAN 

End 804 

Score .59 



Seq. No. 
Gene No. 
Start 
Name 



10960 
23289 
371 

OJ990420 



09. 9923.037.ol.gp 



Seq. ID OJ990420_09. 9923.037 

Strand + 

End 615 

Method AAT/GAP 



11463 



start 
GI 

Exons 

Seq. No. 
Gene No. 
^ Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



371 

4879929 
371. .615 



End 
Score 



615 
393 



10961 
23290 
1 

OJ990420_09'. 9923 . C38 . ol . np 
1 

6446577 
l.,24, 282. .548, 642. .690 

(AF150630) cellulose synthase catalytic subunit [Gossypium 
hirsutiam] 



Seq. ID OJ990420_09. 9923.C38 

Strand + 

End . • 690 

Method AAT/NAP 

End 690 

Score 434 



10961 
23290 
1 

OJ990420_09.9923.C38.ol.tm 

281 

none 



Seq. ID OJ990420_09.9923.C38 

Strand + 

End • 690 

Method TBLASTX : Mai ze 

End 690 

Score 451 



281. .550, 282. .551, 283. .549, 291. .551, 637. ,690, 641. .688 



10961 
23290 
1 

OJ990420_09. 9923. 038. ol.tc 

282 

none 



Seq. ID OJ990420_09. 9923.038 

Strand + 

End 690 

Method TBLASTX : Cress 

End 690 

Score 420 



282. .551, 283. .549, 627. .689, 637. .690 



10961 
23290 
1 

OJ990420_09. 9923. 038. ol.ts 

282 

none 



Seq. ID OJ990420_09. 9923.038 

Strand + 

End 690' 

Method TBLASTX : Soybean 

End 690 

Score 127 



282. .491, 282. .551, 283. .549, 637, .690, 639, .689 



10962 
23291 
1 

OJ990420_09. 9923. 039. ol.np 
1 

5902387 
1..257, 372. .439 

(AO009322) Similar to polygalacturonases [Arabidopsis thaliana] 



Seq. ID OJ990420_09. 9923.039 
Strand 

End 439 
Method AAT/NAP 
End , 439 

Score 177 



10962 
23291. 
1 

OJ990420_09. 9923. 039. ol.ts 
45 

none 

45. .257, 103. .258 

10962 
23291 



Seq. ID OJ990420_09. 9923.039 
Strand 

End 439 

Method TBLASTX : Soybean 

End 258 

Score 81 



Seq. ID OJ990420_09. 9923.039 
Strand 



11464 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990420_09. 9923. 039. ol.gs 
50 

none 
50. .257 

10962 
23291 
1 

OJ990420_09. 9923.C39.ol.tm 
65 

none 

65. .217, 66. .257, 67. .246, 170 



End 

Method 

End 

Score 



439 

GENSCAN 

257 

.95 



Seq. ID OJ990420_09. 9923.C39 
Strand 

439 

TBLASTX; Maize 
259 
186 



End 

Method 
End 
Score 
259 



10963 
23292 
1 

OJ990420_09. 9923.C41.ol.np 
1 

2909846 
1..282, 455. .599 

(AF04 5570) (S ) -adenosyl-L-methionine : delta 24-sterol 
methyltransferase [Zea mays] 



Seq. ID OJ990420_09.9923.C41 

Strand + 

End 599 

Method AAT/NAP 

End 599 

Score 173 



Seq. No. 


10963 








Seq. ID 


OJ990420 09.9923 


.C41 


Gene No. 


23292 








Strand 


+ ~ 




Start 


1 








End 


599 




Name 


' OJ990420 


09.9923.C41 


.ol, 


.gs 


Method 


GENSCAN 




Start 


109 








End 


552 




GI 


none 








Score 


.82 




Exons 


109. .200, 


455. .552 












Seq. No. 


10963 








Seq. ID 


OJ990420_09.9923 


.C41 


Gene No. 


23292 








Strand 


+ 




Start 


1 








End 


599 




Name 


OJ990420 


09. 9923.C41 


.ol, 


.tc 


Method 


TBLASTX: Cress 




Start 


148 








End 


553 




GI 


none 








Score 


149 




Exons 


148. .267, 


150. .272, 


154, 


. .285, 


454. .552, 


455. .553 




Seq. No. 


10964 








Seq. ID 


OJ990420_09.9923 


.C43 


Gene No. 


23293 








Strand 






Start 


117 








End 


620 




Name 


OJ990420 


09.9923.C43 


.ol. 


.ts 


Method 


TBLASTX : Soybean 




Start 


109 








End 


619 




GI 


none 








Score 


293 




Exons 


109. .483, 


126. .509, 


505. 


. .540, 


530. .619, 


531. . 611 




Seq. No. 


10964 








Seq. ID 


OJ990420_09.9923 


.C43 


Gene No. 


23293 








Strand 






Start 


117 








End 


620 




Name 


OJ990420 


09.9923.C43 


.ol. 


, tm 


Method 


TBLASTX: Maize 




Start 


111 








End 


619 




GI 


none 








Score 


399 




Exons 


111. .509, 


114 . .497, 


115. 


, .504, 


505. .540, 


506. .541, 530.. 


619, 



531. .614, 545. .619 



11465 




Seq. No. 


10964 


Seq. ID 


OJ990420_09.9923 


.C43 


Gene No. 


23293 


Strand 








117 


PnH 


620 




N3,me 




Mol" hoH 








111 ~ 

XXX 




71 Q 






n on f:i 


^OO 


189 




lit 


111 278 112 279 112 264 


, 123 . . 278 






Seq. No. 


10964 


Seq. ID 


OJ990420_09. 9923 


.C43 


Gene No. 


23293 


Strand 






Start 


117 


End 


620 




N3.rn.e 




Mo i* H oH 


O ^ IN o ^rl.LN 




O d J. L. 


117 ~ 


End 


559 




GI 


none 


Score 


.86 






117 SSQ 








Qprr Kin 


10964 


Seq. ID 


OJ990420 09 9923 


. C43 


Gene No. 


23293 


Strand 






Start 


117 


End 


620 




Name 


OJ990420 09. 9923.C43.ol.np 


Method 


AAT/NAP 






123 


End 


620 






6648215 


Score 


474 




Exons 


123, .620 










(AC013483) unknown protein [Arabidopsis thaliana] 




Seq. No. 


10964 


Seq. ID 


OJ990420_09.9923 


.C43 


Gene No. 


23293 


Strand 






O U d X l_ 


117 


End 


620 




Name 


OJ990420 09. 9923.C43.ol.tc 


Method 


TBLASTX: Cress 




O U d i. L. 


135 


End 


619 






none 


Score 


265 




F!von ^ 


135. .509, 136. .483, 530. .619 








Seq. No. 


10965 


Seq. ID 


OJ990420_09.9923 


.C44 


Gene No. 


23294 


Strand 


+ 




O L. d J. L, 


532 


End 


588 




Mom ^ 


OJ990420 09.9923.C44.ol.gs 


Method 


GENSCAN 






532 


End'' 


588 




GI 


none 


Score 


.83 




F" von Q 


532. .588 








O C • IN • 


10966 


Seq. ID 


OJ990420_09.9923 


. C4 6 


Gene No. 


23295 


Strand 


+ 




Start 


1 


End 


1150 




Name 


OJ990420 09.9923.C46.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1150 




GI 


2665890 


Score 


550 




F" von Q 


1..189, 283. .513, 998. .1150 








w V_> J. J. . 


(AF035944 ) calcium-dependent 


protein kinase [Fragaria x 






ananassa] 








Seq. No. 


10966 


Seq. ID 


OJ990420_09. 9923 


.C4 6 


Gene No. 


23295 


Strand 


+ 




Start 


1 


End 


1150 




Name 


OJ990420 09.9923.C46.ol.gs 


Method 


GENSCAN 




Start 


47 


End 


1147 




GI 


none 


Score 


.82 





11466 




Exons 


47. .189, 283. .513, 998. .1147 






beq . iNo , 


xu y \j \j 


Seq. ID 


OJ990420_09, 9923. 


O 


Gene No. 


23296 


Strand 


+ 




Start 


1149 


End 


1221 




Name 


OJ990420 09.9923.C46.ol.tc 


Method 


TBLASTX: Cress 




OLa J. T, 


16 


End 


1129 






none 


Score 


173 






16. .189, 21. .188, 29. .211, 


283. .459, 286. .444, 486. .524, 






995. .1129, 997. .1065 








Seq. No. 


10966 


Seq. ID 


OJ990420_09.9923. 


046 


Gene No. 


23296 


Strand 


+ 






1149 


End 


1221 




Name 


OJ990420 09.9923.C46.ol.ts 


Method 


TBLASTX : Soybean 




o Lair L 


16 


End 


1129 






none 


Score 


154 




Exons 


16. .189, 21. .188, 285. .401, 


286. .513, 


995. .1129, 997. .1065 


Seq. No. 


10966 


Seq. ID 


OJ990420 09.9923, 


C46 


Gene No. 


23296 


Strand 








1149 


End 


1221 




Name 


OJ990420 09.9923.C46.ol.tm 


Method 


TBLASTX: Maize 






16 


End 


519 




C T 


, none 


Score 


200 




Exons 


16. .189, 21. .188, 28. .210, 


29. .211, 282. .395, 283. .513, 


^ o o 


Seq. No. 


10966 


Seq. ID 


OJ990420_09. 9923. 


C46 


Gene No. 


23296 


Strand 


+ 






1149 


End 


1221 




Name 


OJ990420 09.9923.C46.ol.tw 


Method 


TBLASTX: Wheat 




ouaxc 


94 


End 


1048 






none 


Score 


73 






94. .189, 280. .333, 282. .395, 283. .441, 


998. .1048 




Seq. No. 


10966 


Seq. ID 


OJ990420_09. 9923. 


C46 


Gene No. 


23296 


Strand 


+ 




O l_ d X L 


1149 


End 


1221 




Name 


OJ990420 09.9923.C46.o2,tm 


Method 


TBLASTX: Maize 




o t. air L 


993 


End 


1129 






none 


Score 


83 




IT" V 1^ o 


993. .1124, 995. .1129, 995.. 


1123, 997., 


1125 




Seq. No, 


10966 


Seq. ID 


OJ990420_09. 9923. 


C46 


Gene No. 


23296 


Strand 


+ 




Ql- a -r-l- 
o C ai L. 


1149 


End 


1221 




Name 


OJ990420 09.9923.C46.ol.gp 


Method 


AAT/GAP 




o c am 


1149 


End 


1221 






2317604 


Score 


134 




Exons 


1149. .1221 








Seq. No. 


10967 


Seq. ID 


OJ990420_06.9923. 


CI 


Gene No. 


23297 


Strand 


+ 




Start 


238 


End 


741 




Name 


OJ990420 06.9923.Cl.ol.gs 


Method 


GENSCAN 




Start 


238 


End 


741 




GI 


none 


Score 


.79 





11467 



Exons 


0*50 CtT COO TVIT 

238 . . 517, 532 ..741 








Seq. No. 


10968 




Seq. ID 


OJ990420 


Gene No. 


23298 




Strand 


+ 


Start 


o 

360 




hna 


c; T T 
Do 1 


Name 


OJ990420 06 . 9923 . C3 . ol 


.gs 


Method 


17 XT O 7\ TiT 


Start 


360 




End 


con 

53 / 


GI 


none 




Score 


c n 


Exons 


360 . . 537 








Seq. No. 


10969 




beq. ID 


UJ y yu4 


Gene No . 


O O O Q Q 




Strand 






1 

X 




End 


714 


Name 


OJ990420 06. 9923. 05. ol 


.gp 


Method 


AAT/GAP 


Start 


1 




End 


714 


GI 


LIB34 31-04 7-P1-N1-D8 




Score 


645 


Exons 


1..216, 484. .582, 673. 


.714 






GI Descrip. 


'5911312/gb|AAD5574 6.1 


IAF026167 1 l.Oe- 


-46 (AF02 




repeat protein • EMB506 


[Arabidopsis thaliana] ' 



Seq. No. 10969 Seq. ID 

Gene No. 23299 Strand 

Start 1 End 

''i Name OJ990420_06 . 9923 . C5 . ol . gs Method 

■j=^ Start 112 ' End 

U\ GI none Score 

rlf Exons 112.. 216, 484.. 582 



OJ990420_06.9923.C5 
714 

GENSCAN 

582 

.57 



Lj. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



10969 Seq. ID OJ990420_06 . 9923 . C5 

23299 Strand 

1 End 714 

OJ990420_06. 9923.C5.ol.np Method AAT/NAP 

118 End . 714 

5911312 Score 265 

118. .216, 484. .582, 673. .714 

(AF026167) ankyrin repeat protein EMB506 [Arabidopsis thaliana] 



10970 Seq. ID 

23300 Strand 

1 End 

OJ990420_06 . 9923 . 08 . ol . np Method 

1 End 

5091543 Score 
1..250, 333, .413, 515. .682 

{AO007067) T10O24.12 [Arabidopsis thaliana] 



OJ990420_06. 992-3-. 08 
+ 

682 

AAT/NAP 
682 
347 



10970 
23300 
1 

OJ990420_06. 9923.08.ol.ts 
11 ■ 
none 

11. .76, 15. .80, 27. .80, 152. .250, 152. .247, 154. .264, 327 
327. .374, 332. .415, 512. .616, 514. .618, 565. .615 



Seq. ID OJ990420_06. 9923.08 

Strand + 

End 682 

Method TBLASTX : Soybean 

End 618 

Score 86 



,413, 



Seq. No. 
Gene No. 



10970 
23300 



Seq. ID OJ990420_06. 9923.08 
Strand + 



11468 




C 4- -1 


1 






DO ^ 




Name 




ol . gs 


A +- V\ 

lYie unoa 






Start 


loo 






D X D 




GI 


none 




Score 


.04 




Exons 


-ICC Oc:n "^"^"^ ^l"^ 


c,i c a'l a 








Seq. No. 


10970 




Seq. ID 


OJ990420_06.9923 


.08 


Gene No. 


23300 




Strand 


+ 




b uart: 


1 






u o ^ 




Name 




ol . tm 








btari: 


T7 1 
O / 1 






f^9 
DZ O 






none 




Score 


D O 




Exons 


^71 AClQ '^19 41^ 

0/1.. f±U^/ Of^>*H±Of 


^1 9 fi99 




Sf^l ^9*^ Sfi9 


U J. o 


beg . NO . 


1 u y / 1 




Clorr T H 
D t;*^ • XL/ 


n.TQQ049n C\fi QQ9? 

WU-/!?VJ4^U UvJ. y y ^ o 


n n 


Gene No. 


23301 




Strand 


+ ~ 




Start 


1 




End 


129 




Name 


OJ990420 06, 9923. CIO 


' . ol . gp 


Method 


AAT/GAP 




Start 


1 




End 


129 




GI 


uC-osflcyp032h03bl 




Score 


242 




Exons 


1. .129 











GI Descrip. ' 283442/pir | | A40215 5.0e-09 TcD antigen - Trypanosoma cruzi* 



beq. NO. 


1 u y / 1 






Seq. ID 


OJ990420_06.9923. 


.CIO 


Gene No . 


9 "5 '5n 9 






Strand 


+ 




b uar L 


0 4 






End 


340 




Name 


n TQQDd 9(1 


n QQ9 no 


. ol . gs 


Method 


GENSCAN 




Start 


54 






End 


340 




GI 


none 






Score 


.53 




Exons 


54. .340 












Seq. No. 


10972 






Seq. ID 


OJ990420_06.9923. 


.Cll 


Gene No. 


23303 






Strand 






Start 


1 






End 


571 




Name 


OJ990420 


06.9923.C11 


. o 1 . np 


Method 


AAT/NAP 




Start 


1 






End 


571 




GI 


6466937 






Score 


508 




Exons 


1. .571 












GI Descrip. 


{AC011621 


) putative 


retroelement pol polyprotein [Arabidops 




thaliana] 












Seq. No. 


10972 






Seq. ID 


OJ990420_06.9923, 


.Cll 


Gene No. 


23303 






Strand 






Start 


1 






End 


571 




Name 


OJ990420 


06.9923.C11 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


163 






End 


568 




GI 


none 






Score 


88 




Exons 


163. .456, 


176. .463, 


182. .568, 


189. .476 






Seq. No. 


10972 






Seq. ID 


OJ990420_06.9923, 


.Cll 


Gene No. 


23303 






Strand 






Start 


1 






End 


571 




Name 


OJ990420 


06.9923.C11 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


188 






End 


571 




GI 


none 






Score 


291 




Exons 


188. .571, 


189. .566 











11469 



Seq. ID OJ990420_06, 9923.C11 
Strand 

End 571 

Method TBLASTX : Soybean 

End 560 

Score 43 

288.-332, 296. ,340, 326. .391, 330. .392, 416. .559, 417. .560 



Seq. No. 10972 

Gene No. 23303 

Start 1 

Name OJ990420_06 . 9923 . Cll . ol . ts 

Start 288 

GI none 
Exons 



Seq, No. 10973 

Gene No. 23304 

Start 1 

Name OJ990420_06 , 9923 . C14 , ol . np 

Start 1 

GI 6466937 

Exons 1 . . 706 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990420_06. 9923.C14 
Strand 

End 706 

Method AAT/NAP 

End 706 

Score 423 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq, No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq, No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 
Gene No, 
Start 
Name 
Start 



10973 
23304 
1 

OJ990420_06. 9923.014 .ol.tm 
112 
none 

112.. 603, 116., 601 ■ 

10973 
23304 
1 

OJ990420_06, 9923.C14.ol. tw 
436 
none 

436. .702, 470. .691 

10974 
23305 
8290 

OJ990420_06.9923.C15.o2.gs 
8290 
none 

8290. .8331, 9279. .9418, 9981. .10316, 10443, .10449 



Seq. ID OJ990420_06. 9923.C14 
Strand 

End 706 

Method TBLASTX : Mai ze 

End 603 

Score 270 



Seq. ID OJ990420_06.-9923.C14 
Strand 

End 706 

Method TBLASTX : Wheat 

End 702 

Score 62 



Seq. ID OJ990420_06. 9923.015 

Strand + 

End 10449 

Method GENSOAN 

End 10449 

Score .56 



Seq. ID OJ990420_06. 9923.015 

Strand + 

End 10449 

Method AAT/GAP 

End 10352 

Score 354 



10974 
23305 
8290 

OJ990420_06. 9923. 015. ol.gp 
10116 

4671_1,R1084 

10116,. 10352 ^ ; 

M544428/gb|AAD22337.1|AO006955_23 7.0e-33 (AO006955) unknown 
protein [Arabidopsis thaliana] ' 



10974 
23306 
149 

OJ990420_06. 9923. 015. ol.np 
149 



Seq. ID OJ990420_06. 9923.015 
Strand 

End 6120 

Method AAT/NAP 

End 6120 



11470 




GI 6466937 Score 2401 

Exons 149.. 3967, 3995.. 4451, 6090.. 6120 

GI Descrip. {AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



c orr Mo 


10974 






Seq. ID 






fl£an*=> No 


23306 - 






Strand 








14 9 






End 


6120 




Name 


6j990420 


06* 9923 .015 . o4 


. tm ' 


Method 


TBLASTX: Maize 




Start 


225 . 






End 


821 




GI 


none 






Score 


112 




Exons 


225. .443, 


225. .821, 511 


. .693, 


516. .815 






Seq. No. 


10974 






Seq. ID 


OJ990420_06.9923 


.C15 


Gene No. 


23306 






Strand 






Start 


149 






End 


6120 




Name 


OJ990420 


06.9923.C15.o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


484 






End- 


659 




GI 


none 






Score 


81 




Exons 


484 . . 648, 


495. . 659 











Seq. No. 

Gene No. 

Start 
lf\ Name 
pij Start 

GI 

Exons 

^.J Seq. No. 

rij Gene No. 

I/' Start 

^^s; Name 

;"j Start 
GI 

M- Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10974 
23306 
149 

OJ990420_06. 9923.C15.o4 .tw 

660 

none 



Seq. ID OJ990420_06. 9923.C15 
Strand 

End 6120 

Method TBLASTX : Wheat 

End 1244 

Score 88 



660. .782, 839. .1132, 852. .1139, 858. .1244, 865. .1152 

OJ990420 06.9923.C15 



10974 
23306 
149 

OJ990420_06. 9923.C15.ol.tm 

864 

none 

864. .1499, 865. .1497 
10974 

23306 ■ * ■ 

149 

OJ990420_06. 9923.C15.ol.ts 

1092 

none 

1092. .1475, 1093. .1461 



Seq. ID 
Strand 
End 

Method 

End 

Score 



V, Seq. ID 
Strand 
End 

Method 

End 

Score 



6120 

TBLASTX: Maize 

1499 

473 



OJ990420_06.9923.C15 
6120 

TBLASTX : Soybean 

1475 

185 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10974 
23306 
149 

OJ990420_06. 9923. 015. o2.tw 
1332 
none 

1332. .1736, 1333. .1386, 1486. .1599 



Seq. ID OJ990420_06. 9923.015 
Strand 

End 612.0 

Method TBLASTX : Wheat 

End 1736 

Score 53 



Seq. No. 10974 Seq. ID OJ990420_06 . 9923 . 015 

Gene No. 23306 Strand 

Start 149 End 6120 

Name OJ990420 06 . 9923 . 015 . o5 . tm Method TBLASTX : Maize 



11471 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 
i;fi GI 
ril Exons 



Seq. No. 
Gene No. 
U Start 
ry Name 
, Start 

a 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



1500 
none 

1500. .1739, 

10974 
23306 
149 

OJ990420_06, 

1911 

none 

1911. .2165, 

10974 
23306 
149 

OJ990420_06. 

1926 

none 

1926. .2420, 

10974 
23306 
149 

OJ990420_06. 

2076 

none 

2076. .2477, 

10974 
23306 
149 

OJ990420_06. 

2190 

none 

2190. .2549, 

10974 
23306 
149 • 

OJ990420_06. 

2472 

none 

2472. .2945, 

10974 
23306 
149 

OJ990420_06. 

2526 

none 

2526. .3008, 

10974 
23306 
149 

OJ990420_06. 
2658 



1749.. 1925, 1756. 

9923.C15.o4.ts 
2017. .2166 

9923. 015. o3.tm 
1926.. 2447, 1936. 

9923. 015. o3.tw 
2139. .2342 

9923. 015. o2.ts 
2203. .2562 

9923. 015. 02. tm 
2473. .2946 

9923., 015. ol.tw 
2530. .3009 

9923. 015. 03. ts 



End 1925 

Score 133 
.1923, 1785. .1925 

Seq. ID OJ990420_06. 9923.015 
Strand 

End 6120 

Method TBLASTX : Soybean 

End 2166 

Score 81 



Seq. ID OJ990420_06. 9923.015 
Strand 

6120 

TBLASTX: Maize 
2447 
156 



End 

Method 
End 
Score 
.2445 



Seq. ID OJ990420_06. 9923.015 
Strand 

End 6120 

Method TBLASTX: Wheat 

End 2477 

Score 66 



Seq. ID OJ990420_06. 9923.015 
Strand 

End 6120 

Method TBLASTX : Soybean 

End 2562 

Score 122 



Seq. ID OJ990420_06. 9923.015 
Strand 

End 6120 

Method TBLASTX: Maize 

End 2946 

Score 309 



Seq. ID OJ990420_06. 9923.015 
Strand 

End 6120 

Method TBLASTX : Wheat 

End 3009 

Score 195 



Seq. ID OJ990420_06. 9923.015 
Strand 

End 6120 

Method TBLASTX : Soybean 

End 2972 



11472 




GI 


none 


Score 


o n o 


Exons 








Seq. No. 


10974 


Seq. ID 


OJ990420_06.9923.C15 


Gene No. 


23306 


Strand 




Start 


1 4 y 


End 


6120 


Name 


ojyyu4zu u D . y yz J . cio . OD . tm 


Method 


TBLASTX: Maize 


Start 


o n T 

z yy / 


End 


3830 


GI 


none 


Score 


131 


Exons 


zyy/..Jiui, ojyo 


..3635, 3687. .3830 


Seq. No. 


luy / 0 


Seq. ID 


OJ990420_06. 9923.C16 


Gene No. 


23307 


Strand 


+ 


Start 


1 


End 


2641 


Name 


OJ990420 06. 9923.C16.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2177 


GI 


4544428 


Score 


289 


Exons 


1..26, 895. .937, 1035. .1236, 


2094 . .2177 


GI Descrip. 


(AC006955) unknown protein [Arabidopsis 


1 thaliana] 


Seq. No. 


10975 


Seq. ID 


OJ990420_06.9923.C16 


Gene No . 


23307 


Strand 


+ 


Start 


1 


End 


2641 


Name 


OJ990420 06. 9923.C16.ol.gp 


Method 


AAT/GAP 


Start 


899 


End 


2641 


GI 


4671 1. ¥11084 


Score 


1037 


Exons 


899.. 937, 1035.. 1236, 2094.. 


2172, 2263. 


.2380, 2475. .2641 


GI Descrip. 


M544428/gb|AAD22337.1|AC006955 23 7.0e-33 (AC006955) unknoi 




protein [Arabidopsis thaliana] ' 




Seq. No. 


10975 


Seq. ID 


OJ990420_06. 9923.C16 


Gene No. 


23307 


Strand 


+ 


Start 


1 


End 


2641 


Name 


OJ990420 06. 9923.C16.ol.gs 


Method 


GENSCAN 


Start 


1035 


End 


1902 


GI 


none 


Score 


.63 


Exons 


1035.. 1236, 1510.. 1624, 1787 


. .1902^ 




Seq. No. ' 


10975 


Seq. ID 


OJ990420__06. 9923.C16 


Gene No. 


23308 


Strand 




Start 


2984 


End 


3274 


Name 


OJ990420 06. 9923.C16.ol.tc 


Method 


TBLASTX: Cress 


Start 


896 


End 


2345 


GI 


none 


Score 


197 


Exons 


896. .952, 1030. .1182, 1038.. 


1178, 1188. 


.1238, 1192. .1239, 




2103. .2168, 2259. .2330, 2268 


. .2345 




Seq. No. 


10975 


Seq. ID 


OJ990420_06. 9923.C16 


Gene No. 


23308 


Strand 




Start 


2984 


End 


3274 


Name 


OJ990420 06. 9923.C16.ol.tm 


Method 


TBLASTX: Maize 


Start 


896 


End 


1283 


GI 


none 


Score 


87 


Exons 


896. .967, 899. .985, 941. .1144, 976. .1239, 990. .1238, 991. .1: 




993.. 1241, 1245.. 1283, 1247. 


.1282 




Seq. No. 


10975 


Seq. ID 


OJ990420_06. 9923.C16 



11473 






Gene No. 


23308 








Strand 








Start 


2984 








End 


3274 






Name 


OJ990420 06. 


9923 


.C16.01. 


ts 


Method 


TBLASTX : Soybean 








896 








End 


2336 








none 








Score 


57 






Exons 


896. .940, 900.. 938, 1030. .1242, 1036.. 


1236, 1038.. 1238, 










^ ^ ^ Z7 


• • ^ ^ «j .J / 


2264 


...2335,-2265. .2336 






becj . JNO . 


J- W -7 / ^ 








Seq. ID 


OJ990420_06.9923. 


C16 




Gene No. 


^ *J O VJ o 








Strand 








Start 


2984 








End 


3274 






Name 


OJ990420 06. 


9923 


.C16.02. 


tm 


Method 


TBLASTX: Maize 






o Lari- 


2089 








End 


2375 








none 








Score 


108 






Exons 


2089 2172 


2094 


2171 


2094 


..2210, 2264. .2374, 2264. .2371, 






22fiS 2?7S 


22fiS 


2^72 












Seq. No. 


1 nQ7 s 








Seq. ID 


OJ990420_06. 9923. 






Gene No. 


^ O J u o 








Strand 








O Ud. J- L 










End 


3274 






Name 


OJ990420 06. 


9923 


C16.02. 


gs 


Method 


GENSCAN 






o uar L 


2984 








End 


3274 








none 








Score 


.59 




hsi 
i.1 


Exons 


2984. .3274 














: sr. 


beq . JNO . , 


10976 








Seq. ID 


OJ990420_06. 9923. 


m 7 


rii 


Gene No. 


23309 








Strand 






n 


Start 


1 








End 


635 






Name 


OJ990420 06. 


9923 


C17.01. 


np 


Method 


AAT/NAP 






o tar L 


1 








End 


632 








4741199 








Score 


108 




rii 


iijXons 


1..64, 302.. 


632 














Vj± jjescirip. 


(AL049746) putative protein 


[Arabidopsis thaliana] 




! 


Seq. No. 


10976 








Seq. ID 


OJ990420_06.9923. 




"'\ 


Gene No. 


23309 








Strand 






Is s: 


O La J_ U 


1 








End 


635 




. =t 


Name 


OJ990420 06. 


9923 


017. ol. 


gs 


Method 


GENSCAN 




:• 


oX-ari, 


'•267 








End 


635 




'S ST 




none 








Score 


.71 




=: 


Exons 


267. .635 
















Seq. No. 


10976 








Seq. ID 


OJ990420_06.9923. 


C17 




Gene No. 


23310 








Strand 








o t air t 


3978 








End 


4474 






LName 


OJ990420 06. 


9923 


C17.03. 


gs 


Method 


GENSCAN 






Q-l- a r--|- 


3978 








End 


4421 






PT 


none 








Score 


.91 






EjXons 


3978. .4421 
















beq. NO. 


10976 








Seq. ID 


OJ990420_06. 9923. 


C17 




Gene No. 


23310 








Strand 








Start 


3978 








End 


4474 






Name 


OJ990420 06. 


9923 


C17.02. 


np 


Method 


AAT/NAP 






Start 


4007 








End 


4474 






GI 


4741199 








Score 


144 






Exons 


4007. .4474 















11474 



bi uescrip. 


f TlJ CiA Ql A \ 


puLauxve protein 


[/iraDiaops 


Seq. No. 


10976 




Seq. ID 


Gene No. 


23310 




Strand 


brar L 


J y / o 




tjna 


Name 


uu y y u 41 u D 


.yyzo.ui/.oi. tm 


Method 


Start 


A r\ A n 
4U4 / 




bna 


GI 


none 




Score 


Exons 




/IIOQ ^OnO /11'5Q 

4lZc>. .4ZUZ, 41oo 


, . 4ZUO , 4 1 


Seq. No. 


10977 




Seq. ID 


Gene No. 


23311 




Strand 


Q+- a v"f- 

oT^aj- U 


-L U O 






Name 


uj yyu4izu ud 


. yy^io.Uxo .oi .gs 


Method 


Start 


iUo 




tina 




none 




Score 


Exons 


1 no c,cA 






Seq. No. 


10977 




Seq. ID 


Gene No. 


23312 




Strand 


c+- =1 r•+■ 
o t ari- 


R 7 9 S 






Name 


ujyyu^zu uo 


. yy^;o .do .oz .gs 


Method 


Start 


C T O C 




bna 


GI 


none 




Score 


Exons 


D I Zd , ,0 1 lo , 




. . D/y4 


Seq. No. 


ID y / / 




Seq. ID 


Gene No. 


23313 




Strand 


Start 


1 




End 


Name 


UJ yyufizu UD 


. yyzo.uio .oi . np 


Method 


Start 


1 




End 


GI 


4 / 4 1 1 y y 




Score 


Exons 


1 . . 04 0 






GI Descrip. 


t ALi U 4 y / 4 D J 


putative protein 


[ Arabidops 


Seq. No. 


10977 




Seq. ID 


Gene No. 


23314 




Strand 


o t ar L. 


/ o J y 




IiiilCl 


Name 


UJ yyu4zu Uo 


. yyzo .uxo .oj.gs 


Method 


brarr 


-7 q o Q 

/ o J y 




bna 




none 




Score 


Exons 




ooiy. .oouo 




Seq, No. 


1 n Q T Q 

iu y / o 




beq. ID 


Gene No . 


9 "5 "5 1 R 
Z J J 1 D 




Strand 


b uarr 


1 




End 


Name 


OJ990420 06 


.9923.C19.ol.np 


Method 


Start 


1 




End 




6016874 




Score 


Exons 


1..64, 620. 


.770 




GI Descrip. 


(AP000570) 


ESTs C19143(E10020) ,D25076( 




region of the predicted gene 


, ; Similar 




transposase 


. (P03010) [Oryza 


sativa] 


Seq. No. 


10978 




Seq. ID 


Gene No. 


23315 




Strand 


Start 


1 




End 



4474 

TBLASTX: Maize 

4436 

60 



554 

GENS CAN 

554 

.58 



6294 
GENSCAN 
6294 
.76 



346 

AAT/NAP 

346 

182 



8503 
•GENSCAN 
8503 
.56 



+ 

12357 
AAT/NAP 
770 
62 



+ 

12357 



11475 



Name 

Start 

GI 

Exons 



OJ990420_06 . 9923 . C19 . ol . gs Method GENSCAN 

635 End 12147 

none Score .72 

635. .739, 756, .1229, 1307. .1641, 5580. .5724, 8681. .8797, 

9060..9344, 9625. .9732, 9800. .9882, 9981. .10092, 11143 11193 , 

11642. .11728, 11947. .12147 



Seq. No. 

Gene ^No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10978 , Seq. ID 

23315 Strand 

1 End 

OJ990420_06. 9923 .019. o2.np Method 

848 End 

4741200 Score 



OJ990420_06. 9923. 019" 
+ 

12357 
AAT/NAP 
4237 
334 



848. .1234, 1315. .1465, 2293. .2361, 2410. .2506, 4206. .4237 
(AL049746) hypothetical protein [Arabidopsis thaliana] 



10978 
23315 
1 

OJ990420_06 . 9923 . 019 . ol . gp 
1034 

uC-osroM202005hl0bl 
1034. .1323 

' 5123950/emb | CAB45508 . 1 1 1 . 



Seq. ID OJ990420_06.9923.C19 

Strand + 

End 12357 

Method AAT/GAP 

End 1323 

Score 543 

Oe-10 (AL079349) endoxylogiucan 



transf erase-like protein [Arabidopsis thaliana] * 



Seq. No. 


10978 






Seq. ID 


OJ990420 


Gene No. 


23315 






Strand 


+ 


Start 


1 






End 


12357 


Name 


OJ990420 06 


.9923. 019. o4. 


.np 


Method 


AAT/NAP 


Start 


7198 






End 


7403 


GI 


6539571 






Score 


60 


Exons 


7198. .7403 










GI Descrip. 


(AP000836) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


10978 






Seq. ID 


OJ990420 


Gene No. 


23315 






Strand 


+ 


Start 


1 






End ' 


12357 


Name 


OJ990420 06 


.9923. 019. o5. 


.np 


Method 


AAT/NAP 


Start 


9217 






End 


12357 


GI 


4249662 






Score 


816 


Exons 


9217. .9344, 


9609. .9732, 


9800. 


.9882, 9981.. 10092 



GI Descrip. 



-Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10179. .10283, 

11143. .11193, 11642. .11715, 11797 .. 11921, 11999 .. 12147 , 
12243.. 12357 

(AF089810) Altered Response to Gravity [Arabidopsis thaliana] 
gil 6714354 |gb|AAF26045.1|AC015986_8 (AO015986) ARGl protein 
(Altered Response to Gravity) [Arabidopsis thaliana] 



10978 
23315 
1 

OJ990420_06. 9923. 019. o2.gp 
11813 

LIB34 34-010-P1-K1-F1 
11813. .11921, 11999. .1214 8, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
12243. .12357 

'2829865 4.0e-41 (AO002396) N-terminal region similar to DNA-J 
proteins [Arabidopsis thaliana] ' 



OJ990420_06. 9923.019 
+ 

12357 
AAT/GAP 
12357 
546 



11476 



Seq. No. 


10978 






Seq. ID 


OJ990420 


_06. 9923.019 


Gene No. 


23316 






Strand 








0 1 X y 






rjna 


6605 




Na.ine 




. y y z o 


. u 1 y . oo . tm 


lYie Lnoa 


TBLASTX: 


Maize 


o tart: 


QT 1 






CjUQ 


1483 






none 






Score 


108 






Q71 1 01 R 


Q7 9 


1040 111Q 
lUfiu, xiiy.. 


1 9*^9 1191 
IZOZ / 1 IZ 1 


. .1231, 1280. .1483, 






1 4 0 Q 
1 fi u y 


1 4 ft 

. . 1 4 0 O 








Seq. No. 


■ 10978 






Seq. ID 


OJ990420 


06 QQ9^ n Q 


Gene No. 


23316 






Strand 








J X ± _? 






End 


6605 




Name 




. y y z o 


PI Q r\0 -Hm 

. oi y . oz . tin 


Method 


TBLASTX : 


Maize 




9 9 Rfi ~ 
Z Z D 0 






End 


2643 




PT 


none 






Score 


94 




ILXOIlo 




99 ^ Q 


9*^91 99^0 


..2322, 2260.. 2328, 


9^R4 9c: ^(T 






Z O D Z 


. . Z D 4 O 








Seq. No. 


10978 






Seq. ID 


OJ990420 


Ofi QQO-a P1Q 

UD. yyzo .v-ziy 


Gene No. 


23316 






Strand 






oT-aj-L 


O JL X y 






End 


6605 




Name 


uj yyufizu ud 


0 09*^ 

. yyz-3 


.C19.o3.np 


Method 


AAT/NAP 




C-l- ^ v-4- 


R 1 1 Q 

0 1 1 y 






End 


6605 






ooD^uy o 






Score 


74 




Exons 


c-iiQ c:99C. 

DX 1 y . . ozzo , 


R7 4 
DO / 41 


..6605 








GI Descnp. 


^nTl179^;/1\ 
[ I\Li 11 / Z D ^ J 


zwhl 6 


. 1 [Oryza sativa] 






oeq . NO . 


1 n Q'7 Q 

1 u y / o 






Seq. ID 


OJ990420 


Ofi QQ9 PI Q 


Gene No. 


23317 






Strand 






Start 


9201 






End 


12311 




Nanie 


n TQ on 4 9 0 0 ^ 
Uvjyyufizu UD 


Q Q9 

. y y z J 


.C19.04 . tm 


Method 


TBLASTX: 


Maize 


o t air L 


Q9 0 1 ~ 

y z u 1 






End 


10002 






none 






Score 


74 




TP V ■rt c? 


Q901 Q9 R/1 


Q909 

y z u z 


..9255, 9234 


..9335, 9241. .9336, 


9267. .9347, 




Q977 Q'^zlR 


^ o y 1 


..9737, 9605 


..9730, 9606. .9731, 


9607. .9732, 




;7ouo. • -/OOD/ 


Qft 04 
y o u 4 


..9878, 9820 


..9879, 9978. .9998, 


9979. .10.002 


C Q KT o 

oeq. LN u . 


1 u y / o 






Seq. ID 


OJ990420 


_06.9923.C19 


oene lnu . 


23317 






Strand 






O La. J- U 


9201 






End 


12311 




Name 


OJ990420 06 


.9923 


.C19.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


9208 






End 


12311 




KjJL 


none 






Score 


108 






9208. .9336, 


9606 


..9731, 9607 


. .9732, 9617. .9733, 


9797. .9880, 




9835. .9882, 


9975 


. .10094, 9979. .10095, 


10170. . 10283, 




10172. .10300, 10173. .10286, 


11134. .11193, 11635 


. . 11706, 




11639. .11716, 11815. .11922, 


11816. .11932, 11997 


. . 12140, 




11998. .12147, 12240. .12311, 


12245. .12298 




Seq. No. 


10978 






Seq. ID 


OJ990420 


_06.9923.C19 


Gene No. 


23317 






Strand 






Start 


9201 






End 


12311 




Name 


OJ990420 06 


.9923 


.C19.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


9259 






End 


10095 




GI 


none 






Score 


115 




Exons 


9259. .9336, 


9267 


..9353, 9591 


..9731, 9607. .9732, 


9610. .9735, 



11477 



9617.. 9739, 9797.. 9877, 9972.. 10073, 9979.. 10095 



Seq. No. 10978 
Gene No. 23317 
Start 9201 

Name OJ990420_06 . 9923 . C19 . ol . tm 

Start 10003 
GI none 
Exons 10003. 

11134 . 

11812. 

11997. 

12240. 



,10095, 10014. .10094, 

,11193, 11638. .11727, 

,11922, 11813. .11932, 

,12149, 11998. .12150, 

,12293, 12242.. 12295 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10175 

11639 



OJ990420 06.9923.C19 



12311 

TBLASTX: Maize 
12311 
119 

10282, 10176 
11734, 11639 



11813. ,11947, 11982. 
12235. ,12309, 12240. 



10286, 
11728, 
12140, 
12311, 



Seq. No. 10978 

Gene No. 23317 

Start 9201 

Name OJ990420_06 . 9923 . C19 . o2 . ts 

Start 11639 

GI none 

Exons 11639. .11719, 11639 .. 11710, 
11816. .11926 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990420_06.9923,C19 
12311 

TBLASTX : Soybean 

11926 

128 



11641. .11715, 11815. .11922, 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

GI Descrip. 



10979 Seq. ID 

23318 Strand 

72 End 

OJ990420_06.9923.C20.ol,gp Method 

72 End 

LIB34 34-010-P1-K1-F1 Score 
72. .133 

'2829865 4.0e-41 (AC002396) N-terminal region similar to DNA-J 
proteins [Arabidopsis thaliana] ' 



OJ990420_06.9923.C20 
+ 

469 

AAT/GAP 

133 

93 



Seq. No. 10979 

Gene No. 23318 

Start 72 

Name OJ990420_06 . 9923 . C20 . ol . gs 

Start 72 

GI none 

Exons 72., 186, 444.. 469 



Seq. ID OJ990420_06.9923.C20 

Strand + 

End 469 

Method GENSCAN 

End 4 69 

Score .89 



Seq. No, 10979 Seq. ID 

Gene No. 23319 Strand 

Start 2109 End 

Name OJ990420_06 . 9923 . C20 . ol . np Method 

Start 2097 End 

GI 2245128 Score 

Exons 2097.. 3086 

GI Descrip. {Z97344) peroxidase like protein [Arabidopsis thaliana] 



OJ990420_06.9923.C20 
+ 

3092 
AAT/NAP 
3086 
867 



Seq. No. 10979 Seq. ID 

Gene No. 23319 * Strand 

Start 2109 End 

Name OJ990420_06 . 9923 . C20 . o2 . gs Method 

Start 2109 End 

GI none Score 

Exons 2109.. 3092 



OJ990420_06, 9923,C20 
+ 

3092 
GENSCAN 
3092 
1 



11478 






Seq. No. 


10979 










Seq. ID 


OJ990420_06. 9923.C20 
















0 L X allLl 






C -4- t -v-t- 


DO / 










£jna 


ft Q "5 

0 y 0 




Na.iue 




QQ9'^ 
• ^ y z 0 . 


P90 r»9 
k^Z u . oz 


. gp 




iYlc LllOU 






b car L 


DO / 












ft Q"^ 
0 y 0 




C T 


Z/ D i?U U U 










Score 


4 01 

4 U X 




Exons 


D0/..0-/0 
















Seq. No. 


10979 










Seq. ID 


OJ990420_06. 9923.C20 






^ O X 










Strand . 






Of- a r-+- 


*i U ^ J 










End 


4 9 R 

T Z 0 0 




Nsrne 


n,TQQn49n nf^ 

,wU-7;?U*±^\/ UD 


. ^ ^ z 0 . 


C20.O2 


.tm 




Method 


X O XtrrO 1 A, . Vlci -L Z tr 




O LdX L 


D O 










End 


o o o 






none 










Score 


X -? o 






DO..XO^^ v*± 


. .ODD/ 


65. .385, 


242. .376 






Seq. No. 


10979 










Seq. ID 


OJ990420_06. 9923.C20 




Gene No. 


23321 










Strand 








f± U ii. □ 










End 


4255 




NaiTie 


n TQQOd 9 n n 

\JtJ^yU4^U UD 


QQ9 
. r?z 0 . 


C20.O1. 


.to 




Method 


TBLASTX: Cress 






^ X D D 










End 


3074 






none 










Score 


160 




Exons 


- iC X DD . . zooy f 


9 1 Q R 
Z X y 0 . 


.2311, 


2355. . 


.2723, 2357. .2509, 2745. .2798, 




















;-: I 


Seq. No. 


10979 










Seq. ID 


OJ990420_06.9923.C20 




Gene No. 


23321 










Strand 




i i 


O L dirt 


4 09 R 
*± u ^ o 










End 


4255 




Na.ine 


n TQQfl 4 9 0 0 


Q Q9 
• r y z 0 . 


C20.O1, 


.ts 




Method 


TBLASTX : Soybean 




Q4- -a -,^4- 

O La J- L. 


91 ^^f^ ~ 
^ X D D 










End 


3062 


j il 


PT 
oX 


none 










Score 


188 


= 


Exons 


ZXDD. .^O^O, 


Z X y o . 


.2392, 


2442. , 


.2723, 2621. .2707, 2745. .2792, 




0011 '50f^9 
















Seq. No. 


10979 










Seq. ID 


OJ990420_06. 9923.C20 


! 1 
jSS! 


VjCilC iNL' . 


^ J ^ ± 










Strand 




'= =f 


O LciX C 


409^ . ■ 

*i U ^ 0 










End 


4255 . 


.55: 
; ! 


Name 


r).TQQ0490 Of^ 


QQ9 ? 
. -? z 0 . 


C20.O1. 


. tw 




Method 


TBLASTX: Wheat 


'3 sr 
:"'t 


o UdX L 


9179 ~ 










End 


2723 


';=? 


ox 












Score 


383 




Exons 


9179 979^ 

zx / Z. .Z f ^ .J f 


91 


.2509, 


2376. , 


,2522, 2585.. 2707 




Seq. No. 


10979 










Seq. ID 


OJ990420_06.9923.C20 




Gene No. 


23321 










Strand 






o CdX t 


4 09 

4 U ^ 0 










End 


4255 




NBine 


d TQQ04 90 0 


Q Q9 '5 
. ^ ^z 0 . 


C20.O1. 


.tin 




Method 


TBLASTX: Maize 




O Lax L 


z z 0 0 










End 


3083 




C T 
taX 


none 










Score 


355 




Exons 




0 9 R 

ZZ O D . 


.2597, 


2325. . 


2540, 2499. .2723, 2567. .2716, 






2744. .2875, 


2745. 


.3083, 


28e 


t3. . 


2999, 2939,. 3082 




Seq. No. 


10979 










Seq. ID 


OJ990420_06. 9923.C20 




Gene No. 


23321 










Strand 






Start 


4025 










End 


4255 




Name 


OJ990420 06 


. 9923. 


C20.O3. 


,gs 




Method 


GENSCAN 




Start 


4025 










End 


4255 



11479 



GI 


none 








Score 


. 57 




Exons 


4025 . .4255 














Seq. No. 


10980 








Seq. ID 


OJ990420 


06 . 9923 . 021 


Gene No. 


23322 








Strand 


+ 




Start 


1 








End 


6991 




Name 


OJ990420 06 


.9923. 


C21.01 


.np 


Method 


AAT/NAP 




Start 


1 








End 


6024 




GI 


5091543 








Score 


1227 




Exons 


1 . .71, 645 . 


.895, 


1014. . 


1072, 


1220.. 1357, 1758.. 


1832 , 1934 . . 2086, 




2346. .2415, 


3555 . 


.3630, 


3715 


. .3848, 4277. .4433, 


r\ r\ f--if-— i 

5083 . .5157 , 




5239 . . 5516, 


c c n c\ 

5599 . 


.5679, 


5781 


..5882, 5959. .6024 




GI Descrip, 


(ACOO fvb / } 


riuo^4 


.12 [Arabidopsis thaliana] 




Seq. No. 


10980 








Seq. ID 


OJ990420 


_06. 9923.C21 


Gene No. 


23322 








Strand 


+ 




Start 


1 








End 


6991 




Name 


OJ990420 06 


.9923. 


C21.01 


.gs 


Method 


GENSCAN 




Start 


769 








End 


6991 




GI 


none 








Score 


.9 




Exons 


769.. 8.95, 1014.. 1072, 1220.. 


1357, 1934 


..2017, 2346. .2492, 




3555 . .3630, 


3715 . 


. 3845 , 


4374 


..4433, 5083. .5157, 


coon co/iT 

5239 . . 5343, 




5421 . . 5516, 


5599 . 


. DO / y , 


5781 


..5882, 6920. .6991 




Seq. No. 


10980 








Seq. ID 


OJ990420 


_06. 9923.021 


Gene No . 


O o o o 

23323 








Strand 






Start 


6173 








End 


6362 




Name 


OJ990420 06 


. 9923 . 


C21 . ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3560 








End 


4421 




GI 


none 








Score 


116 




Exons 


3560. .3631, 


3561. 


.3632, 


3561 


. .3662, 3565. .3645, 


3710. .3844, 




3712. .3849, 


3714. 


.3845, 


4338 


. .4421 






Seq. No. 


10980 








Seq. ID 


OJ990420 


_06. 9923.021 


Gene No. 


23323 








Strand 






Start 


6173 








End 


6362 




Name 


OJ990420 06 


.9923. 


C21.01 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


4371 








End 


6016 




GI 


none 








Score 


66 




Exons 


4371. .4433, 


5211 . 


.5342, 


5278 


..5346, 5279. .5347, 


5280. .5342, 




5418. .5516, 


5420. 


.5530, 


5593 


..5679, 5598. .5681, 


5778. .5882, 




5780. .5884, 


5831. 


.5881, 


5954 


..6016, 5956. .6009 




Seq. No. 


10980 








Seq. ID 


OJ990420 


_06. 9923.021 


Gene No. 


23323 








Strand 






Start 


6173 








End 


6362 




Name 


OJ990420 06 


.9923. 


C21.02 


. tm 


Method 


TBLASTX: 


Maize 


Start 


5637 








End 


6028 




GI 


none 








Score 


68 




Exons 


5637. .5675, 


5638. 


.5679, 


5778 


. .5888, 5781. .5822, 


5828.-. 5905, 




5956. .6009, 


5957. 


.6028 










Seq. No. 


10980 








Seq. ID 


OJ990420 


_06. 9923.021 


Gene No. 


23323 








Strand 






Start 


6173 








End 


6362 




Name 


OJ990420 06 


. 9923. 


C21.01 


• gp 


Method 


AAT/GAP 




Start 


6173 








End 


6362 





11480 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



none 

6173. .6362 

10981 
23324 
179 

OJ990420_06.9923..C22.ol.gs 

179'' 
none 



Score 



359 



Seq. ID OJ990420_06.9923.C22 

Strand + 

End 2498 

Method GENSCAN 

End 24 98 

Score .83 



179. .211, 1002. .1200, 1345. .1445, 1594. .1793, 2093. .2498 



10981 
23324 
179 

OJ990420_06. 9923.C22.ol.np 
993 

5123949 
993. .1200, 
(AL079349) 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990420_ 
+ 

2498 
AAT/NAP 
2498 
566 



06.9923.C22 



1345. .1457, 1612. .1793, 2093. .2498 

endoxyloglucan transf erase-like protein [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10981 Seq. ID 

23324 Strand 
17 9 End 
OJ990420_06. 9923.C22.o2.gp Method 
1032 End 
4880017 Score 
1032. .1189, 1353. .1445, 1594. .1765 

5123950/emb|CAB45508.1 I l.Oe-10 (AL079349) endoxyloglucan 
transf erase-like protein [Arabidopsis thaliana] 



OJ990420_06.9923.C22 
+ 

2498 
AAT/GAP 
1765 
696 



Seq. No. 10981 Seq, ID 

Gene No. 23325 Strand 

Start 3703 End 

Name OJ990420_06 . 9923 . C22 . o2 . gs Method 

Start 3703 End 

GI none Score 

Exons 3703.. 3900 



OJ990420_06.9923.C22 
+ 

3900 
GENSCAN 
3900 
.7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10981 
23326 
1 

OJ990420_06.9923.C22.ol.gp 
1 

3760640 
1. .58 

4176420/dbj 1BAA37167 I 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 



Seq. ID OJ990420_06.9923.C22 
Strand 

58 

AAT/GAP 
58 
90 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10981 
23327 
1341 

OJ990420_06.9923.C22.ol.tm 

1341 

none 



Seq. ID OJ990420_06. 9923.C22 
Strand 

End 2264 

Method TBLASTX : Maize 

End 2264 

Score 82 



1341. .1457, 1624. .1794, 1659. .1781, 2166. .2264, 2168. .2257 



11481 



Seq. No. 10981 Seq. ID 

Gene No. 23327 Strand 

Start 1341 End 

Name OJ990420_06 . 9923 . C22 . ol . tc Method 

Start 1615 End 

GI .none Score 

Exons 1615., 1869, 1659.. 1796 



OJ990420_06.9923.C22 
2264 

TBLASTX: Cress 

1869 

236 



Seq. No. 10981 Seq. ID 

Gene No. 23327 * Strand 

Start 1341 End 

Name OJ990420_06 . 9923 . C22 . ol . ts Method 

Start 1624 End 

GI none Score 

Exons 1624.. 1836, 1653.. 1799 



OJ990420_06.9923.C22 
2264 

TBLASTX: Soybean 

1836 

241 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10982 
23328 
120 

OJ990420_06.9923.C23.ol.gs 
120 
none 

120. .239, 454. .508, ^854. .1356 

10983 ^ ■ 

23329 
155 

OJ990420_06. 9923.C24 .ol.gs 
155 
none 

155. .298, 1136. .1232, 1360. .1403, 2239. .5128 



Seq. ID OJ990420_06.9923.C23 

Strand + 

End 1356 

Method GENSCAN 

End 1356 

Score .56 



Seq. ID OJ990420_06. 9923.C24 

Strand + 

End 5128 

Method GENSCAN 

End 5128 

Score .85 



10983 
23329 
155 

OJ990420_06.9923.C24 .ol.np 
164 

4105-772 



Seq. ID OJ990420_06,9923.C24 

Strand + 

End 5128 

Method AAT/NAP 

End 2454 

Score 52 6 



164. .298, 1136. .1265, 1526. .1626, 2239. .2454 
(AF049917) PGP9B [Petunia x hybrida] 



10983 Seq. ID 

23329 Strand 

155 End 

OJ990420_06. 9923.C24 .ol . tc Method 

178 End 

none Score 

178. .294, 185. .301, 185. .295, 1129. 
1139. .1252, 1551. .1628, 1552. .1635, 
2230. .2427, 2260. .2412 



OJ990420_06. 9923.024 
+ 

5128 

TBLASTX: Cress 
2432 
146 

1236, 1130.. 1237, 
1567.. 1632, 2229.. 2432, 



Seq, No. 10983 Seq. ID 

Gene No. 23329 Strand 

Start 155 End 

Name OJ990420_06 . 9923 . 024 . o3 . tm Method 

Start 178 End 

GI none Score 



OJ990420_06. 9923.024 
+ 

5128 

TBLASTX: Maize 

1651 

196 



11482 



Exons 


170 9 Q7 1 1 


'8. .279, 185 


9 QR 


IOC 9 Q R 
XOO. .Z-7D 


, 1540. . 1632, 1542. .1 






X 0 f± J . 




X 0 0 0 . 


• X 00 X 






O Kl 

beq. INO . 


10983 








Seq. ID 


OJ990420 


QQ9 7 CO A 
UD. yy^O*Kj^.*± 


Gene No . 


23329 








Strand 


+ 




Start 


155 








End 


5128 




Name 


OJ990420 06. 


9923, 


.C24.01 


.ts 


Method 


TBLASTX: 


Cot 7 0 a ■n 
oOyjiJCciri 


o rar u 


178 








End 


2418 






none 








Score 


105 




Exons 


178. .294, 185. .295, 188 


. . 0 U X , 


1129.. 1236, 1130. 


1 9 c,9 




1139 1267, 


1551, 


. .1637, 


T SS9 
X 3 0 z • 


.1635, 1558. .1632, 


999Q 97QQ 




?403 


2260, 


. .2412, 


99fiS 


.2414, 2272. .2418 






10983 








Seq. ID 


OJ990420 


_06. 9923.024 


Gene No. 










Strand 


+ 




Start 


X .J J 








End 


5128 




Name 




9923, 


X24 .01 


• LW 


Method 


TBLASTX: 


wiled i_ 


o L ax t. 


IPS ~ 
± 0 J 








End 


2412 




r" T 










Score 


106 




Exons 




16. .301, 208 


9 Q4 


1130. .1252, 1150. 


■ A. C. ^ \J f 




XJJJ.. , X \j 0 J- f 


1 s s 9 

X J ^ 1 


■ . X 0 ^ 0 , 


999Q 


.2348, 2230. .2367, 


9 9 f^n 9 419 


Seq. No. 


10983 








Seq. ID 


OJ990420 


_06.9923.C24 


Gene No. 










Strand 


+ 




onar t. 


X o 0 








End 


5128 




Name 




Q Q9 






Method 


TBLASTX: 


Mai ze 












End 


2403 














Score 


77 




C V /~\ C? " 




9 9^^ 




99 '^ft 
zz 00 . 


.2399 






o e q • i-^ o • 


X VJ -7 0 J 








Seq. ID 


OJ990420 


_06. 9923.024 


Gene No. 


0 0 £^ _7 








Strand 


+ 




Start 


155 








End 


5128 




Name 


OJ990420 06. 


9923. 


.C24.04 




Method 


TBLASTX: 


LYia X z e 


o tar u 


2695 








End 


3690 






none 








Score 


81 




Exons 


9R9Q 


3016. 


. .3222, 


74 9 Q 


.3515, 3429. .3518, 


040U. .00 / D, 






3515. 


. .3658, 


R9S 


.3671, 3526. .3672, 


O04X. m •jOyKJ 


O c . IN U . 


10983 








Seq. ID 


OJ990420 


Q QO r9 4 




23329 








Strand 


+ 




o Lar t. 


155 








End 


5128 




Name 


OJ990420 06. 


9923. 


.C24.01 


. tm 


Method 


TBLASTX: 


Maize 


Start 


4006 








End 


4911 






none 








Score 


64 




Exons 


4006. .4119, 


4007. 


. .4114, 


4 1 9 


.4212, 4130. .4222, 


41R7 49R9 
flXo/. .*±ZOZ, 




4231. .4287, 


4325. 


. .4345, 


4 4 14 
4 f± X f± . 


.4749, 4420. .4659, 


44RQ 47R9 




4509. .4676, 


4690. 


, .4857, 


4 7 on 


.4810, 4721. .4810, 


4797 Alio 
fl / Zj. .4 / / U, 




4729: .4911, 


4751. 


, .4852, 


4 fl 1 R 
^ 0 J. 0 . 


.4874 






beq, NO. 


10984 








Seq. ID 


OJ990420 


_06. 9923.025 


Gene No. 


23330 








Strand 


+ 




Start 


1 








End 


64 




Name 


OJ990420 06. 


9923. 


.C25.01 


.gp 


Method 


AAT/GAP 




Start 


1 








End 


64 




GI 


uC-osflcyp032h03bl 




Score 


120 




Exons 


1. . 64 















11483 



GI Descrip. ' 2834 42/pir | | A40215 5.0e-09 TcD antigen - Trypanosoma cruzi ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10984 
23331 ' 
49 

OJ9904 20_06. 9923.C25.ol.gs 
49 

none 



Seq. ID OJ990420_06. 9923.C25 

Strand + 

End 6106 

Method GENSCAN 

End 5464 

Score .58 



49. .319, 981. .1372, 1645. .1986, 2429.-2522, 2624. .2754, 
3092.. 3154, 3244.. 3423, 3527. .3580, 5253.. 5333, 5453.. 5464 



10984 
23331 
49 

OJ990420_06.9923.C25.ol.np 

1020 

5091544 



Seq. ID OJ990420_06.9923.C25 

Strand + 

End 6106 

Method AAT/NAP 

End 6106 

Score 902 



1020. .1132, 1220. .1381, 1558. .1927, 2433. .2560, 2624, 
3092. .3154, 3244. .3580, 4028. .4087, 5636. .5756, 5851. 
6011. . 6106 

GI Descrip. (AC007067) T10O24.13 [Arabidopsis thaliana] 



,2754, 
,5935, 



Seq. No. 10984 Seq, ID 

4! Gene No. 23332 Strand 

Start 442 End 

Lji Name OJ990420_06 . 9923 . C25 . o2 . gp Method 

n| Start 442 End 

j'==j GI none Score 

Exons 44 2. .708 



OJ990420_06.9923.C25 
708 

AAT/GAP 

708 

504 



Seq. No. 10984 Seq. ID 

Gene No. 23333 Strand 

Start 6963 End 

Name OJ990420_06 . 9923 . C25 . o2 . gs Method 

Start 6963 End 

GI none Score 

Exons 6963.. 7189, 7483.. 7540 



OJ990420_06. 9923.C25 

7791 
GENSCAN 
7540 
.82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



10984 Seq. ID OJ990420_06 . 9923 . C25 

23333 Strand 

6963 End 7791 

OJ990420_06. 9923.C25.o2.np Method AAT/NAP 

7005 End 7791 

732311 Score 97 

7005. .7189, 7761. .7791 

HYPOTHETICAL 15.7 KD PROTEIN IN PBPD-COMA INTERGENIC REGION 
(0RF2) gi I 1075880 Ipir I IB55220 pbpD 3'-region hypothetical 
protein - Bacillus subtilis gi 1 520537 (U11882) unknown [Bacillus 
subtilis] gi| 1934785|emb|CAB07916| (Z93933) unknown [Bacillus 
subtilis] gi|2635646|emb|CAB15139| (Z99120) alternate gene name: 
yugD [Bacillus subtilis] 



10985 Seq. ID 

23334 Strand 

218 End 

OJ990420_06.9923.C26.ol.gs Method 

218 End 



OJ990420_06. 9923.C26 
+ 

916 

GENSCAN 
916 



11484 



GI 

Exons 



none 

218. .916 



Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10985 
23335 
3361 

OJ990420_06. 9923.C26.ol.ts 

281 

none 



Seq. ID OJ990420_06.9923.C26 

Strand + 

End 5202 

Method TBLASTX : Soybean 

End 616 

Score 130 



281. .460, 282. .458, 387. .479, 558. .608, 560. .616 



10985 
23335 
3361 

OJ990420_06.9923.C26.o2.gs 

3361 ■ 

none 



Seq. ID OJ990420_06. 9923.C26 

Strand + 

End 5202 

Method GENSCAN 

End 4 970 

Score .'65 



3361. .3757, 3884. .3963, 4113. .4211, 4374. .4472, 4683. .4781, 
4872. .4970 



rli 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



■ss? Seq. No. 

Gene No. 
, ' Start 

Name 

Start 

GI 

Exons 
^11 GI Descrip. 



Seq, No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10985 
23335 
3361 

OJ990420_06.9923.C2 6.ol.np 

3564 

5911312 



Seq. ID OJ990420_06. 9923.C26 

Strand + ■ 

End 5202 

Method AAT/NAP 

End -5071 

Score 4 35 



3564. .3660, 3817. .3963, 4113. .4211, 4374. .4472, 4683. .4781, 
4872. .5071 

(AF026167) ankyrin repeat protein EMB506 [Arabidopsis thaliana] 



10985 
23335 
3361 

OJ990420_06. 9923.C26.ol.gp 
4442 

LIB34 31-04 7-P1-N1-D8 



Seq. ID OJ990420_06.9923.C26 

Strand + 

End 5202 

Method AAT/GAP 

End 5202 

Score 406 



4442. .4472, 4683. .4781, 4872. .4971, 5157. .5202 
'5911312/gb|AAD55746.1 |AF026167_1 l.Oe-46 (AF026167) ankyrin 
repeat protein EMB506 [Arabidopsis thaliana] * 



10985 
23335 
3361 

OJ990420_06.9923.C26.ol.tc 

4680 

none 



Seq. ID OJ990420_06.9923.C26 

Strand + 

End 5202 

Method TBLASTX : Cress 

End 4972 

Score 141 



4680. .4781, 4682. .4741, 4701. .4784, 4869. .4970, 4871. .4972, 
4872. .4970, 4879. .4971 



Seq. ID OJ990420_06.9923.C27 

Strand + 

End 708 

Method AAT/GAP 

End 708 

Score 819 



10986 
23336 
278 

OJ990420__06.9923.C27.ol.gp 
278 

39248_1.R1084 
278. .708 

M512325/dbj IBAA75230.il 2.0e-20 {AB023619) methyltransf erase 



11485 



related protein [Mus musculus] * 



Seq. No. 10986 
Gene No. 23337 
Start 437 

Name OJ990420_06 . 9923 . C27 , ol , np 

Start 405 

GI 6754682 

Exons 405.. 895, 1294.. 1587 

GI Descrip. methyltransf erase-like 1 (S 
gi I 4 512325 | dbj | BAA75230 . 1 1 
protein [Mus musculus] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990420_06. 9923.027 

1846 
AAT/NAP 
1587 
651 



. cerevisiae) 

(AB023619) methyltransferase related 



Seq. No. 10986 Seq. ID 

Gene No. 23337 Strand 

Start 437 End 

Name OJ990420_06 . 9923 . G27 . ol . gs Method 

Start 437 End 

GI none Score 

Exons 437.. 895, 1294.. 1662 



OJ990420_06.9923.C27 

1846 
GENSCAN 
1662 
.85 



Seq. No. 10986 Seq. ID OJ990420_06 . 9923 . 027 

Gene No. 23337 Strand 

Start 437 End 1846 

Name ' OJ990420_06 . 9923 . 027 . o2 . gp Method ' AAT/GAP 

Start 1359 End 1846 

GI uO-osflcypl74b05bl Score 97 6 

Exons 1359. . 1846 

GI Descrip. ' 2131358/pir | | S67760 2.0e-ll hypothetical protein YDL201w\- 
yeast ( Saccharomyces cerevisiae) >gi_1429356_emb_OAA674 68_ 
(X99000) ORE D1075 [Saccharomyces cerevisiae] 

>gi_14 31332_emb_OAA9877 9_ (Z74249) ORE YDL201w [Saccharomyces 
cerevisiae] ' 



Seq. No. 10986 

Gene No. 23338 

Start 5757 

Name OJ9904 20_06 . 9923 . 027 . ol . tm 

Start 427 ' . 

GI none 

Exons 427. .540, 427. .669, 440. .898, 
1282. .1359, 1291. .1344 



OJ990420^06. 9923.027 
7381 

TBLASTX: Maize 

1359 

96 



Seq. ID 
Strand 
End 

Method 
End 
Score 

441. .893, 449. .898, 1203. .1322, 



Seq. No. 


10986 








Seq. ID 


OJ990420_06.9923, 


.027 


Gene No. 


23338 








Strand 






Start 


5757 








End 


7381 




Name 


OJ990420 


06.9923.027 


.ol 


.tc 


Method 


TBLASTX :Oress 




Start 


447 








End 


734 




GI 


none 








Score 


259 




Exons 


447. .539, 


449. .733, 


453 


. .734 








Seq. No. 


10986 








Seq. ID 


OJ990420_06.9923, 


.027 


Gene No. 


23338 








Strand 






Start 


5757 








End 


7381 . 




Name 


OJ990420 


06.9923.027 


.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


767 








End 


1563 




GI 


none 








Score 


89 





11486 



Exons 


767. .871, 777. .872, 872. 




1291. .1398, 1292. . 


1348, 








Ifi 4i 1 . . IDD J 












Seq. No. 


10986 






Seq. ID 


OJ990420_ 


06. 9923 




Gene No. 


23338 






Strand 








Start 


5757 






End 


7381 






Name 


OJ990420 06. 


9923. 027. o2. 


tc 


Method 


TBLASTX:Oress 




Start 


'797 






End 


1563 






GI 


none 






Score 


68 






Exons 


797. .859, 848. .898, 1291 


...1404, 1292.. 


1348, 1447 


. .1563, 






1466. .1561 














Seq. No. 


± u o D 






octj . X U 


OJ990420_ 


06.9923 


.027 


Gene No. 


Z O J JO 






Q-H r-a rtH 
O L X ana 








o tar L 


o / o / 








7381 






Name 




QQOT con r\0 


um 


lYte unoo. 


TBLASTX: Maize 




b tar L 










1566 








none 






Score 


248 






Exons 




XjDx . . XODX 












Seq. No. 


10986 






Seq. ID 


OJ990420_ 


nfi QQ9^ 


.027 


Gene No. 


23338 






Strand 








b tart 


O / O / 






End 


7381 






Name 


n TQQfl/l 90 Of^ 


9923.C27 .o2. 


gs 


Method 


GENSCAN 






Start 


7 c; 7 






End 


7381 






GI 


none ■ 






Score 


.5 






Exons 


J/J/. .V^V/J, 


6353. .6526, 


7355. . 


7381 








beq. NO. 


10987 






Seq. ID 


OJ990420_ 


U D . y ^ C J 




Gene No . 


23339 






Strand 


+ 






Start 


1 

X 






End 


3018 






Name 


n.TQQ0490 Ofi 


9923.C30.ol. 


np 


Method 


AAT/NAP 






b Lart 








End 


2967 








J -7 X J O J J 






Score 


226 






Exons 


1 cc: 111/ 
-L..OJ, XXXfi. 


.1209, 1293. 


. 1494, 


2564. .2710, 2767. 


.2967 




tjji uescrip. 




-1 gi|2995130|emb| 


CAA58285 


1 (X83369) 


cyclin 


aex ua 




[Arabidopsis 


thaliana] 












Seq. No. 


X u ^ o / 






Seq. ID 


OJ990420_ 


06. 9923 


.030 


Gene No. 


^ J J J ^ 






Strand 


+ 






btar L 


n 
X 






End 


3018 






Name 


OJ990420 06. 


9923. 030. ol. 


gs 


Method 


GENSCAN 






bt ar L 


1171 






End 


3018 






r* T 


none 






Score 


.42 






Exons 


1171. .1209, 


1293. .1421, 


2536. . 


2706, 2857., 3018 






Seq. No. 


10987 






Seq. ID 


OJ990420_ 


06. 9923 


.030 


Gene No. 


23340 






Strand 


+ 






b Lart 


7749 






End 


9878 






Name 


OJ990420 06. 


9923.O30.o3. 


gs 


Method 


GENSCAN 






Start 


7749 






End 


9878 






GI 


none 






Score 


.79 






Exons 


7749. .7942, 


8379. .8631, 


8777. . 


8804, 8848.. 9152, 


9729. .9878 


Seq. No. 


10987 






Seq. ID 


OJ990420_ 


06.9923 


.030 


Gene No. 


23341 






Strand 








Start 


3904 






End 


6112 







11487 





Na.iTi6 


OJ990420 06.9923.C30.o2.np 


Method 


AAT/NAP 




Start 


3810 


End 


5437 




GI 


6069646 


Score 


612 




Exons 


3810. .4799, 5082. .5437 








GI DescriD. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 






[Oryza sativa] gi | 6907 112 | dbj | BAA90639 


.11 (AP001129) Similar to 






Arabidopsis thaliana chromosome II BAG 


F9013 genomic sequence. 






putative non-LTR retroelement reverse 


transcriptase. (AC006248) 






rOTV7f5 *=?a1"ival 








Seq. No, 


10987 


Seq. ID 


OJ990420_06.9923.C30 




Gene No. 


23341 


Strand 






Start 


3904 


End 


6112 




Name 


OJ990420 06.9923.C30.o2.gs 


Method 


GENSCAN 




Start 


3904 


End 


6112 




GI 


none 


Score 


.44 




Exons 


3904.. 5373, 5987. .6112 








Seq. No. 


10987 


Seq. ID 


OJ990420 06.9923.C30 




Gene No . 


23342 


Strand 






Start 


9894 


End 


10390 




Name 


OJ990420 06.9923.C30.ol.gp 


Method 


AAT/GAP 




Start 


9894 


End 


10387 




GI 


LIB34 33-015-Q6-K6-C4 


Score 


956 


•'. -I 


F. X o n s 


9894 . . 10387 








GT nPSPTID 


•5123950/emb ICAB45508.il 1 


, Oe-10 (AL079349) endoxyloglucan 






transf erase-like protein [Arabidopsis 


thaliana] ' 




Seq. No. 


10987 


Seq. ID 


OJ990420_06.9923.C30 


= U 


Gene No. 


23342 


Strand 






Start 


9894 


End 


10390 




Name 


OJ990420 06.9923.C30.o4 .gs 


Method 


GENSCAN 




Start 


10145 


End 


10390 




GI 


none 


Score 


.89 


::i 


Exons 


10145. .10390 






t! 


Seq. No. 


10987 


Seq. ID 


OJ990420_06.9923.C30 


— 


Gene No . 


23343 


Strand 






Start 


10299 


End 


11877 


""1 
: a,' 


Name 


OJ990420 06.9923.C30.o3.np 


Method 


AAT/NAP 




Start 


10299 


End 


11877 




GI 


4249380 


Score 


265 




Exons 


10299. .10365, 11404.. 11877 








GI Descrip. 


(AC005966) ESTs gb|Z37637, 


gbl AA042498 


and gb|AA042269 come from 






this gene. [Arabidopsis thaliana] 






Seq. No. 


10987 


Seq. ID 


OJ990420_06.9923.C30 




Gene No. 


23343 


Strand 






Start 


10299' 


End 


11877 




Name 


OJ990420 06.9923.C30.o5.gs 


Method 


GENSCAN 




Start 


11308 


End 


11877 




GI 


none 


Score 


.87 




Exons 


11308. .11877 








Seq. No. 


10987 


Seq. ID 


OJ990420_06. 9923 .C30 




Gene No. 


23344 


Strand 






Start 


13563 


End 


15118 



11488 



Name OJ990420_06 . 9923 . C30 . 06 . gs 

Start 13563 

GI none 

Exons 13563. .13635, 15066.. 15118 

Seq. No. 10987 

Gene No. 23345 

Start 16779 

Name OJ990420_06 . 9923 . C30 . ol . ts 

Start 1111 

GI none 

Exons 1111.. 1212, 1119.. 1208, 1123. 

Seq. No. 10987 

Gene No. 23345 

Start 16779 

Name OJ990420_06 . 9923 . C30 . ol . tc 

Start 1119 

GI none 

Exons 1119. .1211, 1120.. 1221, 1290. 



Method GENSCAN 
End 15118 
Score .73 



Seq. ID OJ9.90420_06.9923.C30 
Strand 

End 16956 

Method TBLASTX : Soybean 

End 1490 

Score 114 

.1212, 1290. .1490, 1292. .1465 

Seq. ID OJ990420_06. 9923.C30 
Strand 

End 16956 

Method TBLASTX : Cress 

End 14 90 

Score 107 
.1490, 1295. .1438 



Seq. No. 10987 

Gene No. 23345 

Start 16779 

Name OJ990420_06 . 9923 . C30 . o5 . tm 

Start 1307 

GI none 

Exons 1307.. 1489, 1314.. 1526, 1314. 

2565. .2654, 2567. .2614, 2686. 



Seq. ID OJ990420_06. 9923.C30 
Strand 

End 16956 

Method TBLASTX : Mai ze 

End 2706 

Score 214 

1493, 2560.. 2637, 2561.. 2647, 
2706 



Seq. No. 10987 

Gene No. 23345 

Start 16779 

Name OJ990420_06 . 9923 . C30 . o2 . tw 

Start 3937 

GI none 

Exons 3937.. 3984, 4096.. 4284 



Seq. ID OJ990420_06. 9923.C30 
Strand 

End 16956 

Method TBLASTX : Wheat 

End 4284 

Score 171 



Seq. No. 10987 

Gene No. 23345 

Start 16779 

Name OJ990420_06 . 9923 . C30 . o2 . tm 

Start 4018 

GI none 

Exons 4018.. 4293, 4100.. 4297 



Seq. ID OJ990420_06. 9923.C30 
Strand 

End 16956 

Method T BLAS TX : Ma i z e 

End 4297 

Score 119 



Seq. No. 10987 

Gene No. 23345 

Start 16779 

Name OJ990420_06 . 9923 . C30 . o4 . tm 

Start 4630 

GI none 

Exons 4630.. 4854, 4631.. 4855 

Seq. No. 10987 

Gene No. 23345 

Start 16779 



Seq. ID OJ990420_06. 9923.C30 
Strand 

End 16956 

Method TBLASTX : Mai ze 

End 4 855 

Score 116 



Seq. ID OJ990420_06. 9923.C30 
Strand 

End 16956 



11489 




N3.rn© 


OJ990420 06. 






. k) O 


1- c: 
. Lo 


L*ifc: L X 1 L} U 


TRT Z\QTY • Qr*\7Hoan 
1 OJ-ii-iO 1 A. . OL/yXJc^all 




O LBIT L. 


4708 












HjilQ 


^0 Al 






none 












Score 


±o ± 






4708. . 


4836, 


*± KJ \J I 


* . 1 u 




4 ft Q7 
*i O -7 / 


S947 






Seq. No. 


10987 












Seq. ID 


OJ990420_06.9923 


.C30 


Gene No. 


23345 












Strand 






Q A- — — .4- 


16779 












End 


16956 




N3me 


OJ990420 06. 




.030 


.ol 


. LW 


Method 


TBLASTX: Wheat 






4786 












End 


5226 






none 












Score 


58 






4786. . 


4944, 


4790 , 


. .4879, 


4 924 


..5226, 4934. .5224 




Seq. No. 


10987 












Seq. ID 


OJ990420_06.9923 


.C30 


Gene No. 


23345 












Strand 






Q-l- :a r-l- 


16779 












End 


16956 




Ns-itie 


OJ990420 06. 


^ Zf ^ ^ > 


.C30 


.ol 


. Llll 


Method 


TBLASTX: Maize 




Q+- -a r--J- 

o L air U 


4867 












End 


5436 






none 












Score 


83 




I*' von G 


4867. . 


5436, 


1 J *i 1 


. .5137, 


SI RD 


. .5320 






Seq. No. 


10987 












Seq. ID 


OJ990420_06.9923 


.C30 


Gene No. 


23345 












Strand 






O Lcii U - . . 


16779 












End 


16956 




Narne 


OJ990420 06. 


9923, 


.C30 


.o2 


.tc 


Method 


TBLASTX: Cress 




C -f- ra -H 


11551 












End 


11878 






none 












Score 


49 




Exons 


11551. 


.11634 


, 11564. 


.11635, 


11743. .11877, 11753. .11878 




Seq. No. 


10987 












Seq. ID 


OJ990420_06.9923 


.C30 


Gene No. 


23345 












Strand 






o Lair U 


16779 












End 


16956 




Name 


OJ990420 06. 


9923, 


X30 


.o2 


. ts 


Method 


TBLASTX : Soybean 




O Lair t. 


11554 












End 


11878 




ol 


none 












Score 


95 






11554. 


.11634 


, 11741. 


.11878, 


11743. .11877 




O ^ • Ln vj . 


10987 












Seq. ID 


OJ990420_06.9923 


. 


Gene No. 


23345 












Strand 






Start 


16779 












End 


16956 




Name 


OJ990420 06. 


9923, 


X30 


. o3 


. tm 


Method 


TBLASTX: Maize 




o Lai L 


11578 












End 


11880 






none 












Score 


58 






11578. 


.11634, 11578. 


.11634, 


11722. .lis 


til, 11731. . 11880, 






11741. 


.11878 
















Seq. No. 


10987 












Seq. ID 


OJ990420_06.9923 


.C30 


Gene No. 


23345 












Strand 






O LaiTL 


16779 












End 


16956^. 




Name 


OJ990420 06. 


9923. 


X30 


.o7 


.gs 


Method 


GENSCAN 




o rar L 


16779 










End 


16956 




GI 


none 












Score 


.73 




Exons 


16779. 


.16956 
















Seq. No. 


10988 












Seq. ID 


OJ990420_06.9923 


.C31 


Gene No. 


23346 












Strand 






Start 


46 












End 


467 





11490 





Name 


UJ yyu4^:u 


ub . y yzo . L Ji 


. ol . gs 


Method 


17 XT o p 7\ Kl 






Start 


4 o 






bnu 


A CI 

41 b / 






GI 


none 






Score 


. / b 






Exons 


AC "3 ri o 


o b b . . 4 b / 












Seq. No. 


10989 






Seq. ID 


OJ990420_06. 9923 


.C3; 




Gene No. 


23347.. 






Strand 


+ 






Start 


i bU 






Hina 


4 / ± 






Name 




U b . y yz J . o 


. ol . gs 


Method 








Start 


1 bU 






tjna 








GI 


none 






Score 








Exons 


i bU . . 4 / 1 














Seq. No. 


10990 






Seq. ID 


OJ990420_06. 9923 


.C3' 




Gene No. 


23348 






Strand 








b tar L 


/l Q 






JliIlCJl 


7 7 






Name 


TQ Q n /I 0 fl 


ub.yyzj.L^j^ 


. ol . gs 


Nyi/!^ ■f* ^1 
LYie Lnoci 








btar L 


0 4i o 






Cjna 


7 7 








none 






Score 








Exons 


b4 o . . / / b 














Seq. No. 


10991 






Seq. ID 


OJ990520_09.9922 


.CI 




Gene No. 


23349 






Strand 








Start 


jy / 






bna 


4 b 4 






Name 


OJyyuDzu_ 


no nnoo /^t 

u y . y y^z . ci . 


rt 1 ■ rt 
ol . gs 


Method 


T M o n M 

bllilNbLAN 






Start 


397 






End 


A C A 

4 b4 




rii 


GI 


none 






Score 


7 O 

. /z 




Q 


Exons 


o m A C A 

jy / . , 4 d4 












'3 tf 


Seq. No. 


lu yy i 






beq. lU 


ujyyuDzu uy.yyzz 




•is? 


Gene No . 


23350 






Strand 






I'll 


Start 


442 






End 


786 




il 


Name 


OJ990520 


09. 9922. CI. 


ol .np 


Method 


AAT/NAP 






btarr 


442 






End 


786 






GI 


6598401 






Score 


206 




*; 


Exons 


442. .786 














GI Descrip. 


(AC003974) putative 


salt-inducible protein [Arabidopsis 




. -: ■ 




thaliana] 












Q 


Seq. No. 


10991 






Seq. ID 


OJ990520_09.9922 


. Ul 


Q 


Gene No. 


23350 






Strand 








Start 


442 






End 


786 






Name 


OJ990520 


09. 9922.01. 


ol . tm 


Method 


TBLASTX: Maize 






btaru 


448 






End 


786 








none 






Score 


143 






Exons 


448. .591, 


469. .624, 


487. . 612, 


488. . 634 


, 488. .634, 623.. 


7 10 






623. .721, 


638. .718, 


769. .786 










Seq. No. 


10992 






Seq. ID 


OJ990520_09.9922 


.C2 




Gene No. 


23351 






Strand 








Start 


561 






End 


738 






Name 


OJ990520 


09. 9922. C2. 


ol .gs 


Method 


GENSCAN 






Start 


561 






End 


738 






GI 


none 






Score 


.85 






Exons 


561. .738 














Seq. No. 


10993 






Seq. ID 


OJ990520_09.9922 


.C3 



11491 



Gene No. 


23352 




Strand 




Start 


Q "5 n 






X X D O 


Name 


ujyyuDzu u y . y y , b J , oi . 


gs 


jxietnoa 


bijINobrilM 


Start 


Q "3 n 




iLina 


I 1 f^Q 

I I Do 


GI 


none 




Score 


. O 0 


Exons 


O OU . .11 Do 








beq. NO, 


1 n Q Q/i 
lu y y 






OTQQrm9n dq qq99 rA 


Gene No, 


23353 




Strand 




Start 


1 




End 


648 


Name 




np 


Method 


AAT/NAP 


o cart: 


1 




End 


424 




c^Q c^0 0l^ n 
DO y 1 / 




Score 


182 


Exons 


1 9/11 '51Q 49/1 

1. .^c*±i, jiy, ,f±Z'± 








GI Descrip. 


^H.buioyu / ) nypo tne 1 1 ca± 


protein [Arabidopsis thaliana] 


Seq. No, 


1099.4 • 




Seq. ID 


OJ990520_09. 9922.C4 


Gene No. 


23353 




Strand 




onarT, 


1 
1 




End 


648 


Name 


nTQcirm9n no qq99 ca r\^ 


gs 


Method 


GENS CAN 


ouart: 


Q 1 
o 1 




End 


564 


bl 


none 




Score 


.73 


Exons 


Q1 9/11 "^IQ "XQkA R9Q 

oi,,Zfii/ Jiy,.jyfi/ D<cy. 


.564 






Seq. No, 


1 n Q Q y1 

iuyy4 




Seq. ID 


OJ990520_09. 9922.C4 


bene lno , 


23353 




Strand 




Start 


1 




End 


648 


Name 


OJ990520 09.9922.C4 .ol. 


gp 


Method 


AAT/GAP 


b tart 


113 




End 


648 


C T 

bl 


65840 1.R1084 




Score 


54 9 : 


Exons 


113, .241, 319. .394, 529 


.648 






GI Descrip. 


' 1420932/gbiU61383|ORU61383 


7.0e-21 Oryza rufipogon 




4-coumarate-CoA ligase 


gene, 


intron 1, 


partial sequence' 


Seq. No. 


10994 




Seq. ID 


OJ990520_09.9922.C4 


Gene No. 


23354 




Strand 




otart 


1876 




End 


4352 


Name 


OJ990520 09.-9922, C4 .o2. 


gs 


Method 


GENSCAN ' • 


o t art 


1876 




End 


4352 


C T 
bl 


none 




Score 


.67 


Exons 


1876. .1982, 2763, .2907, 


4302 


. .4352 




Seq. No. 


10994 




Seq. ID 


OJ990520_09. 9922.C4 


Gene No. 


23355 




Strand 




o t ar t 


5177 




End 


7646 


Name 


OJ990520 09.9922.C4,ol. 


tm 


Method 


TBLASTX: Maize 


o tart 


78 




End 


419 


C T 
bl 


none 




Score 


140 


Exons 


78. .242, 130. .246, 153. 


.260, 


309. .395, 


312..419, 313, ,411 


OCLJ , LNvJ • 


10994 




Seq. ID 


OJ990520_09.9922.C4 


Gene No. 


23355 




Strand 




Start 


5177 




End 


7646 


Name 


OJ990520 09.9922.C4,ol, 


ts 


Method 


TBLASTX : Soybean 


Start 


96 




End 


380 


GI 


none 




Score 


107 


Exons 


96. .242, 136. ,246, 314. 


.376, 


318. .380 





11492 



Seq. No. 


10994 


Seq. ID 


OJ990520_09.9922 




^ ^ ^ <j 


O L X CLLlyJ. 




Q-t- ja -r-t 


S 1 7 7 


PnrJ 

CjIIQ. 


/ D f± D 


N3ms 


0,TQQnR9n HQ QQ99 r4 rrc: 






o Lai. U 


"=1177 ~ 
^ J. f f 




/ D 4 D 




none 


Score 






S177 R'^QH 74S^ lf>df, 






Seq. No. 


10995 


Seq. ID 


OJ990520_09.9922 


Gene No. 


23356 


Strand 


+ 


Start 


1 


End 


1388 


Name 


OJ990520 09. 9922.C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1361 


GI 


6598401 


Score 


933 


Exons 


1. .1361 






GI Descrip. 


(AC003974) putative salt- 


inducible protein [Arabidopsis 



thaliana] 



Seq. No. 10995 Seq. ID 

Gene No. 23356 Strand 

Start 1 End 

Name OJ990520_09 . 9922 . C5 . ol . gs Method 

Start 77 End 

GI none • Score 

Exons 77.. 796, 937.. 1388 



OJ990520_09. 9922.C5 
+ 

1388 
GENSCAN 
1388 
.44 



Seq. No. 10995 

Gene No. 23357 

Start 1869 

Name OJ990520_09 . 9922 . C5 . ol . tm 

Start 139 

GI none 

Exons 139.. 450, 256.. 657, 358.. 762, 



Seq. ID OJ990520_09.9922.C5 
Strand 
End 

Method 
End 
Score 

568. .801, 670. .834, 876. .1100, 



3159 

TBLASTX: Maize 

1361 

117 

670. .834, 876. 



896. .1315, 897. .1316, 1002. .1361 



Seq. No. 10995 
Gene No. . 23357 

Start 1869 

Name OJ990520_09 . 9922 . C5 . ol . ts 

Start 142 

GI none 
Exons 



Seq. ID OJ990520^09.9922.C5 
Strand 

End 3159 

Method TBLASTX : Soybean 

End 1337 

Score 187 



142. .657, 148. .795, 172. .819, 328. .834, 471. .497, 475. .834, 
492. .710, 555. .701, 613. .834, 746. .787, 876. .1238, 879. .1106, 
879. .1313, 879. .1337, 881. ,1102, 882. .1337, 990. .1337 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10995 Seq. ID 

23357 Strand 

1869 End - 

OJ990520_09. 9922.C5.ol.tc Method 

154 End 

none Score 



OJ990520_09.9922.C5 
3159 

TBLASTX: Cress 

1379 

130 



154. .486, 160. .315, 262. .408, 325. .657, 430. .765, 513. .641, 
547. .834, 577. .738, 876. .1100, 876. .998, 879. .1208, 887. .1105, 
903. .1103, 912. .1058, 984. .1334, 1017. .1172, 1067. .1318, 
1077.. 1379, 1119.. 1277 



11493 



Seq. No. 


10995 








Seq. ID 


OJ990520_09. 


.9922 


.C5 


Gene No. 


23357 








Strand 










X 0 0 17 








End 


3159 






Nsitie 




. -7 I? ^ ^ 




gs 


Method 


GENSCAN 








X 0 D -? 








End 


2922 








none 








Score 


.8 








J. 0 \j y t * J. y \j / f 


207 6 


. • ^ X V/ , 


2 5 81 


..2634, 2720.. 2758, 2869.. 2922 


Seq. No. 


10995 








Seq. ID 


OJ990520_09. 


9922 


.C5 


Gene No'. 


23357 








Strand 








ouciX L 


X 0 U -? 








End 


3159 






N3.rne 




9922 






Method 


AAT/GAP 






O Co. J- 1 


^ J Q J 








End 


3159 
















Score 


687 






von Q 


2S63 2634 


2720 


2758 , 


2869 


. .3159 








Seq. No. 


10996 








Seq. ID 


OJ990520__09. 


,9922 


.C6 


Gene No. 


23358 








Strand 


+ 






0 U dX L 


546 








End 


1444 






Nsme 


OJ99Q520 09 


.9922 


.C6.0I. 


gs 


Method 


GENSCAN 






0 UaX L 


546 








End 


1444 








none 








Score 


.45 






Exons 


546. .667, 1032.. 


1056, 1399.. 


1444 








oeq . NO . 


10996 








Seq. ID 


OJ990520_09. 


, 992,2 


.C6 




23359 








Strand 








Start 


161 








End 


220 






Name 


OJ990520 09 


.9922 


.C6.0I. 


gp 


Method 


AAT/GAP 






0 LaX U 


161 








End 


220 






(aX 


2312838 








Score 


64 






TP X-^ ^ 


161. .220 
















Kj± ueocxip. 


1420932/gb|U61383|ORU61383 7 


.Oe-21 Oryza rufipogon 








4-coumarate- 


-CoA 


ligase 


gene. 


intron 1, 


partial sequence 




Seq. No. 


10996 








Seq. ID 


OJ990520_09. 


9922 


.C6 


Gene No. 


23360 








Strand 








C-t- -a yf- 
0 L.C1.X L. 


2827 








End ' 


3194 






Name 


OJ990520 09 


.9922 


.C6.02. 


gs 


Method 


GENSCAN 






0 LdX L 


2827 








End 


3144 






\J X 


none 








Score 


.77 








2827. .2902, 


2996 


. .3144 












Seq. No. 


10996 








Seq. ID 


OJ990520_09. 


9922 


.C6 


Gene No. 


23360 








Strand 








0 LdX t. 


2827 








End 


3194 






Name 


OJ990520 09 


.9922 


.C6.0I. 


tc 


Method 


TBLASTX: Cress 




ij UdX U 


2833 








End 


3075 






V3X 


none 








Score 


80 






Exons 


2833. .3075, 


2837 


. .2935 












oeq , CMo . 


10996 








Seq. ID 


OJ990520_09. 


9922 


.C6 


Gene No. 


23360 








Strand 








Start 


2827 








End 


3194 






Name 


OJ990520 09 


.9922 


.C6.0I. 


np 


Method 


AAT/NAP 






Start 


2836 








End 


3194 






GI 


2827533 








Score 


173 






Exons 


2836. .3194 

















11494 



GI Descrip. (AL021633) hypothetical protein [Arabidopsis thaliana] 



beq. NO. 


1 U -7 D 








oeq . X u 


PTQQ0R90 OQ QQ99 


. \^\> 


Gene No . 


9 '\'\f,C\ 
Z JO DU 








D L r ana 






btar c 


9 9 7 
z o z / 








ii»na 


'^1 Q/1 
O X 4 




Naine 




9922.06 


.ol. 




lYlcUllOO, . 


i ]3Xirt.o i A . ooyoean 




oLarr 


9 P ~ 
Z 0 O D 










'^T "^9 
O X J z 






none 








Score 


4 9 

4 Z 




Exons 


2836. .2931, 


2947. .3075, 


3091. 


.3132 






oecj . iNo . 


X U ^ D 








oeq . X u 


PITQQ0R90 OQ QQ99 


p 


Liene ino . 


9 fin 








O LXTcinCj. 








9R97 
Z O Z / 








PnH 


'^1 Q4 
O X y fl 




Name 




9922. C6 


.o4. 




Lxie t noci 






O L a J. U 


9ft d R ~ 
Z O f± o 










Z !3 0 / 




PT 












1 ^9 
X 0 z 




Exons 


2845. .2937 














beq . iNo . 


X U D 








Seq. ID 


OJ990520_09.9922, 


.06 


tjene no . 


Z J J DU 








Strand 






b tiaru 


9fl 9 7 








End 


3194 




Name 


Pi TQ on c; 9 n HQ 


9922.06 


.ol. 


-i-Tn 

tm 


Method 


TBLASTX: Maize 




btan, 


9p (C^ ~ 
Z O D D 








End 


3141 






none 








Score 


134 




Exons 


2866. .3102, 


2867. .2962, 


3032. 


.3073, 3074.. 3139, 3112.. 3141 


j'jj beq. no. 


1 n Q Q7 

1 u y y / 








Seq. ID 


OJ990520_09. 9922, 


.07 


[j!! Gene No . 


O O Q C 1 
Z O J 0 1 








Strand 






btaru 


9 n 1 
z U X 








End 


480 




Name 


P TQ QH c, 90 HQ 


9922.07 


.ol. 


nm 


Method 


TBLASTX: Maize 




'j._5 onajr c 


901 ~ 
Z U X 








End 


480 




! i E ^J- 


none 








Score 


86 




Exons 


201. .473, 2£ 


15. .470, 


328 


. .480 








oeCj . LNO . 


10997 








Seq; ID 


OJ990520_09.9922, 


.07 


' •■ i P dy\ M 

•i oene lno • 


23362 








Strand 








420 








End 


599 




!_ "1 Name 


OJ990520 09. 


9922.07 


.ol. 


U W 


Method 


TBLASTX: Wheat 






420 








End 


599 




r'l 


none 








Score 


86 




IT* V o 

iiiXons 


420. .599, 424. .576 












Seq. No. 


10998 








Seq. ID 


OJ990520_09.9922. 


.08 


Gene No. 


23363 








Strand 


+ 




o uaiTi- 


1 








End 


685 




Name 


OJ990520 09. 


9922.08 


.ol. 


np 


Method 


AAT/NAP 




b rart 


1 








End 


685 




P T 


3738288 








Score 


486 




Exons 


1. . 685 














GI Descrip. 


(AC005309) putative 


auxin-responsive protein [Arabidopsis 




thaliana] 














Seq. No. 


10998 








Seq. ID 


OJ990520_09.9922. 


.08 


Gene No. 


23363 








Strand 


+ 




Start 


1 








End 


685 




Name 


OJ990520 09. 


9922.08 


.ol. 


gs 


Method 


GENSOAN 




Start 


84 








End 


641 





11495 




GI none Score .79 

Exons 84.. 91, 215.. 641 



Seq. No. 








beq . J- u 


PiTQQnR9n HQ QQ99 




Gene No, 


23364 






Strand 






Start 


598 






bna 


DO D 




Name 




u y , y yz z . l-o . 


, ol . tm 


we LnoQ 


THT ZiQTY-Mai v o 
i. ID JjriO i A . iYla X Z 6 




Start 


197 






hjna 


DO J 




GI 


none 






Score 


^ ^ y 




Exons 


197. .454, 


204 . .464, 


207. .464, 


250. .465, 


573. .683 




Seq. No. 


10998 






Seq. ID 


OJ990520_09.9922. 


.C8 


Gene No. 


23364 






Strand 






Start 


598 






End 


685 




Name 


OJ990520 


09. 9922. C8, 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


203- 






End 


685 




GI 


none 






Score 


297 




Exons 


203. .454, 


204. .458, 


504. .683, 


557. . 685 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10998 Seq. ID 

23364 Strand 

598 . End 

OJ990520_09 .9922 . C8 . ol . tc Method 

204 End 

none Score 



OJ990520_09.9922.C8 
685 

TBLASTX: Cress 

685 

282 



204. .458, 207, ,341, 218, .358, 398. .454, 486. .683, 569. ,685 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520 09. 9922. C8 



10998 
23364 
598 

OJ990520_09.9922.C8.ol.gp 
598 

uC-osrocyp009h04al 
598. .685 

'3738288 3.0e-ll (AC005309) auxin-responsive GH3-like protein 
[Arabidopsis thaliana] ' 



685 

AAT/GAP 

685 

149 



10999 'Seq. ID 

23365 Strand 

380 End 

OJ990520_09. 9922 .C9,ol.gs Method 

380 End 

none Score 
380. .389 



OJ990520_09.9922.C9 
+ 

389 

GENSCAN 

389 

.55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10999 
23366 
1 

OJ990520_09. 
1 

3193293 
1..71, 183.. 



9922.G9.ol.np 



291 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_09.9922.C9 
291 

AAT/NAP 

291 

46 



(AF069298) contains a short region of similarity to another 
Arabidopsis hypothetical protein F19K23.8 (GB: AC000375) 
[Arabidopsis thaliana] 



Seq. No. 



11000 



Seq. ID OJ990520_09, 9922. CIO 



11496 




Gene No. 23367 Strand + 

Start 1 End 782 

Name OJ990520_09 . 9922 . CIO . ol . np Method AAT/NAP 

Start 1 End 782 

GI 3738288 Score 92 

Exons 1..62, 183.. 304, 756.. 782 

GI Descrip. (AC005309) putative auxin-responsive protein [Arabidopsis 
thaliana] 



Seq. No. 11000 

'Gene No. 23367 

Start 1 

Name OJ990520_09 . 9922 . CIO . ol . gs 

Start 203 

GI none 

Exons 203.. 304 



Seq. ID OJ990520_09. 9922. CIO 

Strand + 

End 782 

Method GENSCAN 

End 304 

Score .64 



Seq. No. 11001 

Gene No. 23368 

Start 1 

Name OJ990520_09 . 9922 . Cll . ol . np 

Start 1 

GI 3738288 

Exons 1 . . 365 

GI Descrip. (AC005309) putative auxin-responsive protein [Arabidopsis 
thaliana] 



Seq. ID OJ990520_09. 9922. Cll 
Strand 

End 477 

Method AAT/NAP 

End 365 

Score 327 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



11001 
23368 
1 

OJ990520_09. 9922. Cll. ol.ts 
2 

none 

2. .58, 103. .357, 107. .358 

11001 
23368 
1 

OJ990520_09. 9922. Cll. ol .tc 
5 

none 



Seq. ID OJ990520_09. 9922. Cll 

Strand 

End 477 

Method TBLASTX : Soybean 

End 358 

Score 136 



Seq. ID OJ990520_09. 9922. Cll 
Strand 

End 477 

Method TBLASTX: Cress 

End 357 

Score 58 



J5, 79. .357, 98. .163, 203. .343, 220. .354 



11001 
23368 
1 

OJ990520_09. 9922. Cll. ol.tm 

100 

none 

100. .354, 103. .357, 107. .364 

11001 
23368 
1 

OJ990520_09. 9922. Cll. ol.gs 

199 

none 



Seq. ID OJ990520_09. 9922. Cll 

Strand 

End 477 

Method TBLASTX : Mai ze 

End 364 

Score 144 



Seq. ID OJ990520_09. 9922. Cll 

Strand 

End 477 

Method GENSCAN 

End 477 

Score .82 



11497 



Exons 



199. .346, 470. .477 



m 



Seq. No. 11002 

Gene No. 23369 

Start 1 

Name OJ990520_09 . 9922 . C12 . ol . np 

Start 1 

GI 6056415 

Exons 1 . . 153 

GI Descrip. (AC009525) Unknown protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_09.9922.C12 
156 

AAT/NAP 

153 

155 



[Arabidopsis thaliana] 



Seq. No. 11002 Seq. ID 

Gene No. 23369 Strand 

Start 1 End 

Name OJ990520_09 . 9922 . C12 . ol . tc Method 

Start. 14 End 

GI none Score 

Exons 14.. 145, 16.. 156 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11003 Seq. ID 

23370 Strand 
.614 End 

OJ990520_09 . 9922 . C13 . ol . gs Method 

614 End 

none Score 
614. .696 

11004 Seq. ID 

23371 Strand 
339 End 
OJ990520_09. 9922.C15.ol.gs Method 
339 End 
none Score 
339. .788 



OJ990520_09.9922.C12 
156 

TBLASTX: Cress 

156 

118 



OJ990520_09.9922.C13 
+ 

696 

GENSCAN 

696 

.54 



OJ990520_09.9922.C15 
+ 

788 

GENSCAN 

788 

.92 



11004 Seq. ID 

23372 Strand 

2117 End 
OJ990520_09. 9922 .C15.ol.gp Method 

1737 End 

29645_1.R1084 Score 

1737. .1976, 2278. .2382, 2664. .2723, 



OJ990520_09.9922.C15 

10539 
AAT/GAP 
3158 
1150 

2831.. 2969, 3056.. 3158 



'3193292 3.0e-57 (AF069298) similar to ATPases associated with 
various cellular activites (Pfam: AAA.hmm, score: 230.91) 
[Arabidopsis thaliana] ' 



11004 
23372 
2117 • 

OJ990520_09.9922.C15.ol.tm 

1807 

none 

1807.. 1977, 1855. 
2662.. 2724, 2664. 
3053.. 3208, 3056. 
3756.. 3881, 3757. 
4428. .4595, 4429. 



,1947, 
,2726, 
,3241, 
,3882, 
,4599, 



1863. 
2830. 
3073. 
3772. 
5582. 



Seq. ID OJ990520_09.9922.C15 
Strand 

End 10539 

Method TBLASTX : Maize 

End 6404 

Score 118 
.1976, 2275. .2385, 
.2970, 2831. .2971, 
.3240, 3588.. 3677, 
.3912, 4414. .4593, 
.5617, 5614. .5703, 



2662. .2724, 
2832. .2972, 
3589. .3675, 
4415. .4594, 
5627. .5677, 



11498 



5778. .5861, 5780. .5866, 6333. .6404 



Seq. No. 11004 
Gene No. 23372 
Start 2117 

Name OJ990520_09 . 9922 . C15 . ol . tc 

Start , 1852 

GI n'one 

Exons 1852.. 1977, 1863.. 1976, 2275. 

2664. .2726, 2831. .2971, 2832. 
3073.. 3240, 3588.. 3650, 3589. 



Seq. ID OJ990520_09. 9922.C15 
Strand 

End 10539 
Method TBLASTX: Cress 
End 3651 
Score 133 

.2385, 2276.. 2383, 2662.. 2730, 
.2972, 3056. .3241, 3058. .3258, 
.3651 



Seq. No. 11004 
Gene No. 23372 
Start 2117 

Name OJ990520_09 . 9922 . C15 . ol . ts 

Start 1863 
GI none 

Exons 1863.. 1976, 1864.. 1977, 2275. 

2659. .2724, 2664. .2726, 2830. 
2839. .2982, 3053. .3202, 3056. 
3073..3240, 3584. .3658, 3588. 
3756. .3881, 3760. .3879, 3765, 
4414. .4593, 4418. .4594, 4429, 
5780. .5839 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2385, 
.2967, 
.3241, 
.3677, 



OJ990520 09.9922.C15 



10539 

TBLASTX : Soybean 
5839 
11'3 

2276.. 2383, 2278.. 2385, 

2831. .2971, 2832. .2972, 

3069.. 3242, 3070. .3243, 

3588. .3677, 3589. .3711, 

3881, 3772.. 3906, 4391. .4522, 

4599, 4531. .4620, 5614. .5703, 



Seq. No. 11004 

Gene No. 23372 

Start 2117 

Name OJ990520_09 . 9922 . C15 . o2 . np 

Start 1866 

GI 6056413 
Exons 



Seq. ID OJ990520_09. 9922.C15 
Strand 

End 10539 

Method AAT/NAP 

End 10539 

Score 1478 



1866. .1976, 2278. .2382, 2664. .2723, 2831. .2969, 3056. .3240, 
3591. .3674, 3756. .3878, 4414. .4593, 4970. .5098, 5598. .5700, 
6184. .6252, 6333. .6503, 6579.-6674, 6775. .6933, 7705. .7825, 
7858. .7971, 8491. ,8649, 8717. .8856, 9620. .9830, 9864. .10342, 
10425. .10539 

GI Descrip. {AC009525) Unknown protein [Arabidopsis thaliana] 



Seq. No. 11004 

Gene No. 23372 

Start 2117 

Name OJ990520_09 . 9922 . C15 . o2 . gs 

Start 2117 

GI none 
Exons 



Seq. ID OJ99'0520 09.9922.C15 



Strand 
End 

Method 

End 

Score 



10539 
GENSCAN 
10323 
. 9 



2117. .2245, 2278. .2382, 2831. .2969, 3056. .3240, 3591. .3674, 

3756. .3878, 4414. .4593, 4795. .4870, 4971. .5070, 5170. .5248, 

5611. .5679, 5780. .5881, 6333. .6503, 6579. .6649, 6793. .6941, 

7652.. 7802, 7935.. 7977, 8491.. 8582, 8735.'. 8856, 9620.. 9791, 
10146. .10323 



Seq. No. 11004 Seq. ID 

Gene No. 23372 Strand 

Start 2117 End 

Name OJ990520_09 . 9922 . C15 . ol . tw Method 

Start 2275 End 

GI none Score 



OJ990520_09.9922.C15 
10539 

TBLASTX: Wheat 

3240 

84 



11499 



P von Q 


2275 2382, 


2662 , 


. . 2724, 


2665 . 


.2724, 2667.. 2726, 


2824 . .2970, 




2831. .2971, 


2832. 


. .2972, 


3054 . 


.3206, 3056.. 3238, 


3073. . 3240 


O C M[ ■ 111 w * 


11004 








Seq. ID 


OJ990520 


09. 9922 .C15 




23372 








Strand 






Start 


2117 








End 


10539 




Name 


OJ990520 09 


.9922. 


X15.02. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3633 








End 


6458 




GI 


none 








Score 


68 




F V n n 


3633. . 3677, 


3634 . 


. . 3675, 


3634 . 


.3681, 3756.. 3881, 


3757 . . 3882, 




3772. . 3921, 


3773. 


, .3907, 


4414 . 


.4593, 4415. .4594, 


4415 . . 4594, 




4429. . 4596, 


4828 , 


, .4872, 


4976. 


.5086, 5171.. 5197, 


5210, , 5248, 




5611. . 5703, 


5627 . 


. . 5677, 


5778. 


.5858, 5780.. 5869, 


6363, . 6458 


Seq. No. 


11004 








Seq. ID 


OJ990520 


09. 9922. C15 


Gene No. 


23372 








Strand 






Start 


2117 








End 


10539 




Name 


OJ990520 09 


. 9922 . 


,C15.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3654 ~ 








End 


4599 




GI 


none 








Score 


148 




E vons 

\y 1 1 


3654 . . 3677, 


3756. 


, . 3881, 


3757 . 


.3882, 4414. .4593, 


4415 . .4594, 




4429. . 4599 














O C VJ • W . 


11004 








Seq, ID 


OJ990520 


09. 9922. C15 


vJdlC ViKJ * 


23372 








•Strand 






C-f- a rt 


2117 








End 


10539 • 




Name 


OJ990520 09 


. 9922. 


.C15.04. 


np 


Method 


AAT/NAP 




Start 


4983 








End 


10539 




GI 


6056413 








Score 


252 






4983. . 5098, 


5598. 


. .5700, 


6184. 


.6252, 6333.. 6503, 


6579. . 6674, 




6775 6933. 


7705. 


. .7825, 


7858. 


.7971, 8491. .8649, 


8717. .8856, 




9620 . . 9830, 


9864. 


. .10342, 


10425. .10539 






GT DescriD. 


{AC009525) 


Unknown protein [Arabidopsis thaliana] 


Sea No 


11004 








Seq. ID 


OJ990520 


_09. 9922.C15 


fipnp No 


23372 








Strand 






Start 


2117 








End 


10539 




Name 


OJ990520 09 


.9922. 


.C15.05. 


np 


Method 


AAT/NAP 




Start 


5359 








End 


10539 




GI 


6056413 








Score 


250 




Exons 


5359. .5391, 


5611. 


. .5700, 


6184, 


.6252, 6333.. 6503, 


6579. .6674, 




6775. . 6933, 


7705. 


. .7825, 


7858. 


.7971, 8491. .8649, 


8717. .8856, 




9620. . 9830, 


9864. 


. .10342, 


10425. .10539 






GI Descrip. 


{AC009525) 


Unknown protein [Arabidopsis thaliana] 


Seq. No. 


11004 








Seq. ID 


OJ990520 


_09.9922.C15 


Gene No. 


23372 








Strand 






Start 


2117 








End 


10539 




Name 


OJ990520 09 


.9922. 


.C15.02. 


gp 


Method 


AAT/GAP 




Start 


5652 ~ 








End 


6371 




GI 


3107474 








Score 


401 




Exons 


5652. .5699, 


5778. 


, .5881, 


6184. 


.6252, 6333.. 6371 




Seq. No. 


11004 








Seq, ID 


OJ990520 


_09.9922.C15 


Gene No. 


23372 








Strand 






Start 


2117 








End 


10539 




Name 


OJ990520 09 


.9922. 


.C15.03. 


np 


Method 


AAT/NAP 





11500 



start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5991 End 9902 

4678265 Score 167 

5991. .6141, 6321. .6578, 6793.-6958, 9864. .9902 
{AL049657) putative protein [Arabidopsis thaliana] 



11004 
23372 
2117 

OJ990520_09. 9922.C15.o2.ts 

6333 

none 

6333. .6425, 6426. .6506, 6796. 
6798. .6947 



OJ990520_09.9922.C15 
10539 

TBLASTX: Soybean 

6947 

103 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6933, 6796. .6930, 6797. .6943, 



Seq. No. 11004 
Gene No. 23372 
Start 2117 

Name OJ990520_09 . 9922 . C15 . o2 . tm 

Start 6405 
GI none 

Exons 6405.. 6506, 6406.. 6504, 6579. 

6590. .6667, 6767. .6943, 6768. 
7653. .7709, 7654. .7713, 8491. 
8498. .8584, 8724. .8864, 8725. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.6650, 6579. 
.6944, 6778, 
.8577, 8494, 
.8862, 9622, 



OJ990520_09.9922.C15 
10539 

TBLASTX: Maize 
9684 
123 



.6662, 6580. 

.6954, 7652. 

.8583, 8498. 

.9684, 9624. 



.6663, 
.7714, 
.8584, 
,9668 



Seq. No. 11005 

Gene No. 23373 

Start 634 

Name OJ990520_09 . 9922 . CI 6 . ol . gs 

Start 634 

GI none 

Exons 634.. 1261, 1973.. 2151, 2258. 
3761. .3795 



Seq. ID OJ990520__09.9922.C16 

Strand + 

End 3795 

Method GENSCAN 

End 3795 

Score . 6 
,2535, 2948.. 3065, 3222.. 3389, 



Seq. No. 11005 Seq. ID 

Gene No. 23374 Strand 

Start 7717 End 

Name OJ990520_09 . 9922 . C16 . ol . gp . . Method 

Start 7717 End 

GI 1631848 Score 

Exons 7717.. 8097 



OJ990520_09.9922.C16 
+ 

8097 
AAT/GAP 
8097 
646 



Seq. No. 11005 Seq. ID 

Gene No. 23375 Strand 

Start 23405 End 

Name OJ990520_09 . 9922 . C16 . o5 . gs Method 

Start 23405 End 

GI none Score 

Exons 23405. .23737 



OJ990520_09.9922.C16 
+ 

23737 
GENSCAN 
23737 
.79 



Seq. No. 11005 

Gene No. 2337 6 

Start 4740 

Name OJ990520_09. 9922 .C16.o2.gs 

Start 4740 

GI none 

Exons 4740.. 4841, 6549.. 6610, 7440. 



OJ990520_09.9922.C16 

8819 
GENSCAN 
8819 
.6 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7564, 7715. .8103, 8133. .8197, 



11501 



8246. .8435, 8447. .8543, 8581. .8819 



Seq. No. 11005 

Gene No. 23377 

Start 9519 

Name OJ990520_09 . 9922 . C16 . o3 . gs 

Start 9519 

GI none 
Exons 



Seq. ID OJ990520_09.9922.C16 
Strand 

End 13004 

Method GENSCAN 

End 13004 

Score .4 



9519.. 9693, 10801 .. 10938 , 11826 .. 11961 , 12027 .. 12735, 
12897, .13004 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520 09.9922.C16 



11005 
23378 
13319 

OJ990520_09. 9922.C16.o2.gp 
13319 

4288_1.R1084 
13319. . 14082, 15117, .15359, 15479. .15633 

'5802955/gb|AAD51854.1|AF178990_l 2.0e-55 (AF178990) stress 
related protein [Vitis riparia] ' 



23700 
AAT/GAP 
15633 
2191 



Seq. No. 11005 Seq. ID 

Gene No. 23378 Strand 

Start 13319 End 23700 
Name OJ990520_09 . 9922 . C16,. o4 . gs Method GENSCAN 

Start 13583 End 22563 

GI none Score .85 

Exons 13583. . 14083, 15117 .. 15359, 17 963 .. 18182 , 18214 

18470. . 18573, 18 672 ,. 1874 9, 19010 .. 19093, 20103 

20377. .20473, 2094 9. . 2 1018 , 21284 .. 21387 , 21484 
22551. .22563 



OJ990520 09.9922.C16 



.18288, 
.20157, 
.21627, 



Seq. No. 11005 Seq. ID 

Gene No. 23378 Strand 

Start 13319 End 

Name OJ990520_09 . 9922 . C16 . o2 . tc Method 

Start 13634 End 

GI none Score 

Exons- 13634. .13870, 13638. .1384 7 



OJ990520_09.9922.C16 
23700 

TBLASTX: Cress 

13870 

114 ■ 



Seq. No. 11005 

Gene No. 23378 

Start 13319 

Name OJ990520_09 . 9922 . C16 . o3 . ts 

Start * 13637 

GI none 

Exons 13637. . 13870, 13638 .. 1384 7 , 
15268. .15315 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_09.9922.C16 
23700 

TBLASTX: Soybean 

15315 

155 



15084. .15308, 15112 .. 15222, 



Seq. No. 11005 

Gene No. 23378 

Start 13319 

Name OJ990520_09 . 9922 . C16 . o2 . tm 

Start 13639 

GI none 

Exons 13639. .13683, 13640 .. 14 086, 
15112. .15315, 15114. .15308 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520 09.9922.C16 



23700 
TBLASTX; 
15315 
80 



Maize 



1364 4. .1404 8, 13784. .14086, 



11502 




Seq. No. 


11005 




Seq. ID 


OJ990520 


_09. 9922 


.C16 




23378 




St nd 










X J J X 




End 


23700 










n^ Y r 


Mo1~ h nH 




r* p» Q c 
ox CO 0 




O L a. i. L. 


X V ^ X 




End 


15312 






ox 


none 




Score 


86 






P V* ^ n c 


1 SO^l 1S312 15114 

X<^Wi7X* * J~ ^ -J J. ^ f X-.^XX^t. 


.15308 










Seq. No. 


11005 




Seq. ID 


OJ990520 


_09. 9922 


.C16 




23378 




St rand 








Start 


13319 




End 


23700 






NsiTie 


OlT990520 09 9922 C16 


. o3 . qp 


Mpt h nd 


AAT/GAP 






Start 


16683 ~ 




End 


16926 






GI 


5456481 
^ " ^ \j " \j A- 




S core 


44 6 






I-J A io 


16683 16926 












O ^ . LN ^ ■ 


11005 




Seq. ID 


OJ990520 


09 . 9922 


. C16 




23378 




Strand 








Start 


13319 




End 


23700 






Name 


OJ990520 09.9922.C16 


.ol.np 


Method 


AAT/NAP 






Start 


16947 




End 


21550 






yj X 


6729000 




Score 


1251 






Exons 


1 *^Q47 17n?n 1796^ 


.18120, 


18214. .18388, 18470 


. .18573, 






1 ft fi79 1 ft74 Q 1 9m 0 


.19093, 


20103. .20157, 20377 


. .20473, 






90 94 9 9imft 91Tm 

i,U_?rl_?. .Z!.XVJXOf ^XXVJX. 


.21199, 


21284. .21387, 21484 


. .21550 




n T c T" "i 1^ 
oX L'coCXXp. 


fArmf^ft97^ mi-l- -1 Tre^ 

^ UXOO^ / y £->UL_clLXvt; 


arginine methyltransf erase 


[Arabidopsis 




"HVial "I anal 
Li.iciXXa.lla. J 














linns 

X X VJ VJ J 




Seq. ID 


OJ990520 


_09. 9922 


.C16 




^ J J / o 




Strand 








O L. dx u 


X J O X J? 




End 


23700 






Ma mo 
IN dlllcr 


n,T99ns9n nq 9999 ri 6 


. ol . tm 


Method 


TBLASTX: 


Maize 




O l_ dX L. 


1 79S^ " 




End 


21149 








none 




Score 


100 






Exons 


17953. .18123, 18029. 


.18121, 


18029. . 18127, 18211 


. .18351, 






18214. .18351, 18215. 


.18352, 


18216. . 18353, 18349 


. .18402, 






18355 18399 18430 


.18576, 


18449. . 18574, 18463 


. .18588, 






18667 18726 18670 


.18735, 


18672.-. 18734, 18717 


. .18752, 






18724 18753 19010 


.19105, 


19011. . 19094, 19012 


. .19095, 






20091 20159, 20096 


.20161, 


20103. .20162, 20376 


. .20474, 






20376 20477 20377 


.20475, 


20932. .21018, 20940 


. .21020, 






20947 21030 21098 


.21148, 


21099. .21149 






qc»rT Mn 


11005 




Seq. ID 


OJ990520 


_09.9922 


.C16 


o Ti o Mn 


23378 




Strand 








start 


13319 




End 


23700 






Name 


OJ990520 09.9922.C16 


. o4 . gp 


Method 


AAT/GAP 






Start 


182*14 




End 


21308 






GI 


11419 1.R1084 




Score 


1418 






Exons 


18214 . .18388, 18470. 


.18573, 


18672. . 18749, 19010 


. .19093, 






20103. .20157, 20377. 


.20473, 


20949. .21018, 21101 


. .21199, 






21284 . .21308 












GI Descrip. 


»5257221/gb|AAD41265 


.11 2.0e 


-72 (AF117887) protein arginine 




methyltransf erase [Mus musculus] ' 








Seq. No. 


11005 




Seq. ID 


OJ990520 


_09. 9922 


.C16 



11503 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



23378 ' Strand 

13319 End 

OJ990520_09. 9922.C16.o2.ts Method 

18231 End 

none Score 



18231. .18353, 18231. 
18449. .18550, 18449. 



,18338, 18233. 
,18556, 18463. 



23700 

TBLASTX : Soybean 
18570 
122 

18352, 18349. .18402, 
18570 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11005 
23378 
13319 

OJ990520_09. 9922.C16.ol.ts 
20112 



OJ990520 09.9922.C16 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
20112. .20159, 20376. .20477, 20377 .. 20475 , 2094 5 .. 21013, 
20947. .21018, 20950 21015, 21098 .. 21202 , 21099 .. 21203, 
21121. .21213, 21124. .21213, 21284 .. 21382 , 21284 .. 21388 , 
21288. .21389, 2 14 64 21598 , 21476 .. 21613, 21483 .. 21614 , 
22359. .22436 



23700 

TBLASTX: Soybean 

22436 

119 



Seq. No. 

Gene No. 

Start 
=f Name 
!f Start 
fj GI 
I; Exons 



11005 Seq. ID 

23378 Strand 

13319 End 

OJ990520_09. 9922 .C16.ol.tc Method 

20947 .End 

none Score 



OJ990520_09. 9922.C16 
23700 

TBLASTX: Cress 

21547 • , 

43 



20947 . .21048, 21125 21202, 21153 .. 21203, 21284 .. 21382 , 
21303. .21350, 21476. .21547 



U Seq. No. 
!f Gene No. 
ij Start 

Name 

Start 
=f GI 
'i Exons 



11005 
23378 
13319 

OJ990520_09.9922.C16.o3.tm 
21152 



none 

21152. 

21288. 

22333. 

23494. 

23662. 



,21202, 21154. 

,21389, 21476. 

,22443, 23254, 

,23547, 23557, 
,23700 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.21201, 21154 . .21213, 
.21631, 21477. .21632, 
.23340, 23266.-23343, 
.23616, 23558. .23617, 



OJ990520 09.9922.C16 



23700 

TBLASTX: Maize 
23700 
88 

21284 . .21388, 
22281. .22445, 
23494. .23547, 
23620. .23700, 



Seq. No. 


11006 


Seq. ID 


OJ990520_09.9922, 


.C17 


Gene No. 


23379 


Strand 


+ 




Start 


1048 


End 


2019 




Name 


OJ990520 09.9922.C17.ol.gp 


Method 


AAT/GAP 




Start 


1048 


End 


1574 




GI 


uC-osflm202113b07bl 


Score 


1022 




Exons 


1048. .1574 








GI Descrip. 


» 14 20932/gb|U61383|ORU61383 


7.0e-21 Oryza rufipogon 






4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence' 


1 


Seq. No. 


11006 


Seq. ID 


OJ990520_09.9922. 


.C17 


Gene No. 


23379 


Strand 


+ 




Start 


1048 


End 


2019 




Name 


OJ990520 09.9922.C17.ol.gs 


Method 


GENSCAN 




Start 


1420 


End 


1709 




GI 


none 


Score 


.64 





11504 




Exons 1420.. 1709 



Seq. No. 


11006 


Seq. ID 


OJ990520_09. 9922.C17 


Gene No. 


23379 


Strand 


+ 


OLdX L 


1048 


End 


2019 


Nsme 


OJ990520 09,9922.C17.ol.np 


Method 


AAT/NAP 




142.0 


End 


2019 




3738288 


Score 


195 




1420. .1704, 1979. .2019 








{AC005309) putative auxin-responsive protein [Arabidopsis 




L.iidxxdiid j 






O C ^ • LN • 


11006 


Seq. ID 


OJ990520_09.9922.C17 




23379 


Strand 


+ 


O L dx l_ 


1048 


End 


2019 




OJ990520 09. 9922.C17.ol.tc 


Method 


TBLASTX: Cress 




1455 


End 


1694 




none 


Score 


55 


Ej Atw)! iO 


1455. .1574, 1459. .1674, 1479 


. .1670, 1632. .1694 . 


Seq. No. 


11007 


Seq. ID 


OJ990520_09.9922.C18 


Gene No. 


23380 


Strand 


+ 


O UdX L 


1 


End 


3480 


iNaine 


OJ990520 09.9922.C18.ol.np 


Method 


AAT/NAP 


o Lax L 


1 


End 


3477 


o X 


3738288 


Score 


1531 


i_j AvJl 1 J 


1..27, 790. .911, 1689. .2503, 


2912. .3477 


vjX jjeoCxx^. 


{AC005309) putative auxin-responsive protein [Arabidopsis 




thaliana] 






o c vj[ * v*\j % 


11007 


Seq. ID 


OJ990520_09. 9922.C18 




23380 


Strand 


+ 


O t_ ClX l_ 


1 


End 


3480 


M^TTTICi 


OJ990520 09,9922.C18.ol.gs 


Method 


GENSCAN 


c-t-3 r1- 

O U O i- L- 


810 


End 


3480 




none 


Score 


.74 


Exons 


810. .911, 1339. .1454, 1575.. 


1688, 1700. 


,.2503, 2912.. 3480 


9*30 Mo 


11007 


Seq. ID 


OJ990520_09.9922.C18 


rZono Mo 


23381 


Strand 


+ 




7948 


End 


9238 


IN diuc 


OJ990520 09. 9922.C18.o3.gs 


Method 


GENSCAN 


O UdX L. 


7948 


End 


9238 


O X 


none 


Score 


.44 


IT" V 1^ 7n o 
Ej iO 


7948. .8023, 8868, .9238 






Seq. No. 


11007 


Seq. ID 


OJ990520_09.9922.C18 


Gene No. 


23382 


Strand 




Start 


3305 


End 


3737 


Name 


OJ990520 09. 9922.C18.ol.gp 


Method 


AAT/GAP 


Start 


3305 


End 


3737 


GI 


uC-osrocyp009h04al 


Score- 


826 


Exons 


3305. .3737 






GI Descrip. 


'3738288 3.0e-ll (AC005309) 


auxin-responsive GH3-like protein 




[Arabidopsis thaliana] ' 






Seq. No. 


11007 


Seq. ID 


OJ990520_09.9922.C18 



11505 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23383 Strand 
9771 End 
OJ990520_09 . 9922 . C18 . o2 . ts Method 
841 End 
none Score 
841. .912, 1663. .1851, 1689. .1850 



10045 

TBLASTX : Soybean 

1851 

87 



11007 
23383 
9771 

OJ990520_09. 9922.C18 .o2.tm 

1714 

none 



Seq. ID OJ996520_09.9922.C18 



Strand 
End 

Method 

End 

Score 



10045 

TBLASTX: Maize 

2088 

244 



1714. .1947, 1725. .1946, 1780. .1956, 1942. .2088, 1944. .2072 



Seq. No. 11007 
Gene No. 23383 
Start 9771 

Name OJ990520_09 . 9922 . C18 . ol . ts 

Start 1853 
GI none 

Exons 1853. .2017, 1855. .2076, 1857. 

2146. .2379, 2151. .2384, 2431, 
3205. .3465, 3282. .3464 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2060, 2066 
.2505, 2910 



OJ990520 09.9922.C18 



10045 

TBLASTX: Soybean 
3465 
81 

2104, 2131, .2385, 
3161, 2911. .3165, 



Seq. No. ' 11007-^. 
Gene No. 23383 
Start 9771 

Name OJ990520_09 . 9922 . C18 . ol . tc 

Start ' 1863 
GI none 

Exons 1863.. 2057, 1864.. 2031, 2035, 

2146. .2244, 2242. .2385, 2250, 
2914. .3048, 2925. .3065, 3105, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990520 09.9922.C18 



10045 

TBLASTX: Cress 
3465 
191 

2133, 2037,. 2114, 2143, 
2384, 2404, .2511, 2911, 
3161, 3193,. 3465, 3276, 



.2253, 
.3165, 
.3464 



Seq. No. 11007 

Gene No. 23383 

Start 9771. 

Name OJ990520__09 . 9922 , C18 , o3 . tm 

Start '2134 

GI none 

Exons 2134.. 2250, 2251,, 2391, 2301, 

Seq. No. 11007 

Gene No. 23383 

Start 9771 

Name OJ990520_09 . 9922 , C18 . ol . tw 

Start 2164 . . 

GI none 

Exons 2164.. 2253, 2169.. 2255, 2247, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2390, 2443.. 2505 



OJ990520_09,9922.C18 
10045 

TBLASTX: Maize 
2505 
110 



OJ990520_09 . 9922 . C18 
10045 

TBLASTX: Wheat 
2505 
101 -v: 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2384, 2248.. 2388, 2440.. 2505 



Seq. No. 11007 Seq. ID 

Gene No. 23383 Strand 

Start 9771 End 

Name OJ990520_09 . 9922 , C18 . ol . tm Method 

Start 2980 End 

GI none Score 



OJ990520_09. 9922.C18 
10045 

TBLASTX:Maize 

3465 

170 



11506 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2980. .3165, 2988. .3161, 3104. .3166, 3181. .3279, 3283. .3465, 
3283. .3450, 3285. .3464 



11007 
23383 
9771 

OJ990520_09 . 9922 . C18 . o4 . gs 

9771 

none 

9771. .9910, 9985. .10045 



Seq. ID OJ990520_09. 9922. CIS 
Strand 

End 10045 

Method GENSCAN 

End 10045 

Score .83 



11008 
23384 
1 

OJ990520_09.9922.C19.ol.np 
1 

6862917 
1..203, 236. "363, 441. .546 

(AC018907) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990520_09. 9922.C19 
Strand 

546 

AAT/NAP 
546 
189 



End 

Method 

End 

Score 



11008 
23384 
1 

OJ990520_09.9922.C19.ol.gp 
1 

non^ 
1. .174 



Seq. ID OJ990520_09. 9922.019 
Strand 

End 54 6 

Method AAT/GAP 

End 174 

S&ore' 296 



Seq. No. 11008 

Gene No. 23384 

Start 1 

Name OJ990520_09 . 9922 . C19 . ol . gs 

Start 14 

GI none 

Exons 14.. 363, 441.. 516 

Seq. No. 11008 

Gene No. 23384 

Start 1 

Name OJ990520_09 . 9922 . C19 . ol . tm 

Start 200 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_09. 9922.C19 
546 

GENSCAN 

516 

1 



Seq. ID OJ990520_09. 9922.C19 
. Strand 

End 54 6 

Method TBLASTX : Mai ze 

End 533 

Score 146 



200. .364, 246. .368, 275. .382, 333. .383, 431. .517, 434. .532, 
435. .533 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



11008 
23384 
1 

OJ990520_09.9922.C19.'oI.ts 

218 

none 



Seq. ID OJ990520_09.9922.C19 
Strand 

End 546 

Method TBLASTX : Soybean 

End 539 

Score 110 



218. .364, 246. .368, 436. .519, 440. .502, 444. .539 



11008 
23384 
1 

OJ990520_09.9922.C19.o2.gp 



Seq. ID OJ990520_09. 9922.019 
Strand 

End 546 

Method AAT/GAP 



11507 







End 


516 






DDOfiU J-.KlUOfl 


Score 


306 




Exons 


Zoo * .jDJ/ fifiX. ,OlD 








GI Descrip. 


l^lZUyj^ / go 1 U 0 i Jo J 1 UKU DUo J 


7.0e-21 Oryza rufipogon 






41 coumarat.e L^Qii xigase gene/ 


intron 1, 


partial sequence' 


r 


beq. NO. 




Seq. ID 


OJ990520_09. 9922. 


P9n 




z 0 J 0 


Strand 


+ 




Start 


16 


End 


1082 




Name 


OJ990520 09.9922.C20.ol.gp 


Method 


AAT/GAP 




braru 


1 D 


End 


1082 






1 A fl Q9 1 R 1 n ft 4 


Score 


633 - 




Exons 




829. . 934, 


1043,. 1082 




GI Descrip. 




101 (AJ012409) hypothetical 


"H d T 

piOLcXIl 












Seq. No. 


11009 


Seq. ID 


OJ990520_09, 9922, 


.020 


Gene No. 


23385 


Strand 


+ 




b uarL 


1 D 


End 


1082 




Name 




Method 


GENSCAN 




b uart 


R9 ~ 


End 


934 






none 


Score 


.83 




Exons 




829. .934 






beq. JNO. 


1 1 nn Q 
1 luu y 


Seq. ID 


OJ990520_09.9922, 


P9n 


OtSiiC IN , 


23385 


• Strand 


+ 




start 


16 


End 


1082 




Name 


OJ990520 09.9922.C20.ol.np 


Method 


AAT/NAP 




Start 


231 


End 


1082 




GI 


3880592 


Score 


219 




Exons 


231. .353, 449. ,516, 829. .934 


, 1043.. 1082 




GI Descrip. 


(Z82077) cDNA EST EMBL:D72613 comes from this gene; cDNA EST 



EMBL:D75538 comes from this gene; cDNA EST EMBL:D74123 comes 
from this gene; cDNA EST yk289cl0.5 comes from this gene; cDNA 
EST yk433e8.3 comes from this gene; cDNA, . . 

gi I 3881271 1 embi CAA21705.il (AL032650) cDNA EST EMBL:D72613 comes 
from this gene; cDNA EST EMBL:D75538 comes from this gene; cDNA 
EST EMBL:D7412 



Seq. No. 11009 
Gene No. 23385 
Start 16 

. Name OJ990520_09 . 9922 , C20 . ol . tm 

Start 232 
GI none 

Exons 232.. 273, 234.. 356, 394 

827. .874, 831. .884, 861 
1041. .1082, 1043. .1081 



Seq. ID OJ990520_09, 9922,020 
Strand + 
End 1082 
Method TBLASTX : Mai ze 
End 1082 
Score 132 
516, 449. .517, 463. .531, 826.-876, 
935, 865. .936, 869. .952, 870. .938, 



Seq. No. 11010 Seq. ID _ 

Gene No. 23386 Strand 

Start 1 End 885 

Name OJ990520_09 . 9922 . 021 , ol . np Method AAT/NAP 

Start 1 End 885 

GI 6056415 Score 280 

Exons 1..327, 773.. 885 

GI Descrip. (AC009525) Unknown protein [Arabidopsis thaliana] 



OJ990520 09.9922,021 



11508 




Seq. No. 


11010 








Seq. ID 


OJ990520_09.9922.C21 


Gene No. 


O T o Q 








oT- rana 




Start 


1 








tina 


p p 
0 0 o 


Name 




Q Q 0 9 

yyzz . 


bz X . ox , 


. gs 


Met noa 




Start 


1 D 




- 




tna 


A AH 




none 








Score 


. 0 J 


Exons 




A An 










Seq. No. 


11010 








Seq. ID 


OJ990520_09. 9922.021 


Gene No. 


O '5 Q 












Start 


-l 








Hjno 


RPR 
0 0 D 


Name 


uj y yuo^u uy . 




P0 1 Oil 

bz X , ox < 


. tc 


^^/^ ^ 

lYie tnoa 


TRT ZiQTV • Pr-ooo 

1 i3ijrt,o i A . uress 


Start 


f 0 










fi 7 n 




none 








Score 


lift 

X X 0 


Exons 


/0..I00, loo 


"3 1 0 

. . jx y 


1 1 an 
' , X y u . , 


. J JU , 


/ y 0 . .0 / u 




Seq. No. 


11011 








Seq. ID 


OJ990520_09.9922.C23 


Gene No. 


0 'i Q "7 








Strand 


+ 


Start 


1 T Q C 

1 / y b 








End 


4351 


Name 


ujyyuo^u uy. 


y y^z . 


bzo . ox , 


. gs 


Method 


GENSCAN 


Start 


1 / y b 








End 


3945 


GI 


none 








Score 


.65 


Exons 


1 / y b , , AKj^Z f 




0 c; c; R 


JOUZ , 


.3882, 3913.. 3945 


Seq. No. 


11011 








Seq. ID 


OJ990520_09. 9922.C23 


Gene No. 


0 0 0 0 T 








Strand 


+ 


Start- 


-i 1 c\ r' 

1 / y D 








End 


4351 


Name 


OJyyuozU uy. 


0 n 0 0 

y yzz . 


bzo . ox , 


. gp 


Method 


AAT/GAP 


Start 


ob / J 








End 


4264' 


GI 


none 








Score 


616 


Exons 


ob / 0 . . 000^, 


4 Uo4 , 


/1 1 1 1 
, 41 X X X , 


4 zuy . 


.4264 




Seq. No. 


11011 








Seq. ID 


OJ990520_09. 9922.C23 


Gene No . 


0 T 0 Q T 








Strand 


+ 


Start 


i / y b 








End 


4351 


Name 


uj y y udz u u y . 


yyzz . 


bZ 0 . oz , 


.gp 


Method 


AAT/GAP 


o uart 


T T "7 "3 








End 


4351 




none 








Score 


563 


Exons 


0 / / 0 . . 00 OZ , 


4UJ4 . 


. 4 XXX , 


>i 0 n Q 

4 zuy . 


.4351 




Seq. No. 


11011 








Seq. ID 


OJ990520_09. 9922.C23 


Gene No. 


23388 








Strand 




o tart 


R "3 Q 0 








End 


7804 


Name 


ujyyuozu uy. 


yyzz . 


bzo . oz 


. tm 


Method 


TBLASTX: Maize 


btart 


"3 T c; yi 








End 


4363 


bi 


none 








Score 


207 


Exons 


0 / Dfi . . OOOZ, 


sj / 0 J . 


. Jo 0 4 , 


4 U JZ . 


.4097, 4032. .4103, 4033. .4173, 






>i on c 
^ zu b . 


/I RO 
. fl oOZ , 




.4350, 4208. .4363, 4208. .4351 


Seq. No. 


11011 








Seq. ID 


OJ990520_09.9922.C23 


Gene No. 


23388 








Strand 




Start 


5382 








End 


7804 


Name 


OJ990520 09. 


9922. 


C23.03, 


.tm 


Method 


TBLASTX: Maize 


Start 


4767 








End 


5495 


GI 


none 








Score 


94 


Exons 


4767. .4850, 


4768. 


.4848, 


4779. 


.4850, 4927. .5043, 4936. .5037, 



11509 



4938. .5042, 5227, .5319, 5233. .5313, 5408. .5491, 5409.. 5495, 
5409. .5492 



Seq. No. 11011 Seq. ID 

Gene No. 23388 Strand 

Start 5382 End 

Name OJ990520_09 . 9922 . C23 . o2 . gs Method 

Start ■ 5382 ' End 

GI none Score 
Exons 



OJ990520_09.9922.C23 

7804 
GENSCAN 
7478 
.71 



5382. .5466, 6432. .6495, 6583. .6649, 6916. .7151, 7421. .7478 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11011 Seq. ID 

23388 Strand 

5382 End 
OJ990520_09 . 9922 . C23 . o3 . gp Method 

6190 End 

14892_1.R1084 Score 

6190.. 6495, 6583.. 6634, 6916.. 7151, 



OJ990520 09.9922.C23 



7804 
AAT/GAP 
7638 
1340 
7421. .7478, 



7568. .7638 



'3881976/emb|CAA10008 1 l.Oe-101 (AJ012409) hypothetical protein 
[Homo sapiens] ' 



11011 
23388 
5382 

OJ990520_09 . 9922 . C23 . ol . tm 

6398 

none 

6398. .6496, 6414. .6497, 6578. 
6912. .7064, 6913. .7149, 6914. 



Seq. ID OJ990520_09, 9922.C23 
Strand 

End 7804 

Method TBLASTX : Maize 

End . 7 638 

Score 106 

.6637, 6582. .6635, 6583. .6639, 
.7150, 7416. .7481, 7417. .7479, 



7563. .7637, 7565. .7636, 7566. .7637, 7567. .7638 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



11011 
23388 
5382 

OJ990520_09. 9922.C23.ol.ts 
6420 
4303345 

6420. .6497, 6422. .6496, 
6913.. 7128, 6914.. 7123 

3462349 3.0e-45 (U56257) intronic protein 259 [Drosophila 
melanogaster] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_09 . 9922 . C23 
7804 

TBLASTX : Soybean 
7128 
106 



6578.. 6637, 6579.. 6635, 6581.. 6652, 



11011 
23388 
5382 

OJ990520_09.9922.C23.ol.tc 

6428 

none 

6428. .6496, 6428. .6496, 6429. 
6913. .7149, 6914. .7150, 7416. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6497, 6578 
.7481, 7417 



OJ990520 09.9922.C23 



7804 

TBLASTX: Cress 
7639 
77 

6637, 6582. 
7479, 7565. 



,6635, 
.7636, 



7566. .7637, 7566. .7637, 7568. .7639- 

11011 Seq. ID 

23388 Strand 

5382 End 

OJ990520_09 . 9922 . C23 . ol . np Method 

6431 End 



OJ990520_09.9922.C23 

7804 

AAT/NAP 

7804 



11510 




GI 


3881976 








Score 


534 




Exons 


6431 . . 64 95, 


6583 


. . 6634, 


6916. 


.7151, 7421. .7478, 


/ obo . . / boo. 




7745 . .7804 














GI De scrip. 


{AJ012409) 


hypothetical 


protein [Homo 


sapiens] 




Seq. No. 


11012 








Seq. ID 




_09. 9922.C24 


Gene No. 


23389. 








Strand 


+ 




Start 


4 980 








End 


^ T T T 
D / / 1 




Name 


OJ990520_09 


.9922 


.C24.02. 


gs 


Method 


GENSCAN 




Start 


4 980 








End 


D / / i 




GI 


none 








Score 


O "1 

. 81 




Exons 


4 9oU . , 014 U , 


5541 


. .5699, 


6636. 


.6771 






Seq. No. 


11012 








Seq. ID 


OJ990520 


_09. 9922.024 


Gene No. 


23390 








Strand 






Start 


367 








End 


4739 




Name 


OJ990520 09 


.9922 


.C24.01. 


gs 


Method 


GENSCAN 




Start 


367 








End 


4739 




GI 


none 








Score 


.94 




Exons 


367. .481, 1922.. 


1980, 2C 


89. .2226, 2445 


..2696, 2731. .2816, 




4574 . . 4739 














Seq. No. 


11012 








Seq. ID 


OJ990520 


_09.9922.C24 


Gene No. 


23390 








Strand 






Start 


367 








End 


4739 




Name 


OJ990520_09 


.9922 


.C24.01. 


gp 


Method 


AAT/GAP 




Start 


1366 








End 


1540 




GI 


2800966 








Score 


307 




Exons 


1366 . . 1540 














Seq. No. 


ilUiZ 








Seq. ID 


OJ990520 


_09. 9922.C24 


Gene No. 


23390 








Strand 






Start 


367 








End 


4739 




Name 


OJ990520 09 


.9922 


.C24.01. 


np 


Method 


AAT/NAP 




Start 


1655 








End 


4739 




GI 


6056415 








Score 


868 




Exons 


1655. .1757, 


1922 


. .1980, 


2089. 


.2226, 2445. .2696, 


3144 , .3388, 




4574 . .4739 














GI Descrip. 


{AC009525) 


Unknown protein [Arabidopsis thaliana] 


Seq. No. 


11012 








Seq. ID 


OJ990520 


_09. 9922.C24 


Gene No. 


23391 








Strand 






Start 


7807 








End 


16403 




Name 


OJ990520 09 


.9922 


.C24.01. 


tc 


Method 


TBLASTX: 


Cress 


Start 


1655 








End 


3381 




GI 


none 








Score 


151 




Exons 


1655. .1759, 


1930 


. .1977, 


2089. 


.2226, 2093. .2227, 


2445. .2552, 




2557. .2688, 


2559 


. .2699, 


3144. 


.3242, 3145.. 3237, 


3240. .3380, 




3250. .3381 














Seq. No. 


11012 








Seq. ID 


OJ990520 


_09.9922.C24 


Gene No. 


23391 








Strand 






Start 


7807 








End 


164 03 




Name 


OJ990520 09 


. 9922 


.C24.02. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


1655 








End 


2136 




GI 


none 








Score 


168 




Exons 


1655. . 1759, 


1659 


. .1760, 


1922. 


.1993, 1924. .1983, 


2071. .2136, 



11511 




2088.. 2132, 2090.. 2134 





Seq. No. 


1 1 n 1 o 
1 1 U 1 <^ 


Seq. ID 


OJ990520_09.9922 


CO Cl 

. k^Z 4 




Gene No. 


z o J y 1 


Strand 








Start 


/ oU / 


End 


16403 






Naitie 




Method 


TBLASTX: Soybean 






C 4- -3 >-4- 


1 3 D U 


End 


2513 






GI 


none 


Score 


37 






Exons 


1 Qt;n 1QR9 9nflQ 999f^ 9nQ^ 


..2227, 2445. .2513 






Seq. No. 


11012 


Seq. ID 


OJ990520_09.9922 


.C24 




oene ino . 


Z J J Z? X 


Strand 










/ 0 u / 


End 


16403 






Name 


nTQQnR9n no qq99 r9d ni -i-q 


Method 


TBLASTX: Soybean 






o rare 


J X fi O 


End 


4739 








none 


Score 


218 






Exons 


•^l^"^ "^980 "^l^^ "^"^RQ "^14^ 


..3390, 3344. .3403, 4578. .4616, 
















Seq. No. 


11012 


Seq. ID 


OJ990520_09. 9922 






Gene No. 


23391 


Strand 








o cart: 


1 OU f 


End 


16403 






Name 




Method 


GENSCAN 




3 Si. 

I 


Start 


T Q n T 


End 


16398 




=1 

; 


bX 


none 


Score 


.57 






Exons 


lQr\l '7Q'5C: QRC/i QCt^Q QnQQ 


..9160, 11991. .12134, 12540 


1 9 

• • X ^ 


' : i 




1 O Q /I IQCIQQ IQ^^QT ITQQn 


13964. .14 64 5, 14740. .14 996, 




; R*. 




icmo IC^TCC l^tTHc: T^;'3QQ 








. ; 


beq. JNO . 


1 1 m 9 

X X U X z 


Seq. ID 


OJ990520_09.9922 


. C24 


"s 
:s? 


Gene No. 


23391 


Strand 






'1 I 


Start 


7807 


End 


16403 






Name 




Method 


AAT/NAP 






o L.ar L. 


X u J y / 


End 


16403 




7J 


C T 


R Q R 9 1 7 
D O X / D 


Score 


2917 




■J 


Exons 


1 n'^Q7 10/117 19011 191*^4 

xujy/. .XU4X/, xzuxx. .xzxjfi/ 


12493. .12517, 12615 .. 12780, 




: s: 




1 '^079 1 '^'^79 1 '^497 1 '^RQfi 
XjU/Z. .XOO/Z, XOflZ / . .XOOi/O, 


13687. .13890, 14775 .. 14 996, 








1^:^079 1^:^09 1^9R7 l^^/50'^ 








;sr 
I 

: cr 


GI Descrip. 


(AL117265) zhbOOOe.l [Oryza 


sativa] 






i = i 


o e q . LN o . 


11019 
X X U X z 


Seq. ID 


OJ990520_09.9922 


.C24 




Gene No . 


9 "5 ^ Q 1 

z y 1 


Strand 








b uart: 


7 Q 07 
/ O U / 


End 


16403 






Name 


PkTQQ0C^90 OQ QQ99 P9/1 r\9 -hm 

vjjyyuozu uy . yyzz . L^z*i . oz . uiu 


Method 


TBLASTX: Maize 






b uaru 


1 9^Qft ~ 

X Z O _7 O 


End 


12574 








none 


Score 


38 






Exons 


12398. .12574, 12401. .12427, 


12411. . 12512, 12536. .12568 






Seq. No. 


11012 


Seq. ID 


OJ990520_09.?922 


.C24 




Gene No. 


23391 


Strand 








Start 


7807 


End 


16403 






Name 


OJ990520 09.9922.C24.ol.tw 


Method 


TBLASTX: Wheat 






Start 


13357 


End 


13596 






GI 


none 


Score 


106 






Exons 


13357. .13596, 13460. .13594 










Seq. No. 


11012 


Seq. ID 


OJ990520_09.9922 


.C24 



11512 




Gene No. 


23391 




Strand 






Start 


/ oU / 




bna 


1 04 U J 




Name 




rt 1 4- wi 

. 01 . tm 


Method 


ibLAb i A : Maize 




Start 


1 '3 n 0 

1 0 J yy 




hjna 


1 'S c: Q c 




GI 


none 




Score 


TOO 

lyb 




Exons 


lo jyy . . loo y D 










Seq. No. 


11012 




Seq. ID 


OJ990520_09.9922 


.C24 


Gene No. 


23391 




Strand 






btart 


7 Q n T 

/ cs u / 




End 


16403 




Name 




rt 0 +- <-M 

. Oo . cs 


Method 


TBLASTX : Soybean 




Start 


lo jy y 




End 


13611 




r- T 
GI 


none 




Score 


45 




Exons 


I'^/ITQ I'^^P^ 




13486. .13611, 13495. .13599 




Seq. No. 


I lUIZ 




Seq. ID 


OJ990520_09.9922 


/^O A 

. bz 4 


Gene No. 


23391 




Strand 






Start 


7807 




End 


16403 




Name 


ujyyuozu uy.yyzz.oz^ 


. OZ . tC 


Method 


TBLASTX: Cress 




Start 






End 


15699 






none 




Score 


61 




Exons 


'J'3'3QQ ITCIQC 1*3/1^/1 

i ooyy . . looy 0 , lo^ofi. 


1 "5 c; Q /I 


13956. .14 369, 14 409. .14 636, 






lyl/l^n Tyl^r^yl T/IITO 

I 4 4 D / . . I 4 D J4 , I 1 6 , 


1 c A n n 
. loUUU , 


15586. .15699 




Seq. No. 


11013 




Seq. ID 


OJ990520_09.9922 


.C25 


Gene No. 


23392 




Strand 






Start 


>1 T 1 

.411 




End 


692 




Name 


ojy yo520_oy . yyzz . czo 


rt T _ 

.01 . gs 


Method 


GENSCAN 




Start 


/111 

411 




End 


692 




GI 


none 




Score 


.78 




Exons 


/111 c:qc; rqo cqo 
411. .OoO, oyz..Dyz 










beq. No. 


1 1 n 1 /I 
I lU 14 




Seq. ID 


OJ990520_09.9922 


. Lz b 


Gene No. 


23393 




Strand 






Start 


123 




End 


398 




Name 


ujyyuo^u uy . yy^:^: . uzo 


.ol . tm 


Method 


TBLASTX: Maize 




O 4. ^ ^4. 

oTiar c 


Izo 




End 


398 




bl . 


none 




Score 


94 




Exons 


one 10/1 on/1 
Iz^..ZUb, Iz4..zU4, 


135. .20 


6, 283. .354 


, 292. .351, 294. . 


T Q C 
00 D, 




OQ/I "^CZO T/IR "^QQ 


357. .392 






0 rt Kl rt 

oeq. JNo . 


I lU ID 




Seq. ID 


OJ990520_09. 9922 


con 
. bz / 


oene ino . 


23394 




Strand 






Start 


1 




End 


544 




Name 


OJ990520 09.9922.C27 


. 0 1 . gp 


Method 


AAT/GAP 




bcart 


1 




End 


356 




bl 


14892 1.R1084 




Score 


284 




Exons 


1..147> 243. .356 










GI Descrip. 


'3881976/emb|CAA10008| 1 . Oe 


-101 {AJ01240a) hypothetical 


pro1 




[Homo sapiens] * 










Seq. No. 


11015 




Seq. ID 


OJ990520_09.9922 


.C27 


Gene No. 


23394 




Strand 






Start 


1 




End 


544 




Name 


OJ990520 09.9922.C27 


. ol .np 


Method 


AAT/NAP 




Start 


1 




End 


365 




GI 


6320973 




Score 


159 





11513 




Exons 1,.147, 243.. 365 

GI Descrip. Yerl26cp gi | 731511 | sp | P40078 | YEV6_YEAST HYPOTHETICAL 29.7 KD 
PROTEIN IN RSP5-LCP5 INTERGENIC REGION gi | 539138 I pir M S4 3218 
hypothetical protein YER126c - yeast { Saccharomyces cerevisiae) 
gi I 603365 (U18916) Yerl26cp [Saccharomyces cerevisiae] 



Seq. No, 


11015 


Seq. ID 






bene no. 


23394 


Strand 






Start 


1 


End 


R 4 4 




Name 


OJ990520 09.9922.C27.ol.tm 


Method 


TBLASTX: Maize 




Start 


73 


End 


364 






none 


Score 


7^ 




Exons 


73. .147, 81. .170, 89. .202, 240. .362, ; 








323. .364 








beq. NO. 


11015 


Seq. ID 




r97 


Gene No. 


23394 


Strand 






otar t 


1 


End 


R 4 4 




Name 


OJ990520 09.9922.C27.ol.gs 


Method 


GENSCAN 




Start 


110 


End 


544 




GI 


none 


Score 


.48 




Exons 


110. .147, 243. .356, 542. .544 








Seq. No. 


11016 


Seq. ID 


OJ990520_09'. 9922. 


C29 


Gene No . 


23395 


Strand 






Start 


1 


End 


1083 




Name 


OJ990520 09.9922.C29.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1083 




GI 


6056398 


Score 


137 ■ 




Exons 


1..37, 135. .166, 826. .1083 








GI Descrip. 


{AC009324) Hypothetical protein [Arabidopsis thaliana] 






gil 6056402 |gb|AAF028 66. 11 AC009324 15 


{AC009324) Hypothetica: 




protein [Arabidopsis thaliana] 








beq . JNO . 


11016 


Seq. ID 


OJ990520_09.9922. 


C29 


uene no . 


23395 


Strand 






Start 


1 


End 


1083 




Name 


OJ990520 09. 9922.C29.ol.ts 


Method 


TBLASTX : Soybean 




b tar u 


820 


End 


1012 




C T 


none 


Score 


122 




Exons 


820. .1002, 827. .1012 








beq. NO. 


11016 


Seq. ID 


OJ990520_09. 9922. 


C29 


Gene No. 


23395 


Strand 






O u di. u 


1 


End 


1083 




Name 


OJ990520 09.9922.C29.ol.tc 


Method 


TBLASTX: Cress 




Start 


826 


End 


1002 




GI 


none 


Score 


93 




Exons 


826. .1002, 848. .988 








Seq. No. 


11017 


Seq. ID 


OJ990520_09.9922. 


C30 


Gene No. 


23396 


Strand 


+ 




Start 


157 


End 


485 




Name 


OJ990520 09. 9922.C30.ol.tm 


Method 


TBLASTX: Maize 




Start 


156 


End 


485 




GI 


none 


Score 


179 




Exons 


156. .305, 168. .308, 170. .307, 


381. .485, 407. .484 





11514 




Seq. No. 


11017 




Seq. ID 


OJ990520_09. 9922.C30 


Gene No. 


O T O Q £C 




C-H r-=» 

o L r ana 


T 


Start 






bna 


f± O O 


Name 


UjyyuDzu LI y . y yz z . L/^u . ox . gs 




iYie unoa 




Start 


15 7 




hna 


0 Q c; 
z y 0 


GI 


none 




Score 


• 3 J. 


Exons 


T c T o Q c; 

10 / . . z y 0 








Seq. No. 


11018 




Seq. ID 


OJ990520_09.9922.C32 


Gene No. 


z J Jy / 




Q-l- r-a riH 

o u r ana 


_i_ 


Start 






Hina 




Name 


ujyyujzu uy . y yzz . uoz . ox . gs 




LYie cnoa 




Start 


54 




lijna 


loo 


GI 


none 




Score 


. Do 


Exons 


c / ICR 

54 . . 1 d5 








Seq. No. 


1 lui y 




Seq. ID 




Gene No. 


o o Q o 

z J Jy o 




Strand 




Start 


1 




End 


582 


Name 


OJ990520_09. 9922. 035. ol.gp 




Method 


AAT/GAP 


Start 


1 




End 


O 0 Z 


GI 


29645 l.RlUo4 




Score 


DUD 


Exons 


T /IT O^O COO 

1 . . 4 1 , J4 J . . 5bZ 








GI Descrip. 


3193292 3.0e-57 {AFUD92yo) 


similar to 


ATPases associated with 


various cellular activites 


(Pfam: 7\AA. 


hmm, score; 230.91) 




[Arabidopsis thaliana] * 








Seq. No. 


11019 




Seq. ID 


OJ990520_09. 9922.035 


Gene No. 


23398 




Strand 


+ 


Start 


1 




End 


582 


Name 


OJ990520 09.9922.C35.ol.np 




Method 


AAT/NAP 


Start 


1 




End 


453 


GI 


3193292 




Score 


174 


Exons 


1..41, 343. .453 








GI Descrip. 


(AF069298) similar to ATPases 


associated with various cellular 


activites (Pfam: AAA.hmm, score: 230.91) [Arabidopsis thaliana 


Seq. No. 


11020 




Seq. ID 


OJ990730_04. 9920.03 


Gene No. 


23399 




Strand 


+ 


Start 


51 




End 


925 


Name 


OJ990730 04. 9920.C3.ol.gs 




Method 


GENSOAN 


Start 


51 




End 


925 


GI 


none 




Score 


.64 


Exons 


51. .588, 674. .925 








beq. NO. 


11021 




Seq. ID 


OJ990730_04.9920.O4 


Gene No. 


23400 




Strand 




Start 


1 




End 


555 


Name 


OJ990730 04.9920.C4.ol.np 




Method 


AAT/NAP 


Start 


1 




End 


555 


GI 


3702368 




Score 


88 


Exons 


1..73, 508. .555 








GI Descrip. 


(AJ001855) alpha subunit of 




-actin capping protein [Arabidops 




thaliana] 








Seq. No. 


11022 




Seq. ID 


OJ990730_04. 9920.07 



11515 



Gene No. 23401 Strand + 

Start 682 End 1056 

Name OJ990730_04 . 9920 . C7 . ol . gs Method GENSCAN 

Start 682 End 1056 

GI none Score .48 

Exons 682.. 1056 



Seq.. No. 11022 
Gene No. 23402 
Start 2199 

Name OJ990730_04 . 9920 . C7 . o2 . gs 

Start 2199 
GI none 

Exons 2199.. 2375, 2429.. 2511, 2620, 

4431. .4646, 5471. .5608, 5715. 
7254. .7355, 7440. .7652, 7738, 
8477. .8950 



Seq. ID OJ990730_04 . 9920.C7 

Strand + 

End 8950 

Method GENSCAN 

End 8950 

Score .85 

.2767, 3496.-3637, 4164. .4243, 
.5980, 6225. .6342, 6448. .7164, 
.7912, 7998. .8287, 8368. .8454, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 
Gene No, 



11022 
23402 
2199 

OJ990730_04 
5528 
2506525 
5528. .5608, 
6876. .7164, 
8368. .8442, 



9920.C7.ol.np 



5715. 
7254 . 
8537, 



,5980, 6225-, 
,7355, 7440, 
,8935 



Seq. ID OJ990730_04 .9920.C7 

Strand 4- 

End 8950 

Method AAT/NAP 

End 8935 

Score 1286 

.6342, 6448. .6568, 6617. .6752, 
.7652, 7738. .7912, 7998. .8287, 



HOMEOBOX PROTEIN GLABRA2 ( HOMEOBOX-LEUCINE ZIPPER PROTEIN 
ATHB-10) (HD-ZIP PROTEIN ATHB-10) gi | 2 12 9614 | pir | | S7 14 4 9 
homeotic protein GL2 - Arabidopsis thaliana gi 11695244 (L32873) 
homeodomain protein [Arabidopsis thaliana] 

gi|6453863|gb|AAF09047.1|AC011717_14 (AC011717) homeobox protein 
(GLABRA2) [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730 04.9920.07 



11022 
23403 
419 

OJ990730_04 . 9920 . 07 . ol . gp 
419 

1656_1.R1084 
419. .517, 647 . .845 

'586238/sp|P37398| VIV_ORYSA 2.0e-51 VIVIPAROUS PROTEIN HOMOLOG 

>gi_632294_pir S48899 VPl protein (OSVPl) - Oryza sativa 

>gi_391885_dbj_BAA04 066_ (D16640) VPl protein (OSVPl)' [Oryza 
sativa] ' 



845 

AAT/GAP 

845 

545 



11022 
23404 
9278 . 

OJ990730_04 . 9920 . 07 . o2 . tm 

2256 

none 

2256.. 2309, 2298.. 2327, 2426, 
2591. .2683, 2617. .2697, 2621, 

11022 
23404 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990730 04. 9920. 07 



11688 

TBLASTX: Maize 
2710 
50 

.2539, 2428. .2541, 2428. .2508, 
.2710, 2622.. 2705 



Seq. ID 
Strand 



OJ990730 04. 9920. 07 



11516 





Start 


9278 








End 


11688 






Name 


OJ990730_04 


.9920. 


C7.01. 


tc 


Method 


TBLASTX: 


Cress 




Start 


OZl f 








End 


8448 






GI 


none 








Score 


149 






Exons 


bZl f . . boo / / 


tram 

byu / . 


. by y u , 


/ U4 0 , 


.7164, 7254. .7361, 


/44U. . / DDO f 






/ 004 , . / ODD , 


T T "5 R 


. / y 1 / , 


7 7 10 


.7905, 7788. .7928, 


ouuu . . ouyo , 






Q'] CA Q0*71 


Q.^ 1 A 
X5 L 1 H. , 


. o Zo / , 


ft ^fi 


.8448 








Seq. No. 










Seq. ID 


OJ990730 


U4 . y yz u . / 




Gene No. 


23404 








Strand 








Start 


9278 








End 


11688 






Name 




. yy^iU . 




uS 


Method 


TBLASTX: 


ooyijean 




Start 


noon 








End 


8439 






GI 


none 








Score 


47 






Exons 


-TOOT TQCO 


/ 4 jy . 


T R R R 


7 / / O 

/ 4 4 U . 


.7655, 7738. .7905, 


oU14. .olUb, 






oUlO . . o lUfI / 


■Q 1 

CS 1 Dfi . 


ft 97 1 


ft 1 7 4 


.8287, 8368. .8439 






Seq. No. 


llUz^ 








Seq. ID 


OJ990730 


U4 . y yz u . u / 




Gene No. 


23404 








Strand 








Start 


9278 








End 


11688 






Name 


UJ y yu / ou U4 


. y y 4i u . 


(^7 

u / . Ol . 


um 


Method 


TBLASTX: 


rial ze 




Start 


/ /Jo 








End 


8814 






GI 


none 








Score 


148 






Exons 


/ / Jo , . / /DD, 


T7 O Q 


. /yuo. 


T Q n Q 

/ ouy . 


.7928, 8000. .8098, 


ouuu . . oUbo , 






Q '\ r A 010/ 

o 1 d4 . . o io4 , 


O 1 T /I 


Q O Q T 


Q T C Q 

o obo . 


.8448, 8! 


581. .8703, 


on CI QQ^ A 


i U 


Seq. No. 


11022 








Seq. ID 


OJ990730 


_04.9920.C7 


ijll 


Gene No. 


23404 








Strand 








Start 


y^ fo 








End 


11688 




s; 


Name 




.9920. 


07. o3. 


gs 


Method 


GENSCAN 




'a si 

i- 1 ; 


Start 


n o "7 o 








End 


11688 




i bf 


GI 


none 








Score 


.96 






Exons 


yz /o . . y4zo, 


11529. .11688 








'"'■4 


Seq. No. 


11023 








Seq. ID 


OJ990730 


f\A QQOn CQ 

U4 . y y z u . uo 




Gene No. 


23405 








Strand 


+ 






Start 


154 








End 


4300 






- Name 


OJ990730 04 


.9920. 


C8.01. 


gs 


Method 


GENSCAN 






Start 


154 








End 


3339 








none 








Score 


. 92 






Exons 


154. .213, 343. .414, 517 


. .578, 


1248. .1331, 1779. 


1 Q 9 R 
. lO ZO , 






1933. .2096, 


2306. 


.2443, 


2944 . 


.3065, 3195.. 3339 






Seq. No. 


11023 








Seq. ID 


OJ990730 


u 4 . y yz u . 




Gene No . 


23405 








Strand 








br ar L 


154 








End 


4300 






Name 


OJ990730 04 


.9920. 


C8.01. 


np 


Method 


AAT/NAP 






Start 


154 








End 


4300 






GI. . 


584706 








Score 


1758 






Exons 


154. .213, 343. .414, 517 


. .578, 


1248.. 1331, 1512. 


.1611, 






1705. . 1825, 


1933. 


.2096, 


2306. 


.2443, 2944. .3065, 


3195. .3289, 






3908. .4028, 


4219, 


.4300 











GI Descrip. ASPARTATE AMINOTRANSFERASE, CYTOPLASMIC (TRANSAMINASE A) 

gi I 2130066 IpirM JC5124 aspartate transaminase (EC 2.6.1.1), 
cytoplasmic - rice gi | 287298 | dfoj I BAA03504 | (D14673) aspartate 
aminotransferase [Oryza sativa] 



11517 




Seq. No. 


1 1 n o T 


beq. lu 




Co 


Gene No. 


23406 


Strand 


+ ~ 




Start 


8197 


End 


11218 




Name 


OJ990730 04.9920.C8.o2.np 


Method 


AAT/NAP 




Start 


8197 


End 


11218 




GI 


3451069 


Score 


2605 




Exons 


8197. .8320, 8444. .11218 








GI Descrip. 


(AL031326.) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


11023 


Seq. ID 


OJ990730_04.9920. 


C8 


Gene No. 


23406 


Strand 


+ 




Start 


8197 


End 


11218 




Name 


OJ990730 04.9920.C8.o3.gs 


Method 


GENSCAN 




Start 


8197 


End 


11205 




GI 


none 


Score 


1 




Exons 


8197. .11205 








beq. NO. 


11023 


Seq. ID 


OJ990730_04 . 9920. 






23407 


Strand 


+ 




Start 


12008 


End 


12956 




Name 


OJ990730 04.9920.C8.o3.np 


Method 


AAT/NAP 




Start 


12008 


End 


12956 




GI 


584706 


Score 


133 




Exons 


12008. .12111, 12222. .12342, 


12755.. 12956 




GI Descrip. 


ASPARTATE AMINOTRANSFERASE, 


CYTOPLASMIC (TRANSAMINASE A) 





gi|2130066|pir| LJC5124 aspartate transaminase (EC 2.6.1.1), 
cytoplasmic - rice gi | 287298 I dbj | BAA03504 | {D14673) aspartate 





aminotransferase [Oryza sativa] 








Seq. No. 


11023 


Seq. ID 


OJ990730__ 


04 .9920 


C8 


Gene No. 


23408 


Strand 


+ 






Start 


18413 


End 


19612 






Name 


OJ990730 04.9920.C8.o5.gs 


Method 


GENSCAN 






Start 


18413 


End 


19612 






GI 


none 


Score 


.73 






Exons 


18413. ,18492, 18828 .. 18969, 


19172. .19315, 19607. 


.19612 




Seq. No. 


11023 


Seq. ID 


OJ990730_ 


04.9920 


.C8 


Gene No. 


23409 


Strand 








Start 


4193 


End 


7443 






Name 


OJ990730 04.9920.C8.o2.gs 


Method 


GENSCAN 






Start 


4193 


End 


7443 






GI 


none 


Score 


.47 






Exons 


4193. .4294, 4594. .4715, 7020 


..7199, 7257. .7443 






Seq. No. 


11023 


Seq. ID 


OJ990730_ 


04 .9920 


.08 


Gene No. 


23410 


Strand 








Start 


12218 


End 


17554 






Name 


OJ990730 04.9920.C8.o4.gs 


Method 


GENSCAN 






Start 


12218 


End 


16540 






GI 


none 


Score 


.83 






Exons 


12218. .12375, 14401.. 14803, 


14905. .15225, 15315. 


. 15581, 






15677. .15751, 15869 .. 16023, 


16117. .16233, 16324. 


. 16540 




Seq. No. 


11023 


Seq. ID 


OJ990730_ 


04.9920 


.08 


Gene No. 


23410 


Strand 








Start 


12218 


End 


17554 







11518 




Name 


OJ990730 04.9920.C8.o4.np 


Method 


AAT/NAP 




X 4 O O 


End 


17554 






Score 


1024 


Exons 


IZlPO'^ 


14905. .15225, 15315 .. 15581, 




ICif^'?! I^^PfiQ IfiO?"^ 


16117. .16236, 17518. .17554 






[Arabidopsis thaliana] 


Seq. No. 


11023 


Seq. ID 


OJ990730_04.9920.C8 


Gene No. 


23411 


Strand 






z u o o ± 


End 


21400 


Name 




Method 


GENSCAN 




Z U O O X 


End 


21400 




none 


Score 


.73 




9nftf^i 9nQ4ft 'pnQfifi 9in7ft 


21263. .21400 




1109? 


Seq; ID 


OJ990730_04 .9920.C8 


Gene No. 


23411 


Strand 




Start 


20861 


End 


21400 


Name 




Method 


AAT/NAP 


o uari. 


z u o o 


End 


21400 




oo o U O fl 


Score 


343 


Exons 


9nQ'^c: 9in7ft 919*^"^ 91400 






oi uesciTip. 


/ZiP099'^R4^ nnl/"7-n^ t.TT*» V "h o T n 

^ -rtk^u z z o J fi J unKnown pxoLciii 


[Arabidopsis thaliana] 


beq . INO . 


11023 


Seq. ID 


OJ990730_04.9920.C8 


Gene No . 


23412 


Strand 




Start 


21882 


End 


29445 


Name 


OJ990730 04.9920.C8.o2.tw 


Method 


TBLASTX: Wheat 


o L.ar L 


3 


End 


1611 




none 


Score 


93 


Exons 


3. .68, 5. .64, 35. .85, 36. .104, 138. .15 


8, 144. .215, 148. .211 




158,. 214, 343. .414, 343. .420, 372. .419 


, 514. .624, 517. .576, 




1249. .1329, 1249. .1329, 1507. .1611, 1509. .1610 


beq . iNO . 


11023 


Seq. ID 


OJ990730_04 .9920.C8 


pond NTo 


23412 


Strand 




Start 


21882 


End 


29445 


Name 


OJ990730 04.9920.C8.ol.ts 


Method 


TBLASTX : Soybean 


Start 


19 


End 


12887 


GI 


none 


Score 


60 


Exons 


19. .72, 136. .216, 168. .227, 


342. .416, 


343. .414, 516. .569, 




517. .576, 1249. .1329, 1258. 


.1329, 1507 


..1611, 1509. .1607, 



1689. .1814, 1690. .1827, 1701. .1826, 1931. .2095, 1932, .2096, 

2286. .2426, 2302. .2445, 2303. .2446, 2944. .3066, 2956. .3069, 

3199. .3291, 3202. .3276, 3906. .4028, 3909. .4028, 3910, .4038, 

3913. .4029, 4219. .4290, 4220. .4312, 1274 6 .. 12874 , 12750 ,, 12875 , 
12765. .12887 



Seq. No. 11023 Seq. ID 

Gene No. 23412 Strand 

Start 21882 End 

Name OJ990730_04 . 9920 . C8 . ol . tc Method 

Start 28 End 

GI none Score 
Exons 



OJ990730_04 ,9920.C8 
29445 

TBLASTX: Cress 

12887 

42 

516. .572, 517. ,576, 



28. ,66, 166. .216, 342. .416, 343. .414, 
1246. .1329, 1507. .1611, 1509. .1607, 1690.-1827, 1707. .1826, 
1931. .2095, 1932. .2096, 2283. .2423, 2298. ,2441, 2302. .2445, 



11519 






2303. .2446, 


2303 


. . z4 4 y , 


^ C\ A A 

z 94 4 


..3066, 2997, .3068, 3199.. 3291, 




3200. .3289, 


3201 


o o o o 

. . 3zy3, 


n d c\ A 

OO 94 


..4025, 3899, .4030, 3909. .4028, 




3910. .4038, 


4219 


>1 T O O 

. . 4 Jz3, 


>i o o n 
4 ZZU 


..4294, 12740. .12871, 12765. .12 




12765. .12875 










Seq. No. 


11023 








Seq. ID 


OJ990730_04 .9920.C8 


Gene No. 


23412 








Strand 




Start 


21882 








End 


29445 


Name 


OJ990730 04. 


9920 


.C8.05. 


tm 


Method 


TBLASTX: Maize 


Start 


162 








End 


12887 


GI 


none 








Score 


73 


Exons 


162. .218, 163. .216, 343 


. .414 


, 343. ,420 


, 372. .419, 514. .579, 




516. .572, 517. .579, 1247. .1330, 1249.. 


1329, 1479.. 1607, 




14 0 D . . 1 bUo , 


lOU / 


, .1611, 


1509 


..1610, 1698. .1805, 1700. .1825, 




1 / UZ . . ioZ / , 


1 T n o 
1 / Uz 


, .1827, 


1909 


..2079, 1909, .2094, 1931. .2095, 




lyoz . . zuyb. 


o Q n o 


, .2442, 


2302 


..2445, 2303. ,2446, 2303. .2449, 




2944. .3063, 


2948 


. .3064, 


3192 


..3293, 3193, .3291, 3200. .3310, 




3906. .4028, 


3909 


. .4028, 


3910 


..4038, 4219, .4302, 4219. .4302, 




4 ^^U . . 4 oUo , 


4 o4 D 


. .4399, 


4346 


,.4396, 4440. .4475, 4442. .4471, 




IzUiy. .Izlll 




234. .12278, 


12765. ,12887, 12767. .12874 


Seq, No. 


1 1 n o T 
1 iUz J 








Seq. ID 


OJ990730_04.9920.C8 


Gene No. 










Strand 




Start 


O T O O O 








End 


29445 


Name 


OJy90/3U 04. 


fi n o n 


.C8 .o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


8167 








End 


8339 


GI 


none 








Score 


138 


Exons 


bib / . , OO JX, 


Q 1 Q C 

oiy b 


. .8339, 


8199 


. .8327 




Seq. No. 


1 1 n o "3 








Seq. ID 


OJ990730_04.992p.C8 


Gene No. 


O "5 /I 1 O 








Strand 




Start 


0 1 Q Q 9 
Z 1 O 0 Z 








End 


29445 


Name 


nTQQm^n 

uj yyu/ou U4. 


Q Qo n 
y yz u 


.C8.08. 


tm 


Method 


TBLASTX: Maize 


Start 


8274 








End 


8583 


GI 


none 








Score 


273 


Exons 




O Z / 4 


. ,8582, 


8302 


. ,8583 




Seq. No". 


1 1 n o T 








Seq, ID 


OJ990730_04.9920.C8 


Gene No. 


23412 








Strand 




Start 


21882 








End 


29445 


Name 


OJ990730 04. 


9920 


.C8.04. 


tc 


Method 


TBLASTX: Cress 


Start 


8497 








End 


9192 


GI 


none 








Score 


35 


Exons 


8497. ,8562, 


8642 


, .8821, 


8694 


..8888, 8695. .9003, 8698. .8976, 




9078,-9167, 


9079 


. ,9192 








Seq. No. 


11023 








Seq. ID 


OJ990730_04.9920.C8 


Gene No. 


23412 








Strand 




Start 


21882 








End 


29445 


Name 


OJ990730 04. 


9920 


.C8.04. 


tm 


Method 


TBLASTX: Mai 28 


Start 


9147 








End 


9614 


GI 


none 








Score 


580 


Exons 


9147. .9614, 


9151 


. .9612, 


9152 


. .9613 




Seq. No. 


11023 








Seq, ID 


OJ990730_04.9920.C8 


Gene No. 


23412 








Strand 




Start 


21882 








End 


29445 



11520 



Name 

Start 

GI 

Exons 



OJ990730_04 . 9920 . C8 . o2 . tm Method TBLASTX : Maize 

9841 End 10322 

none Score 605 

9841. .10239, 9841. .10230, 984 3. .10238, 1024 6. .10320, 

1024 8. .10322, 1024 9. .10320, 10280. .10321 



Seq. No. 11023 Seq. ID OJ990730_04 . 9920 . C8- 

Gene No. 23412 Strand -- 

Start 21882 End 29445 

Name OJ990730_04 . 9920 . C8 . ol . tm Method TBLASTX: Maize 

Start 10453 End 11298 

GI none Score 1135 

Exons 10453. .11247, 104 55 .. 1124 6, 10480 11277 , 11230 11298 , 
11230. .11295 





Seq. No. 


11023 






Seq. ID 


OJ990730_04 . 9920, 


. Co 




Gene No. 


23412 






Strand 








Start 


21882 






End 


29445 






Name 


OJ990730 04. 9920. C8 


.06. ts 


Method 


TBLASTX : Soybean 






Start 


14893 






End 


15046 






GI 


none 






Score 


128 






Exons 


14893. 


.15045, 14894 


. . 15046 










Seq. No. 


11023 






Seq. ID 


OJ990730_04.9920. 


. C8 


s -? 


Gene No. 


23412 






Strand 








Start 


21882 






End 


29445 






Name 


OJ990730 04. 9920. C8 


. o3 . tm 


Method 


TBLASTX: Maize 






Start 


14903 ■ 






End 


15398 






GI 


none 






Score 


429 




3 


Exons 


14903. 


.15226, 14905 


. .15228, 


15028. .15246, 15300. .15389, 




!=? 




15315. 


.15398 










l! 


Seq. No. 


11023 






Seq. ID 


OJ990730_04.9920- 


.C8 




Gene No. 


23412 






Strand 








Start 


21882 






End 


29445 




i 


Name 


OJ990730 04. 9920. C8 


. o3 . ts 


Method 


TBLASTX: Soybean 






Start 


15047 






End 


15506 




Si 


GI 


none 






Score 


48 




l\ 


Exons 


15047. 


.15226, 15055 


. .15228, 


15292. .15363, 15315. .15506 




Si 


Seq. No. 


11023 






Seq. ID 


OJ990730_04.9920. 


.C8 




Gene No. 


23412 






Strand 








Start 


21882 






End 


29445 






Name 


OJ990730 04. 9920. C8 


. 06 . tc 


Method 


TBLASTX:Cress 






Start 


15094 






End 


15503 






GI 


-none 






Score 


192 






Exons 


15094 . 


.15228, 15315 


. .15503 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11023 
23412 
21882 
OJ990730 
15399 
none 
15399 
15483 
15675 



04.9920.C8.o7.tm 



15470, 
15581, 
15752, 



15436, 
15504, 
15677. 



.15471, 
.15581, 
, 15754, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730_04.9920.C8. 
29445 

TBLASTX: Maize 

16003 

42 



154 42. .15510, 15444. .15512, 
15511. .15582, 15585. .15605, 
15682. .15753, 158 64. .16001, 



11521 



15866. .16003, 15869. .16003 



OJ990730_04.9920.C8 
29445 

TBLASTX: Soybean 
16,246 
106 

15525. .15575, 15888 .. 16025, 15896 .. f6018 , 16109.. 16246 



Seq. No. 11023 Seq. ID 

Gene No. 23412 Strand 

Start 21882 End 

Name OJ990730_04 . 9920 . C8 . o4 . ts Method 

Start 15525 End 

GI none Score 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11023 
23412 
21882 

OJ990730_04 .9920.C8.o5.ts 

20941 

none 



Seq. ID OJ990730_04.9920.C8 
Strand 

End 29445 

Method TBLASTX : Soybean 

End 21401 

Score 128 



20941. .21081, 20945. .21079, 20950 .. 21081, 212 61 21401 , 
21263. .21400 



Seq. No. 

Gene No. 

Start 

Name 
'-f Start 
O GI 
ifi Exons 

ry 

r\ 

Seq. No. 
^=^.= Gene No. 
Q Start 
rii Name 

Start 

Exons 



11023 Seq. ID 

23412 Strand 

21882 End 

OJ990730_04 .9920.C8.o7.tc Method 

20944 End 

none Score 

20944. .21081, 20945 21079, 21261 21284 , 21291 .. 21428 , 
21293. .21400 



OJ990730_04.9920.C8 
29445 

TBLASTX: Cress 
21428 
154 



OJ990730 04. 9920. C8 



11023 Seq. ID 

23412 Strand 

21882 End 
OJ990730_04 . 9920 . C8 . oil . tm Method 

20947 End 

none Score 

20947. .21099, 2094 8 .. 21100, 21258 .. 21404 , 21260 21421, 
21261.. 21407 



29445 

TBLASTX: Maize 

21421 

180 



Seq. No. 11023 : 

Gene No. 23412 
Start 21882 

Name OJ990730_04 . 9920 . C8 . o7 . gs 

Start 21882 
GI none 

Exons 21882. .21958, 22696.. 22844 

24284. .24361, 24 4 60 .. 24531 , 25580 .. 25774 , 25960 
26172. .26294, 26426 .. 26602 , 26701 .. 26798, 26894 
28236. .28405, 28793 28821, 29359.. 29445 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730 04. 9920. C8 



29445 
GENSCAN 
29445 
.62 



23579. .23697, 24038, 



.24198, 
.26035, 
.27197, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11023 
23412 
21882 

OJ990730_04 .9920.C8.o9.tm 

23485 

none 



Seq. ID OJ990730_04.9920..C8 
Strand 
End 

Method 
End 
Score 



29445 

TBLASTX: Maize 

23698 

162 



23485. .23697, 23531 .. 23698 , 23567.. 23698 



Seq. No. 



11023 



Seq. ID OJ990730_04.9920.C8 



11522 



Gene No. 23412 
Start 21882 . 

Name OJ9907 30_04 . 9920 . C8 . 06 . np 

Start 23488 

GI 3337350 

Exons 23488. .23697, 24038 

24622. .24680, 24771 
25775.-25834, 25960 
26701. .26798, 26894 



Strand 

End 29445 
Method AAT/NAP 
End 26984 
Score 1829 
24198, 24284. .24361, 24460. 
24857, 24940. .25036, 25498. 
26035, 26194. .26294, 26426. 
26984 



,24551, 
,25682, 
,26602, 



GI Descrip. (AC004481) putative membrane transporter [Arabidopsis thaliana] 



Seq. No. . 11023 
Gene No. 23412 
Start 21882 

Name OJ990730_04 . 9920 . C8 . o2 . tc 

Start 23494 
GI none 
Exons 23494 . .23598, 

24051. .24197, 

24459. .24548, 

24772. .24798 



23599. .23697, 
24282. .24377, 
24622. .24684, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990730 04. 9920. C8 



29445 

TBLASTX: Cress 
24806 
75 

23999. .24022, 24038 .. 24196, 
24283. .24363, 24 4 55 .. 24538 , 
24651. .24683, 2477 1 .. 248 06, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.''^ Seq. No. 
H'^ Gene No. 
iili Start 
Name 
Start 
GI 

Exons 



11023 
23412 
21882 

OJ990730_04 .9920.C8 .o2.ts 
23494 
none 
23494 
24282 
24622 
24940 



23598, 23599, 

24383, 24283. 

24684, 24651. 

25038, 24940, 

25775. .25834, 25957, 

26427. .26600, 26701, 



.23697, 
.24378, 
.24683, 
.25035, 
.26010, 
.26796, 



11023 
23412 
21882 

OJ990730_04 . 9920 . C8 . ol . tw 

23560 

none 

23560. .23598, 23599 .. 23697, 
24238. .24363, 24282 .. 24383, 



Seq. ID 

Strand 

End 

^ Method 
End 
Score 



OJ990730_04 .9920.08 
29445 

TBLASTX : Soybean 

26954 

70 



24038. .24196, 24039 24197, 

24455. .24550, 24459 .. 24551, 

24771. .24869, 24771 .. 24815, 

25328. .25423, 2552 1 .. 25694 , 

26169. .26297, 26426 2 6599, 

26708. .26797, 26895.. 26954 



Seq. ID 
Strand 
End 

Method 
End 
Score 

24038 

24455 



OJ990730 04. 9920. C8 



29445 

TBLASTX: Wheat 
24500 
86 

24196, 24039. .24197, 
24499, 24459.. 24500 



Seq. No. ' 11023 
Gene No. 23412 
Start 21882 

Name OJ990730_04 . 9920 . C8 . 06 . tm 

Start 24143 
GI none 

Exons 24143. .24205, 24 144 .. 24215, 

24284. .24358, 24285 .. 24383, 
24459. .24551, 24 4 62 .. 24566, 
24651. .24683, 24769 .. 24870, 
24940. .25038, 24 940 .. 25053, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

24145 

24286 



OJ990730 04. 9920. C8 



29445 

TBLASTX: Maize 
25589.. 
95 

24237, 24254 
24378, 24455 



24622. .24684, 24622. 
24770. .24871, 24935. 
25482. .25589, 25498. 



24358, 
24550, 
24681, 
25036, 
25587 ' 



Seq. No. 



11023 



Seq. ID OJ990730_04 .9920.C8 



11523 




Gene No. 


23412 






Strand 






Start 


21882 






End 


29445 




Name 


OJ990730 04. 9920. C8, 




Method 


TBLASTX:Oress 




Start 


25500 






End 


26041 




GI 


none 






Score 


66 




Exons 


25500. 


.25601, 25501 


9 c o 9 


25602. .25685, 25775.-25834, 






25957. 


.26019, 25958 


2604 1 








Seq. No. 


11023 






Seq. ID 


OJ990730_04.9920. 




Gene No. 


23412 






Strand 






Start 


21882 






End 


29445 




Name 


OJ990730 04. 9920. C8 


. o5 . tc 


Method 


TBLASTX: Cress 




b uaru 


26169 






End 


27073 






none 






Score 


63 




Exons 


26169. 


.26300, 26194 




26459. .26602, 26481 .. 26603, 






26707. 


.26796, 26708 




26895. .26987, 26896 .. 2 6952 , 






27026. 


.27073 










beq. NO. 


11023 






Seq. ID 


OJ990730_04.9920. 


08 


Gene No. 


23412 






Strand 






Start 


21882 






End 


29445 




Name 


OJ990730 04. 9920. C8 


ril n +-Tn 


Method 


TBLASTX: Maize 




Start 


26414 






End 


26954 




GI 


none 






Score 


107 




Exons , 


26414 . 


.26599, 26475 


. . Z D DUU , 


26701. .26796, 26708 .. 26797, 






26895. 


.26954, 26915 


. . Z D y O 0 








Seq. No. 


11024 






Seq. ID 


OJ990730_04 .9920. 




Gene No. 


23413 






Strand 


+ 




Start 


7389 






End 


18723 




Name 


OJ990730 04. 9920. C9 


, ol . np 


Method 


AAT/NAP 




Start 


5797 






End 


11575 






4680203 




Score 


1620 




Exons 


5797. , 


5860, 7322.. 8 


933, 9090 


..9312, 9589.. 10353, 11509,. 


11575 


LjI uescj-ip. 


(AF114171) TNP2-like protein 


. [Sorghum 


bicolor ] 




Seq. No. 


11024 






Seq. ID 


OJ990730_04.9920. 




Gene No. 


23413 






Strand 


+ 




Start 


7389 






End 


18723 




Name 


OJ990730 04. 9920. 09 


. o2 . gs 


Method 


GENSOAN 




b rar L 


7389 






End 


18723 




bi 


none 






Score 


.46 




Exons 


7389. . 


,8862, 8911.. 9249, 9464 


..10105, : 


10208. .10499, 1117^ 


t 11508. 




12183. 


,.12343, 12631 


. .13740, 


14168. .14188, 14879. .15009, 






15290. 


,.15371, 15466 


. . 15536, 


17842. .17 914, 18718. .18723 




o e q . LN o . 


11024 






Seq. ID 


OJ990730_04.9920. 


,09 


Gene No. 


23414 






Strand 


+ 




Start 


24680 






End 


26239 




Name 


OJ990730 04. 9920. 09 


. o2 . np 


Method 


AAT/NAP 




b car L 


24680 






End 


26239 




GI 


5821069 




Score 


2719 




Exons 


24680. 


. .26239 










GI Descrip. 


{AB011968) OsPK7 [Oryza sativa] 






Seq. No. 


11024 






Seq. ID 


OJ990730_04 .9920, 


,09 


Gene No. 


23415 






Strand 


+ 





11524 




start 33112 End 34548 

Name OJ990730_04 . 9920 . C9 . o2 . gp Method AAT/GAP 

Start 32710 End 32804 

GI 90742_1.R1084 Score 97 

Exons 32710. .32804 



GI Descrip, ' 5734 616/dbj | AP000391 , 1| AP000391 4.0e-29 Oryza sativa genomic 
DNA, chromosome -6, clone : P0538C01 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11024 Seq. ID OJ990730 04. 9920. C9 

23415 
33112 

OJ990730_04 .9920.C9.o3.gp 
32997 

30180_1.R1084 
32997. .33487 

' 1777312/dbj I BAA06311 I l.Oe-16 {D30622) novel serine/threonine 
protein kinase [Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730_04. 
+ 

34548 
AAT/GAP 
33487 
958 



Seq. No. 11024 Seq. ID 

Gene No. 23415 Strand 

Start 33112 End 

Name OJ990730_04 . 9920 . 09 . o3 . np Method 

Start 33112 End 

GI 6623874 Score 

Exons 33112. .34037, 34095.. 34548 

GI Descrip. {AC018722) putative protein kinase [Arabidopsis thaliana] 



OJ990730_04.9920.C9 

+ . 

34548 
AAT/NAP 
34548 
998 



Seq. No. 11024 Seq. ID 

Gene No. 23415 Strand 

Start 33112 End 

Name OJ990730_04 . 9920 . C9 . o6 . gs Method 

Start 33112 End 

GI none Score 

Exons 33112. . 34536 



OJ990730_04. 9920.C9 
+ 

34548 
GENSCAN 
34536 
.5 



Seq. No. 11024 

Gene No. 23416 

Start 35085 

Name OJ990730_04 . 9920 . C9 . o7 . gs 

Start 35085 

GI none 
Exons 



Seq. ID OJ990730_04.9920.C9 

Strand + 

End 36015 

Method GENSCAN 

End 36015 

Score .73 



35085. .35159, 35358 .. 354 93, 35906.. 36015 



Seq. No. 


11024 


Seq.. ID 


OJ990730_ 


04.9920 


.C9 


Gene No. 


23417 


Strand 


+ 






Start 


39931 


End 


41899 






Name 


OJ990730 04.9920.C9.o4.np 


Method 


AAT/NAP 






Start 


39931 


End 


41899 






GI 


6907086 


Score 


1329 






Exons 


39931. .40674, 40732 . .40985, 


41208. .41274, 41379. 


.41520, 






41624. .41728, 41811. .41899 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


11024 


Seq. ID 


OJ990730_ 


04.9920 


.09 


Gene No. 


23418 


Strand 


+ 






Start 


42129 


End 


45475 






Name 


OJ990730 04.9920.C9.o5.np 


Method 


AAT/NAP 







11525 



start 42129 End 43586 

GI 82484 Score 176 ■ 

Exons 42129. .42237, 42393 .. 42 639, 43481.. 43586 

GI Descrip. hypothetical protein 1 - rice gi | 20382 | emb | CAA29825 | 
put. ORE 2 [Oryza sativa] 



(X06611) 



Seq. No, 


11024 




Seq-. ID 


OJ990730_ 


U4 . yyzu 


09 


Gene No. 


^34 lb 




Strand 


+ 






Start 






End 


45475 ' 






Name 


OJy^oviu 04.9y^u.cy 


o9 . gs 


Method 


GENSOAN 






Start 


43230 




End 


45472 






GI 


none 




Score 


.75 






Exons 


4 Jz . . 4 Jo / 1 , 4jy/o 


.44141, 


44488, .44534, 44657, 


.44789, 






44yZD. .4b4 f Z 












Seq. No. 


llL)z4 




Seq, ID 


OJ990730 


04. 9920 


09 


Gene No. 


23418 




Strand 


+ 






Start 


42129 




End 


45475 






Name 


OJ990730 04. 9920. 09 


o6. np 


Method 


AAT/NAP 






Start 


43380 




End 


45475 






GI 


3738302 




Score 


593 






Exons 


43380. .43571, 44054 


.44141, 


44654, .44789, 44926. 


.45475 




GI Descrip. 


(AC005309) putative 


Tub family protein 


[Arabidopsis thaliana 


Seq. No. 


11024 




Seq. ID 


OJ990730_ 


04. 9920 


.09 


Gene No. 


23419 




Strand 


+ 






Start 


47575 




End 


50875 






Name 


OJ990730 04. 9920. C9 


o7 . np 


Method 


AAT/NAP 






Start 


47575 




End 


50875 






GI 


6815109 




Score 


145 






Exons 


47575. .47754, 48295 


.48635, 


50853. .50875 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


11024 




Seq. ID 


OJ990730_ 


04.9920 


.09 


Gene No. 


23420 




Strand 


-f 






Start 


54447 




End 


54933 






Name 


OJ990730 04.9920.09 


o7.gp 


Method 


AAT/GAP 






Start 


54447 




End 


•54933 






GI 


2312719 




Score 


739 






Exons 


54447. .54535, 54630 


,54933 










Seq. No. 


11024 




Seq. ID 


OJ990730_ 


04.9920 


09 


Gene No. 


23421 




Strand 








Start 


54847 




End 


60677 






Name 


OJ990730 04.9920.09 


ol2 .gs 


Method 


GENSOAN 






Start 


54847 




End 


60677 






GI 


none 




Score 


.41 






Exons 


54847. .54855, 54860 


.55129, 


55939. .56027, 57812. 


.57909, 






59885. .60046, 60568 


.60677 










Seq. No. 


11024 




Seq. ID 


OJ990730_ 


04 .9920 


09 


Gene No. 


23422 




Strand 








Start 


136 




End 


3997 






Name 


OJ990730 04. 9920. 09, 


ol . gs 


Method 


GENSOAN 






Start 


136 




End 


3997 






GI 


none 




Score 


.58 






Exons 


136. .242, 324. .448, 


512. .631 


, 1143. .1344, I960.. 


2114, 





11526 



3196.. 3250, 3335.. 3997 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11024 
23422 
136 

OJ990730_04. 

1968 

none 

1968. .2051, 



9920.C9.ol.gp 



3196. .3246, 3329. 



Seq, ID 

Strand 

End 

Method 
End 
Score 
.3796 



OJ990730_04.9920.C9 

3997 
AAT/GAP 
3796 
1102 . 



Seq. No. 11024 Seq. ID OJ990730_04 . 9920 . C9 

Gene No. 23423 Strand 

Start 34064 End 34684 

Name OJ990730_04 . 9920 . 09 . o4 . gp Method AAT/GAP 

Start 34064 End 34684 

GI 37125_1.R1084 Score 1164 

Exons 34064.. 34684 

GI Descrip. V 34 3696/gb | K01229 | WHTMTRR18 O.Oe+QO Wheat mitochondrial small 
subunit (18S) rRNA gene (complete) ' 



Seq. No. 


11024 


Seq. ID 


OJ990730_04.9920 


.C9 


Gene No. 


23424 


Strand 






Start 


42272 


End 


42352 




Name 


OJ990,730 04 . 9920.C9.o5.gp 


Method 


AAT/GAP 




Start 


42272 


End 


42352 




GI 


5003694 


Score 


111 




Exons 


42272. .42352 








GI Descrip. 


34 3696/gb|K0122 9 1 WHTMTRR18 


O.Oe+00 Wheat mitochondrial 


small 




subunit (18S) rRNA gene (complete) 






Seq. No. 


11024 


Seq. ID 


OJ990730_04 . 9920 


.09 


Gene No. 


23425 


Strand 






Start 


46324 


End 


47233 




Name 


OJ990730 04.9920.C9.ol0.gs 


Method 


GENSCAN 




Start 


46324 


End 


47233 




GI 


none 


Score 


.65 




Exons 


4 6324 . .4 64 96, 4 6519. .47233 








Seq. No. 


11024 


Seq. ID 


OJ990730_04.9920 


.09 


Gene No. 


23426 


Strand 






Start. 


49105 


End 


53865 




Name 


OJ990730 04.9920.C9.oll.gs 


Method 


GENSCAN 




Start 


49105 


End 


53474 




GI 


none 


Score 


.59 




Exons 


4 9105. .4 928 6, 51604. .51754, 


52001. .52234, 52343 .. 52619, 






52808. .52942, 52972. .534 74 








Seq. No. 


11024 


Seq. ID 


OJ990730_04 . 9920 


.09 


Gene No. 


23426 


Strand 






Start 


49105 


End 


53865 




Name 


OJ990730 04,9920.C9.o8.np 


Method 


AAT/NAP 




Start 


50368 


End 


53865 




GI 


3201624 


Score 


182 




Exons 


50368. .50431, 52443. .52600, 


52705. .52996, 53123. .53388, 






53741. .53865 








GI Descrip. 


(AC004 669) hypothetical protein [Arabidopsis thaliana] 





11527 




Seq. No. 


llOz 4 


beq. iu 




Gene No. 


23426 


Strand 




Start 


49105 


End 


53865 


Name 


OJ990730 04.9920.C9.o6.gp 


Method 


AAT/GAP 


Start 


53193 


End 


53666 


GI 


uC-osflm202102g03bl 


Score 


904 


Exons 


53193, .53666 






GI Descrip. 


M521193/dbj |AB013450,1|AB013450 l.Oe-99 Oryza sativa DNA, 




similar sequence to Pib gene' 






Seq. No. 


11024 


Seq. ID 


OJ990730_04.9920.C9 


Gene No. 


23427 


Strand 




Start 


60848 


End 


65554 


Name 


OJ990730_04 . 9920 , 09 . o8 . tm 


Method 


TBLASTX: Maize 


Start • 


130 


End 


1350 


GI 


none 


Score 


69 


Exons 


130. .174, 136. .186, 151. .243, 


178. .243, 


321. .374, 322. .375, 




480. .554, 511... 561, 611. .634, 


1142. .1345, 1144. .1350, 1172. 


Seq. No. 


11024 


Seq. ID 


OJ990730_04 . 9920. C9 


Gene No. 


23427 


Strand 




Start- 


60848 


End 


65554 


'""i Name 


OJ990730_04 . 9920 . C9 . o4 . ts 


Method 


TBLASTX : Soybean 


start 


204 


End 


1944 


GI 


none 


Score 


126 


Exons 


204. .242, 321. .395, 513. .632, 


1142. .134 


:8, 1144. .1350, 


i : ! 
! b? 


1149. .1328, 1149. .1403, 1172. 


.1357, 1867.. 1944 


Q 

m Seq. No. 


11024 


Seq. ID 


OJ990730_04 ..9920. C9 


, =• Gene No . 


23427 


Strand 




;-\ Start 


60848 


End 


65554 


" Name 


OJ990730 04 . 9920 . C9 . o2 . tw 


Method 


TBLASTX: Wheat 


- Start 


7695 


End 


8288 


GI 


none 


Score 


226 


'"-ul Exons 


7695. .7985, 7697. .7987, 8043. 


.8159, 8067. .8165, 8163. .8288, 




8180 . . 8287 






Seq. No. 


11024 


Seq. ID 


OJ990730_04 . 9920. C9 


Gene No. 


23427 


Strand 




btart 


60848 


End 


65554 


Name 


OJ990730_04 . 9920 . C9 . o6 . ts 


Method 


TBLASTX: Soybean 


Start 


7713 


End 


7985 


GI 


none 


Score 


289 


Exons 


7713. .7985, 7730. .7978 






Seq. No. 


11024 


Seq. ID 


OJ990730_04 .9920.09 


Gene No. 


23427 


Strand 




Start 


60848 


End 


65554 


-Name 


OJ990730 04 .9920.C9,o7.ts 


Method 


TBLASTX: Soybean 


Start 


8028 


End 


8303 


GI 


none 


Score 


213 


Exons 


8028.. 8303, 8063.. 8302 






Seq. No. 


11024 


Seq. ID 


OJ990730_04.9920.C9 


Gene No. 


23427 


Strand 




Start 


60848 


End 


65554 


Name 


OJ990730 04 . 9920.C9.o4,tc 


Method 


TBLASTX :Oress 



11528 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8052 End 8384 

none Score 282 

8052. .8384, 8138. .8188, 8222. .8329 



11024 
23427 
60848 

OJ990730_04.9920.C9.ol0.tm 

8190 

none 



Seq. ID OJ990730_04. 9920.C9 
Strand 

End 65554 

Method TBLASTX : Maize 

End 8675 

Score 99 



8190. .8294, 8198. .8293, 8297. .8389, 8301. .8390, 8458. .8493, 
8487.. 8534, 8535.. 8582, 8582.. 8671, 8586.. 8675 



Seq. No. 11024 

Gene No. 23427 

Start 60848 

Name OJ990730_04 . 9920 . C9 . o7 . tw 

Start 8289 

GI none 
Exons 



Seq. ID OJ990730_04.9920.C9 
Strand 

End , 65554 

Method TBLASTX : Wheat 

End .8624 

Score 57 



8289. .8330, 8334. .8432, 8336. .8431, 8478.-8576, 8489. .8560, 
8586. .8624 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11024 
23427 
60848 

OJ990730_04. 9920.C9.o5.tm 

9178 
none 



Seq. ID . OJ990730_04.9920.C9 
Strand 

End - 65554 
Method TBLASTX : Mai ze 
End 9561 
Score 65 



9178.. 9252, 9246. .9374, 9246. .9560, 9247.. 9561 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11024 
23427 
60848 

OJ990730_04.9920.C9.ol.tw 

9202 

none 



Seq. ID OJ990730_04 , 9920.C9 
Strand 

End 65554 

Method TBLASTX : Wheat 

End 10335 

Score 536 



9202. .9918, 9255. .9830, 9927, .10109, 9937. ,10125, 10102 .. 10218 , 
10144. .10203, 10234. .10335, 10269.. 10328 



Seq. No. 11024 

Gene No. 23427 

Start 60848 

Name OJ990730_04 . 9920 . C9 , o3 . to 

Start 9493 

GI none 

Exons 9493.. 9918, 9501., 9830 



Seq. ID OJ990730_04.9920.C9 
Strand 

End 65554 

Method TBLASTX: Cress 

End 9918 

Score 302 



Seq. No. 11024 

Gene No. 23427 

Start 60848 

Name OJ990730_04 . 9920 . C9 . oil . tm 

Start 9811. 

GI none 
Exons 



Seq. No. 
Gene No. 



Seq. ID OJ990730_04.9920.C9 
Strand 

End 65554 

Method TBLASTX : Maize 

End '10101 

Score 139 



9811. .9981, 9993. .10100, 9994. .10101 



11024 
23427 



Seq. ID OJ990730_04.9920.C9 
Strand 



11529 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



65554 

TBLASTX: Soybean 
33927 
1121 



60848 End 
OJ990730_04 . 9920 . C9 . ol . ts Method 
24800 End 
none Score 

24800. .25231, 24812 .. 25621 , 24988 

33107. .33175, 33118 33258 , 33147 

33219.-33293, 33286 .. 33393, 33354 .. 334 16, 33355 

33436. .33927, 33438 .. 33572, 33630 33794 , 33646 



,25608, 25280. 
,33176, 33184. 



.25621, 
.33294, 
.33429, 
,33927 



11024 
23427 
60848 

OJ990730_04 .9920,09. ol.tc 
24812 
none 

24812. .25588, 24817 
25912. .26004, 26057 
33219. .33416, 33355 
33627. .33920, 34102 



Seq. ID OJ990730_04 .9920.C9 
Strand 

End 65554 
Method TBLASTX : Cress 
End 34470 
Score 920 
25587, 25825. .25896, 25826 .. 25900, 
26173, 33109. .33393, 33184 .. 33294 , 
33426, 33444. .33569, 33445 .. 33927 , 
34278, 34324. .34470 



11024 
23427 
60848 

OJ990730_04 . 9920 . C9 . ol . tm 

24812 

none 

24812. .25642, 24814 25596, 
25895. .26218, 25933 .. 26121 , 
33127, .33393, 33355 .. 3347 1 , 
33627. .33920, 33631 ,. 33927 , 
34162. ,34278, 34 188 .. 34247 , 

11024 
23427 
60848 

OJ990730_04.9920,C9.o5.tw 

25007 

none 

25007. .251.32, 25090 ,, 25197 , 
25298. .25396, 33361 ,, 33552 , 
33633. .33734 



Seq. ID 
Strand 
End 

Method 
End 
Score 

25826 

26133 

33402 

33970 



OJ990730 04. 9920. C9 



65554 

TBLASTX: Maize 
34467 
983 

25897, 25828. ,25899, 
26156, 33046. .33294, 
33572, 33436. .33939, 
34179, 34080, ,34169, 



34273. .34467, 34317. .34457 



Seq. ID 
Strand 
End 

Method 

End 

Score 
25091. .25210, 25297 
33381. .33551, 33631 



OJ990730_04,9920.C9 
65554 

TBLASTX: Wheat 
33738 
80 

25386, 
33738, 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 



11024 
23427 
60848 

OJ990730_04 . 9920 . C9 , o9 . tw 

25399 

none 

25399. .25593, 
33783. .33977, 



25400. .25588, 
33784. .33948, 



11024 
23427 
60848 

OJ990730_04 . 9920 , C9 . o2 . ts 

25816 

none 



Seq. ID 

Strand 
End 

Method 

End 

Score 
33741. .33947, 
53053. .53175 



OJ990730 04. 9920. C9 



65554 

TBLASTX: Wheat 
53175 
192 

33742. .33951, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730_04.9920.C9 
65554 

TBLASTX: Soybean 

34458 

455 



11530 




Exons 


25816. 


.26121, 25817. 




25886. .26182, 34 093 .. 34 164 , 






34168. 


.34278, 34273. 




34317. .34442 




Seq. No. 


11024 






Seq. ID 


OJ990730_04 . 9920 


.C9 


Gene No. 


23427 






Strand 






Start 


60848 






End 


65554 




Name 


OJ990730 04. 9920. C9. 


OiU . uW 


Method 


TBLASTX: Wheat 




Start 


25826 






End 


34422 




GI 


none 






Score 


73 




Exons 


25826. 


.25918, 25910. 


. Z Di fi U, 


34273. .34422 




Seq. No. 


11024 






Seq. ID 


OJ990730_04.9920 


.C9 


Gene No. 


23427 






Strand 






b tar L 


60848 






End 


65554 




Name 


OJ990730 04. 9920. C9. 


oy . Lm 


Method 


TBLASTX: Maize 




Start 


43325 






End 


43568 




GI 


none 






Score 


284 




Exons 


43325. 


.43564, 43326. 


/I "5 R Q 
. 4i JO DO 








Seq. No. 


11024 






Seq. ID 


OJ990730_04.9920 




Gene No. 


23427 






Strand 






Start 


60848 






End 


65554 




Name 


OJ990730 04. 9920. C9. 


o5 . t c 


Method 


TBLASTX: Cress 




Start 


43364 






End 


4481-3 




GI 


none 






Score 


198 




Exons 


43364 . 


.43561, 43365. 


/I Q c ^ o 

. 4 Jd DO , 


44027. .44137, 44053 .. 4 4 136, 






44661. 


.44813, 44665. 


. 4 4o 11 








Seq. No. 


11024 






Seq. ID 


OJ990730_04.9920 


.09 


Gene No. 


23427 






Strand ' 






Start 


60848 






End 


65554 




Name 


OJ990730 04. 9920. C9. 


Oo . lS 


Method 


TBLASTX : Soybean 




Start 


43379 






End 


44137 




GI 


none 






Score 


210 




Exons 


43379. 


.43570, 43380. 


/I '5 c:'7 1 


44027. .44137, 44050. .44136 




Seq. No. 


11024 






Seq. ID 


OJ990730_04.9920 




Gene No. 


23427 






Strand 






Start 


60848 






End 


65554 




Name 


OJ990730 04. 9920. C9. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


44662 






End 


45520 






none 






Score 


105 




Exons 


44662. 


.44790, 44664. 


A An Q"^ 
.44 / 0 O , 


44881. .45039, 44 924 .. 45196, 






44927. 


.45082, 44937. 


. 4 Ol /U, 


45199. .45360, 45200. .45340, 






45205. 


.45345, 45331. 


.4 04 , 


45332. .45469, 45391 .. 45471, 






45428. 


, .45520 










Seq. No. 


11024 






Seq. ID 


OJ990730_04.9920 


PQ 


Gene No. 


23427 






Strand 






Start 


60848 






End 


65554 




IN dllLC 


OJ990730 04. 9920. C9. 


o 6 . t w 


Method 


TBLASTX: Wheat 




Start 


44709 






End 


45271 




GI 


none 






Score 


254 




Exons 


44709, 


..44819, 44912. 


.45169, 


44924. .45211, 45003 .. 45191 , 






45152, 


. .45271 










Seq. No. 


11024 






Seq. ID 


OJ990730_04.9920 


.C9 



11531 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23427 
60848 

OJ990730_04.9920.C9.o2.tc 

44924 

none 

4 4 924 . .45004, 45026. .45208, 
45308. .45469, 45349. .45468 

11024 
23427 
60848 

OJ990730_04 . 9920 . C9 . o5 . ts 

45202 

none 

45202. .45330, 45209 .. 45331 , 
45544. .45582 



Strand 
End 

Method 

End 

Score 



65554 

TBLASTX; Cress 

45469 

55 



45208. .4 5327, 45209. .45328,, 



Seq. ID OJ990730__04.9920.CE 
Strand 

End 65554 

Method TBLASTX : Soybean 

End 45582 

Score 172 
45320. .4 54 69, 4 5320 .. 45484 , 



Seq. No. 11024 

Gene No. 23427 

Start 60848 

Name OJ990730_04 . 9920 . C9 . o4 . tm 

Start 51360 

GI none 

Exons 51360. .51569, 51360 51584 , 
51662. .51751, 51730 52164 , 



Seq. ID OJ990730__04 .9920.C9 
Strand 

End 65554 

Method TBLASTX : Mai ze 

End 52164 

Score 234 
51568. .51600, 51639 .. 51743, 
51747. .5-1971, 51748. .52164 



Seq. No. 11024 

Gene No. 23427 

Start 60848 

Name OJ990730_04 . 9920 . C9 . ol2 . tm 

Start 52166 

GI none 

Exons 52166, .52234, 52167 52235 , 
52344, ,52466 



Seq. ID OJ990730_04.9920.C9 
Strand 

End 65554 

Method TBLASTX : Maize 

End 52466 

Score 100 
52339. .52404, 5234 3 .. 524 65, 



Seq. No. 11024 

Gene No. 23427 

Start 60848 

Name ■ OJ990730_04 . 9920 . C9 . ol3 . gs 

Start 60848 

GI none 

Exons 60848. .61380, 61707 62096, 
63622. .63809, 64441.. 65554 



Seq. ID OJ990730_04.9920.C9 
Strand 

End 65554 

Method GENSCAN 

End 65554 

Score ' .47 
62357. .62545, 627 18 .. 62997 , 



Seq. No. 11024 

Gene No. 23427 

Start 60848 

Name OJ990730_04 . 9920 . C9 . ol4 . tm 

Start 61768 

GI none " 

Exons 61768. .61878, 61769 .. 61864 , 



Seq. ID OJ990730_04. 9920.C9 
Strand 

End 65554 

Method TBLASTX : Maize 

End 62028 

Score 75 
61897. . 62028 



Seq. No. 11024 

Gene No. 23427 

Start 60848 

Name OJ990730_04 . 9920 . C9 . o9 . np 

Start 62029 



Seq. ID OJ990730_04. 9920.C9 
Strand 

End 65554 

Method AAT/NAP 

End 63804 



11532 



GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4581164 

62029. .62796, 62953. 
(AC006220) putative 
thaliana] 



Score 1184 

.63804 

retroelement pol polyprotein [Arabidopsis 



1102-4 
23427 
60848 

OJ990730_04 . 9920 . C9 . o3 . tw 

62040 

none 

6204 0... 624 38, 62041. . 62397 



Seq. ID OJ990730_04 . 9920.C9 
Strand 

End 65554 . 

Method TBLASTX : Wheat 

End 62438 

Score 90 



11024 
23427 
60848 

OJ990730_04 . 9920 . C9 . o6 . tm 
62193 
none 

62193. .62438, 62194. .624 57, 6244 6. .62562, 624 63. .62 630 



Seq. ID OJ990730_04 . 9920.C9 
Strand 

End 65554 

Method TBLASTX: Maize 

End 62630 

Score 73 



Seq. No. 11024 

Gene No. 23427 

Start 60848 

Name OJ990730_04 . 9920,. C9 . o2-. tm 

Start 62632 

GI none 

Exons 62632. . 63144, 62633.. 63148 

Seq. No. 11024 

Gene No. 23427 

Start 60848 

Name OJ9907 30_04 . 9920 . 09 . o4 . tw 

Start 62776 

GI none 

Exons 62776. . 63177 



Seq. ID OJ990730_04.9920.C9 
Strand 

End 65554 

Method " TBLASTX: Maize 

End 63148 

Score 334 



Seq. ID OJ990730_04 . 9920.C9 
Strand 

End 65554 

Method TBLASTX : Wheat 

End 63177 

Score 323 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11024 
23427 
60848 

OJ990730_04 . 9920 . C9 . o3 . ts 

62902 

none 

62902. .6324 9, 62969. .63280 



11024 
23427 
60848 

OJ990730_04 . 9920. C9. 

63172 

none 

63172. .63468, 63173. 
63575. .63640 



Seq. ID OJ990730_04. 9920.C9 
Strand 

End 65554 

Method TBLASTX : Soybean 

End 63280 

Score 144 



Seq. ID OJ990730_04 . 9920.C9 
Strand 

End. 65554 

o7.tm Method TBLASTX : Maize 

End 63645 

Score 144 
.63451, 63268. .63489, 63541. .63645, 



Seq. No. 
Gene No. 
Start 



11024 
23427 
60848 



Seq. ID OJ990730_04 . 9920.C9 
Strand 

End 65554 



11533 



Name 


OJ990730 04. 9920. C9. 


o8 . tw 


Method 


TBLASTX : l 


Start 


63226 




End 


63560 


GI 


none 




Score 


115 


Exons 


63226. . 63465, 63230. 


. 63481, 


63385 . . 634( 


39, 63479 




63516. . 63560 








Seq. No. 


11024 




Seq. ID 


OJ990730 


Gene No. 


23427 




Strand 




Start 


6084 8 




T-l _ _] 

End 


H C. C C A 


Name 


OJ990730 04. 9920.09. 


ol3 . tm 


Method 


TBLASTX : 1 


Start 


63943 




End 


64239 


GI 


none 




Score 


195 


Exons 


63943 . . 64239 








Seq. No. 


11025 




Seq. ID 


OJ990730 


Gene No. 


23428 




Strand . 




Start 


88 




End 


o o o 


Name 


OJ9907 30 04.9920.C14 


; . ol . gs 


Method 


GENSOAN 


Start 


88 




End 


223 


GI 


none 




Score 


. 89 


Exons 


88 . . 223 








Seq. No. 


11026 




Seq. ID 


OJ990510 


Gene No. 


23429 




Strand 


+ 


Start 


1 




End 


739 


Name 


OJ990510 04. 9919. C6. 


ol . np 


Method 


AAT/NAP 


Start 


1 




End 


739 


GI 


5042447 




Score 


80 


Exons 


1 . . 131, 673 . . 739 








GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 


Seq. No. 


11027 




Seq. ID 


OJ990510 


Gene No. 


23430 




Strand 




Start 


232 




End 


"D n ^ 


Name 


OJ990510 04 . 9919.07 . 


ol . gs 


Method 


GENSOAN 


Start 


232 




End 


306 


GI 


none 




Score 


. 74 


Exons 


232 . . 306 








Seq. No. 


11028 




Seq. ID 


OJ990510 


Gene No. 


23431 




Strand 


+ 


Start 


328 




End 


C 1^ A 

520 


Name 


OJ990510 04 . 9919.08 . 


ol . gs 


Method 


GENSOAN 


Start 


328 




End 


520 


GI 


none 




Score 


. 76 


Exons 


328 . . 362, 407 . . 520 








Seq. No. 


11029 




Seq. ID 


OJ990510 


Gene No. 


23432 




Strand ■ 




Start 


261 




End 


290 


Name 


OJ990510 04.9919.09. 


ol . gs 


Method 


GENSOAN 


Start 


261 




End 


290 


GI 


none 




Score 


.43 


Exons 


261. .290 








Seq. No. 


11030 




Seq. ID 


OJ990510 


Gene No. 


23433 




Strand 





11534 



start 
Name 
Start 
GI 

Exons 

'Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 
ijfl Start 

Name 
It; Start 
U GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 
''1 Name 
M: Start 
I'l GI 
,= 3- Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2216 End 5511 

OJ990510_04 . 9919.C17.ol.gs Method GENSCAN 
2216 End 5511 

none Score .74 

2216. .2466, 2599. .2779, 4735. .5045, 5130. .5511 



11031 
23434 
152 

OJ990510_04 . 9919. 018. ol.gs 

152 

none 

152. .158, 643. .747, 795. .94? 



Seq. ID OJ990510_04. 9919. CIS 

Strand -i- 

End 3859 

Method GENSCAN 

End 3859 

Score .51 

1164. .1248, 3059. .3859 



11031 . 
23435 
4106 

OJ990510_04 .9919.018. o3.np 
4106 
4680179 
4106. .4898, 8104. .8153 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990510_04 .9919.018 

Strand + 

End 8153 

Method AAT/NAP 

End 8153 

Score 663 



11031 
23436 

17 92 ' . 
OJ990510_04 . 9919.018 . ol . np^* 
1792 
4680186 
1792. . 1986 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID ■ OJ990510_04.9919.C18 
Strand 

End 198 6 

Method AAT/NAP 
End 1986 
Score 102 



11031 
23437 
4367 

OJ990510_04 . 9919. 018. o2.tw 

4367 

none 

4367. .4576, 4378. .4578 

11031 
23438 
4597 

OJ990510_04 . 9919. 018. ol.tw 

4597 

none 

4597. .4794, 4601. .4903 

11031 
23438 
4597 

OJ990510_04 . 9919. 018. ol.tm 

4601 

none 

4601. .4891, 4618. .4731 



Seq. ID OJ990510__04. 9919. 018 
Strand 

End 4578 

Method TBLASTX : Wheat 

End 4578 

Score 191 



Seq. ID OJ990510_04. 9919. 018 
Strand 

End 4 903 

Method TBLASTX : Wheat 

End 4903 

Score 278 



Seq. ID OJ990510_04. 9919. 018 
Strand 

End 4903 

Method TBLASTX : Mai ze 

End 4 8 91 

Score 200 



Seq. No. 



11032 



Seq. ID OJ990510_04. 9919. 019 



11535 




Gene No. 


23439 


Strand 


+ 




Start 


lino 

i i y J 


Lna 


1 bio 




Name 


ojyyoolo O4.yyiy.ciy.oi.gs 


Method 


GENSCAN 




Start 


lino 


End 


1 dIo 




GI 


none 


Score 


. 0 1 




Exons 


iiy 0 . . i bi 0 








Seq. No. 


11032 


Seq. ID 


OJ990510_04. 


. 9919. C19 


Gene No. 


23440 


Strand 


+ 




Start 




hna 


0 0 c 0 
0000 




Name 


ojyyuolu U4 . y y iy . ciy . 0^ . gs 


Metnoa 


GENSCAN 




Start 




End 


0 0 c 0 




GI 


none 


Score 






Exons 


OOOT "iAQC 0*700 O Q C O 








Seq. No. 


T 1 A 0 0 


beq. ID 


ojy yuoiu U4 . 


. y y 1 y . czu 


Gene No . 


23441 


Strand 


+ 




Start 


1822 


End 


2084 




Name 


OJ990510 04 .9919.C20.ol.gp 


Method 


AAT/GAP 




Start 


1822 


End 


2084 




GI 


2315 5.R1084 


Score 


358 




Exons 


1822. .2084 








GI Descrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 l.Oe- 


14 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 * 






Seq. No. 


11033 


Seq. ID 


OJ990510_04 . 


.9919.C20 


Gene No . 


23442 


Strand 


+ 




Start 


3447 


End 


3506 




Name 


OJ990510 04 .9919.C20.o2.gp 


Method 


AAT/GAP . 




Start 


3447 


End 


3506 




GI 


2315 6.R1084 


Score 


73 




Exons 


3447. .3506 








GI Descrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 4 . Oe- 


38 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 






Seq. No. 


11033 


Seq. ID 


OJ990510_04. 


. 9919. C20 


Gene No . 


23443 


Strand 






Start 


■ 5319 


End 


5586 




Name 


OJ990510 04.9919.C20.o3.gp 


Method 


AAT/GAP 




Start 


5319 


End 


5586 




GI 


2315 5.R1084 


Score 


309 




Exons 


5319. .5430, 5508. .5586 








GI Descrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 l.Oe- 


14 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 






Seq. No, 


11033 


Seq. ID 


OJ990510_04, 


,9919.020 


Gene No . 


23444 


Strand 






Start 


7264 


End 


10763 




Name 


OJ990510 04 .99.J.9.C20.ol.np 


Method 


AAT/NAP 




Start 


7264 


End 


10763 




GI 


2967837 


Score 


153 




Exons 


7264. .7292, 9588. .10098, 10458 


1. .10763 






GI Descrip. 


(AF052641) cyst nematode resistance gene candidate 


[Triticum 




aestivum] 








Seq. No. 


11033 


Seq. ID 


OJ990510_04 . 


9919. C20 


Gene No. 


23445 


Strand 







11536 




start 


io4 bo 




£jna 


1 '^^pn 
u 00 u 








Name 




, o4 . gs 


Method 










Start 


134 66 




hna 


1 T Q n 

i 0 DO U 








GI 


none 




Score 


Q A 

. y4 








Exons 


iiyi/"/" I'Ococ TO^rnrx 
134 66 . . loo^D, 13bUU., 














Seq. No. 


11033 




Seq. ID 


OJ990510_ 


^04. 


9919 


.C20 


Gene No. 


23446 




Strand 










Start 


1 / 4 /Z 




bna 


1 y Uo 0 








Name 


ojyyODiu U4.yyiy.czu. 


. 06 . gs 


Method 


17 M C A M 

bbWoUAiN 








Start 


174 11 




bna 


1 Q n Q Q 

1 y u 0 0 








GI 


none 




Score 










Exons 


L / ^ / Z . . iyUoo 














Seq. No, 


11034 




Seq. ID 


OJ990510_ 


04. 


,9919 


.C21 


Gene No. 


23447 




Strand 


+ 








Start 


4648 




ZjTiCL 


3 D DU 








Name 


OJ990510 04.9919.C21, 


, ol . gs 


Method 


r" t? "M c n M 








Start 


4648 




bna 


0 D DU 








GI 


none 




Score 


Q A 








Exons 


4648. .4699, 5428. .5660 












Seq. No. 


11034 




Seq. ID 


OJ990510_ 


04, 


.9919 


.C21 


Gene No. 


23448 




Strand 










Start 


13179 




bna 


1 /I n 0 "5 








Name 


OJ990510 04.9919.C21. 


. o2 .gs 


Method 


bbNbCAN 








Start 


13179 




End 


14 Uz J 








GI 


none 




Score 


. yb 








Exons 


13179. .13253, 13940., 


. 14023 












Seq. No. 


11035 




Seq. ID 


OJ990510_ 


04. 


.9919 


.C22 


Gene No. 


23449 




Strand 


+ 








Start 


1127 




bna 


1 R c; c; 








Name 


OJ990510 04.9919.C22, 


. ol . gs 


Method 


t? M C 7\ K1 








Start 


1127 




bna 


1 R R R 
1000 








GI 


none 




Score 


Q 

. y 








Exons 


1127. .1555 














Seq. No. 


11036 




Seq. ID 


OJ990510_ 


04, 


.9919 


.023 


Gene No. 


23450 




Strand 










Start 


352 




bna 


0 on A 








Name 


OJ990510 04.9919.G23, 


. ol . gs 


Method 


C M C A M 








Start 


352 




bna 










GI 


none 




Score 










Exons 


352. .439, 879. .1125, 


1353. . 


, 1 jyu , / y / . 


0 QH /I 

. z y u 41 








beq . NO . 


11036 






VJu _7 ,7 U J X U 




. 27 ± :? 


. C23 


Gene No. 


23451 




strand 










■Start 


1 .. 




End 


3257 








Name 


OJ990510 04.9919.C23, 


.ol.np 


Method 


AAT/NAP 








Start 


1 




End 


3257 








GI 


6630696 




Score 


208 








Exons 


1..58, 3022. .3257 















GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU07 6106 ( E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



11537 




Seq. No. 


11036 




Seq. ID 


OJ990510__04 .9919 


.C23 


Gene No. 


23452 




Strand 






Start 


5336 




End 


14531 




Name 


OJ990510 04.9919.C23 


. o3.gs 


Method 


GENSCAN 




Start 


5336 




End 


14531 




GI 


none 




Score 


.55 




Exons 


5336.. 5354, 6038.. 6282, 9111 


..9180, 9814. .9917, 10461.. 


1070' 




10937. .11129, 12606. 


.12984, 


13410. .13512, 13731. .13835, 






14389. .14531 










Seq. No. 


11036 




Seq. ID 


OJ990510_04.9919 


. C23 


Gene No . 


23452 




Strand 






Start 


5336 




End 


14531 




Name 


OJ990510 04.9919.C23 


. o2 .np 


Method 


AAT/NAP 




Start 


12631 




End 


13013 




GI 


3928543 




Score 


299 




Exons 


12631.. 13013 










GI Descrip. 


(AB016819) UDP-glucose glucosyltransf erase [Arabidopsis 






thaliana] 










Seq. No. 


11036 




Seq. ID 


OJ990510_04.9919 


.C23 


Gene No. 


23453 




Strand 






Start 


16268 




End 


16546 




Name 


OJ990510_04 . 9919.C23 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


12634 




End . 


13017 




GI 


-none 




Score 


340 




Exons 


12634 . . 13017, 12641. 


.12997, 


12883. .13017 




Seq. No. 


11036 




Seq. ID 


OJ990510_04 .9919 


.C23 


Gene No. 


23453 




Strand 






Start 


16268 




End 


16546 




Name 


OJ990510_04 . 9919.C23 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


12643 




End 


13015 




GI 


none 




Score 


211 




Exons 


12643. .13011, 12644. 


.13015 








Seq. No. 


11036 




Seq. ID 


OJ990510_04 .9919 


.C23 


Gene No. 


23453 




Strand 






Start 


16268 




End 


16546 




Name 


OJ990510 04.9919.C23 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


12694 




End 


12999 




GI 


none 




Score 


257 




Exons 


12694. .12999, 12719. 


,12994 








Seq. No. 


11036 




Seq. ID 


OJ990510_04.9919 


.C23 


Gene No. 


23453 




Strand 






Start 


16268 




End 


16546 




Name 


OJ990510 04.9919.C23 


.o4 .gs 


Method 


GENSCAN ' 




Start 


16268 




End 


16546 




GI 


none 




Score 


1 




Exons 


16268. .16546 










Seq. No. 


11037 




Seq. ID 


OJ990510_04.9919 


.C24 


Gene No. 


23454 




Strand 


+ 




Start 


2450 




End 


3705 




Name 


OJ990510 04.9919.C24 


.ol . gs 


Method 


GENSCAN 




Start 


2450 




End 


3705 





11538 




GI 


none 








Score 


.55 


Exons 


2450. .2498, 


2752, 


. . 2897, 


3335. 


.3361, 3424.. 3513, 3598.. 3705 


Seq. No. 


11037 








Seq. ID 


OJ990510_04 . 9919. C24 


Gene No. 


23455 








Strand 




Start 


4842 








End 


6371 


Name 


OJ990510 04 


. 9919. 


.024 .o2' 


. gs 


Method 


GENSCAN 


Start 


4942 








End 


6365 


'GI 


none 








Score 


.56 


Exons 


4842 . . 6365 












Seq. No. 


11037 








Seq. ID 


OJ990510_04.9919.C24 


Gene No. 


23455 








Strand 




Start 


4842 








End 


6371 


Name 


OJ990510_04 


.9919. 


.C24.01 


.np 


Method 


AAT/NAP 


Start 


4881 








End 


6353 


GI 


3928543 








Score 


1231 


Exons 


4881 . . 6353 . 












GI Descrip. 


{AB016819) 


UDP-glucose 


glucosyl transferase [Arabidopsis 




thaliana] 












Seq. No. 


11037 








Seq. ID 


OJ990510_04.9919.C24 


Gene No . 


23455 








Strand 




Start 


4842 








End 


6371 


Name 


OJ990510 04 


.9919, 


.C24.01 


. tm 


Method 


TBLASTX: Maize 


Start 


4884 








End 


5477 


GI 


none 








Score 


416 


Exons 


4884. .5312, 


4891. 


. .5295, 


5055. 


.5312, 5313.. 5402, 5313.. 5477, 




5410 . . 5472 












Seq. No. 


11037 








Seq. ID 


OJ990510_04.9919.C24 


Gene No. 


23455 








Strand 




Start 


4842 








End 


6371 


Name 


OJ990510 04 


.9919. 


.C24.01 


.tc 


Method 


TBLASTX: Cress 


Start 


4942 








End 


6353 


GI 


none 








Score 


254 


Exons 


4942 . . 5295, 


4944. 


. .5312, 


5313. 


.5588, 5326. .5511, 5586. .5759, 




5641 . . 5754, 


5790. 


. .5999, 


5890. 


.6000, 601 


.8. .6110, 6042. .6110, 




6126. . 6353, 


6142. 


. .6327 








Seq. No. 


11037 








Seq. ID 


OJ990510_04.9919.C24 


Gene No. 


23455 








Strand 




Start 


4842 








End 


6371 


Name 


OJ990510__04 


.9919, 


.C24 .ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


4956 








End 


6330 


GI 


none 








Score 


188 


Exons 


4956. .5057, 


5064, 


, .5312, 


5065. 


.5295, 5319.. 5522, 5326.. 5529, 




5547 . . 5588, 


5586, 


, .5759, 


5790. 


.6008, 5893.. 6000, 6012., 6329, 




6142. . 6330 












Seq. No. 


11037 








Seq. ID 


OJ990510_04.9919.C24 


Gene No. 


23455 








Strand 




Start 


4842 








End 


6371 


Name 


OJ990510 04 


.9919. 


.C24 .ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


5074 








End 


5471 


GI 


none 








Score 


174 


Exons 


5074. .5295, 


5076, 


, .5297, 


5325. 


.5471 





11539 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



11037 
23455 
4842 

OJ990510_04 . 9919.024 .o2.tm 

5493 

none 

5493. .5609, 5494. ,5571, 5556. 
5790. .6011, 5791. .5832, 5884, 
6089. .6115, 6111. .6335, 6135, 



OJ990510_04.9919.C24 
6371 

TBLASTX: Maize 
6335 
61 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5621, 5586.-5759, 5641. 
.6027, 6009. .6110, 6051. 
.6272, 6142. ,6333 



.5754, 
.6104, 



Seq. No. 11037 

Gene No. 23455 

Start 4842 

Name OJ990510_04 . 9919 . 024 . o2 . tw 

Start 6042 

GI none 

Exons 6042.. 6110, 6043., 6075, 6123, 



OJ990510_04. 9919. 024 
6371 

TBLASTX: Wheat 
6371 
45 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6338, 6123, .6371, 6142. .6339 



Seq. No. 11038 Seq. ID 

Gene No. ' 23456 Strand 

Start ■ 435 End 

Name OJ990510_04 . 9919 , O30 , ol , gs Method 

Start 435 End 

GI none Score 

Exons 435. .539 



OJ990510_04. 9919, 030 
539 

GENSOAN 

539 

.52 



Seq. No. 11039 Seq. ID 

Gene No. 23457 Strand 

Start 112 End 

Name OJ990330_01 . 9923 , 01 . ol , gs Method 

Start 112 End 

GI none Score 

Exons 112,. 316, 600.. 663 



OJ990330_01. 9923.01 
663 

GENSOAN 

663 

.79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



11040 
23458 
391 

OJ990330_01, 9923.02. ol.np 
391 

5091513 



Seq. ID OJ990330_01. 9923.02 



Strand 
End 

Method 

End 

Score 



11651 
AAT/NAP 
6600 
1987 



391. .417, 3710, ,4870, 5523. .6317, 6361. .6600 
{AB023482) Hypothetical protein [Oryza sativa] 



Seq. No. 11040 Seq. ID 

Gene No. 23458 Strand 

Start 391 End 

Name OJ990330_01 , 9923.02 .ol .gs Method 

Start 1205 End 

GI none Score 

Exons 1205.. 1297, 1371.. 1460 



OJ990330_01. 9923,02 
+ 

11651 
GENSOAN 
1460 
. 97 



Seq. No. 11040 Seq. ID OJ990330_ 

Gene No. 23458 Strand + 

Start 391 End 11651 

Name OJ990330_01 . 9923 , 02 . o2 . gp Method AAT/GAP 

Start 2976 End 3295 



01, 9923,02 



11540 



GI 72524_1,R1084 Score 432 

Exons 2976., 3295 

GI Descrip. ' 50914 96/dbj | AB0234 82 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11040 Seq. ID 

23458 Strand 

391 End 

OJ990330_01. 9923.C2.o3.gs Method 

4058 End 

none Score 



OJ990330_01.9923.C2 
+ 

11651 
GENSCAN 
11651 
.71 



4058. .4653, 5523. .5933, 6041. .6177, 6260. .6477, 6494. .6565, 
6586. .6777, 7082. .7372, 8298. .8354, 9415. .9542, 10250 104 02 , 
10728. .10829, 11405. .11651 



Seq. No. 11040 

Gene No. 23459 

Start 21594 

Name OJ990330_01 . 9923 . C2 . o5 . gs 

Start 21594 

GI none 
Exons 



Seq. ID OJ990330_01. 9923.C2 

Strand + 

End 25246 

Method GENSCAN 

End 25246 

Score .69 



21594. .21724, 24766 .. 24793, 25025. .25246 



Seq. No. 

'izf Gene No. 
lH start 
f[| Name 
start 

''-I' Exons 

GI Descrip. 



11040 
23460 
2986 

OJ990330_01.9923.C2.ol.gp 
2986 
5816518 
2986. .3095 

4521193/dbj | AB013450 . 1 | AB013450 
similar sequence to Pib gene 



Seq. ID 
strand 
End 

Method 
End 
Score 



OJ990330_01.9923.C2 

3095 
AAT/GAP 
3095 
159 



3.0e-40 Oryza sativa DNA, 



Seq. No, 
Gene No, 
Start 



Name 
Start 



GI 



Exons 

GI Descrip. 



11040 Seq. ID OJ990330__01 . 9923 . C2 

23461 Strand 

9023 End 9328 

OJ990330_01 . 9923 . C2 . o3 . gp Method AAT/GAP 

9023 • End 9128 

5816518 Score 154 

9023. .9128 

4521193/dbj I AB013450. 1 IAB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11040 Seq. ID OJ990330_01 . 9923 . C2 

23461 Strand 

9023 End 9328 

OJ990330_01 . 9923 . C2 . o4 . gp Method AAT/GAP 

9023 End 9328 

72524_1-.R1084 Score 431 

9023. .9328 

'5091496/dbj IAB023482.2IAB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence* 



Seq. No. 
Gene No. 
Start 
Name 



11040 Seq. ID 

234 62 Strand 

11907 End 

OJ990330_01. 9923.C2.o4 .gs Method 



OJ990330_01. 9923.C2 

19755 
GENSCAN 



11541 




start 


T 1 o r\ T 

iiyu / 




End 


19755 




GI 


none 




Score 


.4 




Exons 


■IIOAT TlrtOA 

11907. .11929, 12058. 


. 12511 , 


12558. .12741, 14 165 14370, 






14 409 .. 14593, 15465. 


1 c c o o 

. 15528 , 


15652. .157 68, 17 674. .17757, 






-lOTrtO lOTylT 

18702 .. lo 923/ iy/4/. 


. iy /DO 








Seq. No, 


1 1U4 U 




Seq. ID 


OJ990330_01.9923, 


» \^Z 


Gene No, 


23463 




Strand 






Start 


29288 




End 


30890 




Name 




o2 . np 


Method 


TU^T/NAP 




Start 


O ft o o o 

2 9288 




End 


30890 




GI 


24 4332U 




Score 


2399 




Exons 


2 92oo . . 308 90 










GI Descrip. 


[uoDDy / } poiyprorem 


L [Oryza 


australiensis ] 




Seq. No. 


11040 




Seq. ID 


OJ990330_01.9923. 


.C2 


Gene No. 


23463 




Strand 






Start 


O ft O Q Q 

z yzo 0 




End 


30890 




Name 


OJ990330 01,9923.02. 




Method 


TBLASTX: Soybean 




Start 


o ft o n 

29306 




End 


29917 




GI 


none 




Score 


66 




Exons 


oftoft^ oncoT Oftccc 
29306 , . 2 952 / , 29555. 


O Q ft 1 T 

. 2 9 y 1 / , 


29568. .29723 




Seq. No. 


11040 




Seq. ID 


OJ990330__01.9923, 


.C2 


Gene No. 


23463 




Strand 






Start 


O ft o o o 

29288 




End 


30890 




Name 


OJ990330 01. 9923. C2. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


1^ rv o T 

29327 




End 


29815 




GI 


none 




Score 


360 




Exons 


^ft'^ftl OftOTC Oft'OOO 

29327 .. 298 15, 29328, 


O ft O 1 ft 

.29810, 


29452. .29814 




Seq. No. 


11040 




Seq. ID 


OJ990330_01,9923. 


.02 


Gene No. 


23463 




Strand 






Start 


O ft o o o 

29288 




End 


30890 




Name 


OJ990330 01. 9923. C2, 


oz . tm 


Method 


TBLASTX: Maize 




Start 


ft ft O O ft 

29339 




End 


29917 




GI 


none 




Score 


209 




Exons 


O ft O o ft O Q C Q Q O Q R R O 

2 9339 2 9533 , 29552. 


. zy yi / 








Seq. No. 


T 1 ft /I ft 

1104 0 




Seq. ID 


OJ990330_01.9923, 


no 


Gene No. 


23463 




Strand 






Start 


29288 




End 


30890 




Name 


ujyyuoou ui . y yz J . v^^: . 


Ol . ZVJ 


Method 


TBLASTX: Wheat 




Start 


O ft o o o 

29888 




End 


30689 




GI 


none 




Score 


325 




Exons 


OftOOO On'SCO OQOOQ 

29888 .. 30352 , 29089. 


Q n o c Q 
. 3U3 DO , 


30277. .30678, 30338 .. 30685 , 






OftOOO On^OO OftOylO 

30338. .30 bop , 30342. 


O ft C Q Q 

. 3U DO y 








Seq. No. 


11040 




Seq, ID 


OJ990330_01.9923, 


.02 


Gene No. 


23463 




Strand 






O C di. L 


9 Q9ft ft 




End 


30890 




Name 


OJ990330 01. 9923, C2. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


30251 • 




End 


30683 




GI 


none 




Score 


160 




Exons 


30251. .30664, 30339. 


.30683 








Seq. No. 


11040 




Seq. ID 


OJ990330_01.9923. 


.02 



11542 




Gene No. 


23463 


Strand 






Start 


29288 


End 


30890 




Name 


OJ990330 01.9923.C2.ol.ts 


Method 


TBLASTX : Soybean 




Start 


30369 ~ 


End 


30817 




GI 


5509260 


Score 


102 




Exons 


30369. . 30527, 30380 .. 30817 , 


30561. .30764 




GI Descrip. 






- 




Seq. No. 


11040 


Seq. ID 


OJ990330 01.9923. 


.C2 


Gene No. 


23463 


Strand 






Start 


29288 


End 


30890 




Name 


OJ990330 01. 9923.C2.ol.tc 


Method 


TBLASTX: Cress 




Start 


30464 


End 


30728 




GI 


none 


Score 


106 




Exons 


30464. .30727, 30552. .30728 








Seq. No. 


11040 


Seq. ID 


OJ990330_01.9923. 


.C2 


Gene No. 


23463 


Strand 






Start 


29288 


End 


30890 




Name 


OJ990330 01.9923.C2.o3.tw 


Method 


TBLASTX: Wheat 




Start 


30690 ~ 


End 


30883 




GI 


none 


Score 


121 




Exons 


30690. .30839, 30690. .30875, 


30692. .30874, 30692.. 30883 




Sea No 


11041 


Seq. 'ID 


OJ990330_01.9923, 


. C3 


Gene No. 


23464 


Strand 


+ 




Start 


9084 


End 


11045 




Name 


OJ990330 01.9923.C3.o2.np 


Method 


AAT/NAP 




Start 


9084 


End 


11045 ■ 




GI 


6742729 


Score 


2882 




Exons 


9084. .11045 








GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 






Seq. No. 


11041 


Seq. ID 


OJ990330_01.9923, 


.C3 


Gene No. 


23465 


Strand 






Start 


268 


End 


2944 




Name 


OJ990330 01.9923.C3.ol.gs 


Method 


GENSCAN 




Start 


268 


End 


2944 




GI 


none 


Score 


.42" 




Exons 


268. .394, 547. .1133, 1864.. 


2229, 2798. 


.2944 




Seq. No. 


11041 


Seq. ID 


OJ990330_01.9923. 


.C3 


Gene No. 


23465 


Strand 






Start 


268 


End 


2944 




Name 


OJ990330 01.9923.C3.ol.np 


Method 


AAT/NAP- 




Start 


2083 


End 


2487 




GI 


2462640 


Score 


431 




Exons 


2083. .2487 








GI Descrip. 


(Y13370) reverse transcriptase [Oryza 


sativa] 




Seq. No. 


11041 


Seq. ID 


OJ990330_01.9923. 


,C3 


Gene No. 


23466 


Strand 






Start 


5527 


End 


6163 




Name 


OJ990330 01.9923.C3.o2.gs 


Method 


GENSCAN 




Start 


5527 


End 


6163 




GI 


none 


Score 


.82 




Exons 


5527.. 5755, 6081.. 6163 









11543 




Seq. No. 


11041 








Seq. ID 


OJ990330_01. 9923. 


03 




23467 








Strand 






C 4- o v-i- 


13070 








End 


15862 ' 




N3me 


OJ990330 01. 


9923 


.C3.04. 


gs 


Method 


GENSCAN 






13070 . 








End 


15862 ... . 






' none 








Score 


.81 ^ 






13070. .13105, 13336. . 13446, 14780 .. 14 995, 154 91 . ."15862 




Seq. No. 


11041 








Seq. ID 


OJ990330_01.9923. 


C3 


rZono Mo 


23468 








Strand 






Of- a 

O i_ ax L. 


16911 








End 


23832 






OJ990330 01. 


9923 


.C3.05. 


tm 


Method 


TBLASTX: Maize 






666 








End • 


1058 






none 








Score 


63 




F" von c 


666. .989, 912. .980, 975 


. .1058 








Seq. No. 


11041 








Seq. ID 


OJ990330_01.9923. 


C3 


Gene No. 


^ J *i U O 








Strand 








16911 








End 


23832 




Mamo 
In diuc 


OJ990330 01. 


9923 


.C3.04. 


tm 


Method 


TBLASTX: Maize 






1270 








End 


1676 






none 








Score 


75 




Exons 


1270. .1386, 


1399 


. .1503, 


1406. 


.1501, 1484. .1558, 1500. .1571 




1578. .1676 














Seq. No. 


11041 
J. J. \j ^ J. 








Seq. ID 


OJ990330_01. 9923. 


03 


rZoTio Mo 


23468 








Strand 








16911 








End 


23832 




No, me 


OJ990330 01. 


9923 


.C3.05. 


tw 


Method 


TBLASTX: Wheat 






1271 








End 


1504 




O J. 


none 








Score 


138 




T*' v on ^ 


1271. . 1504, 


1282 


. . 1494 










Seq. No. 


11041 








Seq. ID 


OJ990330_01. 9923. 


03 




23468 








Strand 






Start 


16911 








End 


23832 






OJ990330 01. 


9923 


.C3.ol. 


tm 


Method 


TBLASTX: Maize ■ 




St art 

O L, d J. L. 


1680 








■End 


2466 




O Jl. 


none 








Score 


245 




von Q 


1680. .1850, 


1846 


. .1971, 


2029. 


.2466 






Seq. No. 


11041 • 








Seq. ID 


OJ990330_01.9923, 


03 


Clan^ Mo 


23468 








Strand 






O L.di. L, 


16911 








End 


23832 




Nsiue 


OJ990330 01. 


9923 


.C3.03. 


tw 


Method 


TBLASTX: Wheat 




"^t art 

O U d J. L. 


8577 








End 


8967 






none 








Score 


95 




F" von Q 


8577. .8729, 


8712 


. .8963, 


8720. 


.8962, 8722. ,8967 




Seq. No. 


11041 








Seq. ID 


OJ990330_01.9923. 


03 


Gene No. 


23468 








Strand 






Start 


16911 








End 


23832 




Name 


OJ990330 01. 


9923 


.C3.01. 


ts 


Method 


TBLASTX: Soybean 




Start 


8894 








End 


9323 




GI 


none 








Score 


100 




Exons 


8894. .8959, 


8895 


. .8969, 


9027. 


.9323, 9059.. 9310 





11544 



Seq. No. 


11041 






Seq. ID 


OJ990330_01.9923. 


C3 


bene no . 


z J4 DO 






b rranu 






Start 


1 by i 1 






iLjnQ 


O O Q "3 O 

Z ,30 JZ 




Name 




Q Q '5 "5 

y y z J 


- b J . OZ . lc 


Method 


1 tJiiAb i A . bress 




Start 








^ ono 


y 4 U4 




J. 


none 






Score 


"^n n 

-3U u 




Exons 


yuD D . . yzuo f 


Q n "3 
y u D J 


, . y 41 Ufi , y z 0 / 


. . y oo D 






beq. NO. 


1 1 n yl 1 






Seq. ID 


OJ990330_01. 9923. 


C3 


Gene No. 


23468 






Strand 






Start 


16911 






End 


23832 




Name 




Z?Z O 


. J • oz • CW 


Method 


TBLASTX: Wheat 




o uar L 


Q 1 Q9 

y 1 y z 






End 


9661 






none 






Score 


73 




Exons 


yiyz. .yzfiO/ 




• •l^Zflfi, l^ZfiO 


..9346, 9246. .9350, 9354. .9452 






-/ O DZ 




..9656, 9452. .9661, 9453. .9656, 




yfioo. .^DOJ. 












Seq. No. 


11041 






Seq. ID 


OJ990330_01.9923. 


03 


Gene No . 








Strand 






ot art 


1 by 11 






Cjna. 


9 o p -3 o 

Z J O J Z 




Name 


uj y y uoou u i . 


Q Q O 

y y z o 


. b J . o^ . Tim 


Method 


i DiiH.0 1 A . iYia 1 z e 




btart 


Q O "3 T 

y^ J / 






HjnQ. 








none 






Score 


9 "^Q 
ZOO 




Exons 


yz J 1 , , y4 y 1 , 


yz 4 y 


. . y 4 y 1 , you 1 


Q Q R " 






Seq. No. 


11041 






Seq. ID 


OJ990330_01.9923. 


03 


Gene No . 


z Jfl bo 






Strand 






Start 


1 by 1 1 






End 


23832 




Name 


Uijyyu^ju ui. 


Q Q O "3 

y y z o 


. b J . Oz . lS 


Method 


TBLASTX : Soybean 




otar u 


Q Q O c; 

y oz 0 






End 


9767 




C T 


none 






Score 


216 




Exons 


y oz 3 . 1 O 1 












Seq. No. 


11041 






Seq. ID 


OJ990330_01.9923. 


03 


Gene No. 


23468 






Strand 






o t ar L. 


16911. 






End 


23832 




Name 


OJ990330 01, 


9923 


.C3.04 .tw 


Method 


•TBLASTX: Wheat 




onari. 


9800 






End 


10205 




C T 
bl 


none 






Score 


79 




Exons 


9800. .9850, 


9801 


..9863, 9849 


..10091, 1 


9869.. 10051, 9880.. 


10( 




10120. .10197, 10125. .10205 








Seq. No. 


11041 






Seq. ID 


OJ990330_01.9923. 


03 


Gene No . 


23468 






Strand 






b Lar u 


16911 






End 


23832 




Name 


OJ990330 01. 


9923 


.C3.o3.tm 


Method 


TBLASTX: Maize 




b cart 


10188 






...End 


10568 




bl 


none 






Score 


40 




Exons 


10188. .10238, 10254 . .10568, : 


102 65. .10540, 10338. .10547 




Seq. No. • 


11041 






Seq. ID 


OJ990330_01.9923. 


03 


Gene No. 


23468 






Strand 






Start 


16911 






End 


23832 




Name 


OJ990330 01. 


9923 


.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


10211 






End 


10992 





11545 



GI 

Exons 



none Score 748 

10211. .10987, 10212. .10988, 10696.. 10992 



Seq. No. 11041 
Gene No. 234 68 

Start • 16911 v 

Name OJ990330_01 . 9923 . 03 . ol . tc 

Start 10499 
GI none 

Exons 10499. .10912, 104 99 .. 10942 , 

10797, . 10946 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330_01.9923.C3 
23832 

TBLASTX: Cress 

10947 

125 



10503. .10946, 10696, .10947, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11041 
23468 
16911 

OJ990330_01. 9923.C3.o5.gs 

16911 

none 

16911. .17024, 17401. .17549, 
19256. .19498, 19558 .. 19750, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990330 01. 9923. C3 



23832 
GENSCAN 
21939 
.48 

18240. .18460, 18957 ., 19006, 
19894. .20009, 201 17 .. 20260, 



20984. .21243, 21425 .. 21631 , 21834. .21939 



Seq, No. 

==s? Gene No. 
Q start 
rfi Name 
ril Start 
GI 

Exons 
U! GI Descrip, 



11041 Seq. ID 

23468 Strand 

16911 End 

OJ990330_01 . 9923 . C3 . o3. np Method 

17389 End 

81286 Score 

17389. .17586, 19692 19805, 



OJ990330_01.9923.C3 

23832 
AAT/NAP 
23832 
80 



20922. .21052, 23744.. 23832 
extensin - Volvox carter! ( fragment )• gi | 21992 | emb | CAA4 6283 | 
(X65165) extensin [Volvox carter!] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11042 
23469 
1 

OJ990330_01 
1 

6523547 
1..328, 581 
{AJ242540 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.714, 858. .909, 12402 ,, 12486, 13939. .14103 
hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 



9923.C4.ol.np 



OJ990330_01.9923.C4 
+ 

14343 
AAT/NAP 
14103 
124 



carter! f. nagariensis] 

11042 Seq. ID 

234 69 Strand 

1 End 

OJ990330__01. 9923.C4 .ol.gs Method 

160 End 

none Score 
160. .401, 443. .608, 733. .957 

11042 

23469 Strand 

1 End 

OJ990330_01 . 9923 . C4 . o3 . gs Method 

6940 End 

none Score 



OJ990330_01.9923.C4 
+ 

14343 
GENSCAN 
957 
.68 



Seq. ID OJ990330_01.9923.C4 
+ 

14343 
GENSCAN 
14343 
.63 



6940. .7168, 10208. .10351, 12471 .. 12502 , 12609 127 18 , 



11546 



12839. .12922, 13114 1384 9, 13897.. 14343 



Seq. No. 11042 Seq. ID 

Gene No. 234 69 Strand 

Start 1 End 

Name OJ990330_01 . 9923 . C4 . o2 . np Method 

Start 13499 End 

GI 479357 Score 

Exons 13499. . 13669 

GI Descrip. hypothetical protein 612 - maize transposon MuA2 
gi|22375|emb|CAA44165| (X62251) ORF [Zea mays] 



OJ990330_01.9923.C4 
+ 

14343 
AAT/NAP 
13669 
87 



Seq. No. 11042 Seq. ID 

Gene No. 23470 Strand 

Start 16148 End 

Name 0 J990330_01 . 9923 . C4 . o3 . np Method 

Start 16148 End 

GI 82523 Score 

Exons 16148. .16322 

GI Descrip. hypothetical 29K protein (trnH-trnV intergenic region) - rice 
chloroplast gi | 12034 | emb | CAA33940 | (X15901) ORF249 [Oryza 
sativa] gi | 12068 | emb | CAA33921 | {X15901) ORF249 [Oryza sativa] 
gi|226655|prf I 1 1603356CF ORF 249 [Oryza sativa] 



OJ990330_01. 9923.C4 
-f 

16322 
AAT/NAP 
16322 
208 



Seq. No. 11042 Seq. ID 

Gene No. 23471 Strand 

Start 5319 End 

Name OJ990330_01 . 9923 . C4 . o2 . gs Method 

Start 5319 End 

GI none Score 

Exons 5319.. 5509, 6020.. 6104 



OJ990330__01. 9923.G4 

6104 
GENSCAN 
6104 
.83 



Seq. No. 11042 

Gene No. 23472 

Start 16411 

Name OJ990330_01 . 9923 . C4 . o4 . gs 

Start 16411 

GI none 

Exons 16411. .16530, 16995 .. 17239, 17927.. 17981 



Seq. ID OJ990330_01. 9923.C4 
Strand 

End 17981 

Method GENSCAN 

End 17981 

Score .49 * ■ 



Seq. No. 11042 
Gene No. 23473 
Start 19321 

Name OJ990330_01 . 9923 . C4 . o5 . gs 

Start 19321 
GI none 
Exons 19321 
25581 

27470. .27725, 
28465. .28485, 
29277. .29431, 
31766. .32418, 
34530. .34637 



.19439, 21103. 
.25722, 25808, 
27818, 
28566, 
29544 . 
32550, 



.21232, 
.26127, 
.27911, 
.28684, 
.29660, 
.32755, 



Seq. ID OJ990330_01. 9923.C4 
Strand 

End 34637 

Method GENSCAN 

End 34637 

Score .51 
23528. .23667, 237 15 23825 , 
26832. .27201, 27332 .. 27354 , 
27957. .28094, 28187 .. 28248 , 
28718. .28979, 29084 .. 29253, 
30081. .30730, 30874 .. 31456, 
33014. .33088, 334 1 9 . . 33557 , 



Seq. No. 
Gene No. 
Start 



11042 
23473 
19321 



Seq. ID 

Strand 

End 



OJ990330 01. 9923. C4 



34637 



11547 



Name 

Start 

GI 

Exons 



GI Descrip. 



OJ990330_01 . 9923.C4 .o4 .np Method AAT/NAP 

26815 End 32286 

5441880 Score 2505 

26815. .27032, 27326 27579, 278 18 28082 , 28187 28485, 

29065. .29398, 29507 2964 6, 30218 .. 30544 , 30803 30834 , 

31278. .32286 

(AP000367) EST C28952 (C62945) corresponds to a region of . the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 11042 Seq. ID OJ990330_01 . 9923 . C4 

Gene No. 23473 Strand 

Start 19321 End 34637 

Name OJ990330_01 . 9923 . 04 . ol . gp Method AAT/GAP 

Start 27139 End 27586 

GI LIB3433-020-P1-K1-A6 Score 699 

Exons 27139.. 27586 

GI Descrip. ' 5670155/gb | AF161269 . 1 | AF161269 2.0e-35 Oryza sativa subsp. 
japonica BAO clone 34K24, complete sequence' 



Seq. No. 


. 11042 


Seq. ID 


OJ990330 




23473 


Strand 






19321 


End 


34637 


Name 


OJ990330 O1.9923.04.ol.tw 


Method 


TBLASTX:^ 


Q-l- a Y-f- 
O L d i. u 


31051 


End ■ 


31434 




,none 


Score 


71 




31051. .31224, 31062. .31202, 


31157. .31225, 31249 




31274. .31402 






Seq, No. 


11042 


Seq. ID 


OJ990330 


Gene No. 


23473 


Strand 




Start 


19321 


End 


34637 


Name 


OJ990330 O1.9923.04.ol.tm 


Method 


TBLASTX:! 


Start 


31126 


End 


31638 


GI 


none 


Score 


119 


Exons 


31126. .31197, 31244. .31405, 


31255. .31416, 31450 




31452. .31637 






Seq. No. 


11043 


Seq. ID 


OJ990330 


Gene No. 


23474 


Strand 




Start 


1 


End 


3049 


Name 


OJ990330 01.9923.C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


958 


GI 


6498436 


Score 


412 


Exons 


1. .92, 194. .705, 754. .958 






GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 


Seq. No. 


11043 


Seq. ID 


OJ990330 


Gene No. . 


23474 


Strand 




Start 


• 1 


End 


3049 


Name 


OJ990330 01. 9923.C5.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


3049 


GI 


6705984 


Score 


426 


Exons 


1..60, 1008. .1548, 3013. .3049 




GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 


Seq. No. 


11043 


Seq. ID 


OJ990330 



.31434, 



.31638, 



11548 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

..Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23474 Strand 
1 End 
OJ990330_01 . 9923 . C5 . ol . tm Method 
1037 End 
none Score 
1037. .1255, 1049. .1282, 1149. .1283 



3049 

TBLASTX: Maize 

1283 

112 



11043 
23474 
1 

OJ990330_01.9923.C5.ol.ts 

1052 

none 



Seq. ID OJ990330_01. 9923.05 
Strand 

End 3049 

Method TBLASTX : Soybean 

End 1471 

Score 55 



1052. .1210, 1089. .1193, 1202. .1363, 1202. .1471, 1206. .1430 



11043 
23474 
1 

OJ990330_01.9923.C5.ol.tw 

1062 

none 



Seq. ID OJ990330_01. 9923.C5 
Strand 

End 3049 

Method TBLASTX : Wheat 

End 1510 

Score 108 



1062. .1223, 1064. .1234, 1174. .1224, 1241. .1510, 1253.-1447, 
1266. .1475 



Seq. No. ' 11043 
Gene No. 23474 
Start 1 

Name OJ990330_01 . 9923 . 05 . ol . gp 

Start 2748 

GI LIB3477-003-P1-K1-E9 
Exons 2748.. 2851 

GI Descrip. * 2498586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. ID OJ990330_01, 9923.05 
Strand 

End 3049 

Method AAT/GAP 

End 2851 

Score 118 



Seq. No. 11044 

Gene No. 23475 

Start 3060 

Name OJ990330_01 . 9923 .06 . ol . gp 

Start 3060 

GI LIB3479-006-Q6-K1-B11 

Exons 3060.. 3491 

GI Descrip. • 5734616/dbj | AP000391 . 1 1 AP000391 l.Oe-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538O01 ' 



Seq. ID OJ990330_01. 9923.06 

Strand + 

End 3491 

Method AAT/GAP 

End 3491 

Score • 718 



Seq. No. 11044 

Gene No. 23476 

Start ' 89 

Name OJ990330_01 . 9923 . 06 . ol . gs 

Start 89 

GI none 

Exons 89.. 247, 343.. 730, 902.. 1068 

Seq. No. 11044 

Gene No. 23476 

Start 89 

Name OJ990330_01 . 9923 . 06 . ol . np 



Seq. ID OJ990330_01. 9923.06 
Strand 

End 7141 

Method GENSOAN 

End 1068 

Score .41 



Seq. ID OJ990330_01. 9923.06 
Strand 

End 7141 

Method AAT/NAP . 



11549 





start 


211 




End 


3533 








GI 


6721512 




Score 


75 








Exons 


211. .232, 1724. .1798, 1826.. 


1939, 3509 


. .3533 








GI Descrip, 


{AP001072) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


11044 




Seq. ID 


OJ990330 


_01, 


. 9923,06 




Gene No. 


23476 




Strand ■ 










Start 


89 




'End 


7141 








Name 


OJ990330 01.9923.C6.o2. 


np 


Method 


AAT/NAP 








Start 


1290 




End 


3266 








GI 


6539570 




Score 


216 








Exons 


1290.. 1307, 2856.. 2922, 


3073 


. .3266 










GI Descrip. 


{AP000836) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


11044 




Seq. ID 


OJ990330 


_01, 


.9923.06 




Gene No. 


23476 




Strand 










Start 


89 




End 


7141 








Name 


OJ990330 01. 9923. 06. o2. 


gs 


Method 


GENSOAN 








Start 


1919 




End 


6390 








GI 


none 




Score 


.57 








Exons 


1919.. 2082, 2698.. 2813, 


2856 


,.2876, 3578. .3753, 


3800. .3916 






4335. .4542, 4945. .5231, 


5275 


..5333, 5489. .5577, 


5777. .6390 




Seq. No. 


11044 




,Seq. ID 


OJ990330^ 


_01, 


. 9923.06 




Gene No. 


23476 




Strand 








ij ii 


Start 


89 




End 


7141 






i'i 1 


Name 


OJ990330 01. 9923. 06. o3. 


np 


Method 


AAT/NAP 








Start 


3403 




End 


4747 






U 


GI 


6630699 




Score 


93 






i . s 


Exons 


3403. .3480, 4707. .4747 












;. 1 


GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 






\'\ I 




gi| 6721536 Idbj IBAA8 9566 


.11 (AP001073) ] 


hypothetical 


protein 






[Oryza sativa] 












Q 


Seq. No. 


11044 




Seq. ID 


OJ990330_ 


_01. 


.9923,.06 


"t , t 


Gene No. 


23476 




Strand 










Start 


89 




End 


7141 






, =i 


Name 


OJ990330 01. 9923. 06. o4. 


np 


Method 


AAT/NAP 








Start 


5194 




End 


7141 






.33; 


GI 


4680204 




Score 


707 








Exons 


5194. .5630, 5725. .6980, 


7111 


. .7141 










GI Descrip. 


(AF114171) hypothetical 


protein [Sorghum bicolor] 






Seq. No. 


11044 




Seq. ID 


OJ990330_ 


_01. 


.9923.06 




Gene No. 


23476 




Strand 










Start 


89 




End 


7141 








Name 


OJ990330 01. 9923. 06. ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


6115 




End 


6515 








GI 


none 




Score 


4 5- 








Exons 


6115. . 6219, 6115. . 6285, 


6275 


. .6415, 6283. .6414, 


6319. . 6417, 






6396. .6515 














Seq. No. 


11045 




Seq. ID 


OJ990810_ 


_09, 


, 9920.01 




Gene No. 


23477 




Strand 


+ 








Start 


264 




End 


1266 








Name 


OJ990810 09. 9920. 01. ol. 


gs 


Method 


GENSOAN 








Start 


264 




End 


1266 







11550 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

■GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



none Score 
264. .271, 538. .714, 870. .1266 



.86 



11045 
23478 
1807 

OJ990810_09 . 9920 . 01 . o2 . gs 

1807 

none 



Seq. ID OJ990810 09. 9920. CI 



Strand 
End 

Method 

End 

Score 



+ 

5323 
GENSCAN 
5323 
.43 



1807. .1884, 2231. .2474, 4707. .4756, 5204. .5239, 5285. .5323 



OJ990810_09.9920.C1 

9167 
GENSCAN 
9167 
.64 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7976, '8334. .8383, 8561. .8600, 



11045 
23479 
6190 

OJ990810_09.9920.Cl.o3.gs 
6190 
noiie 

6190. .6302, 7277. .7351, 7911. 
8912.. 9065, 9099.. 9167 

11045 
23480 
9893 

OJ990810_09. 9920.Cl.ol.np 
9893 
6539553 
9893. .10014 

(AP000836) Similar to Oryza australiensis retrotransposon RIREl 
{D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIREl (D85597) 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990810_09. 9920.C1 

10014 
AAT/NAP 
10014 
124 



Seq. No. 11046 Seq. ID 

Gene No. 23481 Strand " 

Start 266 End 

Name OJ990810_09 . 9920 . C3 . ol . gs Method 

Start 266 End 

GI none Score 

Exons 266. .390 ■ 



OJ990810_09.9920.C3 
390 

GENSCAN 

390 

.76 



Seq. No. 11047 Seq. ID OJ990810__09 . 9920 . C4 

Gene No. 23482 Strand 

Start 1 End 1374 

Name OJ990810_09 . 9920 . C4 . ol . gp Method AAT/GAP 

Start 1 End 1374 

GI 342_1.R1084 Score 2242 

Exons 1. , 1374 

GI Descrip. M574406/gb I AAD24042 . 1 | O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 11047 Seq. ID 

Gene No. 23482 Strand 

Start 1 End 

Name OJ990810_09 . 9920 . C4 . ol . gs Method 

Start 168 End 

GI none Score 

Exons 168,. 1016 



OJ990810_09.9920.C4 

1374 
GENSCAN 
1016 
.93 



11551 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11047 Seq. ID 

23482 Strand 

1 End 

OJ990810_09. 9920.C4 .ol.np Method 

18 9 End 

4680203 Score 
189. .1160/ 1301. .1374 

{AF114171) TNP2-like protein [Sorghum bicolor] 



OJ990810_09. 9920.C4 

1374 
AAT/NAP 
1374 
897 



11047 Seq. ID 

23482 Strand 

1 End 

OJ990810_09.9920.C4 .ol.tw Method 

243 End 

none Score 



OJ990810_09.9920.C4 
1374 

TBLASTX: Wheat 

1357 

53 



243. .335, 244. .309, 324. .404, 409. .489, 417. .557, 418. .558, 
505. .600, 537. .596, 603. ,644, 608. .643, 642. .1037, 658. .978, 
1044. .1160, 1045. .1236, 1138. .1197, 1194. .1352, 1196. .1357, 
1197. .1349 



Seq. No. - 11047 

Gene No. 23482 

Start 1 

Name OJ9908 10_09 . 9920 . 04 .ol.tc 

Start 825 

GI none 

Exons 825. . 1037, 

1138. .1197, 1196. .1264, 1197. .1268 



Seq. ID OJ990810_09.9920.C4 



Strand . 
End 

Method 
End 
Score 

825. .1037, 829. .1038, 1044, 



1374 

TBLASTX: Cress 

1268 

91 

.1160, 1045. .1236, 



Seq. No. 11047 Seq. ID OJ9908 10_09 . 9920 . C4 

Gene No. 23482 Strand 

Start 1 End 1374 

Name OJ990810_09 . 9920 . C4 . o2 . np Method AAT/NAP 

Start 936 End 1374 

GI 5724773 Score 164 

Exons 936.. 1374 

GI Descrip. (AF160183:) contains similarity to Antirrhinum majus hypothetical 
protein TNP2 (GB:X57297); may be a pseudogene [Arabidopsis 
thaliana] 



Seq. No. 11048 Seq. ID 

Gene No. 23483 Strand 

Start 575 End 

Name OJ990810_09 . 9920 . C5 . ol . tm Method 

Start 374 End 

GI none Score 

Exons 374.. 571, 558.. 683 



OJ990810_09.9920.C5 
+ 

1102 

TBLASTX: Maize 

683 

142 



Seq. No. 11048 Seq. ID OJ990810 

Gene No. 23483 Strand + 

Start 575 End 1102 

Name OJ9908 10_09 . 9920. C5 . ol . gs Method GENSCAN 

Start 575 End 1102 

GI none Score .65 

Exons 575.. 769, 933.. 1102 



09. 9920. C5 



11552 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11049 Seq. ID 

23484 Strand 

1066 End 

OJ990810_09. 9920.C6.ol.np Method 

1066 End 

.5734709 Score 



OJ990810_09. 9920.C6 

5273 
AAT/NAP 
5273 
66 



1066. .1096, 4065. .4240, 4976. .5273 

(AG008075) Contains PF 100069 Eukaryotic protein kinase domain. 
[Arabidopsis thaliana] 



11050 Seq. ID OJ990810 

23485 Strand + 

4508 End 6768 

OJ990810_09. 9920.C7.ol.np Method AAT/NAP 

4508 End 6768 

6063554 Score 453 

4508. .4752, 5030. .5217, 5785, .5813, 6594. .6768 
{AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) 
correspond to a region of the predicted gene.; 
protein [Oryza sativa] 



09. 9920. 07 



.C98611 (E0464) 
hypothetical 



Seq. No. 11050 

Gene No. 23486 

Start 7557 

Name OJ9908 10_09 . 9920 . C7 . ol . tm 
Start ■ 7557 

GI none 
Exons 



Seq. ID OJ990810_09. 9920.C7 
Strand 

End 7 92 6 

Method TBLASTX: Maize 

End 7 92 6 

Score 148 



7557. .7682, 7558. .7683, 7708. .7926, 7713. .7829 



I Seq. No. 
\ Gene No. 
I Start 

Name 

Start 
' GI 

Exons 

GI Descrip. 



11051 
23487 
9 

OJ990810_09 . 9920 . 08 . ol . np 
9 

5852182 
9. .338, 929. .955 

(AL117265) zhb0012.1 [Oryza sativa] 



Seq. ID OJ990810_09. 9920.08 
Strand 

End 955 

Method AAT/NAP 

End 955 

Score 422 



Seq. No. 11051 

Gene No. 23487 

Start 9 

Name OJ990810_09 . 9920 . 08 . ol . gp 

Start 199 

GI 2310235 

Exons 199.. 338, 749.. 786 

GI Descrip. 5852182/emb | OAB55420 . 1 1 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



Seq. ID OJ990810_09. 9920.08 
Strand 

955 

AAT/GAP 
786 
308 



End 

Method 

End 

Score 



Seq.- No. 11052- Seq. ID 

Gene No. 23488 Strand 

Start 2895 End 

Name OJ990810_09 . 9920 . 09 . ol . gs Method 

Start 2895 End 

GI none Score 
Exons 



OJ990810_09. 9920.C9 
+ 

8755 
GENSOAN 
8755 
.58 



2895. .2903, 3786. .3858, 3927. .4044, 4119. .4249, 5161. .5299, 
6966. .7090, 7928. .8116, 8242. .8422, 8463. .8514, 8582. .8755 



11553 



Seq. No. 11052 Seq. ID 

Gene No. 23489 Strand 

Start 21000 End 

Name OJ990810_09 . 9920 . C9 . o5 . np Method 

Start 21000 End 

GI 6539553 Score 

Exons 21000.. 23299 • : 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIREl 
(D85597) [Oryza sativa] gi | 6539590 I dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIREl (D85597) 
[Oryza sativa] 



OJ990810_09.9920.C9 
+ 

23299 
AAT/NAP 
23299 
3102 



oeq. JMo . 


11052 




oeq . ± u 




. U y 


(aene wo. 


23490 




Q .1- — — — -J 






bcari: 


8829 




tijna 


^; JL 4 O X 




Name 


OJ990810 09.9920.C9.ol.np 


LYie unoa 


/AMi / LN/iJr 




otiar u 


8829 




Hjna 


1 J / 1 y 




GI 


4206306 


Score 


2503 




Exons 


8829. . 


,8852, 10253. .13719 








\j± uescnp. 


(AF049110) prpol [Zea mays] 








beq, INO. 


11052 




oeq. lu 


L/jyyuolu uy.yyzu 




Gene No. 


23490 




C-l- r-a r^H 

ourana 






o Lart 


8829 




iLna 


9 1 /I R 1 
Z 1 cS 1 




Name 


OJ990E 


J10_09. 9920.C9.o4 .ts 


K/f/^ ^ 

LYie unoa 


i jDij/io I A . ooyoean 




Start 


10410 




bnu 


i U / bU 




GI 


none 




Score 


80 




Exons 


10410, 


, .10634, 10641. . 10760 








Seq. No. 


11052 




Seq. ID 


OJ990810_09.9920 


.C9 


Gene No. 


23490 




Strand 






Start 


8829 




End 


21481 




Name 


OJ990810 09.9920.C9.o7.tm 


Method 


TBLASTX: Maize 




Start 


10425 




End 


10595 




GI 


none 




Score 


154 




Exons 


10425. 


, .10595, 10426. .10593 








Seq. No. 


11052 




Seq. ID 


OJ990810_09.9920 


.C9 


Gene No. 


23490 




Strand 






Start 


8829 




End 


21481 




Name 


OJ990810 09. 9920.C9.o6.tw 


Method 


TBLASTX: Wheat 




Start 


10557 




End 


10946 




GI 


none 




Score 


228 




Exons 


10557. 


.10946 









Seq. No. . 11052 

Gene No. 23490 

Start 8829 

Name OJ9908 10_09 . 9920 . C9 . o2 . tm 

Start ' 10596 

GI none 
Exons 



Seq. ID OJ990810_09. 9920.C9 
Strand 
End 

Method 
End 
Score 



21481 

TBLASTX: Maize 

11057 

50 



10596. .11057, 10597. .10689, 10780.. 10956 



Seq. No. 11052 Seq. ID OJ990810_09 . 9920 . C9 

Gene No. 23490 Strand 

Start 8829 End 21481 

Name OJ990810 09 . 9920 . C9 . o3 . tw Method TBLASTX : Wheat 



11554 



Cfi 
ril 





1 1 




End 


11688 






none 




Score 


126 




T*" von Q 


XX^<JU. . J.XL>0 f f J. J. ^ \J J a 


. 11547 , 


11575. .11688 




Seq. No. 


11052 




Seq. ID 


OJ990810_09. 9920 


.09 


Gene No. 


23490 




Strand 


- 






ft fi 9 Q 
o o ^ y 




End 


21481 




N3rne 


n.TQQORI D HQ QQ9n PQ 




Method 


TBLASTX : Soybean 




D L,d,ir L 


1 1 ^9*=; ~ 

X X .J U 




End 


11687 




PT 


none 




S core 


ft 




T*" V n c 


XXw>^vJ..XX<J<.JU/ XX^^X* 


1 1 fift7 

* X X VJ o / 








Seq. No. 


11052 




Seq. ID 


OJ990810_09.9920 


.C9 


Gene No. 


23490 




Strand 


- 




Start 


8829 




End 


21481 




LNalUC 


\JUyy\JOX\J \J Z? a jy^\J»\^Z/» 


(w* / . u w 


Method 


TBLASTX: Wheat 






1 1 7 ~ 

X X / J J 




End 


12130 










Score 


103 






117S'^ 11ft7fi 11 Qfi'^ 


. X ^ X ^ w 








Seq. No. 


11052 




Seq. ID 


OJ990810_09.9920 


.09 


Gene No. 


23490 




Strand 








ft ft 9 Q 

O O ^ -7 




End 


21481 




Nsme 


O.TQQHftl n HQ QQ9n PQ 




Method 


TBLASTX: Soybean 






1 1 Q*^! 
J. 1 1? J / 




End 


12338 




r T 


none 




Score 


49 




Exons 




1 91 f^n 

. xZ X DU , 


12141. .12338, 12145. .12288 




o e q . IN o . 


X X u o z 




Seq. ID 


OJ990810_09. 9920 


PQ 




^ J ft ;7U 




Strand 






Start 


8829 




End 


21481 




Name 


OJ990810 09. 9920. C9. 


o2 . np 


Method 


AAT/NAP 






12045 




End 


16923 




J, 


4680183 




Score 


600 




Exons 


12045. . 12198, 12424 . 


.12805, 


12893. .12935, 13369 .. 13836, 






13955. .14621, 16842. 


.16923 










(AF111709) gag-pol protein 


[Oryza sativa subsp. indica]. 




Seq. No. 


11052 




Seq. ID 


OJ990810_09. 9920 


.09 


Gene No. 


23490 




Strand 






o u ci J- u 


8829 




End 


21481 






OJ990810 09. 9920. C9. 


o4 . tm 


Method 


TBLASTX: Maize 




O O di. L 


12138 




End 


12440 






none 




Score 


156 




Exons 


12138. .12440, 12163. 


.12330 








Seq. No. 


11052 




Seq. ID 


OJ990810_09.9920 


.09 


Gene No. 


23490 




Strand 






Of- Y-f 
O L d i. L. 


8829 




End 


21481 




Naitie 


OJ990810 09. 9920. C9. 


o2.tw 


Method 


TBLASTX: Wheat 




O CdlT U 


12180 




End 


12599 




GI 


none 




Score 


103 




Exons 


12180. .12599, 12181. 


.12396, 


12430. . 12573 




Seq. No. 


11052 




Seq.- ID 


OJ990810_09.9920 


.09 


Gene No. 


23490 




Strand 






Start 


8829 




End 


21481 





11555 




Name 


OJ990810 09. 9920. C9; 


ol . tm 


Method 


TBLASTX: Maize 


Start 


12468 




End 


12825 


GI 


none 




Score 


211 


Exons 


12468. . 12824, 12469. 


. 12825 






Seq. No. 


11052 




Seq. ID 


OJ990810_09. 9920.C9 


Gene No. 


23490 




Strahd 




Start 


8829 




End 


21481 


Name 


OJ990810 09. 9920. C9. 


o5 . ts 


Method 


TBLASTX : Soybean 


Start 


12549 




End 


12914 


GI 


none 




Score 


111 


Exons 


12549. .12683, 12690. 


. 12914 






Seq. No. 


11052 




Seq. ID 


OJ990810_09.9920.C9 


Gene No. 


23490 




Strand 




Start 


8829 




End 


21481 


Name 


OJ990810 09. 9920. C9. 


o4 . tw 


' Method 


TBLASTX: Wheat 


Start 


12600 




End 


12953 


GI 


none 




Score 


115 


Exons 


12600. .12953, 12601. 


. 12735 






Seq. No. 


11052 




Seq. ID 


OJ990810 09. 9920. C9 


Gene No. 


23490 




Strand 




Start 


8829 




End 


21481 


Name 


OJ990810 09. 9920. C9. 


ol.gp 


Method 


AAT/GAP 


Start 


15119 




End 


15223 


GI 


uC-osflcyp088bl2bl 




Score 


140 


Exons 


15119. .15223 








GI Descrip. 


'5257255/cibj | AP000364 . 1 1 AP000364 3.0e- 


36 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 ' 




Seq. No. 


11052 




Seq. ID 


OJ990810 09. 9920. C9 


Gene No. 


23490 




Strand 




Start 


8829 




End 


21481 


Name 


OJ990810 09. 9920. C9. 


o3 . np 


Method 


AAT/NAP 


Start 


16801 




End 


17731 


GI 


5139695 




Score 


152 


Exons 


16801. .16949, 17169. 


. 17731 






GI Descrip. 


(AB029147) expressed in cucumber hypocotyls [Cucumis sativus] 


Seq. No. 


11052 




Seq. ID 


OJ990810_09.9920.C9 


Gene No. 


23490 




Strand 




Start 


8829 




End 


21481 


Name 


OJ990810 09. 9920. C9. 


o4 . np 


Method 


AAT/NAP 


Start 


16879 




End 


21481 


GI 


4539386 




Score 


204 


Exons 


16879. .18121, 21463. 


.21481 






GI Descrip. 


(AL035526) extensin- 


like protein [Arabidopsis thaliana] 


Seq. No. 


11052 




Seq. ID 


OJ990810_09. 9920.C9 


Gene No. 


23490 




Strand 




Start 


8829 




End 


21481 


Name 


OJ990810 09. 9920. C9. 


o3 . gs 


Method 


GENSCAN 


Start 


18803 




End 


21388 


GI 


none 




Score 


. 67 


Exons 


18803. . 19297, 19425: 


.19556, 


19806. .19990, 20253 .. 20391, 




20580. .20855, 21386. 


.21388 







11556 



Seq. No. 11052 

Gene No. 23490 

Start 8829 

Name OJ990810_09 , 9920 . C9 . o5 . tw 

Start 20967 

GI none 

Exons 20967. .21011, 20985.. 21380, 
21180. .21374, 21248. .21379 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990810_09.9920.C9 
21481 

TBLASTX: Wheat 

21381 

271 



21005. .21220, 21118. .21381, 



Seq. No. 11052 Seq. ID 

Gene No. 23490 Strand 

Start 8829 End 

Name OJ990810_09 . 9920 . C9 . o5 . tm Method 

Start 21129 End 

GI none Score 

Exons 21129. .21440, 21137.. 21442 



OJ990810_09. 9920.C9 
21481 

TBLASTX: Maize 

21442 

302 



Seq. No. 

Gene No. 

Start 

Name 

Start 
Q GI 
, Exons 

"as.* 

cn 



11052 
23491 
21941" 
OJ990810 
21941 
none 
21941. 
21966. 
22042. 



09.9920.C9.o3.tm 



22039, 21950. .22036, 
22046, 21967. .22047, 
22254, 22172.. 22255 



Seq. ID OJ990810_09. 9920.C9 
Strand 

End 22255 

Method TBLASTX : Mai ze 

End 22255 

Score 114 
21964. .22041, 21966 .. 22040 , 
22038. .22253, 2204 1 .. 22253 , 



ill 



'-.9} 



Seq. No. 11052 Seq. ID 

Gene No. 23492 Strand 

Start 22563 End 

Name OJ990810_09 . 9920 . 09 . 06 . tm Method 

Start 22563 End 

GI none Score 

Exons 22563. .22889, 22893.. 23075 



OJ990810_09. 9920.C9 
23285 

TBLASTX: Maize 

23075 

169 



n 



Seq. No. 11052 Seq. ID 

Gene No. 23492 Strand 

Start 22563 End 

Name OJ990810_09 . 9920 . C9 . ol . ts Method 

Start 22680 End 

GI none Score 

Exons 22680. .22901, 22902.. 23075 



OJ990810__09.9920.C9 
23285 

TBLASTX: Soybean 

23075 

152 



Seq. No. 11052 

Gene No. 23492 

Start 22563 

Name OJ990810_09 . 9920 . 09 . ol . tw 

Start 22719 

GI none 

Exons 22719. .23285, 22733 .. 2284 9, 
22910. .23209 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990810_09. 9920.09 
23285 

TBLASTX: Wheat 

23285 

510 



22752. .22853, 22861 .. 23190, 



Seq. No. 11053 Seq. ID 

Gene No. 23493 Strand 

Start 1 End 

Name OJ990810_09 . 9920 . CIO . ol . np Method 



OJ990810_09. 9920.010 

2386 
AAT/NAP 



11557 



start 
GI 

Exons 

GI Descrip. 

Seq.. No. 

Gene No.- 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



2386 
930 



4680204 
1..52, 266. .875, 950. .2386 

(AF114171) hypothetical protein [Sorghum bicolor] 



11053 
23493 
1 

OJ990810_09. 9920. CIO. ol.gs 

116 

none 



Seq. ID OJ990810_09. 9920. CIO 
Strand 

End 2386 

Method GENSCAN 

End 2371 

Score . 67 



116. .461, 463. .608, 734. .838, 988. .1069, 1115. .1398, 1512. .2371 



11053 
23493 
1 

OJ990810_09. 9920. CIO. ol.tw 

1340 

none 



Seq. ID OJ990810_09. 9920. CIO 
Strand 

End 2386 

Method TBLASTX : Wheat 

End 1742 

Score 42 



1340. .1435, 1340. .1444, 1499. .1639, 1504. .1740, 1591. .1740, 
1602. .1742, 1626. .1742 



11054 
23494 
1 

OJ990810_09.9920.Cll.ol.np 
1 

4680179 
1..523, 551. .3931 

{AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990810_09.9920.C11 

Strand + 

End 3934 

Method AAT/NAP 

End 3931 

Score 5190 



11054 
23494 
1 

OJ990810_09. 9920. Cll .ol.gs 
60 

none 
60.. 3934 



Seq. ID OJ990810_09. 9920. Cll 

Strand + 

End 3934 

Method GENSCAN 

End 3934 

Score . 65 



Seq. No. 11054 

Gene No. 23495 

Start 4199 

Name OJ990810_09 . 9920 . Cll . o8 . tw 

Start 2 

GI none 

Exons 2.. 274 



Seq. ID OJ990810_09. 9920. Cll 
Strand 

End 4563 

Method TBLASTX : Wheat 

End 274 

Score 233 



Seq. No. 11054 

Gene No. 23495 

Start 4199 

Name 0 J9 9 0 8 1 0_0 9.9920.Cll.o6.tm 

Start 5 

GI none 

Exons 5.. 229 

Seq. No. 11054 

Gene No. 234 95 



Seq. ID OJ990810_09. 9920. Cll 
-Strand 

End 4563 

Method TBLASTX : Maize 

End 229 

Score 180 



Seq. ID OJ990810_09. 9920. Cll 
Strand 



11558 



start 
Name 
Start 
GI 

Exons 



4199 End 

OJ990810_09. 9920.Cll.o7.tw Method 

608 End 

none Score 
608. .961 



4563 

TBLASTX: Wheat 

961 

254 



Seq. No. 11054 

Gene No. 23495 

Start 4199 

Name OJ9908 10_09 . 9920 . CI 1 . o4 . tw 

Start 1093 

GI none 

Exons 1093.. 1533, 1094.. 1576 

Seq. No. 11054 

Gene No. 23495 

Start 4199 

Name OJ990810_09 . 9920 . Cll . o4 . ts 

Start 1130 

GI none 

Exons 1130.. 1447 



Seq.. ID OJ990810_09. 9920. Cll 
Strand 

End 4563 

Method TBLASTX : Wheat 

End 1576 

Score 537 



Seq. ID OJ990810_09. 9920. Cll 
Strand 

End 4563 

Method TBLASTX : Soybean 

End 1447 

Score 203 



Seq. No. 11054 

Gene. No. 23495 

Start- 4199 

Name OJ990810_09 . 9920 . Cll . o4 . tm 

Start 1159 

GI none 

Exons 1159.. 1401, 1163.. 1606 



Seq. ID OJ990810_09. 9920. Cll 
Strand 

End 4563 

Method TBLASTX: Maize . 

End 1606 

Score 369 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



11054 
23495 
4199 

OJ990810_09. 9920. Cll. ol.ts 

1517 

none 

1517. .1549, 1519. .1548, 1553. 
1652. .1882, 1661.. 1912, 1669. 

11054 
23495 
4199 

OJ990810_09. 9920. Cll. o5.tm 

1661 

none 

1661. .1990, 1714. .1953 

11054 
23495 
4199 

OJ990810_09. 9920. Cll. o5.tw 

1664 

none 

1664. .1927, 1666. .1926 

11054 
23495 



Seq. ID OJ990810__09. 9920. Cll 
Strand 

End 4563 

Method TBLASTX : Soybean 

End 1912 

Score 57 

.1606, 1555.. 1596, 1561.. 1716, 
.1902 

Seq. ID OJ990810__09. 9920. Cll 
Strand 

End 4563 

Method TBLASTX : Mai ze 

End 1990 

Score 303 



Seq. ID OJ990810_09. 9920. Cll 
Strand 

End 4563 

Method TBLASTX : Wheat 

End 1927 

Score 373 



Seq. ID OJ990810_09. 9920. Cll 
Strand 



11559 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 
Gene No. 
Start 



4199 

OJ990810_09. 

1928 

none 

1928. .2353, 

11054 
234 95 
4199 

OJ990810_09. 

1934 

none 

1934. .2182 

11054 
23495 
4199 

OJ990810_09. 

2000 

none 

2000. .2353, 

11054 
23495 
4199 

OJ990810_09. 

2381 

none 

2381. .2920, 

11054 
23495 
4199 

OJ990810_09. 

2618 

none 

2618. .2800, 

11054 
23495 
4199 

OJ990810_09. 

2708 

none 

2708. .2968, 

11054 
23495 
4199 

OJ990810_09. 

2766 

none 

2766. .2867, 

11054 
23495 
4199 



9920.Cll.o3.tw 



2005. .2346 



9920.Cll.o3.ts 



End 

Method 

End 

Score 



4563 

TBLASTX: Wheat 

2353 

583 



9920.Cll.o2.tm 
2005. .2346 

9920.Cll.o2.tw 
2563. .2907 

9920.Cll.ol.tc 
2801. .2944, 2803, 

9920. Oil. o2.ts 
2719. .2967 

9920.Cll.o3. tm 
2766.. 2957, 2767. 



Seq. ID OJ990810_09. 9920.C11 
Strand 

End 4563 

Method TBLASTX : Soybean 

End 2182 

Score 204 



Seq. ID OJ990810__09. 9920.C11 
Strand 

End 4563 

Method TBLASTX: Maize 

End 2353 

Score 4 66 



Seq. ID OJ990810_09. 9920.C11 
Strand 

End 45 63 

Method TBLASTX : Wheat 

End 2920 

Score 620 



Seq. ID OJ990810_09. 9920.C11 
Strand 

4563 

TBLASTX: Cress 
2944 
90 



End 

Method 
End 
Score 
.2943 



Seq. ID OJ990810_09. 9920.C11 
Strand 

End 4563 

Method TBLASTX : Soybean 

End 2968 

Score 300 



Seq. ID OJ990810_09.9920.C11 
Strand 

End 4563 

Method TBLASTX : Mai ze 

End 3058 

Score 88 
.3054, 2768.. 3058 

Seq. ID OJ990810_09. 9920.C11 
Strand 

End 4563 



11560 



Name 

Start 

GI 

Exons 



OJ9908 10_09 . 9920 . CI 1 . ol . tw Method TBLASTX : Wheat 
2927 End 3553 

none Score 717 

2927. .3553, 2983. .3432, 2987. .3544, 3493. .3552 



Seq. No. 11054 

Gene No. 23495 

Start 4199 

Name OJ990810_09 . 9920 . Cll . ol . tm 

Start 3106 

GI none 
Exons 



Seq. ID OJ990810_09. 9920. Cll 
JStrand 

End 4563 

Method TBLASTX : Maize 

End 3691 

Score 223 



3106. .3261, 3107.. 3268, 3265.-3429, 3266. .3691, 3425. .3670, 
3493. .3690 



Seq. No. 11054 Seq. ID 

Gene No. 23495 Strand 

Start 4199 End 

Name OJ990810_09 . 9920 . Cll . o6 . tw Method 

Start 3553 End 

GI none Score 

Exons 3553.. 3834, 3554.. 3886 



OJ990810_09. 9920. Cll 
4563 

TBLASTX: Wheat 

3886 

304 



Seq. No. 11054 Seq. ID 

Gene No. 23495 Strand 

Start 4199 End 

Name OJ990810_09 . 9920 . Cll . o2 . gs Method 

Start 4199 End 

GI none Score 

Exons 4199.. 4321, 4465.. 4563 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990810_09. 9920. Cll 

4563 
GENSCAN 
4563 
. 97 



OJ990810_09.9920.C16 
+ 

287 

AAT/NAP 

287 

367 



11055 Seq. ID 

23496 Strand 
1 End 
OJ990810_09. 9920.C16.ol.np Method 
1 End 
6539553 Score 
1. .287 

(AP000836) Similar to Oryza australiensis retrotransposon RIREl 
(D85597) [Oryza sativa] gi 16539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIREl (D85597) 
[Oryza sativa] 

11056 Seq. ID OJ9908 10_09 . 9920 . C17 

23497 Strand + 
493 End 13462 
OJ990810_09 . 9920 . C17 . ol . gs Method GENSCAN 
493 End 4483 
none Score . 67 

493. .615, 2163. .2257, 2262. .2370, 3746. .3845, 4209. .4263, 
4304 . .4483 



Seq. No. 11056 Seq. ID 

Gene No. 23497 Strand 

Start 4 93 End 

Name OJ990810_09 . 9920 . C17 . o5 . np Method 

Start 2455 End 

GI 6063554 Score 



OJ990810_09.9920.C17 
+ 

13462 
AAT/NAP 
13462 
183 



11561 




Exons 2455.. 2489, 7858.. 8292, 11901 .. 12073, 12158 12230 , 13288.. 13462 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (EG4 64 ) , C98 611 (E04 64 ) 

correspond to a region of the predicted gene.; hypothetical 

protein [Oryza sativa] 





Seq. No. 


11056 


Seq. ID 


OJ990810 09, 


. 9920. C17 




Gene No . 


23497 


Strand 


+ ~ 






Start 


■ 4 93 


End 


13462 






Name 


OJ990810 09.9920.C17.ol.gp 


Method 


hAT/GA? 






Start 


6364 ~ 


End 


6727 






GI 


'7406 1.R1084 


Score 


464 






Exons 


6364. .6727 










GI Descrip. 


» 1122315/emb|CAA63901 1 7.0e- 


-10 (X94191) 


heat shock 


protein 






[Pennisetum glaucum] * 










Seq. No. 


11056 


Seq. ID 


OJ990810 09. 


. 9920 .017 




Gene No . 


23497 


Strand 


-f 






Start 


493 


End 


13462 






Naiue 


OJ990810 09.9920.C17.o2.gp 


Method 


AAT/GAP 






Start 


6364 ~ 


End 


6802 






GI 


7406 1.R1084 


Score 


581 






Exons 


6364. .6693, 6728. .6802 










GI Descrip. 


' 1122315/embl CAA63901 | 7 . Oe- 


-10 (X94191) 


heat shock 


protein 


S 

5 St 

H 




[Pennisetum glaucum] * 








= =f 
" Te 


Sea No - 


11056 


Seq. ID 


OJ990810 09 . 


. 9920 . C17 


K< * 
' \ I 


Gene No . 


23497 


Strand 


+ 




:=1 


Start 


4 93 


End 


13462 




.'J 


Name 


,OJ990810 09. 9920.C17.o3.gs 


Method 


GENSCAN 






Start 


9072 


End 


10249 




I 

:=? 


GI 


none 


Score 


.46 




Lf 


Exons 


9072. .9204, 97 95. .1024 9 










Seq. No. 


11056 


Seq. ID 


OJ990810 09, 


, 9920 .017 




Gene No . 


23497 


Strand 


+ 




J 


Start 


493 


End 


13462 






Name 


OJ990810 09.9920.C17.o4.gs 


Method 


GENSCAN 




:i 


Start 


11644 


End 


12387 






GI 


none - 


Score 


.85 






Exons 


11644. .12387 








z. f 


Seq. No. 


11056 


Seq. ID 


OJ990810_09. 


,9920.017 




Gene No . 


23498 


Strand 








Start 


300 


End 


9282 






Name 


OJ990810 09. 9920.C17.ol.np 


Method 


AAT/NAP 






Start 


300 


End 


6815 






GI 


6063557 


Score 


282 






Exons 


300. .352, 3359. .3506, 3756., 


.3972, 6764. 


.6815 






GI Descrip. 


(AP000615) similar to dJ522J7.2 (Z98885) [Oryza sativa] 




Seq. No. 


11056 


Seq. ID 


OJ990810_09. 


, 9920.017 




Gene No. 


23498 


Strand 








Start 


300 


End 


9282 






Name 


OJ990810 09. 9920.C17.o3.np 


Method 


AAT/NAP 






Start 


4252 


End 


8116 






GI 


5441880 


Score 


1252 






Exons 


4252. .4281, 7388. .8116 









11562 



GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 11056 Seq. ID 

Gene No. 234 98 Strand 

Start 300 End 

Name - OJ990810_09 . 9920 . C17 . o2 . gs Method 

Start 6224 End 

GI none Score 

Exons 6224.. 6349, 7017.. 7183, 7363.. 8569 



OJ990810_09.9920.C17 

9282 
GENS CAN 
8569 
.86 



Seq. No. 11056 Seq. ID OJ9908 10_09 . 9920 . C17 

Gene No. 234 98 Strand 

Start 300 End 9282 

Name OJ990810_09 . 9920 . C17 . o3 . gp Method AAT/GAP 

Start 6745 End 7198 

GI LIB3431-045-P1-N1-A10 Score 840 

Exons 6745.. 7198 

GI Descrip. * 544 1876/dbj | AP000367 . 1 1 AP000367 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P04 37H03 (contig b) ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11056 Seq. ID 

23498 Strand 

300 End 

OJ990810_09 . 9920 . C17 . o2 . np Method 

7252 End 

5441880 Score 
7252. .7282, 7388. .8116 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ990810_09. 9920.C17 

9282 
AAT/NAP 
8116 
1256 



11056 Seq. ID 

23498 Strand 
300 End 
OJ990810_09 . 9920 . C17 . o4 . gp Method 
7384 , . End 

5701669 Score 
7384 . .7512 

5441880/dbj IBAA82378. 1 1 5.0e-75 (AP000367) EST C28 952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ990810_09.9920.C17 

9282 
AAT/GAP 
7512 
230 



Seq. No. 


11056 






Seq. ID 


OJ990810 


Gene No. 


23498 






Strand 




Start 


300 






End 


9282 


Name 


OJ990810 09 


.9920.C17.o4 


.np 


Method 


AAT/NAP 


Start . 


8129 






End 


9282 


GI 


6721543 






Score 


174 


Exons 


8129. .8245, 


9153. . 9282 , 








GI Descrip. 


(AP001073) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


11056 






Seq. ID 


OJ990810 


Gene No. 


23498 






Strand 




Start 


300 






End 


9282 


Name 


OJ990810 09 


.9920.C17.o5 


.gp 


Method 


AAT/GAP 



11563 






9023 




End 


9175 








f H \j \j x.r\xvoi 






225 






Exons 


Q 0 9 ^~ Q 1 7 














'119931 S /pmh 1 PAAfi^QDI 1 


7 n^- 


■1 0 fyQ4 1 Q1 \ 


heat shock protein 




^ d 11 1 X 0 L. LULL ^XdUOUllllJ 












Seq. No. 


11056 




Seq. ID 


OJ990810_ 


HQ Q Q 9 n- 


n 7 

. L*x / 


Gene No. 


23499 




Strand 










15276 




End 


16009 






In dltlc 


OJ990810 09.9920.C17.o5 


.gs 


Method 


GENSCAN 








15276 




End 


16009 








none 




Score 


.88 








15276. .15461, 15594 .. 15639, 


15899. .16009 






Seq. No. 


11057 




Seq. ID 


OJ990810 


\j ^ t _? z. u 1 


> v_/ X 0 


Gene No. 


23500 




Strand 


+ 








1009 




End 


1809 








OJ990810 09. 9920. 018. ol 


.gs 


Method 


GENSCAN 






o Udi. i_ 


1009 




End 


1809 








none 




Score 


.95 






Hi 


1009. .1809 












O t; . LN U • 


11057 




Seq. ID 


OJ990810_ 


fl Q Q Q9n 




Gene No. 


23500 




Strand 


+ 






Start ■ 


1009 




End 


1809 






Nsme 


OJ9908rO 09. 9920.C18.ol 


.np 


Method 


AAT/NAP 






O LdX T_ 


1009 




End 


1806 






r* T * * 


4 R T 99 31 

r± 0 X ^ ^ 0 X 




Score 


1325 








1009. .1806 














(AB014741) ORFO protein 


[Oryza sativa] 








O tr LJ • IN U . 


11057 




Seq. ID 


OJ990810_ 


_09. 9920, 




Gene No. 


23501 




Strand 


+ 






Start 


1751 




End 


2407 






Name 


OJ990810 09. 9920.C18.o2 


.np 


Method 


AAT/NAP 






O Udl. L. 


1751 




End 


2407 








4680179 




Score 


223 








1751.. 1796, 2 07 6.. 2407 














(AF111709) polyprotein 


[Oryza sativa subsp. indica] 




Seq. No. 


11057 




Seq. ID 


OJ990810_ 


_09.9920, 


n ft 

. X 0 


Gene No*. 


23501 




Strand 


+ 






q-j- o ri- 

O L. d X L. 


1751 




End 


2407 






Name 


OJ990810 09.9920.C18.o2 


.gs 


Method 


GENSCAN 






q-f- a r•^- 
o L d X u 


2076 




End 


2375 






O X 


none 




Score 


.92 






R von Q 


2076. .2375 












Seq. No. 


11058 




Seq. ID 


OJ990810_ 


_09.;9920. 


,C19 


Gene No. 


23502 




Strand 








Start 


343 




End 


411 






Name 


OJ990810 09. 9920.C19.ol 


.gs 


Method 


GENSCAN 






Start 


343 




End 


411 






GI 


none 




Score 


.69 






Exons 


343. .411 












Seq. No. 


11059 




Seq. ID 


OJ990810_ 


_06.9922. 


CI 



11564 




Gene No. 


23503 






Strand 


+ 










334 






End 


432 










\JiJ ^ ^ \J U JL \J \J \J 


99P? n ol 

. ^ £^ .^X .WX 




Mp Y hi 


V3 i-j O V^^T^LN 








O L, d i. L 


»J J 1 






FnH 


4^9 

ri O ^ 
















O OkJX c 


4 ^ 










334 . . 432 
















O C • LN • 


11059 






O C M . XL/. 


\Jw Z/ Z/ \J O J. \J 


06 


■ -7 Z7 ^ 


• X 


Gene No. 


23504 






Strand 










Start 


248 






End 


466 








Na.irie 


OlT990810 0 6 


. 9922.Cl.ol.np 




L ie L. i IwV^ 


AAT /NAP 








Start 


248 ~ 






End 


4 66 








GI 


2943742 






Score 


98 








ij A 1 i O 


248 466 


















^ r\LD \j \j ^ ^ \j \j 1 


XAl [Oryza sativa] 












Seq. No. 


11060 






Seq. ID 


OJ9908in 


06 


. 9922 


. C2 


Gene No. 


23505 






Strand 


+ 








Start 


1 






End 


739 








Name 


OJ990810 06 


. 9922.C2.ol.np 




Method 


AAT /NAP 








Start 


1 ~ ■ 






End 


739 








\J X 


4 6fini R6 

1 vJ O U X o u 






Score 


1 

X 3? 










1 1 6R 


.231, 414. .597, 


705. .739 










ox iyCOOXXL.'. 


f API 1 1 7091 

\ C XXX I \J ^ } 


unknown [Oryza 


sativa subsp, 


"i n H 1 1 
. xii^x^dj 








Seq. No. 


11061 






Seq. ID 


OJ990810 


_06 


.9922 


.C3 


Gene No. 


23506 






Strand 


+ 








Start 


1364 






End 


?1 91 

J X J? X 








Name 


n.TQQDRl n 0 6 


. 9922.C3.o2.gs 




Method 


O Ej IN O LN 








O L dx u 


1 ^64 ~ 

X O U 'i 






End 


?1 91 
O X ^ X 








GI 


none 






Score 


66 










1^64 1 S 6? 


2734. .3191 














Qpn No 


11061 






Seq. ID 


OJ990810_ 


_06 


. 9922 


.C3 


Gene No. 


23507 






Strand 


+ 








Start 


6296 






End 


8459 








Name 


OJ990810 06 


. 9922.C3.o3.np 




Method 


AAT /NAP 








Start 


6080 ~ 






End 


7944 








GI 


6907086 
\j ^ \j f \j \j \j 






Score 


1404 








P, von *=! 


6080 6845 


6903. .7145, 7368. 


.7450, 7555. .7702, 


7756. .7944 


-L O \_r J- J- . 


f AP0011291 


hypothetical protein [Oryza 


sativa] 








Seq. No. 


11061 






Seq. ID 


OJ990810_ 


_06 


.9922 


.C3 


Gene No. 


23507 






Strand 


+ 








Start 


6296 






End 


8459 








Name 


OJ990fil 0 06 


. 9922 .C3.o3.gs 




Method 


GENSCAN 








Start 


6296 ~ 






End 


6865 








GI 


none 






Score 


.78 










6296 6865 
















Sea No 


11061 






Seq. ID 


OJ990810_ 


06 


.9922 


.C3 


Gene No. 


23507 






Strand 


+ 








Start 


6296 






End 


8459 








Name 


OJ990810 06 


. 9922.C3.o4 .gs 




Method 


GENSCAN 








Start 


7418 






End 


8459 








GI 


none 






Score 


.74 








Exons 


7418. .7507, 


8349. .8459 















11565 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11061 
23508 
10978 

OJ990810_06.9922.C3.o5.gs 
10978 



none 
10978. 
12983. 
14454. 



,11103, 11214, 
.13129, 13214. 
,14581, 14663. 



.11360, 
.13361, 
.14822, 



Seq. ID OJ990810_06.9922.C3 

Strand + 

End 15407 

Method GENSCAN 

End 15407 

Score .77 
11691. .11782, 1187 6. .11972, 
13453. .13529, 13998 .. 14069, 
14922. .15123, 15358.. 15407 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11061 
23509 
1 

OJ990810_06. 9922 .C3.ol.np 
1 

4678197 



Seq. ID OJ990810_06.9922.C3 
Strand 

End 24 4 3 

Method AAT/NAP 

End 2443 

Score 1071 



1..807, 1096. .2036, 2064. .2443 

{AC007134) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 11061 

Gene No. 23509 

Start 1 

Name OJ990810 

Start 166 

GI none 

Exons 166.. 256, .308.. 465, 714.. 879 



06.9922.C3.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990810_06.9922.C3 

2443 
GENSCAN 
879 . 
.73 



Seq. ID OJ990810_06. 9922.03 



Seq. No. 11061 

Gene No. 23510 Strand 

Start 4100 End 4223 

Name OJ9908 10_06 . 9922 . 03 . o2 . np Method AAT/NAP 

Start 4100 End 4223 

GI 6069646 Score 111 

Exons 4100.. 4223 

GI Descrip. (AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj IBAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAO F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



(A0005315) 
Similar to 



Seq. No. 11061 Seq. ID OJ990810_06 . 9922 . 03 

Gene No. 23511 Strand 

Start 15905 End 16487 

Name OJ9908 10_06 . 9922 . 03 . ol . gp Method AAT/GAP 

Start 15905 End 16487 

GI 33381_1.R1084 Score 772 

Exons 15905. .16307, '16415. .16487 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 l.Oe-50 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAO clone : tl7804 * 



Seq. No. 11061 Seq. ID 

Gene No. 23512 Strand 

Start 16461 End 

Name OJ9908 10_06 . 9922 . 03 . o6 . tm Method 

Start 38 End 



OJ990810_06. 9922.03 
22234 

TBLASTX: Maize 
413 



11566 




w J. 


none 






Score 


99 








413 






O C ^ > LN • 


11061 






Seq. ID 


OJ990filO Ofi 9Q?? 


Gene No. 


23512 






Strand 




Start 


16461 






End 


22234 




OJ990810 06 


9922 C3 o2 


ts 






0 U di- 


93 ~ 






End 


>j / 0 




SS09760 
,j ^ \j ^ ^ \j \j 






Score 


111 

J. X X 


Ej J^^X io 


93 ?S4 98 


S77 300 


578 


















Seq. No. 


11061 






Seq. ID 


OJ990810_06.9922 


Gene No. 


23512 






Strand 




Start 


16461 






End 


22234 


Name 


OJ990810 06 


9922 C3 o2 


tw 


Mpt hoH 




Start 


96 ~ 






End 


541 


GI 


none 






Score 


101 




96 254 104 


436 329 


. 436, 


470 . . 541 




Seq. No. 


11061 






Seq. ID 


OJ990810_06. 9922 


Gene No. 


23512 






Strand 




0 L. Ct J. L. 


16461 






End 


22234 




OJ990810 06. 


9922.C3.o2. 






J. 0 J_irt.O J.^ . 


c-f-or-h 
0 L d i- i_ 


194 






RnH 


4 fi? 
*± 0 J 


oX 


none 








1 ^fi 
X 0 0 


T*^ von c: 


194. .463, 203. .442, 213 


i 4 4 Q 






Seq. No. 


11061 






Seq. ID 


OJ990810_06.9922 


Gene No. 


23512 






Strand 




Start 


16461 






End 


22234 


NaiTie 


OJ990810 06. 


9922.C3.o3. 


tm 


Method 


TBLASTX: Maize 




1138 






End 


1812 


VJ J- 


none 






Score 


70 


III ^ 1 1 0 


1138. .1734, 


1148. .1408, 


1430 . 


.1666, 1744. .1812 


Seq. No. 


11061 






Seq. ID 


OJ990810_06.9922 


Gene No. 


23512 ' 






Strand 




Start 


16461 






End 


22234 


Name 


OJ990810 06. 


9922.C3.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


1174 






End 


1623 


GI 


none 






Score 


85 


on <=5 


1174. .1623, 


1424. .1621 








Seq. No. 


11061 






Seq. ID 


OJ990810_06. 9922 


Gene No. 


23512 






Strand 




Start 


16461 






End 


22234 


Name 


OJ990810 06. 


9922. C3. 06. 


ts 


Method 


TBLASTX : Soybean 




1177 






End 


1638 




none 






Score 


81 




1177. .1638, 


1337. .1564 








Seq. No. 


11061 






Seq. ID 


OJ990810_06. 9922 


Gene No. 


23512 






Strand 




Start 


16461 






End 


22234 


Name 


OJ990810 06. 


9922.C3.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1195 






End 


1803 



11567 



GI 

Exons 



none Score 62 

1195. .1317, 1312. .1401, 1325. .1402, 1417. .1803, 1421. .1786 



Seq. No. 11061 

Gene No. 23512 

Start 16461 

Name OJ990810_06 . 9922 . C3 . o7 . tm 

Start 1822 

GI none 
Exons 



Seq. ID OJ990810_06.9922.C3 
Strand 
End 

Method 
End 
Score 



22234 

TBLASTX: Maize 

2166 

84 



1822. .2028, 1827. .1946,. 1828. .2064, 2095. .2166, 2102. .2146 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11061 
23512 
16461 

OJ990810_06. 9922.C3.o9.tm 
10957 
none 

10957. .11106, 10968, 
11686. .11778, 11690. 
11870. .11911, 11874. 



Seq. ID OJ990810_06.9922.C3 
Strand 

End 22234 
Method TBLASTX : Maize 
End 11912 
Score 110 
,11021, 11162. . 11368, 11214. .11330, 
,11782, 11691. . 11747, 11692 .. 11778, 
,11912 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



11061 
23512 
16461 
OJ99081 
11913 
none 
11913. . 
12423. . 
12799. . 
12980. . 
13214. . 
13464. . 
14437. , 



0 06.9922.C3.ol.tm 



11972, 12246, 

12512, 12486, 

12894, 12801, 

13126, 12982. 

13369, 13214. 

13541, 13997. 

14574, 14452, 



.12293, 
.12563, 
.12899, 
.13134, 
.13381, 
.14068, 
.14574, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
12247. .12294, 



OJ990810 06. 9922. C3 



12797. 
12972. 
13009. 
13439. 
13998. 
14453. 



22234 

TBLASTX: Maize 
14575 
69 

12422 



,12832, 
,13115, 
,13140, 
,13531, 
,14069, 
, 14575 



12502, 
12798. .12890, 
12980. .13129, 



13213. 
13443. 
14243. 



,13362, 
,13547, 
,14308, 



Seq. No. 11061 Seq. ID 

Gene No. 23512 Strand 

Start 16461 End 

Name OJ990810_06 . 9922 . C3 . o3 . ts Method 

Start 12799 End 

GI none Score 
Exons 



OJ990810_06.9922.C3 
22234 

TBLASTX: Soybean 

13354 

116 



127 99. .12894, 12804. .12896, 12 972. .13034, 12 980. .13129, 
12980. .13153, 13217. .13354, 13219.. 13344 



Seq. No. 11061 

Gene No. 23512 

Start 16461 

Name OJ990810_06 . 9922 . 03 . o4 . tm 

Start 14663 

GI none 
Exons 



Seq. ID OJ990810_06. 9922.03 
Strand 
End 

Method 
End 
Score 



22234 

TBLASTX: Maize 

15134 

125 



14663. .14824, 14 669 .. 14824 , 14 694 .. 14 855 , 14919 .. 15134 , 
14920. .15096, 14921.. 15097 



Seq. No. 11061 

Gene No. 23512 

Start 16461 

Name OJ990810 06 . 9922 . 03 . o7 . ts 



Seq. ID OJ990810_06. 9922.03 
Strand 

End 22234 

Method TBLASTX : Soybean 



11568 



start 
GI 

Exons 



14714 End 15026 

none Score 158 

14714. .14824, 14715 14825, 14727 14828, 14912 .. 15025, 

14919. .15026 



Seq. No. 11061 

Gene No. 23.512 

Start 16461 

Name OJ990810_06 . 9922 . C3 . olO . tm 

Start 15897 

GI none 

Exons 15897. ,15914, 16029. . 16079, 
16094. .16177, 16230. . 16295, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16093 

16234 



OJ990810 06. 9922. C3 



22234 

TBLASTX: Maize 
16305 
133 

16167, 16094. .16174, 
16296, 16234.. 16305 



Seq. No. 11061 

Gene No. 23512 

Start 16461 

Name OJ990810_06 . 9922 . C3 . o6 . gs 

Start 16461 

GI none 

Exons 16461. .16841, 16946 17041, 
18004. .18309, 18454. .18555, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
17410. .17681, 
18688. .19146, 



OJ990810 06. 9922. C3 



22234 
GENSCAN 
22219 
.84 

17819. 



17993, 



19240. .19428, 



20041. .20158, 20749. .21023, 22136.. 22219 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



11061 Seq. ID 

23512 Strand 
16461 End 
OJ990810_06. 9922 .C3.04 .np Method 
16467 End 
2147484 Score 

164 67. .16841, 1694 6. .17041, 17410 

18109. .18309, 18454. .18555, 18688 

20041. .20158, 20749. .20969, 



OJ990810 06. 9922. C3 



22234 
AAT/NAP 
22234 
2651 

17681, 17819. .17993, 
19146, 19240. .19428, 



22103. .22234 

homeotic protein - Phalaenopsis sp gi 11173622 (U34743) homeobox 
protein [Phalaenopsis sp. 'hybrid SM9108'] 



Seq. No. 


11061 








Seq. ID 


OJ990810 


_06. 9922 


.C3 


Gene No. 


23512 








Strand 








Start 


16461 








End 


22234 






Name 


OJ990810 06. 9922. C3, 


. o5 . ts 


Method 


TBLASTX: 


Soybean 




Start 


16470 








End 


16769 






GI 


none 








Score 


123 






Exons 


16470. 


.16607, 


16471, 


. .16593, 


16662. .167( 


59, 16672 


. .16767 




Seq. No. 


11061 








Seq. ID 


OJ990810 


_06.9922, 


.C3 


Gene No. 


23512 








Strand 








Start 


16461 








End 


22234 






Name 


OJ990810 06. 9922. C3. 


.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


16477 








End 


20822 






GI , 


none 








Score 


123 






Exons 


16477. 


.16596, 


16482, 


. .16607, 


16659. .16802, 16672 


. .16842, 






16762. 


.16836, 


16947. 


. . 17042, 


16970. . 17044, 16974 


. . 17042, 






17405. 


.17683, 


17410. 


. .17688, 


17823. . 18002, 17827 


. .17922, 






17862. 


.17996, 


18103. 


. .18309, 


18104 . . 18310, 18451 


. .18555, 






18455. 


. 18565, 


18664 . 


, . 18837, 


18692. .18802, 18871 


. .18966, 






19096. 


. 19149, 


19103. 


, . 19162, 


19229. .19423, 19237 


. .19437, 






20035. 


.20175, 


20040, 


, .20156, 


20748. .20801, 20790 


. .20822 





11569 




o^t^ • INVJ • 


11061 






Seq. ID 


OJ990810 


UD. 






23512 






Strand 








Start 


16461 






End 


22234 






Name 


OJ990810 06. 9922. C3 


o2. tm 


Method 


TBLASTX: 


Maize 






16488 






End 


18135 








none 






Score 


162 








16488. . 


16607, 16489. 


. ± D J ^ D / 


16491. .16613, 16659 


1 f^ftn9 






16662. . 


16700, 16672. 


• J. O O *i ^ , 


16738. .16836, 16947 


. .17042, 






16948. . 


17043, 16967, 


1 704 4 


17399. .17698, 17410 


1 7 fifi ft 

> • X t VO O f 






17803. . 


17925, 17820. 


. X o u u ^ , 


17862. .18014, 18103 


1 ft 1 ^ R 




Seq. No. 


11061 






Seq. ID 


OJ990810 


_06. 9922. 


C3 


Gene No. 


23512 






Strand 








Start 


16461 






End 


22234 






i>tCIillC 


OJ990810 06. 9922. C3. 


oR t c; 


Method 


TBLASTX: 


o wyjut; dii 




cif A rt 


16771 






End 


17571 




GI 


none 






Score 


79 






R von 

ill A i o 


16771. . 


16836, 16786. 


. X V O u , 


16959. .17042, 16963 


. .X/VJ*±J, 






16970. . 


17044, 17399. 


1 7 SfiQ 
. X / *j \j y f 


17410. .17571 








11061 






Seq. ID 


OJ990810 


Of. qqoo 






23512 






Strand 








Start 


16461 






End 


22234 






Name 


OJ990810 06. 9922. C3. 


ol. ts 


Method 


TBLASTX: 


Soybean 






17615 






End 


18960 








none 






Score 


82 








17615. . 


17683, 17617. 


■ X / DO O , 


17815. .17925, 17820 


1 ft n n 9 






18104. . 


18310, 18106. 


. ± O 0\J J f 


18340. .18 


375, 18451 


1 O c c c 






18451. . 


18555, 18455. 


• X O *J U J , 


18455. .18556, 18691 


1 ft ft 9 






18692. . 


18796, 18871. 


1 ft Q1 

> X O -3 X ^ , 


18871, .18 


960 






Seq. No. 


11061 






Seq. ID 


OJ990810 


_06. 9922. 


C3 




23512 






Strand 










16461 






End 


22234 






Name 


OJ990810 06. 9922. C3. 


o ft i-m 


Method 


TBLASTX: 


"la X ^ c 




Start 


18136 






End 


18313 






GI 


none 






Score 


.172 








18136. . 


18192, 18190. 


. X o o u o , 


18194. .18 


310, 18233 


. . X O J X J 




Seq. No. 


11061 






Seq. ID 


OJ990810 


_06. 9922. 


C3 


fipnp No 

die 1^ • 


23512 






Strand 








Qi- a rt 


16461 






End 


22234 






Name 


OJ990810 06. 9922. C3. 


oz , gp 


Method 


AAT/GAP 






O L. di- L- 


18708 






End 


19133 






GI 


5004265 




Score 


820 








18708. . 


19133 












Seq. No. 


11061 






Seq. ID 


OJ990810 


_06.9922. 


C3 


Gene No. 


23512 






Strand 








Start 


16461 






End 


22234 






Name 


OJ990810 06. 9922. C3. 


o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


19078 






End 


20118 






GI 


none 






Score 


60 






Exons 


19078. . 


19167, 19097. 


. 19147, 


19237. .19437, 19256 


. .19423, 





20035. .20118 



11570 



i'i! 



C Q /-T K\r\ 

o e q . LN o . 


11061 


Seq. ID 


OJ990810 


Gene No. 


23512 


Strand 




Start 


16461 


End 


22234 


Nsme 


OJ990810 06.9922.C3.o5.tm 


Method 


TBLASTX:! 


Q-t- ja 7-+- 


19078 


End 


20118 


C T 


none 


Score 


66 


rjXorio 


19078. .19149, 19097. . 19147, 19229 .. 19423, 19237 




19357. .19434, 20035. .20118 






O C CJ . LM O . 


11062 


Seq. ID 


V_/U w/ ^ V U J.\J 


Gene No. 


23513 


Strand 




Start 


1154 


End 


2586 




OJ990810 06.9922.C4.ol.np 


Method 


AAT/NAP 




1154 


End 


2586 




6907088 


Score 


linn 

J. X VJ u 




1154. .1536, 2036. .2273, 2449. 


.2586 






{AP001129) hypothetical protein [Oryza 


Q a i~ "i T7a 1 
o d L. X V d J 


Seq. No. 


11063 


Seq. ID 


wu 17 u o X u 


Gene No. 


23514 


Strand 




O L. d i. L. 


118 


End 


636 


Name 


OJ990810 06.9922.C5.ol.gs 


Method 


GENSCAN 


C-f- a r-+- 


118 


End 


\j J \j 


P T 


none 


Score 




Exons 


118. .127, 563. .636 






o e q . IN o - 


11063 


Seq. ID 


n TQQfiP 1 n 

\Ju ^ j\JO XU 


Gene No. 


23515 


Strand 




Start 


1 


End 


715 


NaiTis 


OJ990810 06. 9922.C5.ol.np 


Method 


AAT/NAP 




1 


End 


715 


C T 
oX 


4680186 


Score 


1 on 

X w v 


HtXOIlo 


1..95, 625. .715 






V3X L-'COOXX^. 


(AF111709) unknown [Oryza sativa subsp 


1 n H "i a 1 

• XlLL^XL^dJ 


Seq. No. 


11064 


Seq. ID 


\JU I? U O X u 


Gene No. 


23516 


Strand 






446 


End 


574 


M a m o 


OJ990810 06. 9922.C6.ol.gs 


Method 


GENSCAN 


O LdX U 


446 


End 


574 


ox 


none 


Score 


.54 


Exons 


446. .574 






O c q . LN (J . 


11065 


Seq. ID 


OJ990810_ 


Gene No. 


23517 


Strand 


+ 


Start 


9751 


End 


13157 


LNdLllt^ 


OJ990810 06. 9922.C7.o4.np 


Method 


AAT/NAP 


O L d X L 


8245 


End 


9549 


V3X 


5777617 


Score 


86 


HjXvJIIo 


8245. .8264, 9411. .9549 






p T o 1 

\j± JJcoC-XX^. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 


Seq. No. 


11065 


Seq. ID 


OJ990810 


Gene No. 


23517 


Strand 


+ 


Start 


9751 


End 


13157 


Name 


OJ990810 06. 9922.C7.o2.gs 


Method 


GENSCAN 


Start 


9751 


End 


13157 



06. 9922. C3 



19437, 



11571 






PT 


none 




Score 


.72 






Exons 


9751. .9895, 9958. .10173, 10470 .. 104 96, 


10578. .10636, 








inftQI 1107 4 11ft4Q 


1 91 09 
. X ^ X u z. , 


12328. .12618, 12879.. 13157 








11065 




Seq. ID 


OJ990810_06. 9922 


P7 






23517 




' Strand 


+ 






Start 


Q7 SI 




. End 


13157 






Name 


O.TQQOfiin Dfi QQ?9 .r7 


\j 1 • 


Method 


AAT/NAP 






O t,a.ir L. 


1 fT^dfl ~ 

X U J rt O 




End 


13154 








474 1203 




Score 


922 






T_r o 


10348 10432 10998 


. 11127 , 


11827. .12102, 12328. .12618, 








1 9 87 Q 1 31 S4 












PT Flo c y* T 
u± L^t; o O Jl -L^ . 


(AL049746) putative 


protein 


[Arabidops 


is thaliana] 






Seq. No. 


11065 




Crarf TH 


O.TQQOfilO Ofi QQ99 


.C7 




Gene No. 


23518 




q-t- nH 










10631 






1 31 fiO 

X J X OVJ 






Name 


OJ990810 06. 9922. C7. 


o3 . ts 












5480 






SP S7 






PT 


none 




Score 


72 






TT" v n o 


5480.. 5857, 5502.. 5720, 5708 


..5752, 58 


08. .5837 






Seq. No. 


11065 




Seq. ID 


OJ990810_06. 9922 


.C7 




Gene No. 


23518 




Strand 








Q+- a Y-t- 

O L aj- L 


10631 




End 


13160 






Name 


OJ990810 06. 9922. C7. 


o5 . tm 


Method 


TBLASTX: Maize 






ona jtu 


5570 




End 


5890 






P T 


none 




Score 


102 








5570. .5890, 5595. .58 


88 










o e q . LN o . 


11065 




Seq. ID 


OJ990810_06. 9922 


.C7 


ril 


Gene No. 


23518 




Strand 








Start 


10631 




End 


13160 






Name 


OJ990810 06. 9922. C7. 


o4 . tm 


Method 


TBLASTX: Maize 




'a sf 




6008 




End 


6352 




^ t 


PT 


none 




Score 


75 








6008.. 6088, 6009.. 6089, 6080 


..6160, 6081. .6143, 6170. .6352, 


r '! 




6207. .6350 










□ 


O ^ ^ ■ (J . 


11065 




Seq. ID 


OJ990810_06.9922 


.C7 




Gene No. 


23518 




Strand 








Start 


10631 




End 


13160 






Name 


OJ990810 06. 9922. C7, 


o6 . np 


Method 


AAT/NAP 






O LciX L 


10631 




End 


11939 






PT 


577761-7 




Score 


80 








10631. .10729, 11881. 


.11939 












(AJ245900) CAA30375. 


1 protein [Oryza s 


ativa] 






Q o rr KF r\ 
O c q . LN U . 


11065 




. Seq. ID 


OJ990810_06.9922 


.C7 






23518 




Strand 








Start 


10631 




End 


13160 






Name 


OJ990810 06. 9922. C7. 


o3 . tm 


Method 


TBLASTX: Maize 






Start 


11340 




End 


12407 






GI 


none 




Score 


112 






Exons 


11340. .11438, 11341. 


.11445, 


11342. .114.46, 11845. .11922, 








11847. .11924, 11930. 


.12109, 


11934 .. 12110, 11935. .12102, 








12307. .12405, 12327. 


.12362, 


12355. . 12405, 12357 .. 124 07 , 





11572 




12360. .12407 





Seq. No. 


11065 






Seq. ID 


OJ990810_06. 9922 


.07 






23518 






Strand 










10631 






End 


13160 






Name 


OJ990810 06. 9922. C7, 




Method 


TBLASTX : Soybean 








11956 






End 


12556 








none 






Score 


226 








11956. 


.12102, 11958, 


19110 

t . X ^ J. X u , 


1197 9. .12110, 12324. .12554, 








12325. 


.12555, 12327, 


• . X Z D O ^ , 


12422. .12556 






Seq. No. 


11065 






Seq. ID 


OJ990810_06. 9922 


.C7 




Gene No. 


23518 






Strand 










10631 






End 


13160 






Na.me 


OJ990810 06. 9922. C7, 


n1 +- n 


Method 


TBLASTX: Cress 






o u air L. 


11977 






End 


13160 






PT 


none 






Score 


227 








11977. 


.12102, 11979, 


19110 

• . J. ^ J. X u , 


12325. .12531, 12327. ,12521, 








12846. 


.13022, 12876, 


1 9 QQS 


12881. .1300 6, 13008. .13160, 








13010. 


.13159, 13020, 


. .13160 










Oeq. JNO . 


11065 






Seq. ID 


OJ990810_06. 9922 






Gene No. 


' 23518 






Strand 










10631 






End 


13160 




-.7: 


Name 


OJ990810 06.9922. C7, 


, oz . nm 


Method 


TBLASTX: Maize 




:ri 


ouaru 


12408 






End 


12591 








none 






Score 


237 




Li 
111 


Exons 


12408. 


.12590, 12409, 


. .12591, 


12409. .12591 




I 


oeq. IN o . 


11065 






Seq. ID 


OJ990810_06.9922 






Gene No . 


23518 






Strand 








oX-.ari- 


10631 






End 


13160 






Name 


OJ990810 06. 9922. C7, 


> o J. . tm 


Method 


TBLASTX: Maize 








12875 






End 


13106 




; OL 
r 




none 






Score 


199 




;. i 


Exons 


12875. 


.13087," 12875, 


. .13105, 


1287 6. .13106, 1287 6. .13106 




r 

"i 




11065 






Seq. ID 


OJ990810_06. 9922 




s? 




23518 






Strand 






"i 

sf 




10631 






End 


13160 




=i 
= f 


Name 


OJ990810 06. 9922. C7, 


r^l -h Q 


Method 


TBLASTX: Soybean 








12896 






End 


13157 






CJ 

Kj ± 


none 






Score 


379 






iIjXvJI lo 


12896. 


.13153, 12897, 


1 ?1 R4 

t • X O X J 4 , 


12897. .13157 






Seq. No. 


11066 






Seq. ID 


OJ990810_06.9922 


.C9 






23519 






Strand 










1 






End 


394 






Name 


OJ990810 06. 9922. C9. 


. ol .np 


Method 


AAT/NAP 






Start 


1 






End 


394 






GI 


690708J 


3 




Score 


329 






Exons 


1. .81, 


257. .394 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


11067 






Seq. ID 


OJ990810_06.9922 


.Cli 




Gene No. 


23520 






Strand 


+ 






Start 


3097 






End 


6934 





11573 



Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No". 

Start 

Name 

Start 

GI 

Exons 



OJ990810_06. 9922 .CIO. ol.np 

3097 

6907086 

3097. .3859, 3919. .4090, 4327. 



Method AAT/NAP 
End 4 961 

Score 1462 
.4436, 4560. .4722, 



4767. .4961 



(AP001129) hypothetical protein [Oryza sativa] 



11067 
23520 
3097 

OJ990810_06. 9922. CIO. ol.gs 

3255 

none 

3255. .3781, 4382. .4436, 5493, 
6822. .6934 



Seq. ID OJ990810_06. 9922. CIO 

Strand + 

End 6934 

Method GENSCAN 

End 6934 

Score .43 

.5705, 5712. .5969, 6448. .6673, 



Seq. No. 11067 Seq. ID OJ990810_06 . 9922 . CIO 

Gene No. 23521 Strand + 

Start 8556 End 8704 

Name OJ990810_06 . 9922 . CIO . o3 . gp Method AAT/GAP 

Start 8556 End 8704 

GI uC-osflcyp08 9a06al Score 271 

Exons 8556.. 8704 

GI Descrip. ' 5803254/dbj | BAA83564 . 1 | 3.0e-16 {AP000399) ESTs 

C97429 (C60159) , D22427 (C11106) , AU078031 (E31854) , D15683 {C1084; 
correspond to a region. of the predicted gene; hypothetical 
protein [Oryza sativa] ' 



ry 


Seq. No. 


11067 


Seq. ID 


OJ990810 


_06. 


9922. CIO 


Q 


Gene No. 


23522 


Strand 


+ 






Id 


Start 


11119 


End 


13152 






. =i 


Name 


OJ990810 06.9922.C10.o4.gs 


Method 


GENSCAN 






fii 


Start 


11119 


End 


13152 








GI 


none 


Score 


.92 








Exons 


11119. .11177, 12142. .12533, 


13067. . 13152 








Seq. No. 


11067 


Seq. ID 


OJ990810 


_06. 


9922. CIO 




Gene No. 


23523 


Strand 










Start 


1163 


End 


1665 ^ 








Name 


OJ990810 06. 9922.C10.ol.gp 


Method 


AAT/GAP 








Start 


1163 


End 


1665 








GI 


38782 1.R1084 


Score 


812 








Exons 


1163. .1665 












GI Descrip. 


»6069643/dbj IAP000616.1IAP000616 O.Oe+00 Oryza 


sativa genomic 






DNA, chromosome 6, clone : P0514G12 ' 










Seq. No. 


11067 


Seq. ID 


OJ990810 


_06. 


9922. CIO 




Gene No. 


23524 


Strand 










Start 


8808 


End 


10069 








Name 


OJ990810 06.9922.C10.o3.gs 


Method 


GENSCAN 








Start 


8808 


End 


10069 








GI 


none 


Score 


.64 








Exons 


8808. .9182, 9533. .9688, 9821 


. . 10069 










Seq. No. 


11067 


Seq. I'D 


OJ990810 


_06. 


9922. CIO 




Gene No. 


23524 


Strand 










Start 


8808 


End 


10069 








Name 


OJ990810 06. 9922.C10.o4 .gp 


Method 


AAT/GAP 







11574 



start 9012 

GI 431814 

Exons 9012.. 9182, 9533.. 9688, 

GI Descrip, 5803254 /dbj | BAA83564 . 1 1 



End 9911 
Score 760 
9821. .9911 

3.0e-16 {AP000399) ESTs 



C97429(C60159) ,022427 {C11I06) , AU078031 (E31854 ) , D15683 (C1084 ) 
correspond to a region of the predicted gene; hypothetical 
protein * [Oryza sativa] 



Seq. No, 11067 Seq. ID OJ9908 10_06 . 9922 . CIO 

Gene No. 23525 Strand 

Start 13493 End 15356 

Name OJ990810_06 . 9922 . CIO . o2 . np Method AAT/NAP 

Start 13489 End 15356 

GI 5803254 Score 705 

Exons 13489. .13867, 14243 .. 14368 , 14503.. 15356 

GI Descrip. {AP000399) ESTs C97429 (C60159) , D22427 (C11106) , 

AU078031{E31854) ,D15683(C1084) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



Seq. No. 


11067 




Seq. ID 


OJ990810_06. 9922. CIO 


Gene No. 


23525 




Strand 




Start 


13493 




End 


15356 


Name 


OJ990810 06.9922.C10.o5.gs 


Method 


GENSCAN 


Start 


13493 




End 


14782 


GI 


none 




Score 


.76 


Exons 


13493. 


.13867, 14534 . . 14782 






Seq. No. 


11067 




Seq. ID 


OJ990810_06. 9922. CIO 


Gene No. 


23526 




Strand 




Start 


16159 




End 


16412 


Name 


OJ990810 06.9922.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


9515 




End 


■ 14921 


GI 


none 




Score 


66 


Exons 


9515. . 


9697, 9818.. 9940, 9968. 


.10207, 


1424 0. .14371, 14 241. .14 300, 



14 54 3. .14 653, 1454 9. .14 608, 14 681. .14 920, 14 700. .14 921 



Seq. No. 11067 Seq. ID 

Gene No. 23526 Strand 

Start 16159 End 

Name OJ990810_06 . 9922 . CIO . o3 . np Method 

Start 16159 End 

GI 4678351 Score 

Exons 16159. .16412 

GI Descrip. (AL049659) putative protein [Arabidopsis thaliana] 



OJ990810_06. 9922. CIO 

16412 
AAT/NAP 
16412 
176 



Seq. No. 


11067 






Seq. ID 


OJ990810_06. 9922 


.CIO 


Gene No. 


23526 






Strand 






Start 


16159 






End 


16412 




Name 


OJ990810 06. 


9922. CIO, 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


16169 






End 


16411 




GI 


none 






Score 


122 




Exons 


16169.. 16393 


, 16180.. 


.16410, 


16181. .16411 




Seq. No. 


11067 






Seq. ID 


OJ990810_06.9922 


.CIO 


Gene No. 


23526 






Strand . 






Start 


16159 






End 


16412 




Name 


OJ990810 06. 


9922. CIO. 


.ol .ts 


Method 


TBLASTX : Soybean 





11575 



start 
GI 

Exons 



16174 
none 

16174. . 16410 



End 
Score 



16410 
189 



Seq. No. 11068 Seq. ID OJ990810_06 . 9922 . Cll 

Gene No. 23527 Strand + 

Start 266 End 736 

Name ■ OJ990810_06. 9922 .Cll .ol ,np Method .-r AAT/NAP 

Start 266 ' End ■736 ' 

GI 5803254 Score 208 

Exons 266.. 370, 413.. 736 

GI Descrip. {AP000399) ESTs C97429 (C60159) , D22427 {C11106) , 

AU078031 (E31854) , D15683 (C1084) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



ocv^ . INL? . 


J- X U O -? 


o c . x u 




nana KI*^ 


£. ^ ^ O 


O l_ X CXI 






1 

X 


End 


340 


Name 


OJ990810 06.9922.C12.ol, 


. np Method 


AAT/NAP 


Start 


1 


End 


340 


\j ± 


\j f u o o 


Score 


257 












{ AP()Ci^ ^ 9<^) hvnnthp-t-i r;^l 

\r\C \J \J d. f liy L-llC U XL^CIX 


protein [Oryza 


sativa] 


O C ^ . IN . 


X X u _? 


Seq. ID 


OJ990810 




^ o o ^ o 


Strand 




Start 


1 


End 


340 


Name 


OJ990810 06. 9922.C12.ol. 


. gs Method 


GENSCAN 


Start' 


203 


End 


340 


GI 


none 


Score 


.5 


Exons 


203. ,340 






Seq. No. 


11070 


Seq. ID 


OJ990810 


Gene No. 


23529 


Strand 


H- 


Start 


8422 


End 


10244 


Name 


OJ990810 06. 9922.C13.o3, 


. np Method 


AAT/NAP 


Start 


8422 


End 


10244 


GI 


6907086 


Score ■ 


1074 


Exons 


8422. .9191, 9252. .9421, 


9643.. 9r52, 9861. -.10119 


GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


11070 


Seq. ID 


OJ990810 


Gene No.. 


23530 


Strand 


+ 


Start 


13148 


End 


13668 


Name 


OJ990810 06.9922.C13.o5, 


. np Method 


AAT/NAP 


Start 


13148 


End 


13668 


GI 


4586026 


Score 


131 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13148. .13197, 13324. .13426, 13642.. 13668 

(AC007109) hypothetical protein':^ [Arabidopsis thaliana] 



11070 Seq. ID 

23531 Strand 

14508 End 
OJ990810_06.9922.C13.ol.gp Method 

14508 ■ End 

none Score 
14508. .14957 



OJ990810_06. 9922.C13 
+ 

14957 
AAT/GAP 
14957 
884 



11576 



Seq. No. 


11070 


Seq. ID 


Gene No. 


23532 


Strand 


Start 


317 


End 


NcLine 


O.TQQORI 0 n*^ Pi ^ o1 no 


l it; L-ilOO. 


o L d X 


?1 7 . ~ 
ox/ " 






4 68017 9 


O OOX c 


R von ^ * 


317 3734, 3837 4893 




r^T n d c T~ "i o 


^rtrxxx/u^^ ^(Jxy^xuLcxii Lwxy/.a 


od L X V d o 


Seq. No. 


11070 


Seq. ID 


Hpnp No 


23532 


St rand 


o u a i_ u 


317 


FnH 

EjI lO 


Nsme 


OJ990810 06 9922 ri3 oT as 


i it; u iioo 


Start 


34 6 ~ 


FnH 

i-jiiO 


GI 


none 


Score 


J— 1 .ii. V> I 1 O 


346 5064 




Seq. No. 


11070 


Seq. ID 


Cpnp No 


23533 


St rand 


o u dx. i_ 


o J (J ^ 


FnH 

Hii iO 


INdJ-UC 


n.TQQORin 06 Q999 o9 rrc; 


Mo "H <^H 




J o o ^ 


FnH 




none 


Score 






■ 


Seq. No. 


11070 


Seq. ID 


Gene No. 


23533 


Strand 


Start 


5382 


End 


Name 


OJ990810 06. 9922.C13.o2.np 


Method 


O L dX L. 


5385 


End 


ox 


6002794 


Score 


R von 


5385. . 6166 




\J X Lj'Co^J '-c^ * 


(AF149813) unknown [Oryza sativa] 


Seq. No. 


11070 


Seq. ID 




23534 


Strand 


Start 


12586 


End 


Naine 


OJ990810 06. 9922.C13.o4 .np 


Method 


Start ■ 


12586 


End 


GI 


6069646 


Score 


Exons 


12586. .12811 




ox ijcooxxj^. 


(AP000616) similar to putative reverse 




[Oryza sativa] gi | 6907112 | dbj | BAA90639 




Arabidopsis thaliana chromosome II BAC 




putative non-LTR retroelement 


reverse ' 




[Oryza sativa] 




Seq. No. 


11070 


Seq. ID 


Gene No . 


23535 


Strand 


Start 


15802 


End 


Name 


OJ990810 06. 9922.C13.o5.tw 


Method 


Start 


361 


End 


GI 


none 


Score 


Exons 


361.. 693, 382.. 531, 413.. 598, 


586. .654, 


Seq. No. 


11070 


Seq. ID 



OJ990810_06.9922.C13 

5064 
AAT/NAP 
4893 
4.619 



OJ990810_06. 9922.C13 

5064 
GENSCAN 
5064 
.97 



OJ990810_06.9922.C13 

6305 
GENSCAN 
6305 
.97 



OJ990810_06. 9922.C13 

6305 
AAT/NAP 
6166 
1294 



OJ990810_06.9922.C13 

12811 
AAT/NAP 
12811 
91 



transcriptase 
.11 (AP001129) 
F9013 genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



OJ990810_06.9922.C13 
16004 

TBLASTX: Wheat 
693 
114 
588. . 686 

OJ990810 06.9922.C13 



11577 




Gene No. 


23535 




Strand 






bt arc 


iDo UZ 




tjnQ 


i 0UU4 




Name 


nTQQnOin fl QQ99 PI '5 
UJyyUoiU U D . ^ . U i J . OO 


. tm 


rje unoQ 


i t5iji\o i A . via. 1 Z e 




C 4- t -K- -1- 


J / D 




HjnQ 


c; "57 




bi 


none 




Score 


0 0 




Exons 












becj. NO. 


1 1 ri 7 ri 
i i u / u 




oeq . i u 


ujyyuoiu Uo.yyzz 


.bio 


Gene No. 


23535 




Strand 






Start 


15802 




End 


16004 




Name 


OJ990810 06. 9922.C13.ol 


.tm 


Method 


i oii/io 1 A . ria 1 z e 




C ^ ■K'-t- 

o Tzar u 


544 




End 


1 1 "^7 
i i O / 






none 




Score 






Exons 


544. .639, 544. .981, 554, 


. .763, 


712. .861 


Q '5 Q Qpo onn 
, ooy..yoz, yuu.. 


y o o , 




979.. 1137V 986.. 1132, 988.. 1134 






Seq. No. 


11070 




Seq. ID 


OJ990810_06. 9922 


.C13 


Gene No. 






Q "I- va n 

O tlTcinQ, 






Q-t- a v-H 

ot ax L 


15802 




End 


i 0 U U fi 




Name 


OJ990810 06. 9922.C13.ol, 


.tw 


Method 


TRT a QTY • Who a -H 

1 Dii-rio i A . wnea u 




Q-H o v-l- 

o caiTc 


694 




End 


i JZ u 




bl 


none 




Score 


O t; t; 

zoo 




Exons 


694. .1320, 818. .1225 










Seq. No. 


11070 




Seq. ID 


OJ990810_06. 9922 


.C13 


Gene No. 


O O C T c 




Strand 






C 4 1-1^4- 

otar L 


15802 




End 


1 n n /I 
i DUU4 




Name 


OJ990810 06.9922.C13.o4, 


.tm 


Method 


i biiAb 1 A : Ma 1 z e 




oLart 


1189 




End 


1 /I "7 Q 

i 4 / y 




bl 


none 




Score 


Q7 

y / 




Exons 


1189. .1479, 1192. .1407, 


1289. 


.1468 






Seq. No. 


11070 




Seq. ID 


OJ990810_06. 9922 


.C13 


Gene No. 


£^ O 'J O -J 




Strand 






oL a j_ u 


15802 




End 


i OUU 




Name 


OJ990810 06. 9922.C13.o2, 


. ts 


Method 


1 £3 Lit\o i A , o o yD e a n 




o L ax I, 


1279 




End 


i 0 sJfi 




PT 
o 1 


none 




Score 


o z 




EjXUIIo 


1279. .1407, 1279. .1527, 


1289. 


.1534 






Seq. No. 


11070 




Seq. ID 


OJ990810_06. 9922 


.C13 


Gene No. 


23535 




Strand 






o car L 


15802 




End 


16004 




Name 


OJ990810 06. 9922.C13.ol. 


. tc 


Method 


TBLASTX: Cress 




o uar c 


1303 




End 


1620 




bi 


none 




Score 


99 




Exons 


1303. .1446, 1319. .1444, 


1447 . 


.1620, 1501. .1599 




Seq. No. 


11070 




Seq. ID 


OJ990810_06.9922 


.C13 


Gene No> 


23535 




Strand 






Start 


15802 




End 


16004 




Name 


OJ990810 06. 9922.C13.o3, 


.tw 


Method 


TBLASTX: Wheat 




Start 


1327 




End 


1851 




GI 


none 




Score 


267 




Exons 


1327. .1851, 1331. .1699 










Seq. No. 


11070 




Seq. ID 


OJ990810_06. 9922 


.C13 



11578 






Gene No. 


23535 








Strand 








c-t- 3 

O L. CL i. L. 


15802 








End 


16004 






Nfline 




■ y zf ^ ^ 


. C13 . o2 




Met" H oH 


1 OXjrlO 1 /\ . L id X ^ c 






O L d I. L. 


1889 ~ 








End 


4L. *± t 








none 








Score 


4C. y 






P von 


1889 2170 


1894 , 


. .2247, 


1946 . 


. 2245 








Seq. No. 


11070 








Seq. ID 


OJ990810_06.9922 


.013 




Gene No. 


23535 








Strand 








Start 


15802 








End 


16004 






Naine 


OJ990810 06 


. 9922 


. C13 . o2 


. tw 


Method 


TBLASTX: Wheat 






Start 


1894 ~ 








End 


2320 






GI 


none 








Score 


70 






F. V n n c; 


1894 2319 


1896 , 


. .2033, 


1909 . 


.2262, 1931.. 2320 






Seq, No. 


11070 








Seq. ID 


OJ990810_06.9922 


.C13 




Gene No. 


23535 








Strand 








Start 


15802 








End 


16004 






Name 


OJ990810 06 


9922 


. C13 . o3 


. ts 


Method 


TBLASTX: Soybean 






Start 


2068 " 








End 


2313 






GI 


none 








Score 


212 






P. y n n c; 


2068 2313 














t 


Seq. No. 


11070 








Seq. ID 


OJ990810_06.9922, 


.013 


.11 


Gene No. 


23535 








Strand 






' f ; 


o u d I. u 


X J O VJ ^ 








End 


16004 






Name 


WU -? _7 U O X VJ UD 


QQ99 


n ^ o^ 


> LIU 


Method 


TBLASTX: Maize 






q-f- -3 rl- 

O L d i. U 


^ H. 








End 


2784 




; n; 
_ _ : 




n on 








Score 


70 




: '^r 


F" von <^ 


2284 2619 


2306 , 


. 2575 , 


2605 . 


.2784 






' ! I 


Seq. No. 


11070 








Seq. ID 


OJ990810_06.9922, 


.013 




Gene No. 


23535 








Strand 








Start 


15802 








End 


16004 




. -I 


Name 


OJ990810 06 


. 9922 . 


, C13 . o6 . 


•h w 

• u w 


Method 


TBLASTX: Wheat 




'^1 


Start 


2326 ~ 








End 


2622 




! c: 


GI 


none 








Score 


154 






R V n n Q 


2326 2622. 


2363 . 


. .2578 












Seq. No. 


11070 








Seq. ID 


OJ990810_06.9922, 


.013 


II 


Gene No. 


23535 








Strand 








Start 


15802 








End 


16004 






Name 


OJ990810 06 


. 9922 . 


CI 3 ol 




Method 


TBLASTX: Soybean 






Start 


2335 ~ 








End 


2730 






GI 


none 








Score 


133 






TT von *^ 


2335 2694 


2363 , 


, .2578, 


2618 . 


.2713, 2698. .2730, 2698. .2730 




Seq. No. 


11070 








Seq. ID 


OJ990810_06.9922. 


.013 




Gene No. . 


.. -23535 








Strand 








Start 


15802 








End 


16004 






IN CliUC 


OJ99nR1 n 06 


QQ99 


n ^ o4 




Method 


TBLASTX: Wheat 






Start 


2671 








End 


3154 






GI 


none 








Score 


162 






Exons 


2671. .3153, 


2683. 


, .3126, 


2699. 


.3154 








Seq. No. 


11070 








Seq. ID 


OJ990810_06. 9922. 


X13 




Gene No. 


23535 








Strand 







11579 



start 


15802 










OJ990810 06 


9922 


. C13 . o5 


. tm 


Start 


2854 ~~ 








GI 


none 








Exons 


2854 . . 3141, 


2855 


. . 3040 




Seq. No. 


11070 








Gene No. 


23535 .,. 








Start 


15802 








Name 


OJ990810 06. 


9922 


.C13.o7, 


. tw 


Start 


3301 ~ 








GI 


none 








Exons 


3301. .3465, 


3350 


. . 3469, 


3478 . 


Seq. No. 


11070 








Gene No. 


23535 








Start 


15802 








Name 


OJ990810 06. 


9922 


. 013 . o7 , 


. tm 


Start 


3380 7 








GI 


none 








Exons 


3380. . 3463, 


3382 


. . 3705, 


3565. 


Seq. No. 


11070 








Gene No. 


23535 








Start 


15802 








Name 


0J9 90^^810 0 6 


9922 


. C13 . o6 , 


. tm 


Start' 


4015 ~ 








GI 


none 








Exons 


4015 . .4416 








Seq. No. 


11070 








Gene No. 


23535 








Start 


15802 








Name 


OJ990810 06. 


9922 


. C13 . o8 , 


. tw 


Start 


4297 ~ 








GI 


none 








Exons 


4297 . .4662, 


4556 


, . 4657 




Seq. No. 


11070 








Gene No. 


23535 








Start 


15802 








Name 


OJ990810 06. 


9922 


. C13 . o5 , 


. CTS 


Start 


15802 ~ 








GI 


none 








Exons 


15802 16004 








Seq. No. 


11071 








Gene No. 


23536 








Start 


* 5162 








/Name 


OJ990810 06 


9922 , 


. C14 . o3 . 




Start 


5162 ~ 








GI 


none 








Exons 


5162. .5827, 


7222, 


. .7270, 


7789. 


Seq. No. 


11071 








Gene No. 


23536 








Start 


5162 









End 

Method 

End 

Score 



16004 

TBLASTX: Maize 

3141 

180 



Seq. ID OJ990810_06.9922.C13 
Strand ' - 
End 16004 
Method TBLASTX : Wheat 
End 3700 
Score 78 
.3699, 3545. .3700 

Seq. ID OJ990810_06. 9922.013 
Strand 

End 16004 

Method TBLASTX : Mai ze 

End 3706 

Score 4 6 
.3699, 3593.. 3706 

Seq. ID OJ990810_06. 9922.013 
Strand 

End 16004 
Method ' TBLASTX: Maize 
End 4416 
Score 241 



Seq. ID OJ990810_06. 9922 .013 
Strand 

End 16004 

Method TBLASTX : Wheat 

End 4662 

Score 59 



Seq. ID OJ990810_06. 9922. 013 
Strand 

End 16004 

Method GENSOAN 

End 16004 

Score .8 



Seq. ID OJ990810_06. 9922.014 

Strand + 

End 8102 

Method GENSOAN 

End 8102 

Score .64 
.7900, 8000.. 8102 

Seq. ID OJ990810_06. 9922. 014 

Strand + 

End 8102 



11580 




Name OJ990810__06 . 9922 . C14 . ol . np Method AAT/NAP 

Start 5186 End 5800 

GI 399325 Score 269 

Exons 5186.-5800 



GI Descrip. HEME EXPORTER PROTEIN A (CYTOCHROME C-TYPE BIOGENESIS 

ATP-BINDING PROTEIN CYCV) gi | 9514 1 | pir | | A3974 1 cytochrome c 
. biogenesis protein CycV - Bradyrhizobium japonicum gi 1152074 
(M60874) putative [Bradyrhizobium japonicum] 





Seq. No. 


11071 








Seq. ID 


OJ990810_06.9922 


.C14 






23537 








Strand 








Start 


122 








End 


950 






Name 


OJ990810 06 


. 9922 


.C14 .ol 


. y o 


Mpt hod 


\J X-J Lx V^x^lN 






Start 


122 








End 


889 






GI 


none 








Score 


. 76 








122. .289, 390. .467, 584 


. . 889 










Seq. No. 


11071 








Seq. ID 


OJ990810_06.9922 


.C14 




OCJlit; LNVJ. 


23537 








c-i- r*;:! 










122 










^ \j 






Name 


OJ990810 06 


. 9922 


.C14 .ol 






AAT /GAP 






O u di- L 


584 










\J 






O J. 


3768067 








Score 


675 




iff 

'B 




584 . . 950 














ff'l 


Seq. No. - 


11071 








Seq. ID 


OJ990810_06.9922 


.C14 


ry 




23538 








O 1 L dl 






rt 


2084 








End 


232 6 




Q 


KT;=i TTi <^ 
IN diiLo 


OJ990810 06 


.9922 


.C14.02 




i It; 11(^1^ 


O Hj IN O IN 




Ul 


Start 


2084 








End 


2326 




■■ 

'is: 


GI 


none 








Score 


. 45 




ru 


R V rt n 


2084 . .2326 
















Seq. No. 


11071 








Seq. ID 


OJ990810__06.9922 


.C14 






23539 








Strand 






'"''•J 


Start 


5165 








End 


5334 






Name 


OJ990810 06 


. 9922 


.C14 .o2 


. tm 


Method 


TBLASTX: Maize 






Start 


5165 








End 


5334 






GI 


none 








Score 


186 








5165. .5239, 


5200 


. .5334, 


5201 . 


.5332 








Seq. No. 


11071 








Seq. ID 


OJ990810_06.9922 


.C14 




Gene No. 


23540 








Strand 








Start 


5401 








End 


5671 






Name 


OJ990810 06, 


.9922 


.C14 .ol 


. tm 


Method 


TBLASTX: Maize 






Start 


5401 








End 


5671 






GI 


none 








Score 


187 






Exons 


54.01. .5514, 


5402 


. .5512, 


5510. 


.5671, 5513. .5671 






Seq. No. 


11072 








Seq. ID 


OJ990710_46.9A26 


.CI 




Gene No. 


23541 








Strand 


+ 






Start 


1949 








End 


3370 






Name 


OJ990710 46, 


. 9A26 


.Cl.ol.< 


gs 


Method 


GENSCAN 






Start 


1949 








End 


3370 






GI 


none 








Score 


.72 






Exons 


1949. .2110, 


2223 


. .2367, 


2597. 


.2747, 281 


31. .3370 





11581 



Ms 



Seq. No. 


11072 




Seq. ID 


OJ990710 


Gene No. 


23542 




Strand 




<?■!- :3 -rf- 
O L di. I_ 


H J. 




End 


8219 


Nsitie 


nTQQn7in 4fi QZ\9fi 


PI r\0 rrc 


Method 


GENSCAN 








End 


8219 




none 




Score 


.59 




d7fin fitrnq 


f^fnC\ 7471 


.7547, 8130. .8219 


Seq. No. 


11073 




Seq. ID 


OJ990710 


Gene No. 


23543 




Strand 




C-|- >--f- 






End 


234 


Nsme 


n.TQQn7in 4fi QA9fi 


.^^.UX.v^o 


Meithod 


GENSCAN 


O J- U 






End 


234 




none 




Score 


.47 


Exons 


4ft 9^4 








o c q . IN U . 


X X U / *3 




Seq. ID 


OJ990710 


Gene No. 


23544 




Strand 


4- 


Start 


1 






1 "^7 
X o / 


LN diUC 


n.TQQn7in 4fi QA9fi 


n1 nn 


Method 


AAT/NAP 




1 ~ 

X 




End 


137 




D X U O 1 




Score 


116 


17* V in c? 


1 1 '^7 
X • . X o / 










^Z\F1ft^ft47^ TTM1 7 


Lrt.X clUXvJ.tJ^o X & 


thaliana] 




Seq. No. 


11075 




Seq. ID 


OJ990710 


Gene No. 


23545 




Strand 


+ 


OT, aJ- L. 


596 




End 


774 


Name 


OJ990710 46.9A26 


.04 .ol. tm 


Method 


TBLASTX:] 


O LalTU 


542 




End 


772 


P T 


none 




Score 


109 


Exons 


542. .742, 550. .747, 598. .744, 


737. .772, 


739. .77 


oeq. NO. 


11075 




Seq. ID 


OJ990710 


Gene No. 


23545 




Strand 


+ 


Start 


596 




End 


774 


Name 


OJ990710 46.9A26, 


.C4 .ol.gs 


Method 


GENSCAN 


Start 


596 




End 


774 


GI 


none 




Score 


.71 


Exons 


596. .774 • 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11076 
23546 
60 

OJ9907 10_4 6 . 9A26 . C5 . ol . gs 
60 

none 

60. .122, 911. .1112, 1281. .1576 



Seq. ID OJ990710_46. 9A26.C5 

Strand + 

End 1836 

Method GENSCAN 

End 1576 

Score .91 



Seq. ID OJ990710_46.9A26.C5 
Strand + 

1836 
AAT/GAP 
1836 
1591 



11076 
23546 
60 

OJ9907 10_4 6 . 9A2 6 . C5 . ol . gp 
815 

22910_1.R1084 
815. .1112, 1281. .1836 

» 1408222/gb|AAC12661. 1 1 6.0e-49 (U60764) pathogenesis-related 



End 

Method 

End 

Score 



11582 




protein [Sorghum bicolor] * 



O C • m 


11076 






Seq. ID 


OJ990710 46 9A26 


C5 




2354 6 






Strand 








60 






End 


1836 






OJ990710 46 9A26 o2 


. tw 




Method 








852 ~ 






End 


1348 




\J -L 


none 






Score 


14 5 






S2 1004 917 11 


91 9 

Zf X Zf » 


.1110, 1274. 


1^4ft IPRD 1^4S 




Seq. No. 


11076 






Seq. ID 


OJ990710_46. 9A26. 


C5 




23546 






Strand 


+ 




O U Cli. u 


60 






End 


1836 






OJ990710 46 9A26 PS ol 






Method 


TRT.A^TX • Ma i t-p 






916 ~ 






End 


1581 




GI 


none 






Score 


266 




F von 


916 1110 926 1111 


92 6 . 


.1117, 1274. 


1576 1282 1578 






1396 1581 












Seq. No. 


11076 






Seq. ID 


OJ99071Q_4 6.9A2 6. 


C5 




23546 






Strand 


+ 




O L Ct i- L. 


60 






End 


18 36 

X O J u 




N3rne 


n.TQQn7in 4fi 9A9fi r'^i ol 


.np 




Mp-f- hod 


AAT /NAP 




O Lai. L 


_? ^ u 






End 


X f ~J 






J. *i VJ O ^ ^ ^ 






Score 


O O VJ 




XT' /-> -r-i o 


Q9(^ 19ft1 1^7'^ 












GI Descrip. 


{U60764) pathogenesis- 


related 


T)To1" p "i n 


[Sorghum bicolor] 




9f=krr No 


11076 






Seq. ID 


0.7990710 46 9A9fi 




o n o No 


^ J J *1 u 






Strand 








60 






End 


1 ft ^fi 

Xkj -JyJ 




Nsme 


OJ990710 46 9A26 C5 ol 


.tw 




Method 


TRT.ASTX • Whp;^1- 




Start 


1349 ~ 






End 


1581 




GI 


none 






Score 


339 




Exons 


1349. .1576, 1357. .1572 


, 1450., 


.1581 






Spa No 


11077 






Seq. ID 


OJ990710 46 9A26 


C6 


CZ^T\^ No 


23547 






Strand 








174 9 






End 


2288 

^ ^ (J u 




Na.rne 


OJ990710 46 9A26 C6 o2 


.gs 




Method 


O Ht IN O V_f riLN 




O UCIJ- L. 


1749 " 






End 


2288 




GI 


none 






Score 


1 6 




R von c; 


1749 18^3 1992 2090 


, 2202., 


.2288 






Seq. No. 


11077 






Seq. ID 


OJ990710_46. 9A26. 


C6 




23548 






Strand 






Start 


1 






End 


1489 




Name 


OJ990710 46.9A26.C6.ol 


.np 




Method 


AAT /NAP 




O L. dl. L. 


1 






End 


1489 




GI 


6714449 






Score 


991 




Exons 


1. .1244, 1447. .1489 












GI Descrip. 


(AC011620) putative pectinesterase [Arabidopsis thaliana 


] 


Seq. No. 


11077 






Seq. ID 


OJ990710_46. 9A26. 


C6 


Gene No. 


23548 






Strand 






Start 


1 






End 


1489 




Name 


OJ990710 46.9A26.C6.ol 


. tm 




Method 


TBLASTX: Maize 





11583 



start 1 

GI none 

Exons 1..612, 2. .616, 760. .816 

Seq. No. 11077 

Gene No. 23548 

Start 1 

Name OJ9907 10_4 6 . 9A2 6 . C6 . ol . tc 

Start 4 

GI none 

Exons 4.. 531, 5.. 271, 329.. 529, 757. 

Seq. No. 11077 

Gene No. 23548 

Start 1 

Name OJ990710_4 6 . 9A26 . C6 . ol . ts 

Start 5 

GI none 
Exons 



End 
Score 



816 
383 



Seq. ID OJ990710_46.9A26.C6 
Strand 

1489 

TBLASTX: Cress 
825 
175 



End 

Method 
End 
Score 
.825 



Seq. ID OJ990710_46.9A26.C6 
Strand 

End 1489 

Method TBLASTX : Soybean 

End 1173 

Score 94 



5. .154, 22. .174, 139. .174, 163. .573, 329. .532, 601. .753, 
632. .751, 745. .1173, 749. .805 



Seq, No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11077 
23548 
1 

OJ990710_4 6 . 9A26 . C6 . ol . gs 
28 

none 
28. .1254 

11077 
23548 
1 

OJ9907 10_4 6 . 9A2 6 . C6 . ol . tw 

124 

none 

124. .573, 125. .574 

11077 
23548 
1 

OJ9907 10_4 6 . 9A2 6 . C6 . o3 . tm 

616 

none 



Seq. ID OJ990710_46.9A26.C6 
Strand 

End 1489 

Method GENSCAN 

End 1254 

Score .98 



Seq. ID OJ990710_46.9A26.C6 
Strand 

End 14 8 9 

Method TBLASTX : Wheat 

End 574 

Score 404 



Seq. ID OJ990710_:46.9A26.C6 
Strand 

End 1489 

Method TBLASTX: Maize 

End 94 0 

Score 60 



616. .729, 619. .687, 641. .751, 817. .939, 817. ,939, 818. .940 



11077 
23548 
1 

0 j990710_4 6 . 9A26 . C6 . ol . gp 

825 

none 

825. .1282 



Seq. ID OJ990710_46.9A26.C6 
Strand 

End . 1489 

Method AAT/GAP 

End 1282 

Score 873 



Seq. No. 11077 

Gene No. 23548 

Start 1 

Name OJ990710 4 6 . 9A26 . C6 . o2 . tc 



Seq. ID OJ990710_46.9A26.C6 
Strand 

End 1489 

Method TBLASTX : Cress 



11584 



start 
GI 

Exons 



847 
none 

847. .1182 



End 
Score 



1182 
240 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 



11077 
23548 
1 

OJ990710_4 6. 9A2 6.C6.o2. tm 

946 

none 



Seq. ID OJ990710_46.9A26.C6 
Strand 
End 

Method 
End 
Score 



1489 

TBLASTX: Maize 

1248 

175 



946. .1173, 950. .1135, 1087. .1152, 1147. .1248 



11078 Seq. ID 

23549 Strand 

2681 End 

OJ9907 10_4 6 . 9A26 . C7 . ol . gs Method 

2681 End 

none Score 
2681. .3157 



OJ990710_46. 9A26.C7 
+ 

3157 
GENSCAN 
3157 
.4 



Seq. No. 11078 

Gene No. 23550 

Start 3264 

Name 0 J9 90 7 1 0_4 6 . 9A2 6 . C7 . ol 

Start 3264 

GI 5354_1.R1084 

Exons 3264. .3805, 3932. .3988 
GI Descrip. 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990710__46. 9A26.C7 

4370 
AAT/GAP 
4370 
•1278 



4133. .4205, 4291. .4370 
»5852170/emb|AL117265.1|OST17804 l.Oe-151 Oryza sativa 
indica{GLA4) genomic DNA, chromosome 4, BAG clone :tl7804' 



Seq. No. 11078 
Gene No. 23550 
Start 3264 

Name OJ9907 10_4 6 . 9A2 6 . 07 . ol . tw 

Start 3553 
GI none 

Exons ,3553.. 3729, 3564.. 3731, 3662, 

3767. .3808, 3918. .4007, 3932, 
4131. .4154, 4164. .4205,' 4176, 
4292. .4-333, 4293. .4334 



Seq. ID OJ990710_46. 9A26.C7 
Strand 

End 4370 

Method TBLASTX : Wheat 

End 4334 

Score 118 

.3730, 3737. .3808, 3763. .3807, 
.3997, 3934. .4008, 4129. .4164, 
.4217, 4177. .4209, 429,0. .4331, 



Seq, No. 11078 

Gene No. 23550 

Start 3264 

Name OJ990710_4 6 . 9A26 . C7 . o2 . gs 

Start 3945 

GI none 

Exons 3945. .3996, 4133. .4205 

Seq. No. 11079 

Gene No. 23551 

Start 779 

Name OJ9907 10_4 6 . 9A2 6 . C8 . ol . np 

Start 779 

GI 2429362 

Exons 779.. 828, 2374.. 2761 
GI Descrip, 



Seq. ID OJ990710_4 6. 9A2 6.C7 
Strand 

End 4370 

Method GENSCAN 

End 4205 

Score .69 



Seq. ID OJ990710_4 6. 9A2 6.C8 

Strand + 

End 2761 

Method AAT/NAP 

End 2761 

Score 55 



(AF020261) proline rich protein [Santalum album] 



11585 



Seq. No. 11079 Seq. ID 

Gene No. 23552 Strand 

Start 5186 End 

Name OJ9907 10__4 6 . 9A26 . C8 . o2 . gp Method 

Start 5186 End 

GI 38782_1.R1084 Score 

Exons 5186.. 5424 

GI Descrip. * 6069643/db j | AP000616 . 1 1 AP00061 6 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 



OJ990710_46.9A26.C8 

+ 

5424 
AAT/GAP 
5424 
391 





Seq. No. 


11079 


Seq. ID 


OJ990710_46. 


9A26 


.C8 




cpnp No 


23553 


Strand 










Start 


2124 


End 


5560 








Name 


OJ990710 46.9A26.C8.ol.gs 


Method 


GENSCAN 








O U Cl J. L. 


2124 


End 


5400 










none 


Score 


.81 








von 


2124. .2885, 3069. .3125, 4702.. 


4962, 5290. .5400 ' 








Seq. No. 


11079 


Seq. ID 


OJ990710_46. 


9A2 6 


.C8 




rionp Kin 


23553 


Strand 










o L. a. J. u 


2124 


End 


5560 










OJ990710 46.9A26.C8.o2.np 


Method 


AAT/NAP 








O U Cl i. I- 


"2470 


End 


5560 








o X 


6069659 


Score 


115 






U\ 




2470. .2565, 3140. .3168, 4008.. 


4202, 5473. .5560 






lU 




{AP000616) hypothetical protein [Oryza 


sativa] 








Seq. No. 


11079 


Seq. ID 


OJ990710_46. 


9A2 6 


.C8 




Gene No. 


23553 


Strand 










Start 


2124 


End 


5560 






ru 


Name 


OJ990710 46. 9A26.C8.o3.np 


Method 


AAT/NAP 








Start 


2716 


End 


4839 








GI 


6907088 


Score 


527 








P V o n <^ 


2716. .2820, 4288. .4526, 4702.. 


4839 








-si 


\J -J- Ly \^ o J- J- . 


(AP001129) hypothetical protein [Oryza 


sativa] 






iz 


Seq. No. 


11079 


Seq. ID 


OJ990710_46. 


9A26 


.C8 




Gene No. 


23553 


Strand 








Q 


Start 


2124 


End 


5560 








Name 


OJ990710 46.9A26.C8.ol.gp 


Method 


AAT/GAP 








Start 


3870 


End 


4028 








GI 


5667165 


Score 


260 








Exons 


3870. .4028 












GI Descrip. 


567 0155/gb|AF1612 69. 1 1 AF1612 69 4 .Oe-8 6 


Oryza sativa 


subsp . 






japonica BAG clone 34K24, complete sequence 








Seq. No. 


11080 


Seq. ID 


OJ990710_46. 


9A26 


.C9 




Gene No. 


23554 


Strand- 










Start 


1 


End 


182 








Name 


OJ990710 46.9A26.C9.ol.gp 


Method 


AAT/GAP 








Start 


1 


End 


182 








GI 


4171 1.R1084 


Score 


328 








Exons 


1. .182 












GI Descrip. 


' 6016696/gb|AAF01523. 1 |AC009991_19 2 . Oe 


i-31 (AC009991) unknown 



protein [Arabidopsis thaliana] ' 



11586 





9 Arr Mn 

>D C • LN (J • 


11080 


Seq. ID 


OJ990710_46. 9A26.C9 




Gene No. 


23555 


Strand 






Start 


1147 


End 


5299 




Name 


OJ990710 46 9A26 C9 ol as 


Method 


GENSCAN 




O Ldi. L, 


1147 ~ 


End 


5299 




o ± 


none 


Score 


.59 






1147 1258 1969 2435, 2458 


.2539, 3484. .3641,. 4265. .4285, 






5148 5299 








Seq. No. 


11081 


Seq. ID 


OJ990710 46.9A26.C11 




Gene No. 


23556 


Strand 






Start 


452 


End 


1875 




Name 


OJ990710 46 9A26 Cll.ol.as 


Method 


GENSCAN 




Start 


452 ~ 


End 


1875 




GI 


none 


Score 


.56 






452 672 1583 1686, 1745 11 


375 






\^ • 1-1 w • 


11082 


Seq. ID 


OJ990710_46.9A26.C14 




Gene No. 


23557 


Strand 


+ 




Start 


1 


End . 


741 




Name 


OJ990710 46. 9A26.C14 .ol.np 


Method 


AAT/NAP 




Start 


1 


End 


536 




\j J. 


3395428 


Score 


79 




T*' von ^ 


1..62, 150. .233, 316. .536 








vj J. i_x O -l_ _L . 


{AC004 683) unknown protein [Arabidopsis thaliana] 


fil 


Seq. No. 


11082 


Seq. ID 


OJ990710_46.9A26.C14 


Q 


Gene No. 


23557 


Strand 


-f 




Start 


1 


End 


741 


Ul 


LN dlLlt? 


OJ990710 46. 9A26.C14 .ol.gs 


Method 


GENSCAN 


k'j 




150 


End 


423 


i"i i 

i 0 




none 


Score 


.8 


it 


p von 


150. .233, 316. .423 






0 

1, s 


Seq. No. 


11082 


Seq. ID 


OJ990710_46.9A26.C14 




Gene No. 


23557 


Strand 


+ 


M: 


Start 


1 


End 


741 




Name 


OJ990710 46. 9A26.C14 .ol;tm 


Method 


TBLASTX: Maize 




c-i- a rt 


155 


End 


588 


•1 sr 


GI 


none 


Score 


97 




P, von "=j 


155.. 229, 162.. 230, 315.. 422, 


316. .423, 


514. .588, 531. .584 




Seq. No. 


11082 


Seq. ID 


OJ990710_46.9A26.C14 




Gene No. 


23557 


Strand 


+ 




Start 


1 


End 


741 




Name 


OJ990710 46. 9A26.C14 .ol.gp 


Method 


AAT/GAP 




Start 


343 


End 


741 




O J. 


none 


Score 


503 




P von ^ 


343. .423, 533. .741 








Seq. No. 


11083 


Seq. ID 


OJ990710_46.9A26.C15 




Gene No. 


23558 


Strand 


+ 




Start 


2537 


End 


6587 




"Name 


OJ990710 46. 9A26.C15. ol.np 


Method 


AAT/NAP 




Start 


2537 


End 


5780 




GI 


3549670 


Score 


1608 




Exons 


2537. .2593, 3314.. 3381, 3492. 


.3608, 3907. .3969,- 4377. .4481, 



11587 



GI Descrip. 

Seq. No. 
Gene No. 
, Start 
Name 
Start 
GI 

Exons 



4559. .4609, 4784. .5104, 5205. .5411, 5490. .5780 
(AL031394) putative protein [Arabidopsis thaliana] 



11083 
23558 
2537 

OJ990710_4 6.9A2 6.C15.ol.gs 

2797 

none 



Seq. ID OJ990710_46.9A26.C15 

Strand + 

End 6587 

Method GENSCAN 

End 65^7 

Score .81 



2797. .2876, 2972. .3065, 3268. .3381, 3492. .3608, 3907. .3969, 
4377. .4481, 4559. .4609, 4784. .5104, 5205. .5411, 5490. .5708, 
6441.. 6587 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
'"'='^ Gene No. 
i;n start 
ry Name 
r=| start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



11083 Seq. ID OJ990710_46 . 9A26.C15 

23558 Strand + 

2537 End 6587 

OJ990710_4 6 . 9A26 . 015 . ol . gp Method AAT/GAP 

3314 End 3533 

uO-osroM202018hl2bl Score 205 

3314. .3381, 3492. .3533 

'3549670/emb|OAA20581. 1 1 l.Oe-35 (AL031394) putative protein 
[Arabidopsis thaliana] ' 



11083 
23558 
2537 

OJ9907 10_4 6 . 9A2 6 . 015 . o2 . gp 
3314 

uO-osroM202018hl2bl 
3314.. 3381, 3492.. 3592 
'354 9670/emb|OAA20581.1| 1. 
[Arabidopsis thaliana] * 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990710_ 

6587 
7VAT/GAP 
3592 
284 



46.9A26.C15 



Oe-35 {AL031394) putative protein 



11083 Seq. ID 

23558 Strand 
2537 End 
OJ990710_4 6 . 9A26 . 015 . o3 . gp Method 
4425 End 
2427873 Score 

4425. .4481, 4559. .4609, 4784. .5057 

3549670/emb|CAA20581. 1 1 1. Oe-35 (AL031394) putative protein 
[Arabidopsis thaliana] 



OJ990710_4 6.9A2 6.C15 
+ 

6587 
AAT/GAP 
5057 
565 



11083 
23558 
2537 

OJ990710_4 6. 9A26.015.o4 .gp 
5065 

13733 1.R1084.. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5065. .5104, 5205. .5411, 5490. .6041 

'3549670/emb|CAA20581.1| 3.0e-66 (AL031394) putative protein 
[Arabidopsis thaliana] * 



OJ990710_46.9A26.C15 
-I- 

6587 
AAT/GAP 
6041 
1378 



11083 
23559 
7536 

OJ990710 46. 9A26.015.ol.ts 



Seq. ID OJ990710_46.9A26.C15 
Strand 

End 8609 

Method TBLASTX : Soybean 



11588 



start 
GI 

Exons 



3313 
none 



End 
Score 



5784 
94 



3313. .3384, 3489. .3608, 3489. .3602, 3491. .3607, 3904. .3969, 

4380. .4487, 4407. .4484, 4547. .4609, 4564. .4608, 4756. .5106, 

4782. .5105, 4782. .5123, 4784. .5107, 5204. .5407, 5205. .5411, 

5484. .5783, 5487. .5783, 5581. .5784 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11083 
23559 
7536 

OJ9907 10_4 6 . 9A2 6 . C15 . o4 . tm 

3313 

none 

3313. .3384, 3315. .3380, 3316. 
3491. .3625, 3491. .3604, 3904, 
4374. .4427, 4375. .4428 

11083 
23559 
7536 

OJ9907 10_4 6 . 9A2 6 . C15 . o4 . tc 

3316 

none 

3316. .3384, 3319. .3384, 3489. 
3525. .3623 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990710 46.9A26.C15 



8609 

TBLASTX: Maize 
4430 
114 

3417, 3489. .3608, 3490. 
3969, 3905.. 3973, 4374. 



,3609, 
,4430, 



OJ990710_46.9A26.C15 
8609 

TBLASTX: Cress 

3623 

101 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3608, 3491. .3616, 3491. .3607, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11083 
23559 
7536 

OJ990710 
4432 
none 
4432 
4736 
5205 
5488 



46. 9A26.C15.ol.tm 



4482, 
4813, 
5372, 
5808, 



4434, 
4756, 
5375, 
5711, 



,4487, 
,5106, 
,5410, 
,5803 



4439. 
4784. 
5376. 



Seq. ID 
Strand 
End • 
Method 
End 
Score 

.4486, 4547. 
.5107, 4788. 
.5411, 5484. 



OJ990710 46.9A26.C15 



8609 

TBLASTX: Maize 
5808 
90 

4609, '4552. 
5117, 5204. 
5801, 5487. 



.4626, 
.5365, 
.5786, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



11083 
23559 
7536 

OJ990710_4 6. 9A2 6.C15.o3.tc 

4826 

none 

4826. .5107, 4834. .5106, 4837, 

11083 
23559 
7536 

0 J9 907 1 0_4 6 . 9A2 6 . C 1 5 . o2 . t s 

7533 

none 

7533. .7994, 7533. .8006, 7630, 

11083 
23559 
7536 

OJ9907 10_4 6 . 9A2 6 . C15 . o2 . gs 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5118 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.8001 

Seq. ID 

Strand 

End 

Method 



OJ990710_46.9A26.C15 
8609 

TBLASTX: Cress 

5118 

426 ■ 



OJ990710_4 6. 9A26.C15 
8609 

TBLASTX : Soybean 

8006 ' 

405 



OJ990710_46.9A26.C15 

8609 
GENSCAN 



11589 



start 
GI 

Exons 



7536 
none 

7536. .8546 



End 
Score 



8546 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11G83 
23559 
7536 

OJ9907 1 0_4 6 . 9A2 6 . C15 . o2 . np 
7539 
3892054 
7539. .8609 

•(AC002330) putative glycosyltransf erase [Arabidopsis thaliana] 



Seq. ID OJ990710_4 6.9A26'.C15 
Strand 

End 8 609 

Method AAT/NAP 

End 8609 

Score 1652 



11083 
23559 
7536 

OJ990710_4 6,9A26.C15.o2.tc 

7578 

none 

7578. .7928, 7627. .7923 



Seq. ID OJ990710_46.9A26.C15 
Strand 

End 8609 

Method TBLASTX : Cress 

End ■ 7928 

Score 242 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11083 
23559 
7536 

OJ990710_4 6. 9A26.C15.o2. tm 

7578 

none 



Seq. ID OJ990710_46,9A26.C15 
Strand 

End 8609 

Method TBLASTX : Mai ze 

End 8388 

Score 343 



7578. .8195, 7599. .8183, 7645. .8196, 8184. .8387, 8185. .8388 



Seq. No. 11083 

Gene No. 23559 

Start 7536 

Name OJ9907 10_4 6 . 9A2 6 . C15 . ol . tw 

Start 7692 

GI none 
Exons 



Seq. ID OJ990710_46.9A26.C15 
Strand 

End 8609 

Method TBLASTX : Wheat 

End 8059 

Score 261 



7692. .8054, 7692. .8054, 7693. .8055, 7697. .8059 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



11083 
23559 
7536 

OJ990710_4 6. 9A26.C15.ol. tc 

7930 

none 



Seq. ID OJ990710_46.9A26.C15 
Strand 

End 8 609 

Method TBLASTX : Cress 

End 8429 

Score 200 



7930. .8139, 7945. .8244, 7947. .8429, 7956. .8255, 8299. .8421 



11083 
23559 
7536 

OJ990710_4 6. 9A2 6.C15.o4 .ts 

8007 

none 



Seq. ID OJ990710_46.9A26.C15 
Strand 

End 8609 

Method TBLASTX : Soybean 

End 8162 

Score 71 



8007. .8123, 8007. .8162, 8008. .8124 



11083 
23559 
7536 

OJ990710 46.9A26.C15.o3.ts 



Seq. ID OJ990710_46.9A26.C15 
Strand 

End 8609 

Method TBLASTX : Soybean 



11590 



start 
GI 

Exons 



8163 
none 

8163, .8216, 8223. .8489, 8224, 



Seq. No. 11083 

Gene No. 23559 

Start 7536 

Name OJ990710_4 6 . 9A2 6 . C15 . o3 . tm 

Start 8389 

GI none 

Exons 8389.. 8547, 8391.. 8555 



End 8558 

Score 164 

.8505, 8481. .8558, 8490. .8555 

Seq. ID OJ990710_46.9A26.C15 
Strand 

End 8609 

Method TBLASTX ; Mai ze 

End 8555 

Score 247 



Seq. No. 11084 Seq. ID 

Gene No. 23560 Strand 

Start 136 End 

Name OJ990710__4 6 . 9A2 6 . C16 . ol . gs Method 

Start 136 ■ End 

GI . none Score 

Exons 136 . . 525 



OJ990710_4 6.9A2 6.C16 
+ 

525 

GENSCAN 

525 

.97 



Seq. No. 11084 Seq. ID 

Gene No. 23561 Strand 

Start 45 End 

Name OJ990710_4 6 . 9A2 6 . C16 . ol . gp Method 

Start 45 End 

GI none Score 

Exons 45.. 328 



OJ990710_4 6.9A2 6.C16 
328 

AAT/GAP 

328 

453 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11084 
23562 
1184 

OJ990710_46, 
1184 
none 
1184 . 
3926. 
6829. 



1313, 
3949, 
6979 



9A26,C16.o2 .gs 



1655. 
4728, 



.1845, 
.4842, 



1878. 
5233, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2022, 2184 
.5346, 6248 



OJ990710 46.9A26.C16 



7129 
GENSCAN 
6979 
.8 

2242, 
6383, 



2383, 
6640. 



.2470, 
.6723, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



11084 
23562 
1184 

OJ9907 10_4 6 , 9A2 6 . C16 , ol . np 

3991 

3377805 

3991. ,4146, 4728. .4842, 5028, 
5604. .5692, 6248. .6345, 6418. 



Seq, ID 
Strand 
End 

Method 
End 
Score 

.5098, 5189 
.6551, 6640 



OJ990710 46,9A26.C16 



7129 
AAT/NAP 
7129 
892 

5346, 
6723, 



5405. 
6829. 



.5516, 
.7129 



(AF075597) contains similarity to several apoptosis or 
programmed cell death proteins such as rat apoptosis protein 
RP-8 (GB:M80601) [Arabidopsis thaliana] 

gi|3912928|gb|AAC78712,l| {AF001308) putative zinc finger 
protein [Arabidopsis thaliana] 



11084 
23562 
1184 

OJ990710_46. 
4057 



9A2 6.C16,o2.tra 



Seq. ID 

Strand 

End 

Method 
End 



OJ990710_4 6. 9A26,C16 
.712 9 

TBLASTX: Maize 
5345 



11591 



GI 

Exons 



none Score 74 

4057. .4158, 4058. .4144, 4059. .4187, 4063. .4155, 4725. .4844, 

4726. .4848, 4726. .4848, 5019. .5099, 5027. .5104, 5027. .5098, 

5189. .5344, 5190, .5345 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

GI Descrip. 



11084 Seq. ID 

23562 Strand 

1184 End 

OJ990710_4 6,9A26.C16.o2.gp Method 

5171 End 

LIB34 31-021-P1-K1-B10 Score 



OJ990710_46.9A26.C16 

7129 
AAT/GAP 
6358 
779 



5171. .5346, 5423. .5516, 5604. .5692, 6248. .6358 
•3377805 l.Oe-39 {AF075597) contains similarity to several 
apoptosis or programmed cell death proteins such as rat 
apoptosis protein RP-8 (GB:M80601) [Arabidopsis thaliana] 
>gi_3912928_gb_AAC78712. 1_ (AF001308) putative zinc finger 
protein [Arabidopsis thaliana] * 



Seq. No. 11084 
Gene No. 23562 
Start 1184 

Name OJ990710_46 . 9A26.C16. ol . tm 

Start 5416 
GI none 

Exons 5416.. 5472, 5464.. 5520, 546.4. 

5604. .5660, 5604. .5663, 5658, 
6239.. 6352, 6250.. 6348, 6418, 
6420.. 6557, 6631.. 6729, 6637, 
6818.. 6898, 6980.. 7108, 6981. 

Seq. No. 11084 

Gene No. 23562 

Start 1184 

Name OJ990710_4 6 . 9A26 . C16 . ol . ts 

Start 6270 

GI none 

Exons 6270.. 6347, 6274.. 6348, 6403, 
6650. .6724, 6817. .6912, 6818, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5520, 5469 
.5693, 5659 
.6546, 6418 
.6723, 6641 
.7109 



OJ990710 46.9A26.C16 



7129 

TBLASTX: Maize 
7109 
56 

5537, 5600.. 5662, 
5694, 6225.-6347, 
6552, 6419. .6553, 
6724, 6817. .6912, 



Seq. ID OJ990710_46.9A26.C16 
Strand 

End 712 9 

Method TBLASTX : Soybean 

End 6912 

Score 59 

.6534, 6420. .6533, 6631. .6723, 
.6901 



Seq. No. 11084 Seq. ID 

Gene No. 23562 Strand 

Start 1184 End 

Name OJ990710_46 . 9A26 . C16 . o3 . gp Method 

Start 6923 End 

GI none Score 

Exons 6923.. 7108 



OJ990710_46.9A26.C16 

7129 
AAT/GAP 
7108 
334 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11085 
23563 
414 

OJ990710_4 6. 9A26.C17 .ol.gs 

414 

none 



Seq. ID OJ990710_46.9A26.C17 

Strand + 

End 2835 

Method GENSCAN 

End 2835 

Score .52 



414. .453, 616. .922, 1290. .1376, 1570. .1660, 2134. .2319, 
2575. .2835 



Seq. No. 



11086 



Seq. ID OJ990710_46.9A26.C18 



11592 




Gene No. 


23564 


Strand 


+ 


Start 


815 


End 


1735 


LN diUC 


OJ990710 46 9A26 C18 ol as 


Method 


GENSCAN 


O L d J. L. 


815 ~ 


End 


1735 


yj JL 


none 


Score 


.46 


F" y on ^ 


815 918, 1015 1207, 1709 


. . 1735 




Seq. No. 


11086 


Seq. • ID 


OJ990710_4 6.9A26.C18 


Gene No. 


23565 


Strand 




Start 


2756 


End 


3126 


Name 


OJ990710 46 9A26 C18 o2 as 


Method 


GENSCAN 


Start 


2756 ~ 


End 


3034 


GI 


none 


Score 


. 99 


l-J ^\ V/ 1 1 ^ 


2756 3034 






Sea No 


11086 


Seq. ID 


OJ990710 46.9A26.C18 


Gene No. 


23565 


Strand 




Start 


2756 


End 


3126 


Name 


OJ990710 46.9A26,C18.ol.np 


Method 


AAT/NAP 


Start 


2759 


End 


3126 


GI 


1717794 


Score 


532 


Exons 


2759. .3126 






GI Descrip. 


SEX DETERMINATION PROTEIN ' 


TASSELSEED 2 


gi|539065|pir 1 IA47542 



short-chain alcohol dehydrogenase (EC 1.1.1.-) - maize gi 1393184 





(L20621) alcohol 


dehydrogenase [Zea mays] 






11086 




Seq. ID 


OJ990710 46.9A26 


.C18 


Gene No. 


23565 




Strand 






Start 


2756 




End 


3126 




Name 


OJ990710 46.9A26 


.C18.ol.ts 


Method 


TBLASTX: Soybean 




Start 


2771 




End 


3124 




GI 


none 




Score 


104 




Exons 


2771.. 2938, 2775 


..2939, 3014.. 


.3124, 3021.. 3122 




Seq. No. 


11086 




Seq. ID 


OJ990710_46. 9A26 


.C18 


Gene No. 


23565 




Strand 






Start 


2756 




End 


3126 




Name 


OJ990710 46.9A26 


.C18.ol.tm 


Method 


TBLASTX: Maize 




Start 


2777 




End 


3124 




GI 


none 




Score 


104 




Exons 


2777.. 2938, 2790 


..2939, 3027., 


,3122, 3029. .3124 




Seq. No. 


11087 




Seq. ID 


OJ990710_46.9A26 


.C19 


Gene No. 


23566 




Strand 






Start 


1 




End 


1108 




Name 


OJ990710 46.9A26 


.C19.ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


355 




GI 


13220 1.R1084 




Score 


484 




Exons 


1..79, 183. .355 










GI Descrip. 


'1877480 8.0e-50 


{U8 9270) short-chain 


alcohol dehydrogenase 




[Tripsacum dactyloides] ' 








Seq. No. 


11087 




Seq. ID 


OJ990710_46.9A26 


.C19 


Gene No. 


23566 




Strand 






Start 


1 




End 


1108 




Name 


OJ990710 46.9A26 


.C19.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


337 





11593 



GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 





O LJ • LN (J • 












Name 




O LdX L 




GI 








o e q - IN o • 




osne iNO . 






Nam.e 








GI 


rii 


Exons 


1 ' ^ 


Seq. No. 




Gene No, 


; af 


Start 


; bF 


Name 


ii 


Start 


u 


GI 




Exons 


5 


Seq. No. 




Gene No. 




Start 




Name 




Start 




GI 




Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



none Score 118 

l.,81, 2, ,82-, 186. .257, 188. .259, 304. .336, 308. .337 



11087 
23566 
1 

OJ990710_4 6. 9A26.C19.ol.np 
1 

1877482 
1..79, 183. ,334 

(U89271) short-chain alcohol dehydrogenase [Tripsacum 
dactyloides] 



Seq. ID OJ990710_46.9A26,C19 
Strand 

End 1108 

Method AAT/NAP 

End 334 

Score 198 



Seq. ID OJ990710_46.9A26.C19 
Strand 

1108 
GENSCAN 
1108 
.41 



End 

Method 

End 

Score 



11087 
23566 
1 

OJ990710__4 6.9A26.C19.ol.gs 
183 
none 

183, .342, 471. .683, 1012. .1108 

11088 
23567 
450 

0 J9907 10_4 6 . 9A2 6 . C21 , ol , gs 
450 
none 

450. .530, 1130. .1258 

11089 
23568 
7 

OJ9907 10__4 6 , 9A2 6 , C23 . ol . tm 
1 

none 

1..42, 2. .115, 3. .56, 5 . . 58 , 190 . . 252 , 191. .253, 259. .345, 
280, .342 



Seq. ID OJ990710_46.9A26.C21 

Strand + 

End 1258 

Method GENSCAN 

End 1258 

Score .59 



Seq. ID OJ990710_46.9A26.C23 
Strand 

End 345 

Method TBLASTX : Maize 

End 345 

Score 8 6 



11089 
23568 
7 

OJ990710_4 6.9A26.C23,ol,gs 
7 

none 

7. .102, 190. .309 



Seq, ID OJ990710_46.9A26.C23 
Strand 

End 345 

Method GENSCAN 

End 309 

Score .93 



11090 
23569 
7607 

OJ990710_4 6. 9A2 6.C24 .ol.np 
7607 
6016696 
7607. .8425 

(AC009991) unknown protein [Arabidopsis thaliana] 



Seq, ID OJ990710_46,9A26,C24 

Strand + 

End 8425 

Method AAT/NAP 

End 8425 

Score 368 



11090 
23570 



Seq, ID OJ990710_46. 9A26,C24 
Strand 



11594 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
11 Gene No. 
^ Start 
Name 
Start 
GI 

Exons 

Ul 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start' 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



n 



15342 








End 


16090 




OJ990710 46. 


9A26. 


.024. ol. 


' yF 


Method 


AAT/GAP 




15342 








End 


16090 




none 








Score 


1460 




15342. .16090 












11090 








Seq. I.D 


OJ990710_46. 9A26. 


024 


23571 








Strand 






16131 








End 


16617 




OJ990710 46. 


9A26. 


C24 . o2 . 


, tm 


Method 


TBLASTX: Maize ■ 




7550 








End 


7804 




none 








Score 


184 




7550. .7804, 


7621. 


.7677,- 


7643. 


, .7708, 7693. .7803 




11090 








Seq. ID 


OJ990710_46. 9A26. 


024 


23571 








Strand 






16131 








End 


16617 




OJ990710 46. 


9A26. 


C24 .ol . 


tm 


Method 


TBLASTXrMaize 




8071 








End 


8473 




none 








Score 


179 




8071. .8232, 


8072. 


. 8233, 


8176. 


.8469, 8267.. 8473 




11090 








Seq. ID 


OJ990710_46.9A26. 


024 


23571 








Strand 






16131 








End 


16617 




OJ990710 46. 


9A26. 


024 .ol . 


tc 


Method 


TBLASTX :Oress 




8372 








End 


8767 




none 








Score 


69 




8372. .8494, 


8575. 


.8766, 


8576 . 


.8767 






11090 








Seq. ID 


OJ990710_46.9A26. 


024 


23571 








Strand 






16131 








End 


16617 




OJ990710 46. 


9A2 6. 


024. ol. 


tw 


Method 


TBLASTX: Wheat 




8569 








End 


8898 




none 








Score 


253 




8569. .8847, 


8570. 


.8806, 


8839. 


.8898, 8851. .8898 




11090 








Seq. ID 


OJ990710_46.9A26. 


024 


23571 








Strand 






16131 








End 


16617 




OJ990710 46. 


9A2 6. 


024 .o2 . 




Method 


AAT/GAP 




16131 








End 


16617 




none 








Score 


966 




16131. .16617 














11091 








Seq. ID 


OJ990710_46. 9A26. 


025 


23572 








Strand 


+ 




1 








End 


527 




OJ990710 46. 


9A2 6. 


025. ol. 


np • 


Method 


AAT/NAP 




1 








End 


469 




6016696 








Score 


317 





1..332, 371. .469 

(AC009991) unknown protein [Arabidopsis thaliana] 



11091 
23572 



Seq. ID OJ990710_46. 9A26. 
Strand + 



025 



11595 






1 

L 






S97 
o z / 


Name 




. Ox . qs 


lYie unoa 


ooLNoL^rtlN 


b tart 


1 Uz 




Cjna 


c; 9 7 
OZ / 




none 




Score 




Exons 


X Uz . . OZ / 








oec5. wo. 


1 1 n Qi 
X X u y X 




oeq . X u 


riTQQn7in 4^ Qa9(^ c^o^ 

UUj?i7U/XU D . y/iZ 0 . ^Z 3 


(aene lno. 


z o o / o 




Strand 




Start 


1 




End 


539 


Name 


OJ990710__46.9A26.C25 


.ol.gp 


Method 


AAT/GAP 


Q+- a r--t- 

o tar L 


1 

X 




End 


539 




4171 1 Rinft4 

flX/X X.I\XU04 




Score 


1056 


C tf^ 


X . . 0 J y 








tji uescrxp . 


DUXODyD / gjL> 1 /xtt.C U X OZ o 


.1IAC009991 19 2.0e-31 (AC009991) unknown 




"K* "f" £3 "i r** r Zi V a V\ 1 /H/^t^ci o 
prOUGXn |_/-iX aXJivXUpoio 


thaliana j 






oeq . iNO . 


1 1 flQI 
X X u y X 




Seq. ID 


OJ990710_46.9A26.C25 


Gene No. 


23573 




Strand 




Start 


1 




End 


539 


Name 




.ol.tc 


Method 


TBLASTX: Cress 


ot art 


z 




End 


487 


ol 


none 




Score 


145 


Exons 


o IIP '5 IIQ i^f; 


242, 116.. 


241, 249 


..299, 251. .298, 367. .4 












Seq. No. 


11091 




Seq. ID 


OJ990710_46.9A26.C25 


Gene No. 


23573 




Strand 




o tart 


X 




End 


539 


Name 


ujyyUfXU fio . y/\zD . uzd 


.ol.ts 


Method 


TBLASTX : Soybean 


o tart 


z 




End 


472 




none 




Score 


261 


Exons 


9 941 '5 949 94Q 
Z.,Z4X^ J..Zf±Z/ ZflO. 


.298, 249. 


.299, 404. .472 


Seq. No. 


11091 




Seq. ID 


OJ990710_46.9A26.C25 


Gene No, 


23573 




Strand- 




ot art 


1 




End 


539 


Name 


OJ990710 46.9A26.C25 


. ol . tm 


Method 


TBLASTX; Maize 


otart 


2 




End 


502 


C T 


none 




Score 


204 


17* V T*i o 


2. .121, 3. .122, 3. .128, 69. .299, 146.. 


298, 403. .468, 404. .502 


Seq. No. 


11092 




Seq. ID 


OJ990710_46.9A26.C26 


Gene No. 


23574 




Strand 


+ 


o ua J: L. 


286 




End 


1525 


Name 


OJ990710 46.9A26.C26 


. ol . gs 


Method 


GENSCAN 


o tart 


286 




End 


1525 


PT 


none 




Score 


.48 


Exons 


286. .363, 575. .631, 


1186. .1277, 1412. . 


1525 


oeq. iNO. 


11093 




Seq. ID 


OJ990710_4 6.9A2 6.C27 


Gene No. 


23575 




Strand 


+ 


Start 


1 




End 


1386 


Name 


OJ990710 46.9A26.C27 


. ol . np 


Method 


AAT/NAP 


Start 


1 




End 


1374 


GI 


2244970 




Score 


1429 


Exons 


1. .1374 









GI Descrip. (Z97340) hypothetical protein [Arabidopsis thaliana] 

11596 



gi|2326365|emb|CAA74765| (Y14423) putative cell wall protein 
[Arabidopsis thaliana] 



Seq. No. 11093 

Gene No. 23575 

Start 1 

Name OJ990710_4 6 . 9A26 . C27 , ol . gs 

Start 85 

GI none 

Exons 85.. 1386 



Seq. ID OJ990710_46.9A26.C27 

Strand + 

End . 138 6 

Method GENSCAN 

End 1386 

Score . 98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11093 
23575 
1 

OJ990710_4 6. 9A26.C27 .ol.gp 
438 

45951_1.R1084 
438. .662 

M490707/emb|CAB38841.1| 4.0e-18 (AL035680) putative protein 
[Arabidopsis thaliana] ' 



Seq. ID OJ990710_46.9A26.C27 

Strand + 

End 1386 

Method AAT/GAP 

End 662 

Score 408 



11093 
23576 
1261 

OJ990710_4 6.9A2 6.C27.ol.tc 

27 

none 



Seq. ID OJ990710_46.9A26.C27 
Strand 

End 1724 

Method TBLASTX: Cress 

End 1368 

Score 526 



27. .512, 34. .513, 520. .1083, 522. .1079, 1081. .1131, 1155. .1271, 
1159.. 1320, 1201. .1368 



11093 
23576 
1261 

OJ990710_4 6. 9A26.C27.ol.ts 
28 

none 



Seq. ID OJ990710_46.9A26.C27 
Strand 

End 1724 

Method TBLASTX : Soybean 

End 1269 

Score 552 



28. .513, 36. .512, 263. .517, 514. .810, 522. .746, 759. .1067, 
760. .1068, 1081. .1137, 1083. .1124, 1150. .1269, 1158. .1268 



Seq. No. 


11093 








Seq*. ID 


OJ990710__46.9A26 


.C27 


Gene No. 


23576 








Strand 






Start 


1261 








End 


1724 




Name 


OJ990710 


4 6. 9A26.C27 


.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


42 








End 


210 




GI 


none 








Score 


188 




Exons 


42. .209, 


43. .210 












Seq. No. 


11093 








Seq. ID 


OJ990710_46.9A26 


C27 


Gene No. 


23576 








... Strand 






Start 


1261 








End 


1724 




Name 


OJ990710 


4 6. 9A26.C27 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


213 








End 


941 




GI 


none 








Score 


1254 




Exons 


213. .941, 


214. .939 












Seq. No. 


11093 








Seq. ID 


OJ990710_46.9A26 


C27 


Gene No. 


23576 








Strand 







11597 



O C Ct i. L. 


1261 




End 


1724 




OJ990710 4 6 9A2 6 


C27 o2 tw 


Mpt hod 


TBLASTX : Wheat 




405 ~ 




End 


789 




none 




Score 


416 




405 785 405 7: 


85. 406 789 






Seq. No. 


11093 




Seq. ID 


OJ990710_46.9A26.C27 


Gene No. 


23576 




Strand 




Start 


1261 




End 


1724 


LN diUC 


OJ990710 46 9A26 


.C27.ol.tw 


Method 


TBLASTX: Wheat 


O L d J- L 


893 ~ 




End 


1275 




none 




Score 


229 


F. X n n 

i_J ^V^l 1 o 


893 1162, 898 . . 


1275, 900.. 1274 






11093 




Seq. ID 


OJ990710 46 9A26 C27 




23576 




Strand 




Start 


1261 




End 


1724 


Name 


OJ990710 46.9A26 


.C27.o2.tm 


Method 


TBLASTX: Maize 


Start 


942 




End 


1534 




none 




Score 


347 


p, von s 


942 1253, 942 


1253, 943. .1254, 944. 


.1255, 1255.. 1299, 




1273 1296 1287 


..1388, 1304.. 


1390, 1305. .1388, 1379. .1462, 




1381 1482 1409 


..1492, 1502.. 


1534 




Qfio Mo 


11093 , 




Seq. ID 


. OJ990710^46. 9A26.C27 


rZc^r^e^ Mo 


2357 6 




Strand 




Start 


1261 




End 


1724 


Name 


OJ990710 46.9A26 


.C27.o2.gp 


Method 


AAT/GAP 


Start 


1261 




End 


1724 


ox 


16875 1.R1084 




Score 


885 


F Yon Q 


1261. .1724 










'3249105 3.0e-12 


(AC003114) Contains ; 


similarity to protein 




phosphatase 2C (ABIl) gb X788E 


(6 from A, thaliana. [Arabidop: 




thaliana] ' 








Seq. No. 


11094 




Seq. ID 


0 J9 9 0 7 1 0_4 6 . 9 A2 6 . C2 8 


Gene No. 


23577 




Strand 


+ 


Start 


50 




End 


198 


Name 


OJ990710 46.9A26 


.C28.ol.gs 


Method 


GENSCAN 


O l_ d X L. 


50 




End 


" 198 


O X 


none 




Score 


.71 


p. von 


50. .198 








Seq. No. 


11095 




Seq. ID 


OJ990710_46.9A26.C29 


Gene No. 


23578 




Strand 


+ 


Start 


1009 




End 


3232 


Name 


OJ990710 46.9A26 


.C29.ol.gs 


Method 


GENSCAN 


Start 


1009 




End 


3227 


ox 


none 




Score 


.84 


P von Q 


1009.. 1053, 1468 


.'.1757, 2260.. 


2432, 3134.. 3227 


Seq. No. 


11095 




Seq. ID 


OJ990710_46.9A26.C29 


Gene No. 


23578 ^ 




Strand 


+ 


Start 


1009 




End 


3232 


Name 


OJ990710 46,. 9A26 


.C29.ol.gp 


Method 


AAT/GAP 


Start 


1631 




End 


3227 


GI 


383 2.R1084 




Score 


717 



11598 



Exons 1631.. 1757, 2260.. 2432, 3134,. 3227 

GI Descrip. M21960/pir | | S34448 9.0e-63 small nuclear ribonucleoprotein 
U2B' ' ' ' - potato >gi_169589 (M72892) spliceosomal protein 
[Solanum tuberosum] ' 



Seq. No. 11095 

Gene No. 23578 

Start 1009 

Name O J990 7 1 0_4 6 . 9A2 6 . C2 9 . ol . tm 

Start 1678 

GI none 
Exons 



Seq. ID OJ990710_46.9A26.C29 

Strand + 

End 3232 

Method TBLASTX : Mai ze 

End 3180 

Score 117 



1678. .1755, 1682. .1756, 1682. .1774, 1699. .1758, 2255. .2431, 
2257.:2430, 2259. .2432, 2265. .2432, 2386. .2436, 3100. .3180, 
3134 . .3178 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

set 

==? Seq. No. 
Q Gene No. 
Start 
Name 
Start 
GI 

Exons 



ri! 



11095 
23578 
1009 

OJ990710_4 6.9A26.C29.ol.tc 

1682 

none 



Seq. ID OJ990710_46.9A26.C29 

Strand + 

End 3232 

Method TBLASTX: Cress 

End 3232 

Score 98 



1682. .1756, 2255. .2437, 2259. .2438, 3134. .3232 



11095 
23578 
1009 

OJ990710_4 6.9A2 6.C29.ol.ts 

1684 

none 



Seq. ID OJ990710_46.9A26.C29 

Strand + 

End ■ 3232 

Method TBLASTX : Soybean 

End 3226 

Score 113 



1684. .1755, 1685. .1756, 2255. .2437, 2259. .2438, 2261. .2443, 
3134.. 3226, 3145.. 3225 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11095 
23578 
1009 

0 J9 90 7 10_4 6 . 9A2 6 . C2 9 . ol . np 
1685 
2347192 

1685.. 1757, 2260.. 2432, 3134 
(AC002338) putative small nuclear ribonucleoprotein U2B 
[Arabidopsis thaliana] 



Seq. ID OJ990710_46.9A26.C29 

Strand + 

End 3232 

Method AAT/NAP 

End 3227 

Score 336 * 
3227 



11095 
23578 
1009 

0 J9907 1 0_4 6 . 9A2 6 . C2 9 . ol . tw 

2255 

none 



Seq. ID OJ990710_46.9A26.C29 

Strand + 

End 3232 

Method TBLASTX : Wheat 

End 3207 

Score 266 



2255. .2431^ • 2259. .2432, 2265. .2432, 3103. .3207, 3134. .3205 



Seq. No. 11096 

Gene No. 23579 

Start 1 

Name OJ990710_46. 9A26.C30 .ol.gp 

Start 1 

GI 383_2.R1084 

Exons 1..98 



Seq. ID OJ990710_46.9A26.C30 

Strand + 

End 98 

Method AAT/GAP 

End 98 

Score 175 



11599 




GI Descrip. M21960/pir | | S34448 9.0e-63 small nuclear ribonucleoprotein 
U2B' * * * - potato >gi_169589 (M72892) spliceosomal protein 
[Solanum tuberosum] ' 





Sea No . 


11096 


Seq. ID 


OJ990710 46. 


9A26 


.C30 




Gene No . 


23580 


Strand 










Start 


154 


End 


3375 








Name 


OJ990710 46. 9A26.C30.ol.gs 


Method 


GENSCAN 








Start 


154 


End 


3178 








GI 


none 


Score 


. 61 








Exons 


154. .207, 1116. .1310, 1756. 


.2027, 3018. 


.3178 








Seq. No. 


11096 


Seq. ID 


OJ990710_46, 


9A26 


.C30 




Gene No . 


23580 


Strand 


-H 








Start 


154 


End 


3375 








Name 


OJ990710 46.9A26.C30.ol.np 


Method 


AAT/NAP 








Start 


1860 


End 


3375 








GI 


3395428 


Score 


161 








Exons 


1860. .1901, 3018. .3178, 3314. .3375 










GI Descrip. 


(AC004 683) unknown protein 


[Arabidopsis thaliana] 








Sea No 


11097 


Seq. ID 


OJ990710_46, 


9A26 


.C31 




riprsp No 


23581 


Strand 


+ 








Start 


1626 


End 


2047 








Name 


0J9 907.10 46. 9A2 6.C31 .ol .gp 


Method 


AAT/GAP 








Start 


1626- ~ 


End 


2047 








GI 


3768365 


Score 


764 ' 






= 


Exons 


1626. .2047 










ha'r 

Ld 


Sea. No. 


11098 


Seq. ID 


OJ990710_46, 


9A26 


.C32 






23582 


Strand 










start 


275 


End 


412 








Name 


OJ990710 46.9A26.C32.ol.gs 


Method 


GENSCAN 






.sp; 


Start 


275 


End 


412 








GI 


none 


Score 


.66 






'a 


Exons 


275. .412 












Seq. No. 


11099 


Seq. ID 


OJ990710_46, 


9A26 


.C34 




Gene No . 


23583 


Strand 








;" ""i 


Start 


39 


End 


224 








Name 


OJ990710 46.9A26.C34.ol.gs 


Method 


GENSCAN 








Start 


39 


End 


224 








GI 


none 


Score 


.68 








Exons 


39. .224 












Seq. No. 


11100 


Seq. ID 


OJ990710_46, 


9A26 


.C35 




Gene No. 


23584 


Strand 


+ 








Start 


52 


End 


640 








Name 


-O'J990710 4 6.9A2 6.C35.ol.gs 


Method 


GENSCAN 








Start 


52 


End 


640 








GI 


none 


Score 


.46 








Exons 


52. .126, 470. .640 












Seq. No. 


11101 


Seq. ID 


OJ990710_46. 


9A26 


.C36 




Gene No. 


23585 


Strand 


+ 








Start 


126 


End 


688 








Name 


OJ990710 46.9A26.C36.ol.gs 


Method 


GENSCAN 







11600 




start 


126 






End 


688 


GI 


none 






Score 


.88 


Exons 


126. .258, 543. .688 








Seq. No. 


11102 






Seq. ID 


OJ990710_46, 9A26.C37 


Gene No. 


23586 






Strand 


+ 


Start 


3078 






End 


4160 


Name 


OJ990710 46 


.9A2 6.C37.ol 


,np 


Method 


AAT/NAP 


Start 


3078 






End 


4160 


GI 


2104536 






Score 


1279 


Exons 


3078. .3187, 


3236. ,4160 








GI Descrip. 


{AF001308) 


predicted glycosyl 


transferase [Arabidopsis thai 


Seq. No. 


11102 






Seq. ID 


OJ990710_46.9A26.C37. 


Gene No. 


23586 






Strand 


+ 


Start 


3078 






End 


4160 


Name 


OJ990710_46 


.9A26.C37.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3335 






End 


4157 


GI 


none 






Score 


712 


Exons 


3335. .3892, 


3336. .3896, 


3905. 


.4150, 3906. .4157' 


Seq. No. 


11102 






Seq. ID 


OJ990710_46.9A26.C37 


Gene No. 


23586 






Strand 


+ 


Start 


3078 






End 


4160 


Name 


OJ990710 46 


.9A26,C37.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


34 55 






End 


3983 


GI 


none 






Score 


600 


Exons 


3455. .3562, 


3456. .3896, 


3659. 


.3892, 3906.. 3983, 3908. .3982 


Seq. No. 


11102 






Seq. ID 


OJ990710_46.9A26.C37 


Gene No. 


23586 






Strand . 


+ 


Start 


3078 






End 


4160 


Name 


OJ990710_46 


. 9A2 6.C37 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3506 






End 


4130 


GI 


none 






Score 


405 


Exons 


3506, .3562, 


3507. .3893, 


3662. 


.3892, 3710. .3898, 3905. .4120, 




3906. .4130 










Seq. No. 


11102 






Seq. ID 


OJ990710_4 6. 9A26.C37 


Gene No. 


23586 






Strand 


+ 


Start 


3078 






End 


4160 


Name 


OJ990710_46 


. 9A2 6.C37.o2 


,tc 


Method 


TBLASTX: Cress 


Start 


3984 






End 


4145 


GI 


none 






Score 


250 


Exons 


3984. .4145, 


3986. .4144 








Seq, No. 


11103 






Seq. ID 


OJ990710_46.9A26.C43 


Gene No. 


23587 






Strand 


+ 


Start 


1 






End • 


655 


Name 


OJ990710 46 


.9A26.C43.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


655 


GI 


4680183 






Score 


132 


Exons 


1..29, 539. 


.655 








GI Descrip. 


(AF111709) . 


gag-pol protein [Oryza sativa subsp. indica] 


Seq. No. 


11103 






Seq. ID 


OJ9907 10_4 6 . 9A2 6 . C4 3 


Gene No. 


23587 






Strand 


+ 



11601 




start 


1 


End 


655 




Naiti© 


OJ990710 46 9A?6 043 ol as 


MpI" h oH 


nFMSPAKT 

w i_j LN O ^.nlN 






4 34 ~ 


End 


\j >j 




GT 
\j j- 


none 


Score 


. 62 




F.5f nns 


434 565 








Seq. No. 


11104 


Seq. ID 


OJ990710_46 


.9A26.C44 


•Gene No. 


23588 


Strand 






Start 


168 


End 


455 




Name 


OJ9907in 4fi QA?fi 044 ol as 


I L. J. 1 W 






C-h a rt 

O L. Ct 1. ^ 


168 ~ 


End 


455 






none 


Score 


. 8 




F. V r» n *^ 


168 329 411 455 








Sea No 


11105 


Seq. ID 


OJ990620 34 


. 9A1 9 . C2 


Gene No. 


23589 


Strand 






Start 


310 


End 


1028 




Naine 


OJ990620 34 9A19 C2 ol no 


Method 


AAT/NAP 




Sta rt 


310 ~ 


End 


1028 




O J. 


5051773 


Score 


327 




R von ^ 

J_l AV,^! 1 O 


310 423 511 1028 










fAT. 078637^ niii-a1-ivp nro1-pin 


[Arabidopsis thaliana] 




O C ^ • LV W • 


11105 


Seq. ID 


OJ990620_34 


. 9A19.C2 


Gene No. 


23590 


Strand 






Start 


15059 


End 


16152' 






OJ990620 34.9A19.C2.o2.np 


Method 


AAT/NAP 




O L. d i- U 


15059 


End 


16152 






1514643 


Score 


323 




F* von c; 


15059. .15175, 15472. .15667, 


15777. .15918, 1594 7. .16152 


vj J. O > .1- -i- . 


(Z70524) PDR5-like ABC transporter [Spirodela polyrrhiza] 


Sea No 


11105 


Seq. ID 


OJ990620_34 


. 9A19.C2 


Gene No. 


23591 


Strand 






Start 


19674 


End 


23686 




NaiTie 


OJ990620 34.9A19.C2.o3.np 


Method 


AAT/NAP 




Start 


19674 


End 


23686 




GI 


2443320 


Score 


5560 




Exons 


19674. .20396, 20431.. 23686 










(D85597) polyprotein [Oryza 


australiensis] 




spa No 


11105 


Seq. ID 


OJ990620_34 


9A19.C2 


f^pnp No 


23592 


Strand 






Start 


25339 


End 


25430 




Name 


OJ990620 34.9A19.C2.o2.gp 


Method 


AAT/GAP 




Start 


25339 


End 


25430 




GI 


LIB3477-003-P1-K1-E9 


Score 


107 




F von ^ 


25339. .25430 








f^T Dp'^pnir) 

VJ J. O O .1- -X t 


•2498,586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 








Seq. No. 


11105 


Seq. ID 


OJ990620_34 


9A19.C2 


Gene No. 


23593 


Strand 






Start 


25505 


End 


29209 




Name 


OJ990620 34.9A19.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


480 


End 


782 





11602 









O L-VJ I. C 


9S4 

J «i 






4ftn 7RS> SI 77R 

*40U. • 1 O f u J-^ * • f / O 










Seq. No. 


11105 




Seq. ID 


OJ990620_34 .9A19 


.02 


Gene No. 


23593 




Strand 








9 c: en c 
z o o u o 




HiIiLl 


9 Q90Q 




Nsine 




A 

O 4 • L S 


l*Jc L IILJU. 














71 






none 




Score 


90 

Z U D 






4Q? 71fi Rl'^ 7nfi 










Seq. No. 


11105 




Seq. ID 


OJ990620_34.9A19 


.02 


Gene No. 


23593 




Strand 






O Let I- U 


.J u J 




HjIILI 


9 Q90Q 




NsiTie 




1 

o X . tm 


Mot Vi 

1*1 1; L 1 1 LJ u 


1 13 Xjr-iO 1 A . IMd X Z ^ 




O U dl. L 


O U 4 




PnH 

I-jIlLl 


1 001 
X U U X 






none 






1 Qfi 
X o 




P von Q 


soa 740 7R^ inoi 










Seq. No. 


11105 




Seq. ID 


OJ990620_34 .9A19 


.02 


Gene No. 


23593 




Strand 






D L dl. L 


Z O J u o 




End 


29209 




Nsme 




O J . lW 


Method 


TBLASTX: Wheat 




O La J- L 


1 Q71 ~ 




End 


20201 






none - 




Score 


351 






1Q71'^ 90901 1Q714 


901 Q^^ 
. Z U X ^ O / 


20081.. 20200 




Seq. No. 


11105 




Seq. ID 


OJ990620_34.9A19 


02 


Gene No. 


23593 




Strand 






Q-i- a r--|- 
O Lair L 


9 R c fj c 
^ □ 3 U O 




End 


29209 




N3,in.e 


nTQQ0(^90 '^4 Qai Q ^9 


o J . tm 


Method 


TBLASTX: Maize 




O La J- L 


1 Q7 9 R ~ 




End 


20312 




CZJ 


none 




Score 


203 




Exon s 


1Q79S 1 QQ1 Q 1 QQ^ft 


90^1 9 

. Z U O X z 








Seq. No. 


11105 




Seq. ID 


OJ990620_34.9A19 


02 


Gene No. 


23593 




Strand 






O L ai- L 


9SS0S 

^ ^ VJ 




End 


29209 




NBine 


r),TQQ0fi90 ?4 QA1 Q r9 


o9 -h <5 

UZ . Lo 


Method 


TBLASTX: Soybean 




C;-|- a -ri- 
ot alTL 


1 QfiOQ ~ 
X :70 u 




End 


20303 






none 




Score 


78 




HjXL'ilo 


1 QftOQ 1 QQ1 ^ 1 QQ4 1 


• ^ VJ J u J / 


19954. .20109 




dorr M/^ 
o s q . LN vj . 


Ill 0"^ 

X X X u o 




Seq. ID 


OJ990620_34.9A19 


CO 

\^z 




9 T C. 

z o o ^ o 




Strand 






Start 


25505 




End 


29209 




Name 


OJ990620 34.9A19.C2. 


ol . tw 


Method 


TBLASTX: Wheat 




O Ldi. L 


20274 




End 


21108 






T*| Ti O 




Score 


94 




Exons 


90974 90414 9097R 


904 1 
. Z U 4 X o , 


20431. .20772, 20437 20772, 






90447 907RPI 90*^Q7 


. Z U 3? D J / 


20758. .20964, 20758 20985, 






20762. .20980, 20985. 


.21107, 


20989. .21108 




Seq. No. 


11105 




Seq. ID 


OJ990620_34.9A19, 


02 


Gene No. 


23593 




Strand 






Start 


25505 




End 


29209 




Name 


OJ990620 34.9A19.C2. 


o4 . tm 


Method 


TBLASTX: Maize 





11603 




start 


20671 




End 


21102 


GI 


none 




Score 


83 


l-J ^\ \^ X 1 *J 


20671 . . 20985, 20738 . 


.20947, 


20785. .20949, 20985 .. 21083, 




20989 21102 








Seq. No. 


11105 




Seq. ID 


OJ990620_34.9A19 


Gene No. 


23593 




Strand 




Start 


^■"25505 




End 


29209 


Name 


OJ990620 34.9A19.C2. 


ol . ts 


Method 


TBLASTX: Soybean 


Start 


20789 




End 


21236 


GI 


5509260 




Score 


90 


F. X o n s 


20789. .20947, 20797. 


. 20985, 


20985. .21236, 20986 .. 21183 , 




20994 . . 21236 








GI Descrip. 










Seq. No. 


11105 




Seq. ID 


OJ990620_34. 9A19 


Gene No. 


23593 




Strand 




Start 


25505 




End 


29209 


Name 


OJ99062b 34.9A19.C2. 


o3 . tc 


Method 


TBLASTX: Cress 


Start 


20884 ~ 




End 


21147 


GI 


none 




Score 


96 


Exons 


20884. .21000, 20991. 


.21146, 


21010. .211 


47 


Seq. No. 


11105 




Seq. ID 


OJ990620__34 , 9A19 


Gene No. 


23593 




Strand 




Start 


25505 
^ -J \j -J 




End 


29209 


Name 


OJ990620 34 9A19 C2 


o6 . tw 


Method 


TBLASTX: Wheat 


Start 


21109 ~ 




End 


21302 


GI 


none 




Score 


130 


Exons 


21109. .21249, 21110. 


.21295, 


21111. .21302 


Seq. No. 


11105 




Seq. ID 


OJ990620_34 . 9A19 


Gene No. 


23593 




Strand 




Start 


25505 




End 


29209 


Name 


OJ990620 34 . 9A19.C2. 


o2 . tc 


Method 


TBLASTX: Cress 


Start 


21530 ~ 




End 


21967 


GI 


none 




Score 


123 


Exons 


21530. .21655, 21674 . 


.21751, 


21761. .21967 


Seq. No. 


11105 




Seq. ID 


OJ990620_34.9A19 


Gene No. 


23593 




Strand 




Start 


25505 




End 


29209 


Name 


OJ990620 34 . 9A19.C2. 


o2 . tm 


Method 


TBLASTX: Maize 


Start 


21530 ~ 




End 


22075 


GI 


none 




Score 


214 


Exons 


21530. .21685, 21671. 


.21748, 


21767. .22075 


Seq. No. 


11105 




Seq. ID 


OJ990620_34.9A19 


Gene No. 


23593 




Strand 




Start 


25505 




End 


29209 


Name 


OJ990620 34 . 9A19.C2. 


o2 . tw 


Method 


TBLASTX: Wheat 


Start 


21548 




End 


22213 


GI 


none 




Score 


205 


Exons 


21548. .22213, 21605. 


.22009, 


21606. .22187, 22082.. 22210 


Seq. No. 


11105 




Seq. ID 


OJ990620_34.9A19 


Gene No. 


23593 




Strand 





11604 




c-|- o 

O L. a i- ^ 


25505 






End 


29209 




N3.me 


OJ990620 34.9A19.C2. 


. o3 . ts 


Method 


TBLASTX : Soybean 






21548 






End 


21979 






none 






Score 


90 




P von ^ 


21548, . 


21685, 21671. 


. .21751, 


21752. .21979, 21753.. 21977 




Seq. No. 


11105 






Seq. ID 


OJ990620_34 .9A19, 


.C2 


Gene No. 


23593 






Strand- 


- 




O I. O J. L. 


25505 






End 


29209 




LN diilC 


OJ990620 34.9A19.C2, 


, o5 . ts 


Method 


TBLASTX: Soybean 






21989 






End 


22372 






none 






Score 


91 




F von <^ 


21989. . 


22213, 22199, 


. .22372 








O C • LN W . 


11105 






Seq. ID 


OJ990620_34 .9A19. 


. C2 


Gene No. 


23593 






Strand 






Start 


25505 






End 


29209 




N3.itie 


OJ990620 34.9A19.C2, 


, o4 . tw 


Method 


TBLASTX: Wheat 




91- A rt 


22214 






End 


22682 






none 






Score 


109 




tr von Q 
ill Awiio 


22214, , 


22435, 22233. 


22379, 


22243. .22389, 224 01 .. 2264 6, 






22433. . 


22645, 22437. 


. .22682 








Seq. No, 


11105 






Seq. ID 


■ OJ990620_34 .9A19, 


.C2 


Gene No. ■ 


23593 






■ Strand 








25505 






End 


29209 




IN alUo 


OJ990620 34.9A19.C2-. 


oV « tw 


Method 


TBLASTX: Wheat 






23141 






End 


23488 






none 






Score 


57 




F von Q 

Hi AWilO 


23141. . 


23239, 23144, 


23488 








Qcao Mo 


11105 






Seq. ID 


OJ990620_34 .9A19. 


. C2 


ci n o Mo 


23593 






Strand 






Start 


25505 






End 


29209 




Name 


OJ990620 34.9A19.C2. 


. o3 . gs 


Method 


GENSCAN 




Start 


25505 






End 


29194 




ox 


none 






Score 


.55 




F von Q 


25505, , 


25687, 25767. 


25865 


25961. .26033, 26117. . 26227, 






26323, . 


26496, 26603. 


. .26891, 


27081. .27401, 27641 .. 27677, 






27773, , 


28123, 28131. 


28314 , 


28461. .29194 




CciO' Mo 


11105 






Seq. ID 


OJ990620_34.9A19, 


. C2 


rZono Mo 


23593 






Strand 






Start 


25505 






End 


29209 




Name 


OJ990620 34.9A19.C2. 


. o4 . np 


Method 


AAT/NAP 




Start 


25515 






End 


29209 




\3 X 


4680204 




Score 


984 




F V on Q 


25515. . 


25657, 26009, 


, .26227, 


26323, .26496, 26603 .. 27677 , 






27773. . 


29209 










ox ucov— xj.^. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


11105 






Seq. ID 


OJ990620_34.9A19. 


,02 


Gene No. 


23593 






Strand 






Start 


25505 






End 


29209 




Name 


OJ990620 34.9A19.C2. 


, o5 . tw 


Method 


TBLASTX: Wheat 




Start 


28163 






End 


28566 




GI 


none 






Score 


77 





11605 



Exons 



28163. .28258, 28 164 28280 , 28323 284 63, 28328 28564 , 
28370. .28564, 2842 6 28566, 28456. .28566 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11106 Seq. ID 

23594 Strand 
1693 End 
OJ990620_34 , 9A19 . C3 . ol . gp Method 
1693 End 
69014_1.R1084 Score 
1693. .2023 

M680178/gb|AF111709.1|AF111709 l.Oe-108 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



OJ990620_34.9A19.C3 
+ 

2023 
AAT/GAP 
2023 
529 



11106 Seq. ID 

23595 Strand 

2031 End 

OJ990620_34 . 9A19 . C3 . o2 . gp Method 

2031 End 

2315_5.R1084 Score 

2031. .2136, 2214. .2325, 4166. .4221, 



OJ990620_34, 
+ 

5821 
AAT/GAP 
5821 
813 
5560. .5821 



9A19.C3 



' 6016845/dbj I AP000570. 1 1 AP000570 l.Oe-14 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 IIEIO * 



Seq. No. 11106 

Gene No. 23596 - 

Start 6143 

Name OJ990620_34 . 9A1 9 . C3'. o2 . gs 

Start 6143 

GI none 

Exons 6143.. 6410, 6432.. 6556 



Seq. ID OJ990620_34 . 9A19.C3 

Strand + 

End 6556 

Method GENSCAN 

End 6556 

Score .88 



Seq. No. 11106 Seq. ID 

Gene No. 23597 Strand 

Start 6710 End 

Name OJ9'90620_34 . 9A19 . C3 . o4 . gp Method 

Start 6710 End 

GI - 342_1.R1084 Score 

Exons 6710.. 7162, 7241.. 7263, 7404.. 10461 
GI Descrip. 



OJ990620_34.9A19.C3 
+ 

10461 

AAT/GAP 

10461 

6083..- 



M574406/gb|AAD24042.1| O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11106 
23597 
6710 

OJ990620_34 . 9A1 9 . C3 . o5 . gp 
6712 

342 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
6712. .7162, 7241. .7263, 7404. .10461 

M574406/gb|AAD24042.1| O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



OJ990620_34 . 9A19.C3 
+ 

10461 
AAT/GAP 
10461 
6084 



Seq. No. 
Gene No. 
Start 
Name 
Start 



11106 
23597 
6710 

OJ990620 
7410 



34 . 9A19.C3.o3.gp 



Seq. ID OJ990620_34 .9A19.C3 

Strand + 

End 10461 

Method AAT/GAP 

End 7854 



11606 



GI 


LIB34 31-028-P1-N1-A10 


Score 


766 




Exons 


7410. .7480, 7508. .7854 








GI Descrip. 


'4680203/gb|AAD27566.1|AF114171 7 3.0e 


-33 (AF114171) TNP2-like 




protein [Sorghum bicolor] ' 








Seq. No. 


11106 


Seq. ID 


OJ990620_34 . 9A19. 


C3 


Gene No. 


23598 


Strand 


+ 




Start 


20566 


End 


21682 




Name 


OJ990620 34 . 9A19.C3.o4 .gs 


Method 


GENSCAN 




Start 


20566 


End 


21682 




GI 


none 


Score 


.66 




Exons 


20566. .20644, 21552.. 21682 








Seq. No. 


11106 


Seq. ID 


OJ990620_34 . 9A19. 


C3 


Gene No. 


23599 


Strand 


+ 




Start 


24412 


End 


24600 




Name 


OJ990620 34.9A19.C3.o9.gp 


Method 


AAT/GAP 




Start 


24412 


End 


24600 




GI 


LIB34 34-029-P1-K1-C7 


Score 


269 




Exons 


24412. .24600 








GI Descrip. 


'5852170/emb|AL117265. 1 IOST17804 3.0e- 


94 Oryza sativa 






indica {GLA4 ) genomic DNA, chromosome 4 


, BAG clone: tl7804 ' 


Seq. No. 


11106 


Seq. ID 


OJ990620_34.9A19. 


C3 


Gene No. • 


23600 


Strand 






Start 


1689 


End 


2321 




Name 


OJ990620 34.9A19.C3.ol.gs 


Method 


GENSCAN 




Start 


1689 


End 


2321 




GI 


none 


Score 


.55 




Exons 


1689. .2321 








Seq. No. 


11106 


Seq. ID 


OJ990620_34.9A19. 


C3 


Gene No. 


23601 


Strand 






Start 


7473 


End 


19052 




Name 


OJ990620 34.9A19.C3.o3.gs 


Method 


GENSCAN 




Start 


7473 


End 


19052 




GI 


none 


Score 


.48 




Exons 


74.7.3. .8026, 8207.. 8776, 9032 


..9689, 9992. .10438, 10823.. 


10864, 




11326. .114 8 9, 11758. .12019, 


12369. .1260'2, 127 62 .. 12906, 






13987. .14128, 142 95 .. 14 4 65, 


16004. .16191, 16928. .17240, 






18670. .18729, 18956.. 19052 








Seq. No. 


11106 


Seq. ID 


OJ990620_34 . 9A19. 


C3 


Gene No. 


23601 


Strand 






Start 


7473 


End 


19052 




Name 


OJ990620 34 . 9A19.C3.ol.np 


Method 


AAT/NAP 




Start 


8032 


End 


9991 




GI 


6742729 


Score 


3081 




Exons 


8032. . 9991 








GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 






Seq. No. 


11106 


Seq. ID 


OJ990620_34.9A19. 


C3 


Gene No. 


23601 


Strand 






Start 


7473 


End 


19052 




Name 


OJ990620 34.9A19.C3.o2.np 


Method 


AAT/NAP 




Start 


11326 


End 


17742 




GI 


6721103 


Score 


521 





11607 



Exons 11326. .11489, 11758 1201 9, 12369 .. 12602, 12762 12892, 

16004 . . 16191, 17 67 9. . 17742 
GI Descrip. (AC007396) T4012.il [Arabidopsis thaliana] 



Seq. No. 11106 Seq. ID OJ990620_34 . 9A19 . C3 

Gene No. ' 23601 Strand 

Start 7473 End 19052 ' 

Name OJ990620_34 . 9A19 . C3 . o6 . gp Method AAT/GAP ' ' 

Start 12572 End 16384 

GI uC-osflm202099f07bl Score 1022 

Exons 12572. .12602, 127 62 12892, 16004.. 16384 

GI Descrip. ' 458244 9/gb | AAD24833 . 1 | AC007071_5 6.0e-23 (AC007071) putative 
APG protein [Arabidopsis thaliana] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11106 
23602 
19849 

OJ990620_34 . 9A1 9 . C3 . ol . tw 
7554 



OJ990620 34.9A19.C3 



none 
7554 . 
7842. 
7978. 



.7640, 7629. 
.7901, 7908, 
.8391, 8321, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7709, 7722. .7862, 7723. .7863, 7810 
7955, 7908. .7955, 7913. .7972, 7977 
8839, 8449. .8865 



35185 

TBLASTX: Wheat 

8865 

136 



.7905, 
.8864, 



11106 
23602 
19849 

OJ990620_34. 9A19.C3.ol.tc 

8129 

none 

8129. .8380, 8130. .8279, 8130, 
8449. .8577 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990620_34 . 9A19.C3 
35185 

TBLASTX: Cress 

8577 

93 



.8573, 8134. .8391, 8140. .8577, 



Seq. No. 11106 Seq. ID 

li Gene No. 23602 Strand 

j Start 19849 End 

j[ Name OJ990620_34 . 9A19 . C3 . o2 . tm Method 

Start 8508 End 

II GI ' none Score 

=1 Exons 8508.. 8822, 8536.. 8811 



OJ990620_34 .9A19.C3 
35185 

TBLASTX: Maize 

8822 

121 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11106 
23602 
19849 

OJ990620_34 . 

8866 

none 

8866. .8952, 
9213. .9275, 



9A19.C3.o3. tw 



8868. 
9226. 



.8951, 8984, 
.9276, 



Seq. ID OJ990620_34 .9A19.C3 
Strand 

End 35185 

Method TBLASTX : Wheat 

End 927 6 

Score 81 

.9196, 8985. .9227, 9025. .9204, 



Seq. No. 11106 

Gene No. 23602 

Start 19849 

Name OJ990620_34 . 9A19 . C3 . o2 . ts 

Start 9327 

GI none 

Exons 9327.. 9551 



Seq. ID OJ990620_34.9A19.C3 
Strand 

End 35185 

Method TBLASTX : Soybean 

End 9551 

Score 195 



11608 



Seq. No. 


11106 


Seq. ID 


OJ990620_34 . 9A19 


.C3 


Gene No. 


23602 


Strand 






Start 


19849 


End 


35185 




Name 


OJ990620 34 . 9A19.C3.ol. tm 


Method 


TBLASTX: Maize 




Start 


9381 ~ 


End 


9826 




GI ■ ' • 


none 


Score 


100 




Exons 


9381.. 9575, 9585.. 9710, 9704 


. . 9826 






Seq. No. 


11106 


Seq. ID 


OJ990620_34.9A19 


.C3 


Gene No. 


23602 


Strand 






Start 


19849 


End 


35185 




Name 


OJ990620 34 . 9A19.C3.o2. tw 


Method 


TBLASTX: Wheat 




Start 


9415 


End 


9875 




GI 


none 


Score 


171 




Exons 


9415. .9621, 9415. .9624, 9420 


..9644, 9624. ,9704, 9624. .9710, 




9625.. 9711, 9725.. 9829, 9729 


..9830, 9827. .9874, 9831. .9875 


Seq. No. 


11106 


Seq. ID 


OJ990620_34.9A19 


.C3 


Gene No. 


23602 


Strand 






Start 


19849 


End 


35185 




Name 


OJ990620 34.9A19.C3.o2.tc 


Method 


TBLASTX: Cress 




Start 


9704 


End 


10009 




GI, 


none 


Score 


63 




Exons 


9704. .10009, 9732. .9818, 9867. .10004 






Seq. No. 


11106 


Seq. ID 


OJ990620_34 . 9A19 


.C3 


Gene No. 


23602 


Strand 






Start 


19849 


End 


35185 




Name 


OJ990620 34.9A19.C3.ol.ts 


Method 


TBLASTX: Soybean 




Start 


9752 


End 


10181 




GI 


none 


Score 


96 




Exons 


9752. .10048, 9765. .9998, 10043 .. 10105, 


10106. . 10180, 






10116. .10181 








Seq. No. 


11106 


Seq. ID 


OJ990620_34 .9A19 


.C3 


Gene No. 


23602 


Strand 






Start 


19849 


End 


35185 




Name 


OJ990620 34.9A19,C3.o4.tw 


Method 


TBLASTX: Wheat 




Start 


10102 


End 


10453 




GI 


none 


Score 


195 




Exons 


10102. .10344, 10110. .10352, 


10118. .10354, 10119. .10355, 






10346. .10453 








Seq. No. 


11106 


Seq. ID 


OJ990620_34 . 9A19 


.C3 


Gene No. 


23602 


Strand 






Start 


19849 


End 


35185 




Name 


OJ990620 34.9A19.C3.o3.ts 


Method 


TBLASTX : Soybean 




Start 


12375 . 


End 


31072 




GI 


none 


Score 


65 




Exons 


12375. .12425, 124 53 .. 12614 , 


12769. .12906, 1277 1 .. 12887 , 






16005. .16121, 16024. .16089, 


16101. . 16169, 30557. .30631, 






30629. .30793, 30630 .. 307 67 , 


30938. .31072, 30943.. 31062 




Seq. No. 


11106 


Seq. ID 


OJ990620_34 .9A19 


.C3 


Gene No. 


23602 


Strand 






Start 


19849 


End 


35185 





11609 



Name 

Start 

GI 

Exons 



OJ990620_34 . 9A19 . C3 . o3 . tc Method 

15999 End 

none Score 
15999. .16169, 16012. .1614 6 



TBLASTX: Cress 

16169 

83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



''li Seq. No. 

*!;: Gene No. 

^.l Start 

rif Name 

n start 

Exons 



1 U 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11106 Seq. ID 

23602- Strand 

19849 End 

OJ990620_34 . 9A19 . 03 . o3 . np Method 

19849 End 

5852175 Score 



OJ990620_34.9A19.C3 

35185 
AAT/NAP 
27907 
127 



19849. .19884, 20517 .. 20620, 27813. .27907 
(AL117265) zhb0005.1 [Oryza sativa] 



11106 
23602 
19849 

OJ990620_34 .9A19.C3.o8.gp 

20616 

2427387 

20616. .20989 



Seq. ID OJ990620_34.9A19.C3 



Strand 
End 

Method 

End 

Score 



35185 
AAT/GAP 
20989 
559 



5852170/emb|AL117265.1|OST17804 3.0e-94 Oryza sativa 
indica{GLA4) genomic DNA, chromosome 4, BAG clone :tl7804 

11106 Seq. ID OJ990620_34 . 9A1 9 . C3 

23602 Strand 

19849 End 35185 

OJ990620_34 .9A19.C3.o6.gs Method GENSCAN 

27537 End 30790 

none Score . 9 

27537. .27724, 29429 .. 29609, 30551. .30790 

11106 Seq. ID OJ990620_34 . 9A19 . C3 

23602 Strand 

19849 End 35185 

OJ990620_34 . 9A19 . C3 . o4 . np Method AAT/NAP 

27540 End 35185 

2062167 Score 233 

27540. .27724, 29429 .. 29681, 30551 .. 30782, 30935 .. 31076, 

35153. .35185 

(AC001645) Proline-rich protein APG isolog [Arabidopsis 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990620_34.9A19.C3 

35185 
AAT/NAP 
31992 
250 



Seq. No. 11106 
Gene No. 23602 
Start 19849 

Name OJ990 620_34 . 9A1 9 . C3 . o5 . np 

Start 27694 
GI 728867 
Exons ' ' 27694. .27724, 

31559. .31992 

GI Descrip. ANTER-SPECIFIC PROLINE-RICH PROTEIN APG PRECURSOR 

gi I 99694 Ipir I I S21961 proline-rich protein APG - Arabidopsis 
thaliana gi | 22599 | emb | CAA42925 | (X60377) APG [Arabidopsis 
thaliana] 



29429. .29681, 30551. .30784, 30937. .31075, 



Seq. No. 



11106 



Seq. ID OJ990620_34.9A19.C3 



11610 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23602 Strand 
19849 End 35185 

OJ990620_34 . 9A19 . C3 . olO . gp Method AAT/GAP 
29408 End 30620 

uC-osflM202050bllbl Score 532 

29408. .29681, 30551.. 30620 

'728867/sp|P40602|APG_ARATH 2.0e-09 ANTER-SPECIFIC PROLINE-RICH 

PROTEIN APG PRECURSOR >gi_^99694_pir S21961 proline-rich protein 

APG - Arabidopsis thaliana '>gi_22599_emb_CAA42925_ (X60377) APG 
[Arabidopsis thaliana] ' 



Seq. No. 


11106 






Seq. ID 


OJ990620_ 


34 . 


. 9A19. 


03 


Gene No. 


23602 






Strand 










Start 


19849 






End 


35185 








Name 


OJ990620 34.9A19. 


C3. 


o7 . gs 


Method 


GENSCAN 








Start 


31663 






End 


32080 








GI 


none 






Score 


.6 








Rxons 

\^ 1 1 


31663. .32080 
















Seq. No. 


11107 






Seq. ID 


OJ990620_ 


34 . 


. 9A19. 


04 


Qpnp No 


23603 






Strand 


+ 








Start 


15106 






End 


16730 








Name 


OJ990620 34.9A19. 


C4. 


ol.gp 


Method 


AAT/GAP 








Start 


14680 






End 


15566 








GI 


15870 2.R1084 






Score 


289 








R V n n ^5 


14680. .14855, 15528. 


.15566 












\3 JL l-> ^ O -i- -1- . 


'287403/dbj | D1083 


.8IRICSBE1 8. 


Oe-69 Rice gene for 


starch 






branching enzyme ' 
















Seq. No. 


11107 






Seq. ID 


OJ990620_ 


34. 


. 9A19. 


04 


Gene No . 


23603 






Strand 


+ 








Start 


15106 






End 


16730 








Name 


OJ990620 34.9A19. 


C4. 


o6.gs 


Method 


GENSOAN 








Start 


15106 






End 


16730 








GI 


none 






Score 


: 66 








Exons 


15106. .15177, 165 


45. 


.16730 












Seq. No, 


11107 






Seq. ID 


OJ990620_ 


34, 


. 9A19. 


04 


Gene No . 


23604 






Strand 










Start 


1 






End 


1294 








Name 


OJ990620 34.9A19. 


04 . 


ol .np 


Method 


AAT/NAP 








Start 


1 






End 


1294 








GI 


6721103 






Score 


162 








Exons 


1..45, 985. .1294 
















GI Descrip. 


(AC007396) T4012. 


11 


[Arabidopsis thaliana] 








Seq. No. 


11107 






Seq. ID 


OJ990620_ 


34, 


.9A19. 


04 


Gene No. 


23605 






Strand 










Start 


4994 






End 


6421 








Name 


OJ990620 34.9A19. 


04 . 


o2 . gs 


Method 


GENSOAN 








Start 


4994 






End 


6421 








GI 


none 






Score 


.81 








Exons 


4994. .4998, 5042. 


.51 


86, 5191. 


.5277, 6419. .6421 








Seq. No. 


11107 






Seq. ID 


OJ990620_ 


34 . 


, 9A19. 


04 


Gene No. 


23606 






Strand 










Start 


7538 






End 


11987 









11611 





Name 


OJ990620 34 


. 9A19 


.04 .o3 


crs 


Method 


GENSOAN 






Start 


7538 








End 


10409 






GI 


none 








Score 


.55 






Exons 


7538. .7549, 


7966 


. .8729, 


9161. 


.9970, 10325.. 10409 






Seq. No. 


11107 








Seq. ID 


OJ990620_34.9A19 


.04 




Gene No. 


23606 








Strand 








Start 


7538 








End 


11987 






Name 


OJ990620 34 


. 9A19 


.C4 .o2. 


np 


Method 


AAT/NAP 






Start 


9057 








End 


11987 






GI 


6691191 








Score 


2666 






Exons 


9057 . . 11987 
















GI Descrip. 


(AC007534) 


F7F22 


.15 [Arabidopsis thaliana] 






Seq. No. 


11107 








Seq. ID 


OJ990620_34.9A19 


.04 




Gene No. 


23607 








Strand 


- 






Start 


11944 








End 


12919 






Name 


OJ990620 34 


. 9A19 


.C4 .o5. 


gs 


Method 


GENSOAN 






Start 


11944 








End 


12919 






GI 


none 








Score 


.52 






Exons 


11944. .12312, 12443. .12919 










Seq. No. 


11107 








Seq. ID 


OJ990620_34.9A19 


.04 




Gene No, 


23608 








Strand 


- 




. =i 


Start 


17805 








End 


18393 




:. : 
S sr 


Name 


OJ990620 34 


, 9A19 


.04 .o5. 


ts 


Method 


TBLASTX : Soybean 




;S?r 
ui E 


Start 


959 








End 


1156 




n| 


GI 


none 








Score 


134 






Exons 


959. . 1156, 


987. . 


1142 












Seq. No. 


11107 








Seq. ID 


OJ990620_34. 9A19 


.04 




Gene No. 


23608 








Strand 


— 




I 1} 


Start 


17805 








End 


18393 






Name 


OJ990620 34 


. 9A19 


.04 .o2. 


tc 


Method 


TBLASTX rOress 




! i 


Start 


986 








End 


1141 






GI 


none 








Score 


157 




^1 
s; 


Exons 


986. ,1141, 


993. . 


1130 












Seq. No. 


11107 








Seq. ID 


OJ990620_34. 9A19 


.04 


r='i 


Gene No. 


23608 








Strand 






,11 XJ. 


Start 


17805 








End 


18393 




i.J 


Name 


OJ990620 34 


. 9A19 


.04. ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


9156 








End 


9644 






GI 


none 








Score 


153 






Exons 


9156. .9242, 


9255 


. .9644, 


9388. 


.9642 








Seq. No. 


11107 








Seq. ID 


OJ990620_34.9A19 


.04 




Gene No. 


23608 








Strand 








Start 


17805 








End 


18393 






Name 


OJ990620 34 


.9A19 


.04 .o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


9252 








End 


9632 






GI 


none 








Score 


162 






Exons 


9252. .9632, 


9256 


. . 9576 












Seq. No. 


11107 








Seq. ID 


OJ990620_34.9A19 


.04 




Gene No. 


23608 








Strand 








Start 


17805 








End 


18393 





11612 




Naine 


OJ990620 34. 


9A19.C4 


.o5 . tw 


Method 


TBLASTX: Wheat 




Start 


9639 








End 


9970 




GI 


none 








Score 


81 




Exons 


9639. , 


9953, 


9657. .9968, 9733. .9963, 9818.. 9970 




Seq. No. 


11107 








Seq. ID 


OJ990620_34.9A19 


.C4 


Gene No. 


23608 








Strand 






Start 


17805 








End 


18393 




Name 


OJ990620 34. 


9A19.C4 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


9645 








End 


9969 




GI 


none 








Score 


157 




Exons 


9645. . 


9905, 


9646.. 9903, 9930.. 9968, 9931.. 9969 




Seq. No. 


11107 








Seq. ID 


OJ990620_34.9A19 


.04 


Gene No. 


23608 








Strand 






Start 


17805 








End 


18393 




Name 


OJ990620 34. 


9A19.C4 


.ol .tc 


Method 


TBLASTX: Cress 




Start 


9990 








End 


10342 




GI 


none 








Score 


64 




Exons 


9990. . 


10097, 


10100. 


.10291, 


10101. . 1024^ 


, 10295.. 10342 




Seq. No. 


11107 








Seq. ID 


OJ990620_34.9A19 


.C4 


Gene No. 


23608 








Strand 






Start 


17805 








End 


18393 




Name 


OJ9a0620 34. 


9A19.C4 


. o6 . tw 


Method 


TBLASTX: Wheat 




Start 


10148 








End. 


10538 




GI 


none 








Score 


48 




Exons 


10148. 


.10288 


, 10155 


. .10244, 


10268. . 1034 2, 10330. .10536, 






10341. 


.10523 


, 10425 


. . 10538, 


10502. .10537 




Seq. No. 


11107 








Seq. ID 


OJ990620_34.9A19 


.C4 


Gene No. 


23608 








Strand 






Start 


17805 








End 


18393 




Name 


OJ990620 34. 


9A19.C4 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


10569 








End 


10875 




GI 


none 








Score 


113 




Exons 


10569. 


.10871 


, 10569 


. . 10871, 


10570. . 10875 




Seq. No. 


11107 








Seq. ID 


OJ990620_34.9A19 


04 


Gene No. 


23608 








Strand 






Start 


17805 








End 


18393 




Name 


OJ990620 34. 


9A19.C4 


.o4 .ts 


Method 


TBLASTX: Soybean 




Start 


10663 








End 


11015 




GI 


none 








Score 


120 




Exons 


10663. 


.10950, 10692 


. .10949, 


10950. .11015 




Seq. No. 


11107 








Seq. ID 


OJ990620_34.9A19 


04 


Gene No. 


23608 








Strand 






Start 


17805 








End 


18393 




Name 


OJ990620 34. 


9A19.C4 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


10728 








End 


11141 




GI 


none 








Score 


85 




Exons 


10728. 


.11141 


, 10729 


. .10986 








Seq. No. 


11107 








Seq. ID 


OJ990620_34.9A19 


04 


Gene No. 


23608 








Strand 






Start 


17805 








End 


18393 





11613 






OJ990620 34.9A19.C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


10875 ~ 


End 


11306 


GI 


none 


Score 


95 


Exons 


10875. .11306, 10885. .11037, 


10905. .11285, 11101.. 11304 


Seq. No. 


11107 


Seq. ID 


OJ990620_34 .9A19.C4 


Gene No. 


23608 


Strand 




Start 


17805 


End 


18'393 


Name 


OJ990620 34 . 9A19.C4 .o2. tm 


Method 


TBLASTX: Maize 


Start 


11301 ~ 


End 


11675 


GI 


none 


Score 


55 


Exons 


11301. .11408, 11 301.. 11519, 


11463. .11534, 11607. .11675 


Seq. No. 


11107 


Seq. ID 


OJ990620_34.9A19.C4 


Gene No. 


23608 


Strand 




Start 


17805 


End 


18393 


Name 


OJ990620 34 . 9A19.C4 .o2. ts 


Method 


TBLASTX : Soybean 


Start 


11382 


End 


11807 


GI 


none 


Score 


110 


Exons 


11382 .. 11807, 1138 9. .11703 






Seq. No. 


11107 


Seq. ID 


OJ990620_34 . 9A19.C4 


Gene No. 


23608 


Strand 




Start 


17805 


End 


18393 


Name 


OJ990620 34 . 9A19.C4 .o3. tw 


Method 


TBLASTX: Wheat 


Start 


11403 ~ 


End 


11807 


GI 


none 


Score 


130 


Exons 


114 03.. 118 07, 11428.. 11 64 6, 


11433.. 11804 


Seq. No. 


11107 


Seq. ID 


OJ990620_34 .9A19.C4 


Gene No. 


23608 


Strand 




Start 


17805 


End 


18393 


Name 


OJ990620 34 . 9A19.C4 .o7 .gs 


Method 


GENSCAN 


Start 


17805 ~ 


End 


18393 


GI 


none 


Score 


.82 


Exons 


17805. . 18022, 18242. . 18393 






Seq. No. 


11108 


Seq. ID 


OJ990620_34.9A19.C5 


Q3]^e No, 


23609 


Strand 


+ 


Start 


884 


End 


15378 


Name 


OJ990620 34 . 9A19.C5.ol.gs 


Method 


GENSCAN 


Start 


884 


End 


14821 


GI 


none 


Score 


. 61 


Exons 


884. .933, 1958. .2018, 2659.. 


2772, 2861. 


.2908, 3089. .4957, 




5177. .7009, 7796. .7941, 8196 


..8345, 8585. .8676, 9046. .9732, 




9763. .9846, 104 10 10610, 10703 10842, 


13481. .13931, 




13948. .14056, 14499. .14821 






Sea No 


11108 


Seq. ID ' 


OJ990620_34.9A19.C5 


Gene No. 


23609 


Strand 


+ 


Start 


884 


End 


15378 


Name 


OJ990620 34.9A19.C5.ol.np 


Method 


AAT/NAP 


Start 


3105 


End 


7010 


GI 


6539553 


Score 


6738 


Exons 


3105. .7010 







GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIREl 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 



11614 



Similar to Oryza australiensis retrotransposon RIREl (D85597) 
[Oryza sativa] 





Seq. No. 


11108 


Seq. ID 


OJ990620_34.9A19.C5 




Gene No . 


23609 


Strand 


+ 




Start 


884 


End 


15378 




Naiue 


OJ990620 34.9A19.C5.o2.np 


Method 


AAT/NAP 




Start 


5769 


End 


15378 




GI 


5091513 


Score 


1225 




Exons 


5769.. 5810, 9089.. 9951, 10370 


. .10637, 


13474. . 13859, 






13902. .13995, 14817 .. 15003, 15159.. 15378 




GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa ] 




Seq. No. 


11108 


Seq. ID 


OJ990620 34.9A19.C5 




Gene No . 


23609 


Strand 


4- ~ 




Start 


884 


End 


15378 




Naiue 


OJ990620 34 . 9A19.C5.o2.gp 


Method 


AAT/GAP 




Start 


11687 


End 


12068 




GI 


uC-osflcyp033a04bl 


Score 


675 




Exons 


11687. .12068 








GI Descrip. 


'6016845/cibj | AP000570 . 1 1 AP000570 3 . Oe- 


59 Oryza sativa genomic 






DNA, chromosome 1, clone : P07 IIEIO ' 






Seq. No. 


11108 


Seq. ID 


OJ990620_34.9A19.C5 




Gene No. 


23610 


Strand 




! "t 

'i -? 


Start 


8931 


End 


9027 




Name 


OJ990620 34.9A19.C5.ol.gp 


Method 


AAT/GAP 


•■\ i 

! U 


Start 


8931 


End 


9027 




GI 


LIB3477-003-P1-K1-E9 


Score 


130 




Exons 


8931. .9027 






Ul 


GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN ORY 


i 

: 




S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 1 [Oryza 


rii 




sativa] ' 








Seq. No. 


11108 


Seq. ID 


OJ990620_34.9A19.C5 


^i 


Gene No . 


23611 


Strand 




Start 


12768 


End 


12923 




Name 


OJ990620 34.9A19.C5.o4.tw 


Method 


TBLASTX: Wheat 




Start 


3099 


End 


3486 


r '! 


GI 


none 


Score 


353 




Exons 


3099. .3485, 3110. .3484, 3223. 


.3486 






Seq. No. 


11108 


Seq. ID 


OJ990620_34.9A19.C5 




Gene No . 


23611 


Strand 






Start 


12768 


End 


12923 




Name 


OJ990620 34.9A19.C5.o2.tm 


Method 


TBLASTX: Maize 




Start 


3234 


End 


3547 




GI 


none 


Score 


365 




Exons 


3234. .3545, 3242. .3547 








Seq. No. 


11108 


Seq. ID 


OJ990620_34 . 9A19.C5 




Gene No. 


23611 


Strand 






Start 


12768 


End 


12923 




Name 


OJ990620 34.9A19.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


4046 


End 


4368 




GI 


none 


Score 


268 




Exons 


4046. .4300, 4053. .4367, 4073.. 


4366, 4201.. 4368 



11615 






Seq. No. 


11108 








Seq. ID 


OJ990620_34.9A19. 


05 






23611 








* Strand 








O C d J- L. 


12768 








End 


12923 








OJQQOfiPO 34 
^ ^ \j \j ^ \j 1 


. 9A1 9 . 


C5 . o5 . 


ts 


Mpt hind 


TBLASTX • Snvbpan 








4 395 ~ 








End 


4781 






ox 


none 








Score 


84 








439S 4SS0 


4533 . 


. 4781 












Seq. No. 


11108 








Seq. ID 


OJ990620_34 .9A19. 


05 






23611 








Strand 








O L. CI J. L. 


12768 








End 


12923 








OJ990620 34 


. 9A19 . 


C5 . o5 . 


tm 


Method 


TBLASTX • Maize 






O u Ct i. U 


4569 ~ 








End 


5003 






GI 


none 








Score 


303 








4569 5003 


4778 . 


. 4 978 












Seq. No. 


11108 








Seq. ID 


OJ990620_34 .9A19. 


05 






23611 








Strand 








O L. d JL L. 


12768 








End 


12923 






Np TTl O 


OJ990620 34 


. 9A19 . 


C5 . o5 . 


t w 


Met hnd 


TBLASTX • Wheat 






O U- d i. L. 


4 64 6 ~ 








End 


4838 








none 








Score 


275 








4 fi4 4717 


4 fi4 7 


t *1 O J O / 


4 647. 


. 4838 








Seq. No. 


11108 • 








Seq. ID 


OJ990620_3-4 . 9A19. 


05 


i- i i 




^ O U X -L 








Strand 






[ 


C-|- y-t- 


127 68 








End 


12923 






N3in.e 






PS o^ 


t <5 


Method 


TBLASTX: Soybean 




Ul 


O Udi L. 


47QT ~ 








End 


5189 








none 








Score 


197 




i, t 
: sr 

i 

i y 


P von Q 


4791 5015 


47 99. 


. 4969, 


4800 . 


.4970, 5016. .5189, 5024. .5062 


Is 


Seq. No. 


11108 








Seq. ID 


OJ990620_34.9A19. 


05 


Q 


Gene No. 


23611 








Strand 








Start 


127 68 








•End 


12923 






Nsme 


OJ990620 34 


. 9A19 . 


C5 . ol . 


t w 


Method 


TBLASTX: Wheat 




M: 


Start 


4839 ~ 








End 


5594 






GI 


none 








Score 


617 




•iz} 


R von Q 


4839 5297 


4847 . 


5326 


5347 . 


.5577, 5355. .5594, 5377. .5574 






5435 5593 
















Seq. No. 


11108 








Seq. ID 


OJ990620_34.9A19. 


05 




Gene No. 


23611 








Strand 








Start 


12768 








End 


12923 






Name 


OJ990620 34 


, 9A1 9 . 


05 . ol . 


t s 


Method 


TBLASTX: Soybean 






Start 


5514 ~ 








End 


5978 






O J. 


5 5092 60 

^ *J \J Zf \J\j 








Score 


383 






p. V o n Q 


5514 5978, 


5615 . 


. 5683, 


57-32 . 


.5827, 5900.. 5959 
























Seq. No. 


11108 








Seq. ID 


OJ990620_34 .9A19. 


05 




Gene No. 


23611 








Strand 








Start 


12768 








End 


12923 






Name 


OJ990620 34. 


. 9A19. 


C5.01. 


tc 


Method 


TBLASTX: Cress 






Start 


5607 








End 


5867 






GI 


none 








Score 


287 





11616 



Exons 



5607. .5867 



Seq. No. 11108 Seq. ID 

Gene No. 23611 Strand 

Start 12768 End 

Name OJ990620_34 . 9A19 . C5 . o3 . tm Method 

Start 5648 End 

GI none Score 

Exons 5648.. 5779, 5649.. 6113, 5784.. 5966 



OJ990620_34.9A19.C5 
12923 

TBLASTX: Maize 

6113 

361 



Seq. No. 11108 

Gene No. 23611 

Start 12768 

Name OJ990620_34 . 9A19 . C5 . o3 . tw 

Start 5649 

GI none 

Exons 5649.. 5993, 5796.. 5969, 5988, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6194, 6062. .6184 



OJ990620_34 . 9A19.C5 
12923 

TBLASTX: Wheat 
6194 
319 



Seq. No. 11108 Seq. ID 

Gene No. 23611 Strand 

Start 12768 End 

Name OJ990620_34 . 9A19 . 05 . o2 . ts Method 

Start 6047 End 

GI none Score 

Exons 604.7.. 6247, 6048.. 6392 



OJ990620_34.9A19.C5 
12923 

TBLASTX: Soybean 

6392 

322 



Seq. No. 11108 Seq. ID 

Gene No. 23611 Strand 

Start 127 68 End 

Name OJ990620_34 . 9A19 . 05 . o4 . tm Method 

Start 6203 End 

GI none Score 

Exons 6203.. 6541, 6204.. 6542 



OJ990620_34.9A19.C5 
12923 

TBLASTX: Maize 

6542 

310 



Seq. No. 11108 

Gene No. 23611 

Start 12768 

Name OJ990620_34 . 9A19 . 05 . o2 . tw 

Start 6398 

GI none 

Exons 6398.. 6469, 6399.. 6473, 6400. 
6490. .6873 



Seq. ID OJ990620__34.9A19.C5 
Strand 

End 12923 

Method TBLASTX : Wheat 

End 6874 

Score 101 

6471, 6488.. 6874, 6489.. 6836, 



Seq. No. 11108 

Gene No. 23611 

Start 12768 

Name OJ990620_34 . 9A19 . 05 . o4 . ts 

Start 6405 

GI none 

Exons 6405.. 6524, 6431.. 6511, 6537, 



Seq. ID OJ990620_34 .9A19.05 
Strand 

End 12923 

Method TBLASTX : Soybean 

End 674 6 

Score 92 
.6746, 6542. .6667 



Seq. No. 11108 

Gene No. 23611 

Start 12768 

Name OJ990620_34 . 9A19 . 05 . o4 . gp 

Start 12768 

GI uC-osflcyp053f07al 



Seq. ID OJ990620_34 .9A19.05 
Strand 

End 12923 

Method AAT/GAP 

End 12923 

Score 201 



11617 




Exons 12768 . . 12923 

GI Descrip. ' 50914 96/dbj I AB023482 . 2 | AB023482 3.0e-38 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 





oeq. JNo . 


1 T 1 HQ 
J. X J. U ^ 








Seq. ID 


OJ990620_34.9A19 


.06 




d M 


Z O D J. Z 








Strand 


+ 






OLaJ-U 


7 T 7 








End 


6295 






Name 




Qai Q 

• yt\L y 




gs 


Method 


GENSOAN 






O Lair u 


717 ~ 








End 


6295 
















Score 


.46 






Exons 


717. .1470, 


1521. 


1549, 


1776. . 


3550, 3653. .3953, 4011. .5866, 






5893. .6295 


















1 1 1 riQ 

X X J. VJ ,7 








Seq. ID 


OJ990620_34.9A19 






kjene lnu • 


^ J O X ^ 








Strand 


+ 






O La J- 1 


717 
/ X / 








End 


6295 






Name 


n.TQQn(^9n "^4 

\jo y\j \j ^ \j o *i 


.9A19 


06. ol. 


Iip 


Method 


AAT/NAP 






O Lai t 


1 77 T ~ 
X / f o 








End 


6292 






GI 


4680179 








Score 


5353 






Exons 


1773. .2858, 


2892 


.6292 












uescjTip ■ 


/ n pi 1 1 7 n Q ^ 
\r\n XXX f uy ) 


polyprotein 


[Oryza 


sativa subsp. indica] 






beq. NO. 


1 1 1 n Q 
X X xuy 








Seq. ID 


OJ990620_34.9A19 






Gene No . 


ZO DXZ 








Strand 


+ 




.-i 


oLari, 


717 
/ X / 








End 


6295 




'3 


Name 






Co . oy . 


L W 


Method 


i i A : wneaL 




:n 


Start 


1989 








End 


2215 




'y 


GI 


none 








Score 


211 








1QOQ 9nnQ 


2016 


.2213, 


901 P 
^ U X 0 • 


.2215 








o e q . IN o . 


1 1 1 n Q 

X X X u ^ 








Seq. ID 


OJ990620_34 . 9A19 






osne iNo . 


Z J D X Z 








Strand 


+ 




" ! t 


O Ld-L L 


717 








End 


6295 






Name 




.9A19 


C6.o7. 


L. W 


Method 


TBLASTX: Wheat 






Start 


2249 








End 


2600 




e St 

, : 

^! 

: 


GI 


none 








Score 


289 




Exons 


994Q 944^ 


2250 


.2600 












o e q . iM D . 


1 1 1 n Q 

± X X U -7 








Seq. ID 


OJ990620_34.9A19 








9^fi1 9 

Z. O O X ^ 








Strand 


+ 






O L a J. L 


717 

/ X / 








End 


6295 






Name 


n.TQQnfi9n ^4 


. 9A19 


C6.o6. 


Lill 


Method 


TBLASTX: Maize 






Start 


2250 








End 


2555 






GI 


none 








Score 


228 








9 9 9 S S S 


2264 


.2380 












o e q . LN o . 


1 1 1 n Q 

X X X U J 








Seq. ID 


OJ990620_34.9A19 


.06 




Gene No. 


23612 








Strand 


+ 






Start 


717 








End 


6295 






Name 


OJ990620 34 


.9A19 


06. o7 . 


tm 


Method 


TBLASTX: Maize 






Start 


2883 








End 


3236 






GI 


none 








Score 


187 






Exons 


2883. .3236 
















Seq. No. 


11109 








Seq. ID 


OJ990620_34.9A19 


.06 




Gene No. 


23612 








Strand 


+ 






Start 


717 








End 


6295 





11618 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
■ Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ990620_34 . 

2919 

none 

2919. .3128, 

11109 
23612 
717 

OJ990620_34, 

3452 

none 

3452. .3895, 

11109 
23612 
717 

OJ990620_34. 

3467 

none 

3467. .3757, 

11109 
23612 
717 

OJ990620_34 . 

3492 

none 

3492. .3806 

11109 
23612 
717 

OJ990620_34, 

3825 

none 

3825. .4004, 

11109 
23612 
717 

OJ990620_34. 

3879 

none 

3879. .3911, 

11109 
23612 
717 

OJ990620_34, 

3987 

none 

3987. .4289, 

11109 
23612 
717 

OJ990620 34, 



, 9A19.C6.o8.tw 
2975. .3127, 3173. 

.9A19.C6.o4.tw 
3456. .3938 

. 9A19.C6.o5.tm 
3468. .3755 

, 9A19.C6.o4 .ts 



9A19.C6.o3.tm 
3833. .3979, 4011. 

9A19.C6.ol. ts 
3881.. 3910, 3915. 

9A19.C6.o5-. tw 
3989. .4273 

9A19.C6.o3. tw 



Method TBLASTX : Wheat 

End 3356 

Score 163 

.3286, 3174. ,3287, 3315. .3356 

Seq. ID OJ990620_34. 9A19.C6 

Strand + 

End 6295 

Method TBLASTX : Wheat 

End 3938 

Score 537 



Seq. ID OJ990620_34.9A19.C6 

Strand + 

End 6295 

Method TBLASTX : Mai ze 

End 3757 

Score 318 



Seq. ID OJ990620_34 . 9A19.C6 

Strand + 

End 62 95 

Method TBLASTX : Soybean 

End • 3806 

Score 188 



.Seq. ID OJ990620_34 . 9A19.C6 

Strand + 

End 6295 

Method TBLASTX: Maize 

End 4325 

Score 162 
.4325, 4151. .4204, 4232. .4282 

Seq. ID OJ990620_34. 9A19.C6 

Strand + 

End 6295 

Method TBLASTX : Soybean 

End 4274 

Score 57 

.4274, 3917. .3952, 3983. .4273 

Seq. ID OJ990620_34. 9A19.C6 

Strand + 

End 6295 

Method TBLASTX : Wheat 

End 4289 

Score 381 



Seq. ID OJ990620_34.9A19.C6 

Strand + 

End 6295 

Method TBLASTX : Wheat 



11619 






start 


4290 








End 


4704 






GI 


none 








Score 


580 






Exons 


4290 . . 4703, 


4319 


. .4702, 


4338 . 


.4703, 4351. .4704 






Seq. No. 


11109 








Seq. ID 


OJ990620_34.9A19 


.06 




Gene No. 


23612 








Strand 


+ 






Start 


717 








End - 


6295 






Name 


OJ990620 34 


. 9A19 


.C6.o3. 


ts 


Method . 


TBLASTX: Soybean 






Start 


■ 4296 ~ 








End 


4541 






GI 


none 








Score 


204 






Exons 


4296. . 4541, 


4298 


. . 4540 












Seq. No. 


11109 








Seq. ID 


OJ990620 34.9A19 


.C6 




Gene No. 


23612 








Strand 








Start 


717 








End 


6295 






Name 


OJ990620 34 


. 9A19 


. C6 . o2 . 


tm 


Method 


TBLASTX: Maize 






Start 


4361 ~ 








End 


4724 






GI 


none 








Score 


474 






Exons 


4361. .4711, 


4362 


. .4715, 


4362 . 


.4724 








Seq. No. 


11109 








Seq. ID 


OJ990620_34.9A19 


.C6 




Gene No. 


23612 








Strand 


+ 






Start 


717 








End 


6295 






Name 


OJ990620 34 


. 9A19 


C6.0I. 


tw 


Method 


TBLASTX: Wheat 






Start 


4704 ~ 








End 


5282 




■ 


GI 


none 








Score 


658 




-J ^ 


E von 


4704 5282, 


4715 


. 5281 












Seq. No. 


11109 








Seq. ID 


OJ990620_34.9A19 


.06 




Gene No. 


23612 








Strand 


+ 






Start 


717 








End 


6295 






Name 


OJ990620 34 


. 9A19 


C6 . ol . 


tc 


Method 


TBLASTX: Cress 




if 


Start 


4989 ~ 








End 


5306 






GI 


none 








Score 


86 






Exons 


4989. .5162, 


5163 


. 5306, 


5165. 


.5305 








Seq. No. 


11109 








Seq. ID 


OJ990620_34.9A19 


.06 


jj SI 


Gene No. 


23612 








Strand 


+ 




3? 


Start 


717 








End 


6295 






Name 


OJ990620 34 


. 9A19 


C6.o2. 


ts 


Method 


TBLASTX : Soybean 




n 


Start 


5070 ~ 








End 


5331 






GI 


none 








Score 


296 






Exons 


5070 . . 5330, 


5075 


. 5329, 


5149. 


.5331 








Seq. No. 


11109 








Seq. ID 


OJ990620_34. 9A19 


.06 




Gene No. 


23612 








Strand 


+ 






Start 


717 








End 


6295 






Name 


OJ990620 34 


. 9A19 


C6.o4 . 


tm 


Method 


TBLASTX: Maize 






Start 


5129 ~ 








End 


5420 






GI 


none 








Score 


374 






Fix on 


5129 5416, 


5130 . 


. 5420 












Seq. No. 


11109 








Seq. ID 


OJ990620_34.9A19 


.06 




Gene No. 


23612 








Strand 


+ 






Start 


717 








End 


6295 






Name 


OJ990620 34 


.9A19. 


C6.02. 


tw 


Method 


TBLASTX: Wheat 






Start 


5289 








End 


5914 





11620 



GI none Score 584 

Exons 5289.. 5804, 5345.. 5803, 5801.. 5914, 5807., 5911 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11109 
23612 
717 

OJ990620_34. 

5469 

none 

5469, .5630, 
5851. . 6051 



Seq. ID OJ990620_34.9A19.C6 
Strand + 
End 6295 
Method . TBLASTX: Maize 
End 6067 
Score 228 
5477. .5623, 5627, .5803, 5628, .5804, 5801. .6067, 



9A19.C6.ol .tm 



Seq, No, 11109 

Gene No. 23612 

Start 717 

Name OJ990620_34 . 9A19 . C6 , o6 . tw 

Start 5914 

GI none 

Exons 5914.. 6183, 5915., 6247, 



Seq. ID" 
Strand 
End 

Method 
End 
Score 
5918. ,6226 



OJ990620_34 .9A19.C6 
+ 

6295 

TBLASTX: Wheat 

6247 

325 



Seq. No. 11110 

Gene No, 23613 

Start 4 78 

Name OJ990620_34 . 9A19 . C8 , ol , np 

Start 4 7B . 

GI 2498930 

Exons 478. .541, 709.. 1116 

GI Descrip. DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. ID OJ990620_34.9A19.C8 
Strand + 

1116 
AAT/NAP 
1116 
735 



End 

Method 

End 

Score 



Seq. No, 


11110 


Seq. ID 


OJ990620_34.9A19 


.C8 


Gene No. 


23613 


Strand 


+ 




Start 


478 


End 


1116 




Name 


OJ990620 34.9A19.C8.ol.gs 


Method 


GENSCAN 




Start 


482 


End 


1011 




GI 


none 


Score 


.47 




Exons 


482. .541, 709. ,1011 








Seq. No. 


11111 


Seq. ID 


OJ990520_22.9A22 


.C2 


Gene No. 


23614 


Strand 


+ 




Start 


1 


End 


6220 




Name 


OJ990520 22.9A22.C2.ol,np 


Method 


AAT/NAP 




Start 


1 


End 


6202 




GI 


6714410 


Score 


884 




Exons 


1..59, 1040. .1233, 2020, .2226, 3115. .3531, 5078. .5356, 






5858, .6202 








GI Descrip. 


(AC012328) unknown protein 


[Arabidopsis 


thaliana] 





Seq.. No. 11111 

Gene No. 23614 

Start 1 

Name OJ990520_22 . 9A22 . 02 . ol . gs 

Start 2684 

GI none 

Exons 2684.. 2833, 3118.. 3420, 3750, 
4825. .4906, 5078. .5356, 5858, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3994, 4000 
.6220 



OJ990520_22,9A22.C2 
+ 



6220 
GENSCAN 
6220 
.73 

4108, 



4226. ,4392, 



11621 



Seq. No. 11111 Seq. ID 

Gene No. 23614 Strand 

Start 1 End 

Name OJ990520_22 . 9A22 , C2 . ol . gp Method 

Start 2854 End 

GI 3107799 Score 

Exons 2854.. 2991 



OJ990520_22. 9A22.C2 
+ 

6220 
AAT/GAP 
2991 
259 





Seq. No. 


11111 




Seq. ID 


OJ990520_ 


22. 9A22.C2 




Gene No. 


23614 




Strand 


+ 






Start 


1 




End 


6220 






Name 


OJ990520 22 . 9A22 .C2 


o2 . ao 


Method 


AAT/GAP 






Start 


3920 ~ 




End 


4368 






GI 


2427727 




Score 


775 






Rm on ^ 


3920 4368 












ii^ C ^ * IN • 


11111 • 




Seq. ID 


OJ990520 


22 9A22 C2 






23615 




Strand 


+ 






Start 


17477 




End 


41367 






Name 


OJ990520 22.9A22.C2 


o4 . gs 


Method 


GENSCAN 






Start 


17477 




End 


19356 












Score 


.61 








17477 17S7n 17609 


17708 


17955. .18089, 19206. 


. A. ^ 'J \J 


Q 


Sea No 


11111 




Seq. ID 


OJ990520_ 


22 9A22 C2 






23615 




Strand 


+ 






Start 


17477 




End 


41367 




: I: 


Name 


OJQQOSPO 99 ^A99 C9 


o3 ■ np 


Method 


AAT/NAP 






Start 


18166 ~ 




End 


24058 






GI 


6175155 




Score 


727 






Exons 


18166. .18200, 20962 


.21333, 


21494. .21580, 21687. 


.21757, 


; *: 




21914 . .21990, 22119 


.22266, 


22413. .22578, 24039. 


.24058 




GI Descrip. 


(AC010796) putative 


protein 


kinase [Arabidopsis 


thaliana] 




Seq. No. 


mil 




Seq. ID 


OJ990520_ 


22. 9A22.C2 




Gene No. 


23615 




Strand 


+ 






Start 


17477 




End 


41367 




, 


Name 


OJ990520 22.9A22.C2 


o5 . gs 


Method 


GENSCAN 






Start 


20327 




End 


32901 




Q 


GI " 


none 




Score 


.63 






Exons 


20327. .20798, 20902 


.21333, 


21687, .21757, 21914. 


.21990, 






22119. .22266, 22413 


.22574, 


22825. .22976, 23726. 


.23938, 






24268. .24537, 26830 


.26840, 


28479. .28567, 29038. 


.29106, 






29529. .29853, 31057 


.31100, 


31745. .318( 


32, 32543. 


.32655, 



32736. .32901 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



mil Seq. ID 

23615 Strand 

17477 ; End 

OJ990520_22 . 9A22 . C2 . o4 . np Method 

23850 End 

6457349 Score 



OJ990520_22.9A22.C2 

4- 

41367 
AAT/NAP 
26081 
194 



23850. .23939, 24268 24 539, 26061. .26081 

(AF192276) short chain alcohol dehydrogenase [Arabidopsis 
thaliana] 



Seq. No. 11111 Seq. ID OJ990520_22 . 9A22 . C2 

11622 



Gene No. 


23615 


Strand 


+ 




Start 


17477 


End 


41367 




Name ■> 


OJ990520 22.9A22.C2.o5.np 


Method 


AAT/NAP 




Start 


25689 


End 


41367 




GI 


4680183 


Score 


195 




Exons 


25689. .25712, 28358. .28454, 


33888. .34001, 40596 


. .40671, 




41278. .41367 • 








GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 


Seq. No. 


mil 


Seq. ID 


OJ990520_ 


_22.9A22.C2 


Gene No. 


23616 


Strand 


+ 




Start 


41721 


End 


44991 




Name 


OJ990520 22. 9A22.C2.o8.gs 


Method 


GENSCAN 




Start 


41721 


End 


44991 




GI 


none 


Score 


.45 




Exons 


41721. .417 69, 42019 .. 42662, 


43968. .44073, 44192 


. .44243, 




44820. .44991 








Seq. No. 


mil 


Seq. ID 


OJ990520_ 


_22.9A22.C2 


Gene No. 


23617 


Strand 


+ 




Start 


45802 


End 


47309 




Name 


OJ990520 22.9A22.C2.o9.gs 


Method 


GENSCAN 




Start 


45802 


End 


47309 




GI 


none 


Score 


.66 




Exons 


45802. .45906, 46023. .46209, 


46708. .46812, 47221 


..47309 


Seq. No, 


mil 


Seq. ID 


OJ990520_ 


22.9A22.C2 


Gene No. 


23617 


Strand 


+ 




Start 


45802 


End 


47309 




Name 


OJ990520_22 . 9A22 . C2 . o7 .np 


Method 


AAT/NAP 




Start 


45923 


End 


46132 




GI 


250102 


Score 


76 




Exons 


45923. .46132 








GI Descrip. 


(S37645) acid phosphatase-1 


( 1 ) , Apase- 


1(1) [Lycopersicon 




esculentum==tomatoes, Mill., 


cv. VENT, 


Peptide Partial, 174 




[Lycopersicon esculentum] 








Seq..; No. 


mil 


Seq. ID 


OJ990520_ 


_22.9A22.C2 


Gene No. 


23618 


Strand 






Start 


6755 


End 


9188 




Name 


OJ990520 22.9A22.C2.o3.gp 


Method 


AAT/GAP 




Start 


6755 


End 


8449 




GI 


101 2.R1084 


Score 


1359 




Exons 


6755. .7006, 7092. .7155, 7271. .7386, 7922. .8095, 


8192. .8305 



aa] 



8403. . 8449 

GI Descrip. ' 4206195/gb | AAD11583 . 1 | AAD11583 9.0e-23 (AF071527) hypothetical 
protein [Arabidopsis thaliana] >gi_42 62169_gb_AAD14 4 69_ 
(AC005275) hypothetical protein [Arabidopsis thaliana] * 



Seq. No. ' 11111 
Gene No. 23618 
Start 6755 

Name OJ990520_22 . 9A22 . C2 . o2 . gs 

Start 7035 
GI none 

Exons 7035.. 7155, 7271.. 7386, 7922. 

8683. .9126 



OJ990520_22.9A22.C2 

9188 
GENSCAN 
9126 
.66 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8095, 8192. .8305, 8403. .8543, 



11623 



Seq. No. 11111 

Gene No. 23618 

Start 6755 

Name OJ990520_22 . 9A22 . C2 . o2 . np 

Start 7065 

GI 6862947 

Exons 7065.. 7155, 7271.. 7386, 7922, 
8683. .9135 

GI Descrip. (AC019018) unknown protein [Arabidopsis thaliana] 



OJ990520_22.9A22.C2 

9188 
AAT/NAP 
9135 
875 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8095, 8192. .8305, 8403. .8543, 



Seq. No. 11111 Seq. ID OJ990520_22 . 9A22 . C2 

Gene No. 23618 Strand 

Start 6755 End 9188 

Name OJ990520_22 . 9A22 . C2 . o4 , gp Method AAT/GAP 

Start 8484 End 9188 

GI 25157_1.R1084 Score 1067 

Exons 8484.. 8543, 8683.. 9188 

GI Descrip. M206195/gb | AAD11583 . 1 | AAD11583 2.0e-13 (AF071527) hypothetical 
protein [Arabidopsis thaliana] >gi_4262169_gb__AAD14 4 69_ 
{AC005275) hypothetical protein [Arabidopsis thaliana] * 



Seq. No. 11111 

Gene No. 23619 

Start 11418 

Name OJ990520_22 . 9A22 . C2 . o3 . gs 

Start 11418 

GI none 

Exons 11418. .11609, 12225 .. 12464 , 
16797. .16897, 1698 9. .17114 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_22 . 9A22 . C2 

17114 . 
GENSCAN 
17114 
.7 



12569. .12717, 14 922 15019, 



Seq. No. 11111 Seq. ID OJ990520_22 . 9A22 . C2 

Gene No. 23620 Strand 

Start 23254 End 23331 

Name OJ990520_22 . 9A22 . C2 . o5 . gp Method AAT/GAP 

Start 23254 End 23331 

GI LIB3477-003-P1-K1-E9 Score 101 

Exons 23254.. 23331 

GI Descrip. ' 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11111 
23621 
26046 

OJ990520_22 . 9A22 . C2 . o2 . tc 
2020 
.none 



Seq. ID OJ990520_22.9A22.C2 



Strand 
End 

Method 

End 

Score 



43149 

TBLASTX: Cress 

3369 

198 



2020. .2214, 2022. .2207, 3115. .3165, 3223. .3369, 3264. .3359 



mil 

23621 
26046 

OJ990520_22 . 9A22 . C2 . o3 . ts 

2083 

none 



Seq. ID OJ990520_22. 9A22.C2 
Strand 
End 

Method 
End 
Score 



43149 

TBLASTX : Soybean 

5968 

70 



2083. .2190, 5086. .5271, 5087. .5359, 5855. .5968 



11624 



Seq. No. 11111 
Gene No. 23621 
Start 26046 

Name OJ990520_22 . 9A22 . C2 . o2 . tm 

Start 3454 
GI none 

Exons 3454.V35-31, 3454.. 3531, 3456. 

5080.. 5358, 5855.. 5926, 5857. 
5918.. 6019, 5938.. 6036 



OJ990520_22 . 9A22 . C2 
43149 

TBLASTX: Maize 

6076 

103. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3536, 5075.. 5359, 5075.. 5347, 
.5898, 5917.. 6018, 5918.. 6076, 



Seq. No. 11111 
Gene No. 23621 
Start 26046 

Name OJ9"90520_22 . 9A22 . C2 . ol . tm 

Start 6892 
GI none 

Exons 6892.. 6939, 6894.. 7007, 7090. 

7268. .7387, 7269.-7379, 7270, 
7923.. 8096, 7925.. 8101, 7927, 
8192. .8308, 8193. .8309, 8391, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990520 22.9A22.C2 



43149 

TBLASTX: Maize 
8484 
77 

7152, 7095.. 7166, 7267.. 7383, 
7404, 7922.. 8086, 7923.. 8096, 
8100, 8190.. 8300, 8192.. 8308, 
8483, 8403.. 8483, 8404.. 8484 



Seq. No. 11111 

Gene No. 23621 

Start 26046 

Name OJ990520_22 . 9A22 .02 .o4 .ts 

Start 7092 

GI none 

Exons 7092,. 7166, 7123.. 7152, 7268. 

7922.. 8086, 7923.. 8093, 8004. 



Seq, ID 
Strand 
End 

Method 
End 
Score 



OJ990520 22.9A22.C2 



43149 

TBLASTX: Soybean 
8093 
44 

7387, 7270. .7410, 7271. .7387, 
8090 



Seq. No. 11111 

Gene No. 23621 

Start 26046 

Name OJ990520_22 . 9A22 . C2 . ol . ts 

Start 8192 

GI none 

Exons 8192.. 8308, 8217.. 8309, 8367. 
8683.-8778 



Seq. ID OJ990520_22.9A22.C2 
Strand 

End 43149 

Method TBLASTX : Soybean 

End 8778 

Score 110 

.8546, 8403--8555, 8404.-8547, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



mil 

23621 
26046 

OJ990520_22. 

8487 

none 

8487. .8555, 
8866. .8973 



9A22.C2.o4-tm 



8491. .8547, 8683, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8781, 



OJ990520 22-9A22-C2 



43149 

TBLASTX: Maize 
8973 
87 

8684-. 8755, 8743. .8964, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11111 
23621 
26046 

OJ990520_22 . 9A22 . 02 . ol . tw 

14125 

none 



Seq. ID OJ990520_22- 9A22-02 
Strand 

End 43149 

Method TBLASTX : Wheat 

End 17099 

Score 162 



14125.-14274, 14 130 -- 14291, 14 133 .. 14273, 14 92 1 15025, 
14922- - 15020, 14 923 -. 15042, 16794.-16898, 16796 16900, 



11625 








16797. 


.16898, 16799. 


. 16915, 


16987. . 17061, 16989. . 17099 






Sea No. 


11111 






Seq. ID 


OJ990520_22.9A22, 


.02 




Gene No . 


23621 






Strand 








Start 


26046 






End 


43149 






Name 


OJ990520 22.9A22.C2. 


o5 . tm 


Method 


TBLASTX: Maize 






Start 


14860 






End 


17138 






GI 


none 






Score . 


126 






Exons 


14860. 


.15021, 14868. 


. 15020, 


14902. .150^ 


52, 14903. .15025, 








16795. 


.16899, 16796. 


.16897, 


16993. .17061, 16995. .17138, 








17098. 


.17133 












Seq. No. 


11111 






Seq. ID 


OJ990520_22. 9A22. 


.C2 






23621 






Strand 








Start 


26046 






End 


43149 






Name 


OJ990520 22.9A22.C2. 


o3 . tm 


Method 


TBLASTX: Maize 






Start 


21033 






End 


28561 






GI 


none 






Score 


345 






Exons 


21033. 


.21332, 21044. 


.21271, 


21505. .21582, 21513 .. 21599, 








21691. 


.21768, 21692. 


.21760, 


21911. .21991, 21911. .21991, 








21913. 


.21993, 22119. 


.22220, 


22120. .22266, 224 13 22577 , 








28478. 


.28561 












Seq, No. 


11111 






Seq. ID 


OJ990520_22.9A22, 


.C2 


J 

Si 


Gene No. 


23621 






Strand 








Start 


26046 






End 


43149 




fi 


Name 


OJ990520 22.9A22.C2, 


ol . tc 


Method 


TBLASTX: Cress 






Start 


21036 






End 


21582 






GI 


none 






Score 


358 . 






Exons 


21036. 


.21137, 21039. 


.21335, 


21041. .21262, 21213. .21335, 




.y 




21289. 


.21336, 21472. 


.21582 










Seq. No. 


11111 






Seq. ID 


OJ990520_22.9A22, 


.C2 




Gene No. 


23621 






Strand 








Start 


26046 






End 


43149 






Name 


OJ990520 22.9A22.C2. 


o2 . tw 


Method 


TBLASTX: Wheat 






Start 


21036 






End 


21260 






GI 


none 






Score 


223 




3; 

. ; 

: cf 


'Exons 


21036. 


.21260, 21041. 


.21259 








■'\ 

'M 


Seq. No. 


11111 






Seq. ID 


OJ990520_22.9A22, 


.02 




Gene No. 


23621 






Strand 








Start 


26046 






End 


43149 






Name 


OJ990520 22.9A22.C2. 


o2 . ts 


Method 


TBLASTX: Soybean 






Start 


21039 






End 


21341 






GI 


none 






Score 


355 






Exons 


21039. 


.21341, 21041. 


.21268 










Seq. No. 


11111 






Seq. ID 


OJ990520_22.9A22, 


.02 




Gene No. 


23621 






Strand 








Start 


26046 






End 


43149 






Name 


OJ990520 22.9A22.C2. 


o5 . ts 


Method 


TBLASTX: Soybean 






Start • 


21507 






End 


28570 






GI 


none 






Score 


111 






Exons 


21507. 


.21581, 21508. 


.21582, 


21674 . .21760, 21691 .. 21768 , 








21913. 


.21990, 21914. 


.21991, 


21919. .22002, 22089 22211, 








22119. 


.22223, 22120. 


.22266, 


22120. .22266, 28469.. 28570 





11626 




Seq. No. 


11111 


Seq. ID 


OJ990520_22,9A22. 


C2 


Gene No. 


23621 


Strand 






Start 


26046 


End 


43149 




Naiue 


OJ990520 22.9A22.C2.o6.tm 


Method 


TBLASTX: Maize 




Start 


24249 


End 


24526 




GI 


none 


Score 


106 




Exons 


24 24 9. ,24 332, 24265 ,. 2437 5, 


242 66. .24328,- 24268. .24 4 80, 






242 69.. 24 52 6, 24431,, 24484 








Seq. No. 


mil 


Seq. ID 


OJ990520_22. 9A22. 


02 


Gene No. 


23621 


Strand 






Start 


26046 


End 


43149 




Name 


OJ990520 22.9A22,C2.o6,np 


Method 


AAT/NAP 




Start 


26046 


End 


43149 




GI 


6175155 


Score 


140 




Exons 


26046. ,26065, 39562 .. 40010, 


42665. .42859, 43006., 43149 




GI Descrip. 


(AC010796) putative protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


mil 


Seq. ID 


OJ990520_22. 9A22. 


02 


Gene No . 


23621 


Strand 






Start 


26046 


End 


43149 




Name 


OJ990520 22.9A22,C2,o7.gs 


Method 


GENSCAN 




Start 


38709 ~ 


End 


40487 




GI 


none 


Score 


.63 




Exons 


387 09. . 38888., 39767 . . 39932, 


39946. .40487 




Seq. No. 


11112 


Seq. ID 


OJ990520_22.9A22, 


03 


Gene No. 


23622 


Strand 


+ 




Start 


2100 


End 


14801 




Name 


OJ990520 22.9A22.C3,ol.np 


Method 


AAT/NAP 




Start 


2100 


End 


14801 




GI 


6523547 


Score 


340 




Exons 


2100.. 2316, 3328.. 3473, 3965 


. .4 315, 10445. .10590, 12068. 


.12121, 




12302. .12413, 12575, ,12709, 


14714. ,14801 




GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 




carteri f. nagariensis] 








Seq. No. 


11112 


Seq. ID 


OJ990520__22. 9A22, 


03 


Gene No . 


23622 


Strand 


+ 




Start 


2100 


End 


14801 




Name 


OJ990520 22.9A22.C3.o4.gs 


Method 


GENSCAN 




Start 


11332 


End 


13276 




GI 


none 


Score 


.63 




Exons 


11332. ,11389, 12331. ,1274 5, 


13162. .13276 




Seq. No. 


11112 


Seq. ID 


OJ990520_22, 9A22. 


03 


Gene No, 


23622 


Strand 


+ 




Start 


2100 


End 


148.01 




Name 


OJ990520 22.9A22,C3.o2.gp 


Method 


AAT/GAP 




Start 


13958 


End 


14557 




GI 


3761363 


Score 


851 




Exons 


13958. .14557 








GI Descrip, 


5852170/embl AL117265. 1 IOST17804 l,0e-151 Oryza sativa 






indica(GLA4) genomic DNA, chromosome 4 


, BAG clone: tl7804 


Seq, No. 


11112 


Seq. ID 


OJ990520_22.9A22. 


03 



11627 




Gene No. 23623 Strand + 

Start 16378 End 18274 

Name OJ990520_22 . 9A22'. C3 . o2 . np Method AAT/NAP 

Start 16345 End 18274 

GI 134153 Score 79 

Exons 16345. .16476, 18241.. 18274 

GI Descrip, NADP-DEPENDENT D-SORBITOL-6-PHOSPHATE DEHYDROGENASE 

(ALDOSE- 6- PHOSPHATE REDUCTASE [NADPH] ) gi | 217951 | dbj | BAA01853 | 
(D11080) NADP-dependent D-sorbitol-6-phosphate dehydrogenase 
[Malus domestica] gi 13688805 (AF057134) NADP-dependent sorbitol 
6-phosphate dehydrogenase [Malus domestica] 

gi I 445618 Iprf I I 1909365A NADP sorbitol phosphate dehydrogenase 
[Malus domestica] 



Seq. No. 


11112 




Seq. ID 


OJ990520 


22 


. 9A22 


.C3 


Gene No. 


23623 




Strand 


+ 








Start 


16378 




End 


18274 








Name 


OJ990520 22.9A22.C3.o5 


.gs 


Method 


GENSCAN 








Start 


16378 




End 


16509 








GI 


none 




Score 


. 88 








Exons 


16378. .16509 














I'-'E Seq. No. 


11112 




Seq. ID 


OJ990520 


22, 


. 9A22 


. C3 


"11 Gene No. 


23624 




Strand 


-H 








1:;; start 


20446 




End 


20910 








Name 


OJ990520 22.9A22.C3.o6, 


.gs 


Method 


GENSCAN 








n? start 


20446 




End 


20910 








LJ GI 


none 




Score 


. 57 








1 : 1 Exons 


20446. .20451, 20530.. 20910 












Seq. No. 


11112 




Seq. ID 


OJ990520 


22 . 


. 9A22 


. C3 


: Gene No . 


23625 




Strand 










start 


317 




End 


660 








Name 


OJ990520 22. 9A22.C3.ol, 


■ gp 


Method 


AAT/GAP 








start* 


317 




End 


660 








i GI 


2280868 




Score 


669 








' Exons 


317. .660 














Seq. No. 


11112 




Seq. ID 


■ OJ990520_ 


_22. 


, 9A22 


.C3 


I J Gene No. 


23626 




Strand 










Start 


3312 




End 


4352 








Name 


OJ990520 22.9A22.C3.o2, 


,gs 


Method 


GENSCAN 








Start 


3312 




End 


4352 








GI 


none 




Score 


1 








Exons 


3312. .4352 














Seq. No. 


11112 




Seq. ID 


OJ990520_ 


22. 


,9A22 


.C3 


Gene No. 


23627 




Strand 










Start 


5538 




End 


7073 








Name 


OJ990520 22.9A22.C3.o3. 


gs 


Method 


GENSCAN 








Start 


5538 




End 


7073 








GI 


none 




Score 


.55 








Exons 


5538. .5991, 7018. .7073 














Seq. No. 


11112 




Seq. ID 


OJ990520^ 


22. 


9A22 


.C3 


Gene No. 


23628 




Strand 










Start 


16079 




End 


16157 









11628 



Name OJ990520_22 . 9A22 . C3 . o4 . gp Method AAT/GAP 

Start 16079 End 16157 

GI LIB3477-003-P1-K1-E9 Score 113 

Exons 16079. .16157 

GI Descrip. ' 2498586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory .s 1 [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11112 Seq. ID 

23629 Strand 
18852 End 23140 

OJ990520_22 . 9A22 . 03 . o4 . np Method AAT/NAP 

18852 End 23140 

5042454 Score 72 

18852. . 18872, 21478 .. 2164 9, 23086. .23140 
(AC007789) putative polyprotein [Oryza sativa] 



OJ990520 22.9A22.C3 



11112 
23629 
18852 

OJ990520_22. 9A22.C3.o7.gs 
21201 ■ 
none 

21201. .21359, 21559. .21666, 21788.. 21835 



Seq. ID OJ990520_22. 9A22.C3 
Strand 

End 23140 

Method GENSCAN 

End 21835 

Score .78 



11113 Seq. ID OJ990520_22 . 9A22 . 04 

23630 Strand + 

2486 End 2590 

OJ990520_22 . 9A22 . 04 . o3 . np Method AAT/NAP 

2486 End 2590 

6721561 Score 86 

2486. .2590 

(AP001073) EST AU082058 (012976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gii 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (012976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 11113 Seq. ID 

Gene No. 23631 Strand 

Start 3082 End 

Name OJ990520_22 . 9A22 . 04 . ol . gp Method 

Start 3082 End 

GI uO-osflcyp088bl2bl Score 

Exons 3082 . . 3186 

GI Descrip. * 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 * 



OJ990520_22.9A22.C4 
+ 

3186 
AAT/GAP 
3186 
140 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11113 
23632 
168 

OJ990520_22 . 9A22 . 04 . ol . np 
168 

6815109 



3771 
AAT/NAP 
3078 
484 

168. .459, 491. .705, 869. .1668, 3035. .3078 
(AP001081) hypothetical protein [Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990520 22.9A22.04 



11629 




Seer No 


11113 


Seq. ID 


OJ990520 22 9A22 


. C4 


Gene No. 


23632 


Strand 






Start 


168 


End 


3111 




Nsme 


OJ99n520 22 9A22 C4 o2 no 


Method 


AAT/NAP 




Start 


2365 ~ 


End 


3771 




GI 


^ \J (J VJ X u 


Score 


99 




R von ^ 


236S 24S^ 3724 3771 










fAFT117nQ^ aaa— Dol orotein 

\ XXX / W^y ^V-ZX ^XV_/UCXX1 


[Oryza sativa subsp. indica] 




Seq. No. 


11113 


O C * X 




.C4 


Gene No. 


23632 


strand 






Start 


168 


End 


3771 




Name 


OJ990520 22 9A22 C4 o2 as 


Method 


GENSCAN 




Start 


2616 ~ 


End 


3077 




GI 


none 


Score 


.57 




Exons 


2616. 2721, 2968.. 3077 








Seq. No. 


11114 


Seq. ID 


OJ990520_22,9A22, 


.C5 


Gene No. 


23633 


Strand 


+ 




Start 


45 


End 


124 




Name 


OJ990520 22 9A22 C5 ol as 


Method 


GENSCAN 




c-|- a -rf- 


4 5 ~ 


End 


124 






none 


Score 


.83 




T^' von Q 


4 5. .124 








c Qrr "Mo 


1 1 1 1 s 

X X X X o 


Seq. ID 


OJ990520_22. 9A22, 


• \^ \j 


o n KI o 


23634 


Strand 






O L. d I. l_ 


1 


End 


16109 




Name 


OJ990520 22.9A22.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


16109 




GI 


6714410 


Score 


991 




Rvon^ 

i_J A V-i*! J. i3 


1..21, 402. .607, 716. .934, 


1558. . 1718, 


1832.. 2024, 3599, 


. .3662, 




3996. .4161, 4237. .4342, 5398. .5561, 6188. .6322, 6392. .6634, 




16035. .16109 








VJ X L^COVj-J L ^ ■ 


(AC012328) unknown protein 


[Arabidopsis thaliana] 




Qprr No 


11115 


Seq. ID 


OJ990520_22.9A22, 


.C6 




23634 


Strand 






Start 


1 


End 


16109 




Name 


OJ990520 22.9A22.C6.ol.gs 


Method 


GENSCAN 




Start 


381 


End 


14671 




GI 


none 


Score 


.71 




p. vnn Q 


381. .537, 1832.. 2024, 3599. 


.3689, 4029. 


.4161, 5421. .5561, 




5682. .5743, 5824. .5911, 6188. .6617, 6732. .7046, 7788. .7957, 




7991. .8091, 8251. .8403, 9729. .9779, 114 94 .. 11547 , 11896, 


. .12007 




12437. .12899, 13064 .. 13472 , 


13922. .13996, 14512. .14671 




Seq. No. 


11115 


Seq. ID 


OJ990520_22.9A22. 


.C6 


Gene No. 


23634 


Strand 






Start 


1 


End 


16109 




Name 


OJ990520 22. 9A22.C6.ol.gp 


Method 


AAT/GAP 




Start 


4034 


End 


5568 




GI 


426419 


Score 


714 




Exons 


4034. .4161, 4237. .4362, 5421. .5568 






Seq. No. 


11115 


Seq. ID 


OJ990520_22.9A22. 


.C6 


Gene No. 


23634 


Strand 







11630 






start 


1 




End 


16109 






Name 


OJ990520 22. 9A22.C6. 


, o2 . QD 


Method 


AAT/GAP 






Start 


12461 ~ 




End 


12738 






GI 


none 




Score 


437 






Exons 


12461. .12738 












Seq. No. 


11115 




Seq. ID 


OJ990520_22. 9A22 


.C6 




Gene No. 


23635 




Strand 








Start 


19683 




End 


20025 






Naine 


OJ990520 22.9A22.C6. 


. o2 . tw 


Method 


TBLASTX: Wheat 






Start 


19683 ~ 




End 


20025 






GI 


none 




Score 


66 






Exons 


19683 . .19814, 19810 . 


. .20025 


, 19848. .20024 






Sea No. 


11115 




Seq. ID 


OJ990520_22. 9A22 


.C6 




Gene No. 


23636 




Strand 








Start 


20230 




End 


20714 






Name 


OJ990520 22.9A22.C6, 


, ol . tw 


Method 


TBLASTX: Wheat 






Start 


20230 




End 


20684 






GI 


none 




Score 


357 






Exons 


20230. .20601, 20256. 


. .20594 


, 20290. .20601, 20601 .. 20684 , 








20612. .20683 












*Seq. No. 


11115 




Seq. ID 


OJ990520_22. 9A22 


.C6 




Gene No. 


23636 




Strand 








Start 


20230 




End 


20714 




ul 


Name 


OJ990520 22 9A22 C6 


, ol . tm 


Method 


TBLASTX: Maize 




i* 1 1 
i fsr 


Start 


20358 ~ 




End 


20714 






GI 


none 




Score 


276 




i . ; 


Ex on s 


20358. .20591, 20359. 


. . 20592 


, 20549. .20713, 20598. .20714 






Seq. No. 


11116 




Seq. ID 


OJ990430_20.9A20 


.CI 




Gene No. 


23637 




Strand 


+ 






Start 


1 




End 


1735 




.e s; 


Name 


OJ990430 20.9A20.C1. 


. ol . np 


Method 


AAT/NAP 






Start 


1 




End 


774 




js St 


GI 


4887620 




Score 


429 






Exons 


1..162, 259. .390, 640. .774 










GI Descrip, 


{AB007629) homeobox 


gene [Oryza sativa] 






Seq. No. 


11116 




Seq. ID 


OJ990430_20. 9A20 


.CI 




Gene No. 


23637 




Strand 


+ 






Start 


1 




End 


1735 






Name 


OJ990430 20.9A20.C1. 


.ol.gp 


Method 


AAT/GAP 






Start 


256 




End 


1196 






GI 


40 1.R1084 




Score 


1080 






Exons 


256. .390, 640. .773, 


883. .1196 








GI Descrip. 


M887620/dbj IBAA77823.il 1 


.Oe-104 (AB007629) homeobox gene 






[Oryza sativa] ' 












Seq. No. 


11116 




Seq. ID 


OJ990430_20. 9A20 


.CI 




Gene No. 


23637 




Strand 


+ 






Start 


1 




End 


1735 






Name 


OJ990430 20.9A20.C1, 


,ol.gs 


Method 


GENSCAN 






Start 


259 




End 


1735 






GI 


none 




Score 


.83 






Exons 


259. .390, 640. .773, 


1202. . 


1312, 1648.. 


1735 





11631 






Seq. No. 


11116 


Seq. ID 


OJ9904 30_20. 9A20.C1 




Gene No. 


23638 


Strand 






Start 


1906 


End 


5341 




Name 


OJ990430 20.9A20.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


255 


End 


810 




GI 


none 


Score 


243 




Exons 


255. .392, 256. .390, 638. .775, 


640. .810, 


669. .776 




Seq. No. 


11116 


Seq. ID 


OJ990430_20. 9A20.C1 




Gene No. 


23638 


Strand 






Start 


1906 


End 


5341 




Name 


OJ990430 20. 9A20.Cl.o2 . ts 


Method 


TBLASTX : Soybean 




Start 


255 


End 


774 




GI 


none 


Score 


236 




Exons 


255. .392, 256. .390, 640. .747, 


643. .738, 


669. .740, 733. .774 




Seq. No. 


11116 


Seq. ID 


OJ990430_20 . 9A20 .CI 




Gene No. 


23638 


Strand 






Start 


1906 


End 


5341 




Name 


OJ990430 20. 9A20.Cl.o2.tc 


Method 


TBLASTX: Cress 




Start 


255 


End 


774 




GI 


none 


Score 


217 


It 

: cr 


Exons 


255. .437, 256. .390, 640. .774, 


669. .737 




ji 


Seq. No. 


11116 


Seq. ID 


OJ9904 30_20. 9A20.C1 


" ; \ 


Gene No . 


23638 


Strand 






Start 


1906 


End 


5341 


. -1 


Name 


OJ990430 20. 9A20.Cl.ol. tw 


Method 


TBLASTX: Wheat 


. t 
L: 


Start 


255 


End 


783 


'\ 


' GI 


none 


Score 


194 


i i 


Exons 


255. .434, 256. .390, 571. .600, 


640. .783, 


640. .738, 669. .749 




Seq. No. 


11116 


Seq. ID 


OJ990430_20. 9A20.C1 


; Ri. 

.J 


Gene No. 


23638 


Strand 




:. I 
~l 


Start 


1906 


End 


5341 




Name 


OJ990430 20.9A20.Cl.o2.gp 


Method 


AAT/GAP 


Ci 


Start 


1906 


End 


3893 




GI 


29167 1.R1084 


Score 


1716 


l\ 


Exons 


1906. .2587, 2787. .2912, 3021. 


.3116, 374 


8. .3812, 3839. .3893 


'\ 


GI Descrip. 


' 3451072/emb|CAA204 68. 1 | 2 . Oe- 


-35 (AL031326) putative protein 






[Arabidopsis thaliana] ' 








Seq. No. 


11116 


Seq. ID 


OJ990430_20. 9A20.C1 




Gene No. 


23638 


Strand 






Start 


1906 


End 


5341 




Name 


OJ990430 20. 9A20.Cl.o2.tm 


Method 


TBLASTX: Maize 




Start 


2265 


End 


2843 




GI 


none 


Score 


41 




Exons 


2265.. 2348, 22771.2363, 2283. 


.2306, 2315. .2365, 2328. .2375, 






2359. .2490, 2372. .2416, 2414. 


.2482, 2416.. 2595, 2478.. 2591., 






2675. .2692, 2786. .2839, 2791. 


.2841, 2793. .2843 




Seq. No. 


11116 


Seq. ID 


OJ990430_20.9A20.C1 




Gene No. 


23638 


Strand 






Start 


1906 


End 


5341 




Name 


OJ990430 20.9A20.Cl.o2.gs 


Method 


GENSCAN 



11632 




start 


2267 








End 


3963 




GI 


none 








Score 


.51 




Exons 


2267. .2748, 


2788. 


. .2866, 


3748. 


.3829, 3926.. 3963 




Seq. No. 


11116 








Seq. ID 


OJ990430 


20. 9A20.C1 


Gene No. 


23638 








Strand 






Start 


1906 








End 


5341 




Name 


OJ990430 20 


.9A20. 


.C1.02. 


np 


Method 


AAT/NAP 




Start 


2360 






End 


5337 




GI 


6358788 








Score 


828 




Exons 


2360. .2416, 


2453, 


, .2587, 


2787. 


.2912, 3021.. 3116, 


3748. .3829 




3926. .3982, 


5100. 


, .5121, 


5235. 


.5337 






GI Descrip. 


(AC010852) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


11116 








Seq. ID 


OJ990430 


20. 9A20 .CI 


Gene No. 


23638 








Strand 






Start 


1906 








End 


5341 




Name 


OJ990430 20 


.9A20. 


Cl.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2365 








End 


5331 


GI 


none 








Score 


126 




Exons 


2365. .2532, 


2366. 


.2533, 


2454 . 


.2543, 2475. .2534, 


2511. .2591 




2537. .2593, 


2543. 


.2593, 


2675. 


.2713, 211 


37. .2909, 


2787. .2912 




2791. .2913, 


3020 . 


. 3103, 


3021 . 


.3119, 3022. .3117, 


3745 3831 




3746. .3832, 


3922. 


.3990, 


3924. 


.4007, 3925. .4008, 


5236. .5331 




5237. .5329 














Seq. No. 


11116 








Seq. ID 


OJ990430 


_20. 9A20.C1 


i =? Gene No . 


23638 








Strand 






Q Start 


1906 








End 


5341 




1 1 1 Name 


OJ990430 20 


. 9A20. 


Cl.ol. 


tc 


Method 


TBLASTX: 


Cress 


"=| Start 


3021 








End 


5341 




1:1 GI 


none 








Score 


100 




' Exons 


3021. .3119, 


3022. 


.3117, 


3745. 


.3831, 3746. .3832, 


3922. .3981. 


Q 


3923. .3982, 


3924. 


.3983, 


3925. 


.3993, 5236. .5340, 


5237. .5341 


Seq. No. 


11116 








Seq. ID 


OJ990430 


_20. 9A20.C1 


i^j' Gene No. 


23638 








Strand 






\ Start 


1906 








End 


5341 




'"yj^ Name 


OJ990430 20 


. 9A20. 


C1.03. 


gs 


Method 


GENSCAN 




Q Start 


4400 








End 


5337 




n GI 


none 








Score 


.58 




Exons 


4400. .4500, 


5100. 


.5337 










Seq. No. 


11117 








Seq. ID 


OJ990430 


_20. 9A20.C2 


Gene No. 


23639 








Strand 


+ 




Start 


6272 








End 


8324 




Name 


OJ990430 20 


. 9A20. 


C2.03. 


gs 


Method 


GENSCAN 




Start 


6272 








End 


8324 




GI 


none 








Score 


.99 




Exons 


6272. .6575, 


6718. 


.6995, 


8268. 


.8324 






Seq. No. 


11117 








Seq. ID 


OJ990430 


_20. 9A20.C2 


Gene No. 


23640 








Strand 


+ 




Start 


8751 








End 


14963 




Name 


OJ990430 20 


.9A20. 


C2.02. 


np 


Method 


AAT/NAP 




Start 


8751 








End 


14963 




GI 


5922631 








Score 


198 





11633 




Exons 


8751. .8779, 11067. .11237, 


14928. .14963 




GI Descrip. 


{AP000492) ESTs C26347 (C12145 ) , AU078074 (C12145) correspond 




region of the predicted gene.; similar 


to prpol; Zea mays 




retrotransposon Cinful-1. 


(AF049110) [Oryza sativa] 




gil 6016864 Idbj | BAA85207.il 


(AP000570) : 


ESTs 




C26347 (C12145) ,AU078074 (C12145) correspond to a region of i 




predicted gene.; Similar to prpolv Zea 


mays retrotransposoi 




Ginful-1. (AF049110) [Oryza sativ 




Seq. No. 


11117 


Seq. ID 


OJ990430_20.9A20.C2 


Gene No. 


23640 


Strand 


+ 


Start 


8751 


End 


14963 


Name 


OJ990430 20.9A20.C2.o4.gs 


Method 


GENSCAN 


Start 


9803 


End 


13931 


GI 


none 


Score 


.75 


Exons 


9803. .9866, 10132 10242, 


11037. .11237 


, 12080. .12237, 




13485. .13931 






Seq. No. 


11117 


Seq. ID 


OJ990430_20.9A20.C2 


Gene No. 


23640 


Strand 


•f 


Start 


8751 


End 


14963 


Name 


OJ990430 20.9A20.C2.o3.np 


Method 


AAT/NAP 


Start 


13187 


End 


14963 


GI 


6907086 


Score 


1123 


Exons 


• 13187. .1395 9, 14 020. .14177 


, 14397. .14577, 14 619 .. 147 97 , 




14910. .14963 






GI Descrip. 


{AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


11117 


Seq. ID 


OJ990430_20.9A20.C2 


Gene No. 


23641 


Strand 




Start 


5176 


End 


5419 


Name 


OJ990430 20. 9A20.C2.ol.np 


Method 


AAT/NAP 


Start 


5176 


End 


5419 


GI 


4584355 


Score 


191 


Exons 


5176. .5419 






GI Descrip. 


(AC006420) Ac-like transposase [Arabidopsis thaliana] 


Seq. No. 


11117 


• Seq. ID 


OJ990430_20. 9A20.C2 


Gene No. 


23642 


- Strand 




Start 


6313 


' End 


6582 


Name 


OJ990430 20.9A20.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


6313 


End 


6582 


GI 


none 


Score 


131 


Exons 


6313. .6396, 6314. .6397, 6485. .6577, 6493. .6582 


Seq. No. 


11118 


Seq. ID 


OJ990430_20. 9A20.C3 


Gene No. 


23643 


Strand 


+ 


Start 


854 


End 


3266 


Name 


OJ990430 20. 9A20.C3.o5.tw 


Method 


TBLASTX: Wheat 


Start 


161 


End 


556 


GI 


none 


Score 


337 


Exons 


161. .556, 298. .540 






Seq. No. 


11118 


Seq. ID 


OJ990430_20. 9A20.C3 


Gene No. 


23643 


Strand 


+ 


Start 


854 


End 


3266 


Name 


OJ990430 20.9A20.C3.ol.tw 


Method 


TBLASTX: Wheat 



11634 



start 799 

GI none 

Exons 799.. 1254, 800.. 1255 

Seq. No. 11118 

Gene No. 23643 

Start 854 

Name OJ990430_20 . 9A20. C3 . o3 . ts 

Start 839 

GI none 

Exons 839.. 1063, 1070.. 1204 

Seq. No. 11118 

Gene No. 23643 

Start 854 

Name OJ990430_20 . 9A20 . C3 . ol . np 

Start 854 

GI 5902445 ' 

Exons 854.. 3266 

GI Descrip. (AB030283) GAG-POL precursor 

Seq. No. 11118 

Gene No. 23643 
Start • 854 

Name OJ990430_20 . 9A20 : 03 . o3 . tm 

Start 929 

GI none 

Exons 929.. 1285, 970.. 1275 

Seq. No. 11118 

Gene No. 23643 

Start 854 

Name O J9 9 0 4 3 0_2 0 . 9A2 0 . C 3 . o2 . t w 

Start 1370 

GI none 

Exons 1370.. 1789, 1414.. 1794 

Seq. No. 11118 

Gene No. 23643 

Start 854 

Name OJ990430_20 . 9A20 . C3 . ol . ts 

Start 1457 

GI none 

Exons 1457.. 1849, 1465.. 1608, 1481. 

Seq. No. 11118 

Gene No. 23643 

Start 854 

Name OJ990430_20 . 9A20 . C3 . o2 . tm 

Start 1516 

GI none 

Exons 1516.. 1770, 1517.. 1771, 1517. 

Seq. No. 11118 

Gene No. 23643 

Start 854 

Name OJ990430 20 . 9A20 . C3 . o6 . tw 



End 1255 
Score 478 



Seq. ID OJ990430_20. 9A20.C3 

Strand + 

End 3266 

Method TBLASTX : Soybean 

End 1204 

Score 134 



Seq. ID OJ990430_20.9A20.C3 

Strand + 

End 3266 

Method AAT/NAP 

End 3266 

Score 3824 

[Oryza sativa] 

Seq. ID OJ990430_20.9A20.C3 

Strand + 

End 3266 

Method TBLASTX: Maize - 

End 1285 

Score 373 



Seq. ID OJ990430_20. 9A20.C3 

Strand + 

End 32 66 

Method TBLASTX : Wheat 

End 1794 

Score 432 



Seq. ID OJ990430_20.9A20.C3 
Strand + 

3266 

TBLASTX : Soybean 
1849 
300 



End 

Method 
End 
Score 
.1780 



Seq. ID OJ990430_20. 9A20.C3 

Strand + 

End 3266 

Method TBLASTX: Maize * 

End 1960 

Score 277 

.1771, 1793. .1936, 1934. .1960 

Seq. ID OJ990430_20.9A20.C3 

Strand + 

End 3266 

Method TBLASTX : Wheat 



11635 



start 
GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1799 End 2083 

none Score 272 - 

1799. .2080, 1808. .1906, 1988. .2083 



11118 
23643 
854 

OJ9904 30_20 . 9A20 . C3 . o2 . ts 

2075 

none 

2075. .2461, 2083. .2169, 2224, 

11118 
23643 
854 

OJ990430_20 . 9A20 . C3 . o3 . tw 

2084 

none 

2084. .2506, 2089. .2430 



Seq. ID OJ990430_20. 9A20.C3 
Strand + 

3266 

TBLASTX: Soybean- 
2463 
255 



End 

Method 
End 
Score 
.2463 



Seq. ID OJ990430_20.9A20.C3 

Strand + 

End 3266 

Method TBLASTX : Wheat 

End • 2506 

Score 396 



Seq. No. 11118 

Gene No. 23643 

Start 854 

Name OJ9904 30_20 . 9A20 . 03 . o4 . tm 

Start 2138 

GI none 

Exons 2138. .2308, 2312.. 2410 



Seq. ID OJ990430_20.9A20.C3 

Strand + 

End 3266 

Method TBLASTX: Maize 

End 2410 

Score 135 



Seq. No. 11118 

Gene No. 23643 

Start 854 

Name OJ990430_20 . 9A20 . 03 . o4 . tw 

Start 2809 

GI none 

Exons 2809.. 2958, 2810.. 2962, 2938. 



Seq. ID OJ990430_20.9A20.O3 

Strand + 

End 3266 

Method TBLASTX : Wheat 

End 3195 

Score 176 

.3195, 2943. .3119, 3004. .3195 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11118 
23643 
854 

OJ990430_20. 9A20. 03.01. tm 

2810 

none 



Seq. ID OJ990430_20.9A20.O3 

Strand + 

End 3266 

Method TBLASTX: Maize 

End 3165 

Score 189 



2810. .2962, 2824. .2958, 2943. .3125, 2953. .3126, 3118. .3165 



Seq. No. 11119 

Gene No. 23644 

Start 10809 

Name OJ990430_20 . 9A20 . 04 . o4 . gs 

Start 10809 

GI none 
Exons 



Seq. ID OJ990430_20. 9A20.O4 

Strand + 

End 17256 

Method GENSOAN 

End 17256 

Score .51 



10809. .11022, 11088. .11324, 12059 .. 12254 , 12789 .. 12979, 
13458. .13607, 1564 5 .. 15706, 1 6355 .. 16557 , 1 6788 .. 16947 , 
17032. .17256 



Seq. No. 
Gene No. 
Start 



11119 
23644 
10809 



Seq. ID OJ990430_20. 9A20.O4 
Strand + 
End 17256 



11636 



Name 


OJ9904 30 20. 9A20.C4 .o2 .gp 


Method 


AAT/GAP 




Start 


12825 


End 


13272 




GI 


uC-osflcypl73b03bl 


Score 


880 




Exons 


12825. .13272 








GI Descrip. 


M263821/gb|AAD15464 1 2.0e- 


16 {AC006067) hypothetical protein 




[Arabidopsis thaliana] ' 








Seq. No. 


11119 


Seq. ID 


OJ990430_20.9A20. 


C4 


Gene No. 


23645 


Strand 


+ 




Start 


23261 


End 


25779 




Name 


OJ990430 20. 9A20.C4.o6.gs 


Method 


GENSCAN 




Start 


23261 


End 


25779 




GI 


none 


Score 


.72 




Exons 


23261. .23323, 24956. . 25092, 


25154. .25419, 255 65. .2577 9 




Seq. No. 


11119 


Seq. ID 


OJ990430_20. 9A20. 


C4 


Gene No. 


23646 


Strand 


+ 




Start 


26227 


End 


26471 




Name 


OJ990430 20.9A20.C4.o4.gp 


Method 


AAT/GAP 




Start 


26227 


End 


26471 




GI 


8022 1.R1084 


Score 


322 




Exons 


26227. .26471 








GI Descrip. 


' 50914 96/dbj IAB0234 82.2 1 AB0234 82 3.0e- 


37 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03/ complete sequence* 




Seq. No. 


11119 


Seq. ID 


OJ990430_20.9A20. 


C4 


Gene No. 


23647 


Strand 


+ 




Start 


29799 


End 


30704 




Name 


OJ990430 20. 9A20.C4.o8.gs 


Method 


GENSCAN 




Start 


29799 


End 


30704 




GI 


none 


Score 


.78 




Exons 


29799. .29864, 30237.. 30704 








Seq. No. 


11119 


Seq. ID 


OJ990430_20.9A20. 


C4 


Gene No. 


23648 


Strand 






Start 


1 


End 


3303 




Name 


OJ990430 20.9A20.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3235 




GI 


4263821 


Score 


662 




Exons 


1..59, 211. .292, 1077. .1164 


, 1238. .1377, 2486. .2634, 2725. .28 




2897. .2994, 3058, .3235 








GI Descrip. 


(AC006067) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


11119 


Seq. ID 


OJ990430_20.9A20. 


C4 


Gene No. 


23648 


Strand 






Start 


1 


End 


3303 




Name 


OJ990430 20. 9A20.C4.ol.gs 


Method 


GENSCAN 




Start 


219 


End 


3166 




GI 


none 


Score 


.87 




Exons 


219. .292, 1077. .1164, 1238. 


.1377, 1751 


..1837, 2521. .2634 






2725. .2847, 2897. .3018, 3058. .3166 






Seq. No. 


11119 


Seq. ID 


OJ990430_20. 9A20. 


C4 


Gene No. 


23648 


Strand 






Start 


1 


End 


3303 




Name 


OJ990430 20.9A20.C4.ol.gp 


Method 


AAT/GAP 




Start 


2885 


End 


3303 





11637 




GI 


3061057 


Score 


544 






Exons 


2885. .2973, 3058. .3303 










GI Descrip. 


4263821/gb|AAD15464 1 2.0e-16 


. (AC006067) 


hypothetical prote. 




[Arabidopsis thaliana] 










Seq. No. 


11119 


Seq. ID 


OJ990430_ 


20.9A20. 


C4 


Gene No. 


23649 


Strand 








Start 


3460 


End.- 


7-218 






Name 


OJ990430 20.9A20.C4.o2.gs 


Method . 


GENSCAN 






Start 


3460 


End 


7218 






GI 


none 


Score 


.58 






Exons 


3460. .3593, 4121.. 4240, 5185 


..5219, 5883. .5974, 


7051. .7218 


Seq. No. 


11119 


Seq. ID 


OJ990430_ 


20. 9A20. 


C4 


Gene No. 


23650 


Strand 








Start 


9123 


End 


10015 






Name 


OJ990430 20.9A20.C4.o3.gs 


Method 


GENSCAN 






Start 


9123 


End 


10015 






GI 


none 


Score 


.48 






Exons 


9123. .9212, 9962. .10015 










Seq. No. 


11119 


Seq. ID 


OJ990430_ 


20.9A20. 


C4 


Gene No. 


23651 


Strand 








Start 


18645 


End 


22749 






Name . 


OJ990430 20. 9A20.C4 .o5,.gs 


Method 


GENSCAN 






Start 


18645 


End 


22749 






GI 


none 


Score 


.88 






Exons 


18 645. .18743, 18837.. 1904 6, 


19126. .19255, 19340. 


.19510, 






20346. .20468, 20560. .20664, 


2140K. 22170, 22618. 


.22749 




Seq. No. 


11119 


Seq. ID 


OJ990430_ 


20.9A20. 


C4 


Gene No. 


23651 


Strand 








Start 


18645 


End 


22749 






Name 


OJ990430 20. 9A20.C4 .o2.np 


Method 


AAT/NAP 






Start 


18722 


End 


22077 






GI 


2505874 


Score 


1308 






Exons 


18722. .19046, 19126. .19255, 


19340. ..19510, 20346. 


.20468, 






■ 20560. .20664, 214 01 .. 21771 , 


21900. .22077 






GI Descrip. 


(Y12776) putative kinase [Arabidopsis thaliana] 






Seq. No. 


11119 


Seq. ID 


OJ990430_ 


20.9A20. 


C4 


Gene No. 


23651 


Strand 








Start 


18645 


End 


22749 






Name 


OJ990430 20.9A20.C4.o3.gp 


Method 


AAT/GAP 






Start 


18929 


End 


20439 






GI 


20801 1.R1084 


Score 


933 






Exons 


18929. .1904 6, 19126. .19255, 


19340. .19510, 20346. 


.20439 




GI Descrip. 


' 2505874 /emb 1 CAA73303 | l.Oe- 


75 {Y12776) 


putative 


kinase 






[Arabidopsis thaliana] ' 










Seq. No. 


11119 


Seq. ID 


OJ990430_ 


20.9A20. 


C4 


Gene No. 


23652 


Strand 








Start 


27943 


End 


34700 






Name 


• OJ990430 20.9A20.C4.o3.tm 


Method 


TBLASTX: Maize 




Start 


211 


End 


1849 






GI 


none 


Score 


95 






Exons 


211. .288, 218. .289, 218. .292, 219. .335, 


220. .294 


, 1072.. 


11" 



11638 






1073. . 


1162, 


1074. .1163, 1074 


. .1208, 1075. .1170, 


1221. . 1379, 




1237. . 


1377, 


1240.. 1380, 1241 


. .1378, 1745. .1849, 


1746. . 1838, 




1750. . 


1839, 


1751. .1840 








Seq. No. 


11119 






Seq. ID 


OJ990430 


_20.9A20.C4 


Gene No. 


23652 






Strand 






Start 


27943 






End 


34700 




Name 


- OJ990430 20. 


9A20.C4:o2.tw 


Method 


TBLASTX: 


Wheat 


Start 


1074 






End 


1302 




GI 


none 






Score 


159 




Exons 


1074 . . 


1196, 


1075.. 1191, 1076 


. .1225, 1207. .1302, 


1222. .1302 


Seq. No. 


11119 






Seq. ID 


OJ990430 


__20. 9A20.C4 


Gene No. 


23652 






Strand 






Start 


27943 






End 


34700 




Name 


OJ990430 20. 


9A20.C4.o4.tc 


Method 


TBLASTX: 


Cress 


Start 


107 4 






End 


2611 




GI 


none 






Score 


68 




Exons 


1074 . . 


1169, 


1074.. 1235, 1234 


. .1380, 1240. .1377, 


1278. .1382, 




1745. . 


1849, 


1746.. 1853, 2518 


..2610, 2522. .2611 




Seq. No. 


11119 






Seq. ID 


OJ990430 


20. 9A20.C4 


Gene No. 


23652 






Strand 






Start 


27943 






End 


34700 




Name 


OJ990430 20. 


9A20.C4.o3.ts 


Method 


TBLASTX: 


Soybean 


Start 


1074 






End 


3239 




GI 


none 






Score 


47 




Exons 


1074 . . 


1172, 


1075.. 1149, 1234 


. .1380, 1237. .1377, 


1277. .1378, 




1745. . 


1855, 


2518.. 2547, 2542 


..2649, 2683. .2811, 


2726. .2809, 




2897. . 


2959, 


2898.. 2963, 3059 


..3238, 3078. .3239 




Seq. No. 


11119 






Seq. ID 


OJ990430 


_20. 9A20.C4 


Gene No. 


23652 






Strand 






Start 


27943 






End 


34700 




Name 


OJ990430 20. 


9A20.C4 .o6.tm 


Method 


TBLASTX: 


Maize 


Start 


2590 






End 


3158 




GI 


none 






Score 


79 




Exons 


2590. . 


2649, 


2590.. 2643, 2595 


..2648, 2683. .2811, 


2684 . .2809, 




2897. . 


2959, 


2898. .2972, 2949 


..2972, 3059. .3112, 


3060. .3158, 




3123. . 


3158 










Seq. No. 


11119 






Seq. ID 


OJ990430 


_20. 9A20.C4 


Gene No. 


23652 






Strand 






Start 


27943 






End 


34700 




Name 


OJ990'430 20. 


9A20.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


18552 






End 


20464 




GI 


none 






Score 


50 




Exons. 


18552. 


.18617, 18572. .18616, 


18651. .18719, 18658 


. . 18720, 




18723. 


.18743, 18818. .18985, 


18837. .19049, 18852 


. . 19049, 




19121. 


.19252, 19122. .19253, 


19123. .19254, 19123 


. .19254, 




19333. 


.19401 


, 19334. .19408, 


19337. .19408, 19358 


. .19483, 




19387. 


.19509 


, 19398. .19511, 


19404. .19508, 19405 


. .19512, 




20330. 


.20464 


, 20330.. 20464 








Seq. No. 


11119 






Seq. ID 


OJ990430 


_20. 9A20.C4 


Gene No. 


23652 






Strand 






Start 


27943 






End 


34700 





11639 




Name 


OJ9904 


30 20.9A20.C4. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


18837 






End 


19243 




GI 


none 






Score 


74 




Exons 


18837 . 


.19049, 18883. 


. 18945, 


19126. . 192 


42, 19127.. 19243 




Seq. No. 


11119 






Seq. ID 


OJ990430 20.9A20 


.C4 


Genp No 


23652 






Strand 






Start 


27943 






End 


34700 




Name 


OJ9904 


30_20.9A20.C4. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


1B846 






End 


20699 




GI 


none 






Score 


107 




Exons 


18846. 


. 18902*, 18879. 


.19058, 


18879. . 190 


49, 19121 19255, 






19123 . 


.19254, 19174. 


.19257, 


19333. . 195 


09, 19334 . . 19483, 






19342 . 


.19509, 20330. 


.20470, 


20353. .204 


72, 20354 . . 20473, 






20559. 


.20699, 20560. 


.20667 








Seq. No. 


11119 






Seq. ID 


OJ990430 20.9A20 


. C4 


Gene No. 


23652 






Strand 






Start 


27943 






End 


34700 




Name 


OJ9904 


30 20.9A20.C4. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


19123 






End 


19509 




GI 


none 






Score 


51 




F.xnn 

J—J \^ 1 1 w 


19123 . 


.19254, 19151. 


. 19246, 


19333. . 195 


09, 19340 . . 19483, 






19405 . 


. 19503 










Qprr Mo 

^ • X.N w • 


11119 






i Sea ID 


OJ990430 20 9A20 


. C4 


Gene No. 


23652 






Strand 






Start 


27943 






End 


34700 




Name 


OJ9904 


30 20.9A20.C4. 


o2 . tc 


Method 


TBLASTX: Cress 




Start 


19333 






End 


20667 




GI 


none 






Score 


143 




Exons 


19333 . 


.19509, 19334. 


.19483, 


20330. .204 


70, 20348. .20473, 






20383. 


.20472, 20559. 


.20666, 


20566. .20667 




Sea No 


11119 






Seq. ID 


OJ990430_20.9A20 


.C4 


Gene No . 


23652 






Strand 






Start 


27943 






End 


34700 




Name 


OJ9904 


30_20.9A20.C4. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


20559 






End 


21635 




GI 


none 






Score 


107 




Exons 


20559. 


.20666, 20559. 


. 20666, 


20560. .20667, 21390 .. 21521, 






21391. 


.21567, 21400. 


.21567, 


21539. .21568, 21587 .. 21622, 






21588 , 


. 21635 










Seq. No. 


11119 






Seq. ID 


OJ990430_20. 9A20 


.C4 


Gene No. 


23652 






Strand 






Start 


27943 






End 


34700 




Name 


OJ9904 


30 20.9A20.C4. 


o3 . t c 


Method 


TBLASTX: Cress 




Start 


21394 






End 


21567 




GI 


none 






Score 


129 




R X o n 


21394 . 


.21567, 21400. 


.21567 








Seq. No. 


11119 






Seq. ID 


OJ990430_20.9A20 


.C4 


Gene No. 


23652 






Strand 






Start 


27943 






End 


34700 




Name 


OJ9904 


30_20.9A20.C4. 


o4.ts 


Method 


TBLASTX: Soybean 




Start 


21403 






End 


21564 





11640 



GI none Score 212 

Exons 21403. .21564 



Seq. No. 11119 

Gene No. 23652 

Start 27943 

Name OJ990430_20 . 9A20 . C4 . o5 . gp 

Start .- 27930 

GI 24037_1.R1084 

Exons 27930. .28072, 284 49 .. 2854 9, 

GI Descrip. '3702338 l.Oe-38 (AC005397) 
thaliana] * 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990430 20.9A20.C4 



34700 
AAT/GAP 
28734 
636 

28634 . .28734 

unknown protein [Arabidopsis 



Seq. No. 


11119 




Seq. ID 


OJ990430_20. 9A20 


.04 


Gene No. 


23652 




Strand 






Start 


27943 




End 


34700 




Name 


OJ990430 20.9A20.C4 


. o7 . gs 


Method 


GENSCAN 




Start 


27943 




End 


28678 




GI 


none 




Score 


.85 




Exons 


27943. .28072, 28449 


. .28549, 


28634. .28678 




Seq. No. 


11119 




Seq. ID 


OJ990430_20. 9A20 


.C4 


Gene No. 


23652 




Strand 






Start 


27943 




End 


34700 




Name^ 


OJ990430 20.9A20.C4 


. o3 . np 


Method 


AAT/NAP 




Start 


27946 




End 


31362 




GI 


3702338 




Score 


826 




Exons 


27946. .28072, 28449 


. .28549, 


28634. ,28756, 288 61 28975, 






29054 . .29138, 29445 


. .29485, 


29567. .29613, 29760 29837, 






29942. .30001, 30096 


. .30149, 


30300. .30376, 304 54 30610 , 






31336. .31362 










GI Descrip. 


(AC005397) unknown protein 


[Arabidopsis 


1 thaliana] 





Seq. No. 11119 
Gene No. 23652 
Start 27943 

Name OJ990430_20 . 9A20 . C4 . o2 . 

Start 28470 
GI none 

Exons 28470. .28550, 28472.. 28 

28632. .28748, 28861. .28 
29032. .29085 

Seq. No. 11119 

Gene No. 23652 

Start 27943 

Name OJ990430_20 . 9A20 . 04 . o2 . 

Start 28472 

'GI none 

Exons 28472. .28549, 28473.. 28 
28858. .29001, 28859.. 28 



Seq. ID OJ990430_20. 9A20.O4 
Strand 

End 34700 
ts Method TBLASTX : Soybean 

• End 29085 

Score . 69 
549, 28631. .28711, 28631 .. 28753, 
974, 28865. .28996, 288 95 .. 28996, 



Seq. ID OJ990430_20.9A20,O4 
Strand 

End 34700 
tm Method TBLASTX : Maize 

End 29009 

Score 70 
550, 28631. .28756, 28632 .. 28766, 
984, 28859. .29002, 28860.. 29009 



Seq. No. 11119 Seq. ID OJ9904 30_20 . 9A20 . 04 

Gene No. 23652 Strand 

Start 27943 End 34700 

Name OJ990430_20 . 9A20 . 04 . o6 . gp Method AAT/GAP 

Start • 29436 End 30017 



11641 



GI LIB3474-010-P1-K1-H10 Score 538 

Exons 29436. .29613, 29760 .. 29837, 29942.. 30017 

GI Descrip. * 3702338 2.0e-15 (AC005397) unknown protein [Arabidopsis 
thaliana] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11119 
23652 
27943 

OJ9904 30_20 . ■9A20 . C4 . o7 . gp 
31079 

4681 1.R1084 



Seq. ID OJ9904 30_20.9A20.C4 
Strand 

End ' 34700 

Method AAT/GAP 
End 33251 
Score 2008 



31079. .31494, 31775 .. 31891, 31980 .. 32267, 32537 32706, 
33141.. 33251 

'2632252/emb|CAA73067 I 4.0e-18 (Y12464) serine/threonine kinase 
[Sorghum bicolor] ' 



Seq. No. 11119 
Gene No. 23652 
Start 27943 

Name OJ9904 30_20 . 9A20 . C4 . o9 . gs 

Start 31091 
GI none 
Exons 31091. 

31980. 

33520. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990430_20. 9A20.C4 

34700 
GENSCAN 
34700 
.93 



.31206, 31328. .31389, 314 4 2 .. 314 94 , 31775 .. 31891, 
.32267, 32537. .32706, 33141 .. 33231, 33369.-33456, 
.33647, 33841. .33920, 34027 34 111, 34568. .34700 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11119 

23652 

27943 

OJ9904 

31246 

none 

31246. 

31439. 

31787. 

32009. 

32527. 

32613. 

33351. 

33520. 

33842. 

34029. 



30 20. 9A20.C4 .o4 .tm 



31347, 
31489, 
31930, 
32269, 
32613, 
32726, 
33443, 
33621, 
33925, 
34118, 



31438. 
31769. 
31979. 
32145. 
32535. 
33129. 
33366. 
33521. 
34007. 
34560. 



,31503, 
,31894, 
,32026, 
,32276, 
,32606, 
,33227, 
,33437, 
,33643, 
,34108, 
,34676, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ9904 30_20. 9A20.C4 
34700 

TBLASTX: Maize 

34676 

44 



31438. .31497, 314 39 .. 31513 , 

31773. .31892, 31780 .. 31893, 

31979. .32020, 31981 .. 32052 , 

32146. .32268, 32169 .. 32291 , 

32537. .32626, 32612 ... 32710 , 

33142. .33255, 33145 .. 33231 , 

33371. .33445, 33519 33599, 

33837. .33923, 33841 .. 33921, ' 

34012. .34113, 34022. .34084, 
34568. .34645 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



11119 
23652 
27943 

OJ9904 30_20 . 9A20 . 04 . o4 . np 

31432 

6692106 



Seq. ID OJ990430__20.9A20.C4 
Strand 

End 34700 

Method AAT/NAP 

End 34645 

Score 601 



31432. .31494, 31775 .. 318 97 , 31980 .. 32296, 32533 .. 32756, 
33163.. 33203, 33362.. 33435, 33520 .. 33619, 33754 .. 33920, 
34027. .34111, 34568. .34645 



GI Descrip. (AC007764) F22C12.25 [Arabidopsis thaliana] 



Seq. No. 
Gene No, 
Start 



11120 
23653 
2271 



Seq. ID OJ990430_20. 9A20.C5 
Strand + 
End 6425 



11642 



Name 

Start 

GI 

Exons 



OJ9904 30_20 . 9A20 .C5.ol.np 

2271 

"2956717 

2271. .2358, 3273. .3336, 4189. 
5731.. 5856, 5980.. 6036, 6336. 



Method AAT/NAP 
End 6410 
Score 776 

.4342, 4448. .4506, 4591. .4797, 
.6410 



GI Descrip. (Y09722) beta-carotene hydroxylase .2 [Capsicum annuum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11120 
23653 
2271 

OJ9904 30_20 . 9A20 . C5 . o2 . gs 
4027 
none 

4027. .4506, 4591. .4797, 5584. .5611, 5732. .5838, 5980. .6036, 
6336. .6425 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990430_ 
+ 

6425 
GENSCAN 
6425 
. 66 



20. 9A20.C5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11120 
23654 
7620 

OJ9904 30_20 . 9A20 . C5 . o3 . gs 

7620 

none 



Seq. ID OJ990430_20.9A20.C5 

Strand + 

End 9297 

Method GENSCAN 

End 9141 

Score .82 



7620. .7851, 7893. .8080, 8214. .8414, 8806. .9141 



Seq. No. 11120 
Gene No. 23654 
Start 7620 

Name OJ9904 30_20 . 9A2 0 . C5 . o2 . gp 

Start 7763 

GI 904_1.R1084 

Exons 7763.. 8080, 8214.. 8414, 8806 

GI Descrip. ' »3777600 l.Oe-131 (AF095708) 
sativa] * 



Seq. ID OJ990430_20. 9A20.C5 

Strand + 

End 92 97 

Method AAT/GAP 

End 9297 

Score 1878 
. .9297 

50S ribosomal protein L5 [Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11120 Seq. ID 

23654 Strand 

7620 End 

OJ9904 30_20 . 9A20 . C5 . o2 . np Method 

7776 End 

3777600 Score 



OJ990430_20. 9A20.C5 
+ 

9297 
AAT/NAP 
9138 
1318 



7776. .8080, 8214. .8414, 8806. .9138 

(AF095708) 50S ribosomal protein L5 [Oryza sativa] 



11120 



Seq. ID OJ990430_20. 9A20.C5 



23655 Strand + 

9361 End 9772 

OJ990430_20. 9A20.C5.o3.gp Method AAT/GAP 

9361 End 9772 

37628_1.R1084 Score . 737 
9361. .9772 

'3738338 6.0e-ll (AC005170) putative polygalacturonase 
[Arabidopsis thaliana] * 



Seq. No. 11120 

Gene No. 23656 

Start 17096 

Name OJ9904 30 20 . 9A20 . C5 . o4 . np 



Seq. ID OJ990430_20. 9A20.C5 

Strand + 

End 23380 

Method AAT/NAP 



11643 



start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16976 End 23380 

3063699 Score 114 

16976. . 17403, 18647 18715, 19587 .. 1974 7 , 23315. .23380 

(AL022537) putative protein [Arabidopsis thaliana] 



11120 
23656 
17096 

0 J9904 30_20 . 9A20 . C5 . o6 . gs 

17096 

none 

17096. .17130, 17180. .17551, 
20466. .20636 



Seq. ID OJ990430_20.9A20.C5 

Strand + 

■ End 23380 

Method GENSCAN 

End 20636 

Score .47 
17907. .17926, 18635 .. 1908 9, 



Seq. No. 11120 Seq. ID 

Gene No. 23657 Strand 

Start ■ 6317 End 

Name OJ9904 30_20 . 9A20 .C5 . ol . gp Method 

Start 6317 End 

GI none Score 

Exons 6317-. .6663 



OJ990430_20.9A20.C5 

6663 
AAT/GAP 
6663 
633 



Seq. No. 

Gene No.- 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990430 20.9A20.C5 



11120 Seq. ID 

23658 Strand 
9472 End 13431 

OJ9904 30_20 . 9A20 . C5 . o3 . np Method AAT/NAP 

9466 End 13431 

6850840 Score 1262 

94 66. .10154, 10253. .10323, 10419. .10593, 10706. . lOi 
11980. .12204, 13315. .13431 

(AL132962) putative protein [Arabidopsis thaliana] 



11120 
23658 
9472 

OJ9904 30_20. 9A20.C5.o4 .gs 

9472 

none 



Seq. ID OJ990430_20.9A20.C5 
Strand 

End 13431 

Method GENSCAN 

End 12418 

Score . 9 



9472. .10154, 10253. .10413, 104 19 .. 10593, 10706 .. 10826, 
11980. .12282, 12395.. 12418 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



11120 
23658 
9472 

OJ9904 30_20 . 9A20 . C5 . o4 . gp 
10084 

uC-osflcyp08 6g06bl 
10084. .10154, 10253. .10323, 
'3738338 9.0e-52 (AC005170) 
[Arabidopsis thaliana] * 

11120 
23658 ■ 
9472 

OJ9904 30_20 . 9A20 . C5 . o5 . gp 

12105 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990430 20.9A20.C5 



13431 
AAT/GAP 
10854 
779 

10419. . 10593, 10706. . 10854 
putative polygalacturonase 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990430_20.9A20.C5 

13431 
AAT/GAP 
12637 
805 



11644 



Exons 



12105. .12282, 12395. .12637 



Seq. No. 11120 
Gene No. 23659 
Start 22391 

Name OJ990430_20 . 9A20 . C5 . o3 . tm 

Start 4233 
GI none 

Exons 4233. .4346, 4234. .4347, 4434, 

4584. .4805, 4585. .4797, 5705. 
5734. .5856, 5977.. 6036, 5977, 



Seq. ID OJ990430_20. 9A20.C5 
Strand 

End 23296 
Method TBLASTX : Maize 
End 6038 
Score' 162 

.4493, 4441. .4509, 4443. .4508, 
.5848, 5730. .5852, 5731. .5859, 
.6036, 5979.. 6038 



Seq. No. 11120 
Gene No. 23659 
Start 22391 

Name OJ990430_20 . 9A20 . C5 . o4 . tc 

Start 4233 
GI none 

Exons 4233. .4352, 4234.. 4347, 4449, 

4645. .4797, 4647. .4805, 5730, 
5982. .6038, 5982.. 6038 



Seq. ID OJ990430_20. 9A20.C5 
Strand 

End 23296 
Method TBLASTX : Cress 
End 6038 
Score 147 

.4508, 4450. .4509, 4584. .4643, 
.5858, 5731. .5859, 5977. .6036, 



Seq. No. * 11120 
Gene No. 23659 
Start 22391 

Name OJ9904 30_20 . 9A20 . C5 . o3 . ts 

Start 4599 
GI none 

Exons 4599. .4805, 4642. .4797, 5730, 

5977. .6036, 5991. .6041 



Seq. ID OJ990430_20.9A20.C5 
Strand 

End 23296 

Method TBLASTX : Soybean 

End 6041 

Score 260 
.5858, 5731. .5859, 5977. .6036, 



Seq. No. 11120 

Gene No. 23659 

Start 22391 

Name OJ9904 30_20 . 9A20 . C5 . o5 . tm 

Start 7775 

GI none 

Exons 7775. .7867, 7776. .7838, 7951. 

8211. .8252, 8213. .8248 



Seq. ID OJ990430_20. 9A20.C5 
Strand 

End 23296 

Method TBLASTX : Maize 

End 8252 

Score 76 

.8082, 7961. .8083, -7994. .8092, 



Seq. No. 11120 

Gene No. 23659 

Start 22391 

Name OJ990430_20 . 9A20 . C5 . o2 . tc 

Start 7954 

GI none 

Exons 7954. .8082, 7961.. 8083, 8190. 

8805. .8990, 8806. .9060, 9070, 



Seq. ID OJ990430_20. 9A20.C5 
Strand 

End 23296 
Method TBLASTX : Cress 
End 9143 
Score 120 

.8432, 8202. .8303, 8213. .8419, 
.9141, 9084. .9143 



Seq. No. 11120 

Gene No. 23659 

Start 22391 

Name OJ9904 30_20 . 9A20 . C5 . o2 . ts 

Start 7954 

GI none 

Exons 7954.. 8082, 7961.. 8083, 7988. 

8803. .9114, 8806. .9135, 8820. 



Seq. ID OJ990430_20. 9A20.C5 
Strand 

End 23296 

Method TBLASTX : Soybean 

End 9141 

Score 138 

.8083, 8211. .8432, 8213. .8446, 
.9134, 9118. .9141 



11645 




Seq. No. 


11120 




Seq. ID 


OJ990430_20.9A20 


.C5 


Gene No. 


23659 




Strand 






Start 


22391 




End 


23296 




Name 


OJ990430 20. 


9A20.C5.o2.tm 


Method 


TBLASTX: Maize 




Start 


8255 ~ 




End 


9242 




GI 


none 




Score 


211 




Exons 


8255 . . 8446, 


8256. .8417, 8264 


..8431, 8803.. 9135, 8806.. 9126 




8808 9131, 


9201 . . 9242 








Seq. No. 


11120 




Seq. ID 


OJ990430_20.9A20, 


.C5 


Gene No . 


23659 




Strand 






Start 


22391 




End 


23296 




Naiue 


OJ990430 20. 


9A20.C5.o4 .tm 


Method 


TBLASTX: Maize 




Start 


9470 ~ 




End 


9648 




GI 


none 




Score 


237 




FiXons 

■LJ «v \y 1. 1 


9470. . 9616, 


9472. . 9648, 9473 


. . 9640 






Seq. No. 


11120 




Seq. ID 


OJ990430 20.9A20, 


. C5 


Gene No . 


23659 




Strand 






Start 


22391 




End 


23296 




Name 


OJ990430 20. 


9A20.C5.ol. tc 


Method 


TBLASTX: Cress 




Start 


9554 ~ 




End 


9846 




GI 


none 




Score 


159 




P. V n n Q 


9554 9781, 


9562 9846, 9589 


..9846 






O C ^ . IN . 


11120 




Seq. ID 


OJ990430_20. 9A20. 


.C5 


Gene No. 


23659 




Strand 






Start 


22391 




End 


23296 




Name 


OJ990430 20. 


9A20.C5.ol.ts 


Method 


TBLASTX : Soybean 




Start 


9562 




End 


12201 




GI 


none 




Score 


455 




Exons 


9562. .10155, 


9566.. 10156, 10254 .. 10337, 


10255. .10326, 






10415. .10594, 10424. .10600, 


10704. .10850, 10704. .108 47, 






11974. .12201 


, 11975.. 12181 








Seq. No. 


11120 




Seq. ID 


OJ990430_20.9A20. 


. C5 


Gene No. 


23659 




Strand 






Start 


22391 




End 


23296 




Name ' 


OJ990430 20. 


9A20.C5.o2.tw 


Method 


TBLASTX: Wheat 




Start 


9607 




End 


9903 




GI 


none 




Score 


195 




Exons 


9607. .9903 










Seq. No. 


11120 




Seq. ID 


OJ990430_20. 9A20, 


.C5 


Gene No. 


23659 




Strand 






Start 


22391 




End 


23296 




Name 


OJ990430 20. 


9A20.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


9649 




End 


12112 




GI 


none 




Score 


86 




Exons 


9649. .10155, 


9653. .9820, 9866. .9910, 9944. .9994, 10019.. 


,io: 




10227. .10337, 10255 .. 10302 , 


10415. .10594, 10418. .10600, 






10704. .10814 


, 11983. .12099, 


11984 . . 12112 




Seq. No. 


11120 




Seq. ID 


OJ990430_20.9A20. 


.C5 


Gene No. 


23659 




Strand 






Start 


22391 




End 


23296 





11646 



Name 

Start 

GI 

Exons 



OJ990430_20 . 9A20 . C5 . 06 . tc Method 
9859 End 
none Score 
9859.. 9912, 9881.. 10156, 9952.. 10155 



TBLASTX: Cress 

10156 

125 



Seq. No, 


11120 




Seq. ID 


OJ9904 30_20.9A20 


.C5 


Gene No . 


23659 




Strand 






Start 


22391 




End 


23296 




Name 


OJ990430 20.9A20.C5 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


10254 




End 


10833 




GI 


none 




Score 


64 




Exons 


10254 . . 10337, 10418 


. . 10597, 


10710. .10808, 10717. .10833 




Sea No. 


11120 




Seq. ID 


OJ990430_20. 9A20 


.C5 


Gene No . 


23659 




Strand 






Start 


22391 




End 


23296 




Name 


OJ990430 20.9A20.C5 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


10284 




End 


10814 




GI 


none 




Score 


73 




FiXon "=? 

J-J \^ X 1 0 


10284 . . 10322, 10421 


. . 10600, 


10545. . 10616, 10704 . . 10814 






11120 




Seq. ID 


OJ990430_20. 9A20 


.C5 


Gene No . 


23659 




Strand 






Start 


22391 




End 


23296 . 




Name 


OJ990430 20.9A20.C5 


. o5 . tc 


Method 


TBLASTX: Cress 




Start 


11980 




End 


12201- - 




GI 


none 




Score 


185 




Exons 


11980. .12201, 11987 


. .12190 








Seq. No. 


11120 




Seq. ID 


OJ990430_20. 9A20 


.C5 


Gene No. 


23659 




Strand 






Start 


22391 




End 


23296 




Name 


OJ990430 20.9A20.C5 


. o7 . gs 


Method 


GENSCAN 




Start 


22391 




End 


23296 




GI 


none 




Score 


.57 




Exons 


22391. .23296 











Seq. No. 11121 Seq. ID OJ990430 20.9A20.C7 

Gene .No. 23660 Strand 

Start 3404 End 

Name OJ990430_20 . 9A20 . C7 . ol . gp Method 

Start 3404 End 

GI uC-osrocyp006h05al Score 

Exons 3404.. 3860 

GI Descrip. M680189/gb | AF111710 . 1 | AF111710 7.0e-33 Oryza sativa subsp. 

indica putative dnaJ-like protein, putative myb-related protein, 
putative farnesyl pyrophosphate synthase, and hypothetical 
protein genes, complete cds ' 



OJ990430_20. 

+ 

3860 
AAT/GAP 
3860 
902 



Seq. No. 11121 Seq. ID 

Gene No. 23661 Strand 

Start 6169 End 

Name OJ990430_20 . 9A20 . C7 . o3 . gp Method 

Start 6169 End 

GI none Score 

Exons 6169.. 6549 



OJ990430_20. 9A20.C7 
+ 

6549 
AAT/GAP 
6549 
7 62 



11647 



Seq, No. 11121 Seq. ID 

Gene No, 23662 Strand 

Start 15014 End 

Name OJ990430_20 . 9A20 . C7 . o5 . gp Method 

Start 15014 End 

GI none Score 

Exons 15014. .15436 



OJ990430_20.9A20.C7 
+ 

15436 
AAT/GAP 
15436 
830 



Seq. No. 11121 
Gene No. 23663 
Start 3676 

Name OJ9904 30_20 . 9A20 . C7 . ol . tm 

Start 3501 
GI none 

Exons 3501.. 3587, 3574.. 3594, 3629. 

3856. .4239, 3862.. 4698, 3863. 
8309. .8434, 8474. .8545, 8492. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3847, 
.4702, 
.8596 



OJ990430_20.9A20.C7 
22485 

TBLASTX: Maize 
8596 
51 

3629. .3847, 3631. .3849, 
8063. .8101, 8186. .8233, 



Seq. No. 


11121 






Seq. ID 


OJ990430_20. 9A20.C7 


Gene No. 


23663 






Strand 




Start 


3676 






End 


22485 


Name 


OJ990430 20 


. 9A20.C7 


.o2 .gs 


Method 


GENSCAN 


Start 


3676 






End 


5076 


GI 


none 






Score 


.7 


Exons 


3676. .5076 










Seq. No. 


11121 






Seq. ID 


OJ990430_20.9A20.C7 


Gene No. 


23663 






Strand 




Start 


3676 






End 


22485 


Name 


OJ990430 20 


. 9A20.C7 


.ol.np 


Method 


AAT/NAP 


Start 


3706 






End 


13416 


GI 


2252836 






Score 


1486 


Exons 


3706. .4626, 


10904 . . 


12062, 


13186. .13416 




GI Descrip. 


{AF013293) 


contains 


weak 


similarity to 


S. cerevisiae BOBl 



protein {PIR:S45444) [Arabidopsis thaliana] 

gi| 6049878|gb|AAF02793.1|AF195115_l'3 {AF195115) contains weak 
similarity to S. cerevisiae BOBl protein (PIR:S45444) 
[Arabidopsis thaliana] 



Seq. No. 11121 

Gene No. 23663 

Start 3676 

Name OJ990430_20 . 9A20 . C7 . o3 . ts 

Start 3889 

GI none 

Exons 3889.. 4239, 3914 
4384. .4524, 7979 



Seq. ID 

Strand 

End 

Method 

End 

Score 



4243, 4246. .4302, 4253 
8053, 8048. .8089, 8192 



OJ990430 20.9A20.C7 



22485 

TBLASTX: Soybean 

8410 

152 

4303, 4381.. 4497, 
8239, 8306. .8410 



Seq. No. 11121 Seq. ID .OJ-9904 30_20 . 9A20 . C7 

Gene No. 23663 Strand 

Start 3676 End 22485 

Name OJ9904 30_20 . 9A20 . C7 . o2 . gp Method AAT/GAP 

Start 4590 End 5123 

GI 44731_1.R1084 Score 1026 

Exons 4590.. 5123 

GI Descrip. ' 1644291/emb | CAA97692 | 7.0e-ll (Z73295) receptor-like protein 
kinase [Catharanthus roseus] ' 



11648 



Seq. No. 


11121 








Seq. ID 


OJ990430_20. 9A20.O7 


Gene No. 


23663 








Strand 




Start 


3676 








End 


22485 


Name 


OJ990430 20 


. 9A20. 


C7.05. 


tm 


Method 


TBLASTX: Maize 


Start 


4703 








End 


4969 


.GI 


none 






■ ^ 


Score 


72 


Exons 


4703. .4759, 


4708 . 


.4830, 


4708, 


..4839, 41 


802. .4840, 4853. .4915, 




4903. .4968, 


4925. 


. 4969 








Seq. No. 


11121 








Seq. ID 


OJ990430_20 . 9A20 . 07 


Gene No. 


23663 








Strand 




Start 


3676 








End 


22485 


Name 


OJ990430 20, 


. 9A20. 


07. o3. 


QS 


Method 


GENSOAN 


Start 


6476 








End 


9343 


GI 


none 








Score 


. 99 


Exons 


6476. . 9343 












Seq. No. 


11121 








Seq. ID 


OJ990430_20 . 9A20 . 07 


Gene No. 


23663 








Strand 




Start 


3676 








End 


22485 


Name 


OJ990430 20. 


. 9A20. 


C7.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


6626 








End 


7528 


GI 


none 








Score 


675 


Exons 


6626. . 7528, 


6633 . 


. 7526 








Seq. No. 


11121 








Seq. ID 


OJ990430_20.9A20.07 


Gene No. 


23663 








Strand 




Start 


3676 








End 


22485 


Name 


OJ990430 20. 


. 9A20. 


C7 . o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


6626 








End 


7531 


GI 


none 








Score 


210 


Exons 


6626. .6949, 


6653. 


. 7219, 


6900. 


.7220, 7226. .7531, 7233. .7526 


Seq. No. 


11121 








Seq. ID 


OJ990430_20.9A20.O7 


Gene No. 


23663 








Strand 




Start 


3676 








End 


22485 


Name 


OJ990430 20, 


, 9A20. 


C7.o4 . 


tc 


Method 


TBLASTX :Oress 


Start 


6651 








End 


6961 


GI 


none 








Score 


164 


Exons 


6651. .6959, 


6656. 


. 6961 








Seq. No. 


11121 








Seq. ID 


OJ990430_20.9A20.07 


Gene No. 


23663 








Strand 




Start 


3676 








End 


22485 


Name 


OJ990430 20. 


9A20. 


07. ol. 


tc 


Method 


TBLASTX :Oress 


Start 


6962 








End - 


7516 . 


GI 


none 








Score - 


44 


Exons 


6962. .7426, 


6975. 


.7010, 


6996. 


.7427," li 


124. .7516, 7425. .7514 


Seq. No. 


11121 








Seq. ID 


OJ990430_20.9A20.O7 


Gene No. 


23663 








Strand 




Start 


3676 








End 


22485 


Name 


OJ990430 20. 


9A20. 


07. ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


6977 








End 


7360 


GI 


none 








Score 


158 


Exons 


6977. .7084, 


6978 . 


.7085, 


7088. 


.7222, 7092. .7229, 7214. .7360, 



11649 






7215. . 


.7358 










Seq. No. 


11121 






Seq. ID 


OJ990430 20.9A20 


.C7 


Gene No. 


23663 






Strand 






Start 


3676 






End 


22485 




Name 


OJ990430 20.9A20.C7, 


. o4 . gp 


Method 


■AAT/GAP 




Start 


7398 






End 


" 7854 




GI 


uC-osroM202023d09bl 




Score 


910 




Exons 


7398. , 


,7854 










GI Descrip. 


'5679841/emb|CAB51834.1| 3. 


Oe-09 (AJ243961) contains eukaryotic 




protein kinase domain PF 00069 [Oryza 


sativa] ' 




Seq. No. 


11121 






Seq. ID 


OJ990430_20.9A20 


.C7 


Gene No. 


23663 






Strand 






Start 


3676 






End 


22485 




Name 


OJ990430 20.9A20.C7, 


. o4 . gs 


Method 


GENSCAN 




Start 


10053 






End 


12974 




GI 


none 






Score 


.8 




Exons 


10053, 


..10153, 10268. 


. . 10433, 


10697. .10807, 10904. .11182, 






11273. 


,.12364, 12930, 


. . 12974 








Seq. No. 


11121 






Seq. ID 


OJ990430_20. 9A20 


.C7 


Gene No. 


23663 






Strand 






Start 


3676 






End 


22485 




Name 


OJ990430 20.9A20'.C7, 


. o5 . tc 


Method 


TBLASTX: Cress 




Start 


10775 






End 


11204 




GI 


none 






Score 


39 




Exons 


10775. 


.10810, 10776, 


. . 10808, 


10904. .10945, 10905. .10946, 






10931. 


.11203, 11073, 


. . 11204 








Seq. No. 


11121 






Seq. ID 


OJ990430_20.9A20 


.C7 


Gene No . 


23663 






Strand 






Start 


3676 






End 


22485 




Name 


OJ990430 20.9A20.C7, 


, o3 . tm 


Method 


TBLASTX: Maize 




Start 


11021 






End 


11437 




GI 


none 






Score 


365 




Exons 


11021. 


.11437, 11067. 


. . 11432 








Seq. No. 


11121 






Seq. ID 


OJ990430_20. 9A20 


.C7 


Gene No.' 


23663 






Strand 






Start 


3676 






End 


22485 




Name 


OJ990430 20.9A20.C7. 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


11072 






End 


11710 




GI 


none 






Score 


152 




Exons 


11072. 


.11311, 11073. 


. .11342, 


11357. .11476, 11358. .11468, 






11462. 


.11710, 11478. 


. .11549, 


11564. .11704 




Seq. No. 


11121 






Seq. ID 


OJ990430_20. 9A20 


.C7 


Gene No. 


23663 






Strand 






Start 


3676 






End 


22485 




Name 


OJ9904 


:30_20.9A20.C7. 


, o6 . tm 


Method 


TBLASTX: Maize 




Start 


11438 






End 


11644 




GI 


none 






Score 


83 




Exons 


11438. 


.11644, 11439, 


, .11558 








Seq. No. 


11121 






Seq. ID 


OJ990430_20. 9A20 


.C7 


Gene No. 


23663 






Strand 







11650 




start 


3676 






End 


22485 




Name 


OJ990430 20.9A20.C7. 


o2. tc 


Method 


TBLASTX: Cress 




Start 


11507 






End 


12073 




GI 


none 






Score 


119 




Exons 


11507. . 


11602, 11597. 


. 11899, 


11658. .11843, 11933. .12073, 






11943. . 


12041 










Seq. No. 


11121 






Seq. ID 


OJ990430_20. 9A20, 


.C7 


Gene No . 


23663 






Strand 






Start 


3676 






End 


22485 




Name 


OJ990430 20.9A20.C7. 


o2 . np 


Method 


AAT/NAP 




Start 


12262 






End 


22485 




GI 


5764630 




Score 


485 




Exons 


12262. . 


12339, 15928. 


.16108, 


16820. .168! 


30, 18550. . 18932, 






19584. . 


19872, 22427. 


.22485 








GI Descrip. 


(AF173816) bell-like 


1 homeodomain 2 [Arabidopsis thaliana] 


Seq. No. 


11121 






Seq. ID 


OJ990430_20. 9A20, 


.C7 


Gene No. 


23663 






Strand 






Start 


3676 






End 


22485 




Name 


OJ990430 20.9A20.C7. 


o5 . gs 


Method 


GENSCAN 




Start 


15449 






End 


22179 




GI 


none 






Score 


.5 




Exons 


15449. . 


15961, 16820. 


.16880, 


18550. .18932, 19584 .. 20200 , 






21003. . 


21098, 22051. 


.22179 








Sea No 


11121 






Seq. ID 


OJ990430_20. 9A20, 


.C7 


Gene No. 


23663 






Strand 






Start 


3676 






End 


22485 




Name 


OJ990430 20.9A20.C7. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


16073 






End 


18935 




GI 


none 






Score 


85 




Exons 


16073. . 


16111, 16776. 


.16880, 


16814. .16879, 18547 .. 18717 , 






18549. . 


18716, 18741. 


.18935, 


18748. .18927 




Seq. No. 


11121 






Seq. ID 


OJ990430_20. 9A20. 


.C7 


Gene No. 


23663 






Strand 






Start 


3676 






End 


22485 




Name 


OJ990430 20.9A20.C7. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


16836 






End 


18911 




GI 


none 






Score 


63 




Exons 


16836. . 


16880, 16841. 


.16879, 


18537. .18689, 18547 .. 18738 , 






18549. . 


18737, 18741. 


.18911, 


18742. .18900 




Seq. No. 


11121 






Seq. ID 


OJ990430_20.9A20, 


.C7 


Gene No. 


23663 






Strand 






Start 


3676 






End 


22485 




Name 


OJ990430 20..9A20.C7. 


o4 . tm 


Method 


TBLASTX :Maize 




Start 


16838 






End 


18930 




GI 


none 






Score 


155 




Exons 


16838. . 


16879, 18547. 


.18642, 


18549. . 18674, 18 639 .. 18 929, 






18640. . 


18930 










Seq. No. 


11121 






Seq. ID 


OJ990430_20.9A20. 


,C7 


Gene No. 


23663 






Strand 






Start 


3676 






End 


22485 




Name 


OJ990430_20.9A20.C7. 


o6 . gp 


Method 


AAT/GAP 





11651 



• 



start 17850 End 17912 

GI LIB3477-003-P1-K1-E9 Score 82 

Exons 17850. .17912 

GI Descrip. * 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 
sativa] * 



ALLERGEN 
1 [Oryza 



ORY 



Seq. No. 11122 Seq. ID OJ9904 30_20 . 9A20 . C8 

Gene No. 23664 Strand + 

Start 1 End 5660 

Name OJ9904 30_20 . 9A20 . 08 . ol . np Method AAT/NAP 

Start 1 End 5624 

GI 5922631 Score 6485 

Exons 1..181, 431. .640, 682. .1246, 1289. .1440, 1567. .2490, 3097. .5624 

GI Descrip. (AP000492) ESTs C26347 (C12145 ) , AU078074 (C12145 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 I dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF04 9110) [Oryza sativ 





Seq. No. 


11122 


Seq. ID 


OJ990430_ 


20. 


9A20 


.08 


Q 


Gene No. 


23664 


Strand 


+ 








'rc! 


Start 


1 


End 


5660 










Name. 


OJ990430 20.9A20.C8.ol.gs 


Method 


GENSCAN 








ill 


Start 


44 


End 


5660 










GI 


none 


Score 


.47 








Q 


Exons 


44. .561, 606. .2482, 2579. .5660 












Seq. No. 


11122 


Seq. ID 


OJ990430_ 


_20. 


9A20 


.08 


t t 


Gene No. 


23665 


Strand 


+ 










Start 


10673 


End 


11176 










Name 


OJ990430 20. 9A20.C8.o3.gs 


Method 


GENSCAN 








n 


Start 


10673 


End 


11166 








g 


GI 


none 


Score 


.99 








! . 

is ii 


Exons 


10673. .11166 












CL . 


Seq. No. 


11122 


Seq. ID 


•OJ990430_ 


_20. 


9A20, 


.08 


u? 


Gene No. 


23665 


Strand 


+ 










Start 


10673 


End 


11176 










Name 


OJ990430 20.9A20.C8.o3.np 


Method 


AAT/NAP 










Start 


10673 . 


End 


11176 










GI 


5902444 


Score 


784 










Exons 


10673. .11176 














GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 










Seq. No. 


11122 


Seq. ID 


OJ990430_ 


_20. 


9A20. 


.08 




Gene No . 


23666 


Strand 












Start 


5976 


End 


9205 










Name 


OJ990430 20.9A20.C8.o2.gs 


Method 


GENSCAN 










Start 


5976 


End 


9205 










GI 


none 


Score 


.7 










Exons 


5976. .6424, 6497. .6601, 6674. 


.6863, 6939.. 7126, 


7201. .7559, 






7641. .7798, 8017. .8940, 8976. 


.9052, 9187.. 9205 










Seq. No. 


11122 


Seq. ID 


OJ990430_ 


20. 


9A20. 


X8 



11652 



Gene No. 23666 Strand 

Start 5976 End 9205 

Name OJ9904 30_20 . 9A20 . C8 . o2 . np Method AAT/NAP 

Start 5979 End 8901 

GI 6691716 Score 2331 

Exons 5979.-6424, 6497., 6613, 6764.. 6863, 6939.. 7127, 7273.. 7559, 

7641.. 7819, 8.017.. 8901 
GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 I dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 


11122 








Seq. ID 


OJ990430_20.9A20, 


.C8 


Gene No . 


23667 








Strand 






Start 


10237 








End 


10545 




Name 


OJ990430 20 


. 9A20 


. C8 . o7 . 


tw 


Method 


TBLASTX: Wheat 




Start 


851' 








End 


1253 




GI 


none 








Score 


293 




Exons 


851. . 1120, 


852. . 


1253 










Seq. No. 


11122 








Seq. ID 


OJ990430_20. 9A20, 


.08 


Gene No . 


23667 








Strand 






Start 


10237 








End 


10545 




Name 


OJ990430 20 


. 9A20 


. C8 . o6 . 


tw 


Method 


TBLASTX: Wheat 




Start 


1830 








End 


2299 




.GI 


none 








Score 


149 




Exons 


1830. .2006, 


1893 


. . 2006, 


2051. 


.2287, 2055.. 2285, 2066.. 2299 


Seq. No. 


11122 








Seq. ID 


OJ990430_20.9A20. 


.08 


Gene No . 


23667 








Strand 






Start 


10237 








End 


10545 




Name 


OJ990430 20 


. 9A20 


.08 .o7 . 


tm 


Method 


TBLASTX: Maize 




Start 


2138 








End 


2316 




GI 


none 








Score 


183 




Exons 


2138. .2284, 


2139 


. .2285, 


2155. 


.2316 






Seq. No. 


11122 








Seq. ID 


OJ990430_20. 9A20, 


.08 


Gene No. 


23667 








Strand 






Start 


10237 








End ' 


10545 




Name 


OJ990430 20 


. 9A20 


.C8.01. 


tw 


* Method 


TBLASTX: Wheat 




Start 


2507 








End 


2963 




GI 


none 








Score 


497 




Exons 


2507. .2962, 


2508 


. .2963 










Seq. No. 


11122 








Seq. ID 


OJ990430__20. 9A20. 


.08 


Gene No. 


23667 








Strand 






Start 


10237 








End 


10545 




Name 


OJ990430 20 


. 9A20 


.C8.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


2547 








End 


2912 




GI 


none 








Score 


138 




Exons 


2547. .2771, 


2778 


. .2912 










Seq. No. 


11122 








Seq. ID 


OJ990430_20. 9A20. 


.08 


Gene No. 


23667 








Strand 






Start 


10237 








End 


10545 




Name 


OJ990430 20 


. 9A20 


.C8.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2637 








End 


2993 




GI 


none 








Score 


375 





11653 




Exons 


2637 . .2993, 


2678 


. .2983 








Seq. No. 


11122 








Seq. ID 


OJ990430_20.9A20 


Gene No. 


23667 








Strand 




Start 


10237 








End 


10545 


Name 


OJ990430 20. 


9A20, 


. C8 .o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3078 ~ 








End 


3502 


GI 


none 








Score ■ 


445 


Exons 


3078 . .3497, 


3122 , 


. . 3502, 


3143. 


.3502 




Seq. No. 


11122 








Seq. ID 


OJ990430_20.9A20 


Gene No. 


23667 








Strand 




Start 


10237 








End 


10545 


Name 


OJ990430 20. 


9A20 , 


.C8.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3126 ~ 








End 


3557 ■ 


GI 


none 








Score 


315 


Exons 


3126. . 3557, 


3173, 


. . 3316, 


3353. 


.3523 




Seq. No. 


11122 








Seq. ID 


OJ990430_20.9A20 


Gene No. 


23667 








Strand 




Start 


10237 








End 


10545 


Name 


OJ990430 20. 


9A20. 


.C8 .o3. 


tm 


Method 


TBLASTX: Maize 


Start 


3224 ~ 








End 


3668 


GI 


none 








Score 


274 


Exons 


3224 . . 3478, 


3225 . 


. . 3479, 


3260 : 


.3496, 3500. .3631, 3501. .3i 




3642 . . 3668 












Seq. No. 


11122 








Seq. ID 


OJ990430_20.9A20 


Gene No. 


23667 . 








Strand 




Start 


10237 








End 


10545 


Name 


OJ990430 20. 


9A20. 


. C8 . o8 . 


tw 


Method 


TBLASTX: Wheat 


Start 


3506 " 








End 


3792 


GI 


none 








Score 


270 


Exons 


3506. . 3583, 


3507 . 


. .3788, 


3516. 


.3791, 3694. .3792 


Seq. No. 


11122 








Seq. ID 


OJ990430_20. 9A20 


Gene No. 


23667 








Strand 




Start 


10237 








End 


10545 


Name 


OJ990430 20. 


9A20 . 


. C8.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


3783 ~ 








End 


4171 


GI 


none 








Score 


86 


Exons 


3783. .3887, 


3791. 


. .4171, 


3927 . 


.4169 




Seq. No. 


11122 








Seq. ID 


OJ990430_20.9A20 


Gene No. 


23667 








Strand 




Start 


10237 








End 


10545 


Name 


OJ990430 20. 


9A20. 


. C8 .o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


3792 ~ 








End 


4214 


GI 


none 








Score 


415 


Exons 


3792. .4214, 


3800. 


, . 4204 








Seq. No. 


11122 








Seq. ID 


OJ990430_20.9A20 


Gene No. 


23667 








Strand 




Start 


10237 








End 


10545 


Name 


OJ990430 20. 


9A20. 


.C8.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


3845 








End 


4118 


GI 


none 








Score 


121 



11654 



Exons 


3845. .4015, 


3855 


. . 4016, 


4020. 


.4118, 4052. .4117 




Seq. No. 


11122 








Seq. ID 


OJ990430_20,9A20, 


.08 


Gene No. 


23667 








Strand 






Start 


10237 








End 


10545 




Name 


OJ990430 20. 


9A20 


.C8 .olC 


1 . tw 


Method 


TBLASTX: Wheat 




Start 


4230 ■ 








End 


4529 




GI 


none 








Score 


134 




Exons 


4230. .4364, 


4389 


. . 4529 










Seq. No. 


11122 








Seq. ID 


OJ990430_20. 9A20, 


.08 


Gene No. 


23667 








Strand 






Start 


10237 








End 


10545 




Naitie 


OJ990430 20. 


9A20 


.08. ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4526 ~ 








End 


4889 




GI 


none 








Score 


445 




Exons 


4526. .4837, 


4527 


. . 4850, 


'4841 , 


,4888, 4842, ,4889 




Seq. No. 


11122 








Seq. ID 


OJ990430_20,9A20, 


.08 


Gene No. 


23667 








Strand 






Start 


10237 








End 


10545 




Name 


OJ990430 20. 


9A20 


.C8 .o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


4532 ~ 








End 


4919 




GI V ** 


none 








Score 


419 




Exons 


4532 . .4843, 


4533 


. . 4919, 


4728 . 


.4919 






Seq. No. 


11122 








Seq. ID 


OJ990430_20. 9A20, 


.08 


Gene No. 


23667 








Strand 






Start 


10237 








End 


10545 




Name 


OJ990430 20. 


9A20 


.08 .06. 


tm 


Method 


TBLASTX: Maize 




Start 


4991 ~~ 








End 


5264 




GI 


none 








Score 


91 




Exons 


4991 . . 5098, 


4992 


. . 5090, 


5081. 


.5155, 5085. .5168, 5178. .5264 


Seq. No. 


11122 








Seq. ID 


pJ990430_20. 9A20. 


.08 


Gene No. 


23667 








Strand 






Start 


10237 








End 


10545 




Name 


OJ990430 20. 


9A20 


. 08 . o5 . 


tw 


Method 


TBLASTX: Wheat . 




Start 


5034 ~ 








End 


5648 




GI 


none 








Score 


272 




Exons 


5034 . . 5312, 


5054 


. . 5143, 


5195 . 


.5296, 5367. ,5525, 5511. .5648 


Seq. No. 


11122 








Seq. ID 


OJ990430_20. 9A20. 


.08 


Gene No. 


23667 








Strand 






Start 


10237 








End 


10545 




Name 


OJ990430 20. 


9A20 


.08 .o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


5376 ~ 








End 


5609 




GI 


none 








Score 


152 




Exons 


5376. . 5528, 


5507 


. .5608, 


5508 . 


.5609 






Sea No. 


11122 








Seq. ID 


OJ990430_20. 9A20. 


.08 


Gene No. 


23667 








Strand 






Start 


10237 








End 


10545 




Name 


OJ990430 20. 


9A20 


.08. o9. 


tw 


Method 


TBLASTX: Wheat 




Start 


8491 








End 


8781 




GI 


none 








Score 


209 




Exons 


8491. .8781 















11655 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11122 Seq. ID OJ990430_20 . 9A20 . C8 

23667 Strand 

10237 End 10545 

OJ990430_20 . 9A20 . C8 . ol . gp Method AAT/GAP 

10237 End 10545 

5816559 Score 525 

10237.. 10545 

4680178/gb|AF111709. 1 1 AF111709 l.Oe-108 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11123 Seq. ID 

23668 Strand 
8 616 End 
OJ990430_20. 9A20.C9.o2.np Method 
8616 End 
6691716 Score 
8616. .9491, 9679.-9867, 9944. .10004, 10072 .. 10299, 
10638. .10740, 10890. .11003, 11077. .11516 
{AP000492) hypothetical protein [Oryza sativa] 
gi I 6691717 I dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



OJ990430_20. 9A20.C9 
+ 

11528 
AAT/NAP 
11516 
2475 



10377. .10564, 



Seq. ID OJ990430_20.9A20.C9 

Strand + 

End 11528 

-Method GENSCAN 

End 11528 

Score . 9 

.9867, 9944. .10299, 10377 .. 10516, 



11123 
23668 
8616 

OJ990430_20. 9A20.C9.o3.gs 
8616 
none 

8616. .9500, 9646. .9807, 9851. 
10638. .10827, 11077. .11528 

11123 
23669 
4642 

OJ990430_20. 9A20.C9.o2.gs 
4642 
none 

4642.-4782, 6332. .6528, 6604. .7661, 7666. .8051, 8092. .8265 



Seq. ID OJ990430_20.9A20.C9 
Strand 

End 967 3 

Method GENSCAN 

End 8265 

Score . 55 



11123 Seq. ID 

23669 Strand 

4 642 End 

OJ9904 30_2 0 . 9A20 . C9 . ol . np Method 

6317 End 

5902444 Score 
6317.. 8240, 9645.. 9673 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ990430_20.9A20.C9 

9673 
AAT/NAP 
9673 
2604 



11123 Seq. ID 

23670 Strand 

11861 End 

OJ990430_20 . 9A20 . 09 . ol . tw Method 

6965 End 

none Score 

6965. .7366, 7068. .7367 



OJ990430_20. 9A20.C9 
12049 

TBLASTX: Wheat 

7367 

119 



11656 



Seq. No. 


11123 


Seq. ID 


OJ990430_20. 9A20. 


C9 


Gene No. 


23670 


Strand 






Start 


11861 


End 


12049 




Name 


OJ990430 20. 9A20.C9.o2.tw 


Method 


TBLASTX: Wheat 




Start 


8709 


End 


9026 




GI 


none 


Score 


221 




Exons 


8709. .9026, 8876. .9025 








Seq. No. 


11123 


Seq. ID 


OJ990430_20. 9A20. 


C9 


Gene No. 


23670 


Strand 






Start 


11861 


End 


12049 




Name 


OJ990430 20. 9A20.C9.o3.np 


Method 


AAT/NAP 




Start 


11861 


End 


12049 




GI 


4680180 


Score 


315 




Exons 


11861. .12049 








GI Descrip. 


{AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


11124 


Seq. ID 


OJ990520_28. 9A03. 


CI 


Gene No. 


23671 


Strand 


+ 




Start 


491 


End 


752 




Name 


OJ990520 28.9A03.Cl.ol.np 


Method 


AAT/NAP 




Start 


491 


End 


752 




GI 


2498930 


Score 


101 




Exons 


491. .550, 718. .752 








GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




-PROTEIN) gi|1203794 {U18774) Sog [Drosophila melanogaster] 


Seq. No. 


11125 


Seq. ID 


OJ990520_28.9A03. 


C3 


Gene No. 


23672 


Strand 






Start 


1 


End 


15121 




Name 


OJ990520 28.9A03.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2367 




GI 


5852084 


Score 


72 




Exons 


1..20, 2264. .2367 








GI Descrip. 


(AL117264) zwh0007.1 [Oryza sativa] 






Seq, No, 


11125 


Seq. ID 


OJ990520_28.9A03. 


C3 


Gene No, 


23672 


Strand 


■ + 




Start 


1 


End 


15121 




Name 


OJ990520 28.9A03.C3.ol.gs 


Method 


GENSCAN 




Start 


54 


End 


15121 




GI 


none 


Score 


.5 




Exons 


54. .173, 175. .438, 2044. .2153, 


5907. .5945, 7466. .7612, 






7811. .7842, 9639. .9771, 11937. 


.12043, 


14428, .14539, 






14675. .14789, 14867. .15121 








Seq. No. 


11125 


Seq. ID 


OJ990520_28. 9A03. 


C3 


Gene No. 


23672 


Strand 






Start 


1 


End 


15121 




Name 


OJ990520 28.9A03.C3.o2.np 


Method 


AAT/NAP 




Start 


5910 


End 


9232 




GI 


6721512 


Score 


86 




Exons 


5910. .5960, 7484. .7616, 7644.. 


7745, 9200. .9232 




GI Descrip. 


{AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


11125 


Seq. ID 


OJ990520_28.9A03. 


03 



11657 




Gene No. 


23673 


Strand 


+ 




Start 


20378 


End 


23375 




Name 


OJ990520 28.9A03.C3.o3.gs' 


Method 


GENSCAN 




Start 


20378 


End 


23375 




GI 


none 


Score 


.55 




Exons 


20378 20623, 21951 22151, 


.22216. .22314, 23244 


. .23375 


Seq. No. 


11125 


Seq. ID 


OJ990520 


28.9A03 


Gene No. 


23674 


Strand 






Start 


14098 


End 


16420 




Name 


OJ990520 28.9A03.C3.o3.np 


Method 


AAT/NAP 




Start 


14098 


End 


16420 




GI 


6721512 


Score 


70 




Exons 


14 098. .14261, 164 00. .16420 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
: =; GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
; Gene No . 

Start 
Q Name 
Q Start 

GI 

Exons 



11125 
23675 
16463 

OJ990520_28 . 9A03 . C3 . o4 . np 

16023 

2130141 



OJ990520 28.9A03.C3 



Seq. ID _ 
Strand 

End 19377 
Method AAT/NAP 
End 18318 
Score 1706 

16023. .16085, 16164 .. 1774 4 , 17826 .. 18136, 18173.. 18318 
mudrA protein - maize transposon MuDR gi 1540581 (M76978) mudrA 
[Zea mays] gi 1595816 {U14597) mudrA gene product [Zea mays] 



11125 
23675 
16463 

OJ990520_28 . 9A03 . C3 . o2 . gs 

16463 

none 



Seq. ID OJ990520_28.9A03.C3 
Strand 

End 19377 

Method GENSCAN 

End 19377 

Score .61 



16463. .16921, 16967 .. 17232 , 17558 .. 17744 , 17829 .. 18513, 
19095. .19221, 19302.. 19377 



11125 Seq. ID 

23676 Strand 

22933 End 

OJ990520_28 . 9A03 . C3 . o5 . np Method 

22933 End 

6539588 Score 

22933. .22955, 24311.. 24612 



OJ990520_28. 9A03.C3 

24,612 
AAT/NAP 
24612 
210 



GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



Seq. No. 11125 Seq. ID 

Gene No. 23677 Strand 

Start 27665 End 

Name OJ990520_28 . 9A03 . C3 . o3 . tm Method 

Start 15969 End 

GI none Score 

Exons 15969. .16031, 1597 1 .. 16087 , 16049 

16178. .16300, 16241. . 16462, 16308 



16078, 
16463 



OJ990520_28.9A03.C3 
29344 

TBLASTX: Maize 

164 63. 

47 

16172. . 16255, 



Seq. No. 11125 Seq. ID OJ990520_28 . 9A03 . C3 

Gene No. 23677 Strand 

Start 27665 End 29344 

Name OJ990520 28 . 9A03 . C3 . ol . tm Method TBLASTX : Maize 



11658 



start 


16535 


End 


17296 




GI 


none 


Score 


51 




Exons 


16535. .16576, 16535. .16585, 


16536. . 16589, 16601 .. 16921, 






16604 .. 16921, 16659. . 16931, 


16964. .17026, 1 6992 ... 17024 , 






17024.. 17296, 17034. .17288 








Seq. No. 


11125- 


Seq, ID 


OJ990520_28.9A03 


.C3 


Gene No. 


23677 


Strand 






Start 


27665 


End 


29344 




Name 


OJ990520 28 . 9A03 ,C3 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


17355 ~ 


' End 


17747 




GI 


none 


Score 


114 




Exons 


17355. .17747, 17356. .17565, 


17361. .17672 




Seq. No. 


11125 


Seq. ID 


OJ990520_28.9A03 


,C3 


Gene No. 


23677 


Strand 


— 




Start 


27665 


End 


29344 




Name 


OJ990520 28 .9A03.C3.o7.np 


Method 


AAT/NAP 




Start 


27665 


End 


29344 




GI 


6539588 


Score 


209 




Exons 


27665. .27762, 29043. .29344 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


11126 


Seq, ID 


OJ990520_28.9A03 


.C4 


Gene No. 


23678 


Strand 


+ 




Start 


3315 


' End 


3821 




Name 


OJ990520 28.9A03.C4.63.gs 


Method 


GENSCAN 




Start 


3315 


End 


3821 




GI 


none 


Score 


.79 




Exons 


3315. .3821 








Seq. No. 


11126 


Seq. ID 


OJ990520_28,9A03 


. C4 


Gene No. 


23679 


Strand 






Start 


1 


End 


3612 




Name 


OJ990520 28.9A03.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3612 




GI 


6016691 


Score 


.55 




Exons 


1..29, 3285. .3318, 3371. .3612 






GI Descrip. 


(AC009991) unknown protein. 


[Arabidopsis thaliana] 




Seq. No. 


11126 


Seq. ID 


OJ990520_28,9A03 


.C4 


Gene No. 


23679 


Strand 






Start 


1 


End 


3612 




Name 


OJ990520 28.9A03.C4.ol.gs 


Method 


GENSCAN 




Start 


60 


End 


425 




GI 


none 


Score 


.81 




Exons 


60. .179, 258. .425 








Seq. No. 


11126 


Seq. ID 


OJ990520_28.9A03 


.C4 


Gene No. 


23679 


Strand 






Start 


1 


End 


3612 




Name 


OJ990520 28.9A03.C4.o2.gs 


Method 


GENSCAN 




Start 


1788 


End 


2221 




GI 


none 


Score 


.85 




Exons 


1788. .1940, 2039. .2221 








Seq. No. 


11126 


Seq. ID 


OJ990520_28.9A03 


.C4 



11659 




Gene No. 


23680 








Strand 










Start 


4395 








End 


6977 








Name 


OJ990520 28. 


9A03 


.C4 .ol. 


, tm 


Method 


TBLASTX:; 


Maize 




Start 


3437 








End 


3554 








GI 


none 








Score 


185 








Exons 


3437 . . 3553, 


3438 


. .3554 














Seq. No. ' 


11126 








Seq. ID 


OJ990520 


28 . 


9 AO 3 


.04 


Gene No. 


23680 








Strand 










Start 


4395 








End 


6977 








Name 


OJ990520 28. 


9 AO 3 


.04 .o4 . 


QS 


Method 


GENSOAN 








Start 


4395 








End 


6977 








GI 


none 








Score 


.44 








Exons 


4395. .4522, 


4752 


. .4921, 


5849. 


.5885, 6863. .6977 








Seq. No. 


11127 








Seq. ID 


OJ990520 


28 . 


9 AO 3 


.05 


Gene No. 


23681 








Strand 


+ 








Start 


1562 








End 


1733 








Name 


OJ990520 28. 


9 AO 3, 


.C5 .ol . 


QS 


Method 


GENSOAN 








Start 


1562 








End 


1733 








GI 


none 








Score 


.47 - 








Exons 


1562. . 1733 


















Seq. . No. 


11127 








Seq. ID 


OJ990520 


28 . 


9A03 


.05 


Gene No. 


23682 








Strand 


+ 








Start 


9776 








End 


10933 








Name 


OJ990520 28. 


9A03 , 


.C5.o3. 


crs 


Method 


GENSOAN 








Start 


9776 ~ 








End 


10933 








GI 


none 








Score 


1 








Exons 


9776. . 10933 


















Seq. No. 


11127 








Seq. ID 


OJ990520 


28 . 


9 AO 3 


.05 


Gene No. 


23682 








Strand 


+ 








Start 


9776 








End 


10933 








Name 


OJ990520 28. 


9 AO 3. 


.05 .ol . 


OD 


Method 


AAT/GAP 








Start 


10341 








End 


10547 








GI 


4880008 








Score 


405 








Exons 


10341. . 10547 


















Seq. No. 


11127 








Seq. ID 


OJ990520_ 


28. 


9A03 


.05 


Gene No. 


23683 








Strand 


+ 








Start 


11291 








End 


11728 








Name 


OJ990520 28. 


9 AO 3, 


,05 .o2 . 


QP 


Method 


AAT/GAP 








Start 


11291 








End 


11728 








GI 


3768826 








Score 


814 








Exons 


11291, . 11728 


















Seq. No. 


11127 








Seq. ID 


OJ990520_ 


_28. 


9A03, 


.05 


Gene No. 


23684 








Strand - 


+ 








Start 


17004 








End 


17082 








Name 


OJ990520 28. 


9 AO 3. 


05. o2. 


np 


Method 


AAT/NAP 








Start 


17004 








End 


17082 








GI 


6630699 








Score 


74 









Exons 17004 . . 17082 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gil 6721536idbj IBAA89566. 1 1 (AP001073) hypothetical protein 
[Oryza sativa] 



11660 



Seq. No. 11127 

Gene No. 23685 

Start 4510 

Name OJ990520_28 . 9A03 , C5 . o2 . gs 

Start 4510 

GI none 

Exons' 4510.. 4676, 4885 5091,.. 5228 . 

7078. .7193, . 8712. .8860 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_28.9A03.C5 

8860 
GENSCAN 
8860 
.53 



.5283, 5833. .5992, 6264. .6341, 



Seq. No. 11127 

Gene No. 23686 

Start 13320 

Name OJ990520_28 . 9A03 . C5 . o4 . gs 

Start 13320 

GI none 

Exons 13320, .13495, 14342 .. 14550, 
17334. .17461 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_28.9A03.C5 

24294 
GENSCAN 
17461 
.51 



15058. .15184, 16961. .1707 6, 



Q 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 



'is? 
:•-?* 

Exons 



y GI Descrip. 



11127 Seq. ID OJ990520_28 . 9A03 . 05 

23686 Strand 

13320 End 24294 

OJ990520_28 . 9A03 . C5 . o3 . np Method AAT/NAP 

17222 End 18944 

5922619 Score 84 

17222. .17321, 18909.. 18944 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016852 I dbj IBAA85195.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11127 
23686 
13320 

OJ990520_28 . 9A03 . 05 . o5 . gs 
17960 
none 

17960. .18104, 18561 
20345. .20383, 20534 
22203. .22333, 23946.. 24294 



Seq. ID OJ990520_28 . 9A03.C5 
Strand 

End 24294 
Method GENSCAN 
End 24294 
Score .64 
18881, 19441. .19570, 19575 .. 19989, 
20722, 20990. .21297, 21778 .. 2 1958, 



OJ990520 28.9A03.C5 



11127 Seq. ID 

23686 Strand 
13320 End 24294 

OJ990520_28 . 9A03 . 05 . o3 . gp Method AAT/GAP 

19239 End 19710 

91759_1.R1084 Score 836 

19239. .19710 

•4 585924/gb|AAD25584 .1 |AC007211_6 2.0e-18 (AO007211) 
hypothetical protein [Arabidopsis thaliana] ' 



Seq. No. 11127 

Gene No. 23686 

Start 13320 

Name OJ990520_28 . 9A03 . 05 . o4 . np 

Start 20660 

GI 2459436 
Exons 



Seq. ID OJ990520_28 . 9A03.C5 



Strand 
End 

Method 

End 

Score 



24294 
AAT/NAP 
22851 
207 



20660. .20722, 20990 .. 21277 , 21773 .. 21892 , 22764.. 22851 



11661 




GI Descrip. (AC002332) unknown protein [Arabidopsis thaliana] 



Seq. No. 


11127 






Seq. ID 


OJ990520_28.9A03 


.05 


Gene No. 


23686 






Strand 






Start 


13320 






End 


24294 




Name 


OJ990520 28.9A03.C5. 


. o4 . gp 


Method 


AAT/GAP 




Start 


21120 






End 


22316 




GI 


4715698 




Score 


870 




Exons 


21120. 


.21279, 21778. 


, .21958, 


22203. .22316 




GI Descrip. 


4585924/gb|AAD25584. 


1IAC007211 6 2.0e- 


18 (AC007211) hypoth( 




protein [Arabidopsis thaliana] 






Seq. No. 


11127 






Seq. ID 


OJ990520_28.9A03 


.05 


Gene No. 


23687 






Strand 






Start 


26394 






End 


28917 




Name 


OJ990520 28.9A03.C5. 


o2, tm 


Method 


TBLASTX: Maize 




Start 


19675 






■ End 


19835 




GI 


none 






Score 


204 




Exons 


19675. 


.19833, 19688. 


. 19834, 


19700. .19834, 19701 .. 19835, 






19701. 


.19835 










Seq. No. 


11127 






Seq. ID 


OJ990520_28.9A03, 


. 05 


Gene No . 


23687 






Strand 






Start 


26394 






End 


28917 




Name 


OJ990520 28.9A03.C5. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


19684 






End ' 


19990 




GI 


none 






Score 


154 




Exons 


19684. 


.19875, 19684. 


.19989, 


19700. .19990 




Seq. No. 


11127 






Seq. ID 


OJ990520_28.9A03, 


.05 


Gene No . 


23687 






Strand 






Start 


26394 






End 


28917 




Name 


OJ990520 28.9A03.C5. 


ol. ts 


Method 


TBLASTX: Soybean 




Start 


19705 






End 


19989 




GI 


none 






Score 


166 




Exons 


19705. 


.19890, 19706. 


.19891, 


19930. .19989 




Seq. No. 


11127 






Seq: ID 


OJ990520_28.9A03, 


.05 


Gene No , 


23687 






Strand 






Start 


26394 






End 


28917 




Name 


OJ990520 28.9A03.C5. 


o2 . ts 


Method 


TBLASTX : Soybean 




Start 


20960 






End 


21274 




GI 


none 






Score 


95 




Exons 


20960. 


.21052, 21062. 


.21274, 


21065. .21274 




Seq. No. 


11127 






Seq. ID 


OJ990520_28.9A03. 


,05 


Gene No . 


23687 






Strand 






Start 


26394 






End 


28917 




Name 


. OJ990520 28.9A03.C5. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


21155 






End 


21961 




GI 


none 






Score 


155 




Exons 


21155. 


.21271, 21155. 


.21274, 


21746. .21961, 21786. .21959 




Seq. No. 


11127 






Seq. ID 


OJ990520_28.9A03. 


05 


Gene No. 


23687 






Strand 






Start 


26394 






End 


28917 




Name 


OJ990520_28. 9A03.C5. 


o6 . gs 


Method 


GENSCAN 





11662 



start 


26394 


End 


28917 






GI 


none 


Score 


.59 






Exons 


2 63 94.. 27 058, 283 67.. 28447, 


28515. .28652, 28851.. 28917 




Seq. No. 


11127 


Seq. ID 


OJ990520_28. 


9 AO 3 


.C5 


Gene No. 


23687 


Strand 








Start 


26394 


End 


28917 






Name 


OJ990520 28.9A03.C5.o5.np 


Method 


AAT/NAP 






Start 


27069 


End 


28904 






GI 


6721512 


Score 


119 






Exons 


27069. .27122, 28518 .. 28587 , 


28630. .28764, 28792. .28904 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


11128 


Seq. ID 


OJ990520_28. 


9A03 


.06 


Gene No . 


23688 


Strand 


+ 






Start 


1 


End 


373 






Name 


OJ990520 28.9A03.C6.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


373 






GI 


6755654 


Score 


624 






Exons 


1, .373 










GI Descrip. 


sprouty homolog 4 (Drosophila) 










gi|5917720|gb|AAD56007.1|AF176906 1 (AF176906) sprouty 


4 [ Mus 




musculus] 










Seq. No. 


11128 


Seq. ID 


OJ990520_28. 


9A03 


.06 


'Gene No. 


23688 


Strand 


+ 






Start 


1 


End 


373 






Name 


OJ990520 28.9A03.C6.ol.gs 


Method 


GENSCAN 






Start 


133 


End 


284 






GI 


none 


Score 


.54 






Exons 


133. .284 










Seq. No. 


11129 


Seq. ID 


OJ990430_22. 


9A01 


.01 


Gene No. 


23689 


Strand 








Start 


1401 


End 


1654 






Name 


OJ990430 22.9A01.Cl.ol.gs 


Method 


GENSCAN 






Start 


1401 


End 


1654 






GI 


none 


Score 


,56 






Exons 


1401. .1508, 1552. .1654 










Seq. No. 


11130 


Seq. ID 


OJ990430_22. 


9A01 


.02 


Gene No . 


23690 


Strand 








Start 


7201 


End 


8103 






Name 


OJ990430 22.9A01.C2.ol.gp 


Method 


AAT/GAP 






Start 


6973 


End 


7996 






GI 


88748 1.R1084 


Score 


826 






Exons 


6973. .7336, 7917. .7996 










GI Descrip. 


'3176667 l.Oe-17 (AC004393) 


Similar to 


hypothetical 


41. 


9KD 




protein gb_1001369 from sequence of Synechocystis 


sp. 






gb_D64006. [Arabidopsis thaliana] ' 








Seq. No. 


11130 


Seq. ID 


OJ990430_22. 


9A01 


.02 


Gene No. 


23690 


Strand 








Start 


7201 


End 


8103 






Name 


OJ990430 22. 9A01.C2.ol,np . 


Method 


AAT/NAP 






Start 


7131 


End 


8103 






GI 


3176667 


Score 


334 







11663 



Exons 7131., 7336, 7917.. 8103 

GI Descrip. (AC004393) Similar to hypothetical 41,9KD protein gb| 1001369 

from sequence of Synechocystis sp. gb|D64006. [Arabidopsis 
thaliana] 



Seq. No. 11130 Seq. ID 

Gene No. 23690 Strand 

Start 7201 End 

Name OJ990430_22 . 9A01 . C2 . o2 . gs Method 

Start 7201 End 

GI none Score 

Exons 7201.. 7336, 7917.. 8101 



OJ990430_22.9A01.C2 

8103 
GENSCAN 
8101 
.92 



Seq. No. 11130 

Gene No. 23690 

Start 7201 

Name OJ9904 30_22 . 9A01 . C2 . ol . tm 

Start 7291 

GI none 

Exons 7291.. 7338, 7292., 7339, 7292. 

7913. .8098, 7915. .8100 



OJ990430_22.9A01.C2 
8103 

TBLASTX: Maize 

8100 

87 . 



Seq. ID 

Strand 
End 

Method 
End 
Score 

.7339, 7293, .7349, 7908. .8099, 



UI 



Seq. No. 11131 Seq. ID OJ990430_22 . 9A01 . 03 

Gene No. 23691 - Strand 

Start 1 End 3673 

Name OJ9904 30_22 . 9A01 . C3 . ol . np Method AAT/NAP 

Start 1 End 3673 ''■ 

GI 3176667 Score 594 

Exons 1..150, 1623.. 1835, 3191.. 3673 

GI Descrip. (AC004393) Similar to hypothetical 41.9KD protein gb| 1001369 
from sequence of Synechocystis sp. gb|D64006. [Arabidopsis 
thaliana] 



U 



Seq. No, 11131 Seq. ID 

Gene No, 23691 Strand 

Start 1 End 

Name OJ9904 30_22 . 9A01 . 03 . o2 . tm Method 

Start 1 End 

GI none Score 

Exons 1..87, 1,.99, 1614. .1850, 1615. .1839 



OJ990430_22.9A01.O3 
3673 

TBLASTX: Maize 

1850 

138 



Seq. No. 11131 Seq. ID 

Gene No. 23691 Strand 

Start 1 End 

Name OJ990430_22 . 9A01 . 03 . ol . gs Method 

Start 35 End 

GI none Score 

Exons 35.. 86, 1614.. 1835, 3191.. 3550 



OJ990430_22.9A01.C3 

3673 
GENSCAN 
3550 
.48 



Seq. No. 11131 

Gene No. 23691 

Start 1 

Name OJ9904 30_22 . 9A01 . 03 . ol . gp 

Start 2753 

GI 5455363 

Exons 2753.. 3391 

GI Descrip. 3176667 l.Oe-17 (AO004393) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990430_22.9A01.O3 

3673 
AAT/GAP 
3391 
1254 



Similar to hypothetical 4 1 . 9KD 



11664 



protein gb_1001369 from sequence of Synechocystis sp. 
gb_D64006. [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
.Start 
GI 

Exons 

GI Descrip. 



11131 Seq. ID 

23691 Strand 

1 End 

OJ990430_22 . 9A01 . C3 . ol . tm Method 

3191 End 

none Score 



OJ990430_22.9A01.C3 
3673 

TBLASTX: Maize 

3589 

82 



3191. .3268, 3191. .3493, 3234, .3494, 3545. .3589 



11132 
23692 
233 

OJ9904 30_22 . 9A0 1 . C4 . ol . gs 

233 

none 



Seq. ID OJ990430_22.9A01.C4 



Strand 
End 

Method 

End 

Score 



+ 

3453 
GENSCAN 
3453 
.54 



233. .283, 688. .870, 1005. .1343, 2122. .2235, 2605. .2703, 
3216. .3242, 3424. .3453 



11132 Seq. ID 

23693 Strand 
15068 End 
OJ990430_22. 9A01.C4.o2.np Method 
15068 End 
6539553 Score 
15068. .18973 

(AP000836) Similar to Oryza australiensis retrotransposon RIREl 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIREl (D85597) 
[Oryza sativa] 



OJ990430__22.9A01.C4 
+ 

18973 
AAT/NAP 
18973 
6758 



Seq. No. 


11132 




Seq. ID 


OJ990430_22 


.9A01, 


.C4 


Gene No. 


23694 




Strand 








Start 


6207 




End 


11837 






Name 


OJ990430 22. 


9A01.C4.o2.gs 


Method 


GENSCAN 






Start 


6207 




End 


11837 






GI 


none 




Score 


.62 






Exons 


6207. .6621, 


8963.. 9060, 9535 


. .9583, 10677. .10721, 


11458, 


. .11837 


Seq. No. 


11132 




Seq. ID 


OJ990430_22 


.9A01, 


.C4 


Gene No. 


23694 




Strand 








Start 


6207 




End 


11837 






Name 


OJ990430 22. 


9A01.C4.ol.gp 


Method 


AAT/GAP 






Start 


7794 




End 


8998 






GI 


none 




Score 


952 






Exons 


7794 . .8118, 


8257.. 8395, 8963 


. .8998 








Seq. No. 


11132 ^ 




Seq. ID 


OJ990430_22 


.9A01, 


.C4 


Gene No. 


23694 




Strand 








Start 


6207 




End 


11837 






Name 


OJ990430 22. 


9A01.C4 .o2.gp 


Method 


AAT/GAP 






Start 


10069 




End 


11748 






GI 


none 




Score 


841 






Exons 


10069. .10204 


, 10677. .10721, 


11463. .11748 






Seq. No. 


11132 




Seq. ID 


OJ990430_22 


.9A01, 


.C4 



11665 




Gene No. 


23695 




Strand 






O Ua J- L. 


12146 




End 


13492 




Nsme 


OJ990430 22 


.9A01.C4.o3.gs 


Method 


GENSCAN 




O Lei J. t. 


12146 




End 


13492 






none 




Score 


.43 




Exons 


12146. .12153, 12236. .12884, 


13301.. 13492 




Seq. No. 


11132 




Seq. ID 


OJ990430_22.9A01. 


C4 


Gene No. 


23696 




Strand 






o LdX U. 


21754 




End 


29470 




N3ine 


OJ990430 22 


. 9A01.C4 .ol.tm 


Method 


TBLASTX: Maize 




Q-h a ■r^- 


658 




End 


1592 




r*T 


none 




Score 


321 




TT" v ■n c 


658. . 1005, 


681. .941, 996. .1592, 1013.. 


1279, 1331.. 1573 




Seq. No. 


11132 




Seq. ID 


OJ990430_22. 9A01. 


C4 


Gene No. 


23696 




Strand 






O La J- U 


21754 




End 


29470 




N3ine 


OJ990430 22 


.9A01.C4 .o5.tw 


Method 


TBLASTX: Wheat 




O Ldr L 


708 




End 


993 






none 




Score 


316 




TP r\ 


708. .950, 709. .987, 727. .993 








Seq. No. 


11132 




Seq. ID 


OJ990430_22.9A01. 


C4 


Gene No. 


23696 




Strand 






oLa.r L 


01 1 
L 1 D*i 




End 


29470 




Name 


OJ990430 22 


. 9A01.C4 .o9,tw 


Method 


TBLASTX: Wheat 




OLHrL 


995 




End 


1367 






none 




Score 


130 




TT" V C! 


995. .1141, 


996. .1142, 1142.. 


1294, 1143 


. .1295, 1287. .1367 


Seq. No. 


11132 




Seq. ID 


OJ990430_22. 9A01. 


C4 


Gene No. 


23696 




Strand 






o LciX L 


21754 




End 


29470 




Nsiue 


OJ990430 22 


.9A01.C4 .o4 .ts 


Method 


TBLASTX : Soybean 




OLa.iL 


1221 




End 


1751 




fZT 


none 




Score 


51 




Hj AL/iio 


1221. .1280, 


1350. .1577, 1418 


. .1576, 1566. .1751 . 




Seq. No. 


11132 




Seq. ID 


OJ990430_22: 9A01. 


C4 


Gene No. 


23696 




Strand 






o Lax L 


21754 




End 


29470 




Name 


OJ990430 22 


. 9A01.C4 .o8.tw 


Method 


TBLASTX: Wheat 




OLaX L 


1373 




End 


1926 




oX 


none 




Score 


234 




Exons 


1373. .1723, 


1482.. 1736, 1828 


. .1926 






Seq. No. 


11132 




Seq. ID 


OJ990430_22.9A01. 


04 


Gene No. 


23696 




Strand 






O LdX L 


21754 




End 


29470 




Name 


OJ990430 22 


, 9A01.C4 .o8.tm 


Method 


TBLASTX: Maize 




Start 


1596 




End 


1781 




GI 


none 




Score 


197 




Exons 


1596. .1781 










Seq. No. 


11132 




Seq. ID 


OJ990430_22.9A01. 


C4 


Gene No. 


23696 




Strand 







11666 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21754 End 
OJ990430_22 . 9A01 .C4 .o4 . tm Method 
1795 End 
none Score 
1795.. 2193, 1831.. 2025, 2203.. 2295 



11132 
23696 
21754 

OJ9904 30_22. 9A01.C4 .oG.tw 

2026 

none 

2026. .2385 



29470 

TBLASTX: Maize 

2295 

300 



Seq. ID OJ990430_22. 9A01.C4 
Strand 

End 29470 

Method TBLASTX : Wheat 

End 2385 

Score 298 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



11132 
23696 
21754 

OJ990430_22'. 9A01 . C4 . o9 . tm 

2467 

none 

2467. .2724, 2502. .2609 

11132 
23696 
21754 

OJ9904 30_22. 9A01.C4 .o4.tw 

15062 

none 

15062. .154 48, 15073. .154 47 

11132 
23696 
21754 

OJ990430__22. 9A01.C4 .o3.tm 

15197 

none 

15197. .15508, 15205.. 15510 

11132 
23696 
21754 

OJ990430_22. 9A01.C4 .o2.tm 

16009 

none 



Seq. ID OJ990430_22. 9A01.C4 
Strand 

End 29470 

Method TBLASTX : Maize 

End 2724 

Score 189 



Seq. ID OJ990430_22 . 9A01 . C4 
Strand 

End 29470 

Method TBLASTX : Wheat 

End 15448 

Score 354 



Seq. ID OJ9904 30_22. 9A01.C4 
Strand 

End 29470 

Method TBLASTX : Maize 

End 15510 

Score 366 



Seq. ID OJ9904 30_22. 9A01.C4 
Strand 

End 29470 
Method ■ TBLASTX: Maize 
End 16331 
Score 268 



16009. .16263, 16016 .. 16330, 16036 .. 16329, 16164. .16331 



11132 
23696 
21754 

OJ9904 30_22. 9A01.C4 .o6.ts 

16358 

none 

16358. .16513, 16496. .16744 

11132 
23696 
21754 



Seq. ID OJ990430_22.9A01.C4 
Strand 

End ' 29470 

Method TBLASTX : Soybean 

End 16744 

Score 77 



Seq. ID OJ990430_22. 9A01.C4 
Strand 

End 29470 



11667 



Name 

Start 

GI 

Exons 



OJ990430_22 . 9A01 . C4 . o7 . tm Method 

16532 End 

none Score 
16532. .16966, 16741. .16941 



TBLASTX: Maize 

16966 

303 



Seq. No. L1132 

Gene No. 23696 

Start 21754 ^ ■ 

Name OJ990430_22 . 9A01 . C4 . o7 . tw 

Start 16610 

GI none 

Exons 16610. .16801, 16610.. 16801 

Seq. No. 11132 

Gene No. 23696 

Start 21754 

Name OJ990430_22 . 9A01 . C4 . o3 . ts 

Start 16754 

GI none 

Exons 16754. .16978, 167 62 .. 16932 , 



Seq. ID OJ990430_22. 9A01.C4 
Strand 

End 29470 

Method TBLASTX : Wheat 

End 16801 

Score 275 



Seq. ID OJ990430_22.9A01.C4 
Strand 

End 29470 

Method TBLASTX : Soybean 

End 17152 

Score 197 
16979. .17152, 16987.. 17025 



Seq. No. 
Gene No. 

i" : 

Start 
hl\ Name 
rfl Start 
nr GI 
j:=J Exons 

'ill Seq. No. 
fif Gene No. 

Start 

Name 

Start 
'^1 GI 
1==^' Exons 

GI Descrip. 



11132 
23696 
21754 

OJ990430_22 . 9A01 . C4 . ol . tw 

16802 

none 

16802. .17266, 16810 .. 17289, 
17340. .17537, 17398. .17556 

11132 
23696 
21754 

OJ990430_22 . 9A01 . C4 . ol . ts 

17477 

5509260 

17477. .17 941, 17578. .17 64 6, 



Seq. ID OJ990430_22.9A01.C4 
Strand 

End 29470 

Method TBLASTX : Wheat 

End 17557 

Score 634 
17310. .17540, 17318. .17557, 



Seq. ID OJ990430_22.9A01.C4 
Strand 

End 29470 

Method TBLASTX : Soybean 

End 17941 

Score 383 
17695. .17790, 17863. .17922 



Seq. No. 11132 Seq. ID 

Gene No. 23696 Strand 

Start 21754 End 

Name OJ990430_22 . 9A01 . C4 . o2 . tc . Method 

Start 17570 End 

GI none Score 

Exons 17570. .17830, 17572.. 17649 

Seq. No. 11132 Seq. ID 

Gene No. 23696 Strand 

Start 21754 End 

Name * OJ990430_22 . 9A01 . C4 . o5 . tm Method 

Start 17611 End 

GI none Score 
Exons 



OJ990430_22.9A01.C4 
29470 

TBLASTX: Cress 

17830 

286 



OJ990430_22.9A01.C4 
29470 

TBLASTX: Maize 

18076 

361 



17611. .17793, 17612. .18076, 1774 7 .. 17 929, 17863. .17973 



Seq. No. 
Gene No. 



11132 
23696 



Seq. ID 
Strand 



OJ990430 22.9A01.C4 



11668 




start 


21754 






End 


29470 




Name 


OJ990430 22.9A01,C4. 


o3 . tw 




Method 


TBLASTX: Wheat 




Start 


17612 ~ 






End 


18157 




GI 


none 






Score 


319 




Exons 


17612. .17956,. 17759. 


. 17932, 


17951. .18157, 18025. .18147 




Seq. No. 


11132 






Seq. ID 


OJ990430_22. 9A01 


.C4 


Gene No. 


23696 






Strand 






Start 


21754 






End 


29470 




Name 


OJ990430 22.9A01.C4. 


o2 . ts 




Method 


TBLASTX : Soybean 




Start 


18010 ~ 






End 


18355 




GI 


none 






Score 


314 




Exons 


18010. .18210, 18011. 


. 18355 










Seq. No. 


11132 






Seq. ID 


OJ990430_22. 9A01 


.04 


Gene No. 


23696 






Strand 






Start 


21754 






End 


29470 




Name 


OJ990430 22.9A01.C4. 


o6 . tm 




Method 


TBLASTX: Maize 




Start 


18166 






End 


18505 




GI 


none 






Score 


318 




Exons 


18166. .18504, 18167. 


.18505 










Seq. No. 


11132 






Seq. ID 


OJ990430_22.9A01 


. C4 


Gene No. 


23696 






Strand 






Start 


21754 






End 


29470 




Name 


OJ990430 22 . 9A01 . C4 . 


o2 . tw 




Method 


TBLASTX: Wheat 




Start 


18361 ~ 






End 


18837 




GI 


none 






Score 


101 




Exons 


18361 . . 18432, 18362 . 


. 18436, 


U 


3363.. 18434, 18451 18837 , 






18452 . . 18799 












Seq. No. 


11132 






Seq. ID 


OJ990430_22.9A01 


.04 


Gene No. 


23696 






Strand 






Start 


21754 






End 


29470 




Name 


OJ990430 22 . 9A01 . C4 . 


o5 . ts 




Method 


TBLASTX : Soybean 




Start 


18368 ~ 






End 


18709 




GI 


none 






Score 


91 




Exons . 


18368. .18481, 18394. 


.18474, 


U 


3500.. 18709, 18505.. 18630 




Seq. No. 


11132 






Seq. ID 


OJ990430_22.9A01 


.04 


Gene No. 


23696 






Strand 






Start 


21754 






End 


29470 




Name 


OJ990430 22.9A01.C4. 


o5 . as 




Method 


GENSCAN 




Start 


21754 






End 


29369 




GI 


none 






Score 


. 65 




Exons 


21754. .21906, 22635. 


. 22692, 


25670. .257? 


33, 26210. .26496, 






28971 . .29146, 29301 . 


.29369 










Seq. No. 


11132 






Seq. ID. 


OJ990430_22.9A01 


.04 


Gene No. 


23696 






Strand 






Start 


21754 






End 


29470 




Name 


OJ990430 22.9A01.C4. 


o3.np 




Method 


AAT/NAP 




Start 


21757 






End 


23195 




GI 


4836878 






Score 


554 




Exons 


21757. .21906, 22635. 


.22922, 


22997. .23080, 23166.. 23195 





GI Descrip. (AO007260) Icl I prt_seq No definition line found [Arabidopsis 
thaliana] 



11669 




Sea No 


11132 ■ 


Seq, ID 


OJ990430_22,9A01 


. C4 


Gene No. 


23696 


Strand 






Start 


21754 


End 


29470 




Name 


OJ990430 22. 9A01.C4 .ol.tc 


Method 


TBLASTX: Cress 




Start . 


21788 ~ 


End 


23222 




GI 


none 


Score 


158 




Exons 


21788. ,21910, 21793. .21915, 


21793-. .21912, 22596 ., 22724 , 






22635. .22886, 22636. .22926, 


22636, .22923, 22991 .. 23077 , 






22992. .23075, 23160. .23222, 


23161, .23220 




Seq. No. 


11132 


Seq. ID 


OJ990430_22.9A01 


.C4 


Qgrie No. 


23696 


Strand 


— 




Start 


21754 


End 


29470 




Name 


OJ9904 30 22 . 9A01 , C4 , o3 . ao 


Method 


AAT/GAP 




Start 


26205 ~ 


End 


26510 




GI 


2427966 


Score 


540 




Exons 


26205 . ,26510 








Seq. No. 


11132 


Seq, ID 


OJ990430_22. 9A01 


.C4 


Gene No, 


23696 


Strand 


- 




Start 


21754 


End 


29470 




Name 


OJ990430 22.9A01.C4.o4.np 


Method 


AAT/NAP 




Start 


27759 


End 


29470- 




GI 


5902448 


Score 


494 




Exons 


27759. ,28312, 2937 9 ,. 29470 . 








\J -L. 1_V V3 Vw^ X. -i_ kw' . 


{AB030283) orf3 [Oryza sativa] 






Seq. No. 


11133 


Seq. ID 


OJ990430_22. 9A01 


.05 


Gene No . 


23697 


Strand 


+ 




Start 


40 


End 


1087 




Name 


OJ990430 22. 9A01.C5.ol.gs 


Method 


GENSCAN 




Start 


40 


End 


1087 




GI 


none 


Score 


.76 




Exons 


40. .121, 733. .804, 978. .1087 








Seq. No. 


11134 


Seq. ID 


OJ990430_22.9A01 


.06 


Gene No. 


23698 


Strand 


+ 




Start 


272 


End 


734 




Name 


OJ990430 22. 9A01.C6.ol.np 


Method 


AAT/NAP 




Start 


272 


End 


673 




GI 


3549667 


Score 


272 




Exons ' 


272. .673 








GI Descrip. 


(AL031394) Arabidopsis dynamin-like protein ADL2 [Arabidopsis 




thaliana] 








Seq. No. 


11134 


Seq. ID 


OJ990430_22. 9A01 


.06 


Gene No. 


23698 


Strand 


+ 




Start 


272 


End 


734 




Name 


OJ990430 22, 9A01,C6. ol.tc 


'Method 


TBLASTX: Cress 




Start 


284 


End 


673 




GI 


none 


Score 


34 




Exons 


284. ,313, 368. .448, 370. .417 


, 446, .586, 


454. .579, 598..' 


669, 




599. .673 








Seq. No. 


11134 


Seq. ID 


OJ990430_22,9A01 


.C6 


Gene No, 


23698 


Strand 







11670 



start 


272 


End 


734 




Name 


OJ990430 22. 9A01.C6.ol.gs 


Method 


GENSCAN 




Start 


320 


End 


734 




GI 


none 


Score 


.93 




Exons 


320. .673, 711. .734 








Seq. No. 


11134 


Seq. ID 


OJ990430_22.9A01 


.C6 


Gene No. 


23698 


Strand 


+ 




Start 


272 


En<d 


734 




Name 


OJ990430 22. 9A01.C6.ol.ts 


Method 


TBLASTX: Soybean 




Start 


368 


End 


669 




GI 


none 


Score 


62 




Exons 


368. .424, 446. .586, 454.. 


582, 568. .669 


, 569.. 667 




Seq. No. 


11134 


Seq. ID 


OJ990430__22. 9A01 


.C6 


Gene No. 


23698 


Strand 


+ 




Start 


272 


End 


734 




Name 


OJ990430 22. 9A01.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


452 


End 


670 




GI 


none 


Score 


224 




Exons 


452. .670, 454. .669 








Seq. No. 


11135 


Seq. ID 


OJ990430_22.9A01 


.07 


Gene No. 


23699 


Strand 






Start 


1 


End 


439 




Name 


OJ990430 22. 9A01.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


439 




GI • 


1085922 


Score 


146 




Exons 


1..303, 330. .439 








GI Descrip. 


hypothetical protein 224 - 


- evening primrose mitochondrion ', 



gi|459533|emb|CAA54968| (X78038) orf224; homology to ribosomal 
protein SI of E. coli [Oenothera berteriana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



11136 
23700 
1 

OJ990430 
1 



22. 9A01. 08.01. np 



Seq. ID OJ990430_22.9A01.C8 

Strand + 

End 6162 

Method AAT/NAP 

End 793 

Score 977 



6091729 
1. .793 

(AO0107 97) unknown protein [Arabidopsis thaliana] 

gil 6513942|gb|AAF14846.1|AO011664_28 (AO011664) unknown protein 

[Arabidopsis thaliana] 



11136 Seq. ID 

23700 Strand 
1 End 
OJ990430_22. 9A01.08.ol.gp Method 
9 ' ■ End 

74741_1.R1084 Score 
9. .466 

• 6091729/gb|AAF03441.1 |AO010797_17 8.0e-47 {AO010797) unknown 
protein [Arabidopsis thaliana] ' 



OJ990430_22.9A01.O8 
+ 

6162 
AAT/GAP 
466 
877 



11136 
23700 
1 



Seq. ID OJ990430_22.9A01.O8 
Strand + 
End 6162 



11671 



Name 


OJ990430 22, 9A01.C8.ol. 


. as 


Method 


GENSCAN 


Start 


50 




End 


6162 


GI 


none 




Score 


. 65 


Exons 


50. .792, 4077. .6162 








Seq. No, 


11136 




Seq. ID 


OJ990430 


Gene No. 


23700 




Strand 


+ " 


Start 


1 . 




End 


6162 


Name 


OJ990430 22.9A01.C8.o2, 


• gp 


Method 


AAT/GAP 


Start 


318 




End 


568 


GI 


3106610 




Score 


369 


Exons 


318. .568 








Seq. No. 


11136 




Seq. ID 


OJ990430 


Gene No. 


23700 




Strand 


+ 


Start 


1 




End 


6162 


Name 


OJ990430 22. 9A01.C8.o2. 


.np 


Method 


AAT/NAP 


Start 


4168 




End 


6153 


GI 


100226 




Score 


856 


Exons 


4168, .4308, 4357. .6153 








GI Descrip. 


hypothetical protein - 


tomato 


gil 19275 


1 emb 1 CAA7 



22.9A01,C8 



{Z12127) 



protein of unknown function [Lycopersicon esculentum] 

gi I 445619 I prf I I 1909366A Leu zipper protein [Lycopersicon 

esculentum] 



Seq. No, 11136 

Gene No, 23701 

Start 6151 

Name OJ990430_22 . 9A01 . C8 , ol . 

Start 19 

GI none 

Exons 19,. 132, 23.. 136, 110., 
463, .519, 473. .517 

Seq. No. 11136 

Gene No. 23701 

Start 6151 

Name OJ9904 30_22 . 9A01 , C8 , o2 . 

Start 52 

GI none 

Exons 52.. 819, 53,. 820, 895,, 
951. .1013, 1011. .1043, 

Seq. No, 11136 

Gene No. 23701 

Start 6151 

Name OJ990430_22 , 9A01 . C8 . ol . 

Start 100 

GI none 

Exons 100.. 345, 101.. 343, 310 
897. .938 

Seq. No. 11136 

Gene No. 23701 

Start 6151 

Name OJ9904 30_22 . 9A01 . C8 . o4 . 

Start 520 



Seq. ID OJ990430_22, 9A01.C8 

Strand - 

End . 6545 

ts Method TBLASTX : Soybean 

End 519 

Score 127 

379, 133. .387, 370, ,477, 374, ,475, 



Seq. ID OJ990430_22. 9A01.C8 
Strand 

End 6545 

tm Method TBLASTX : Maize 

End 1053 

Score 1164 

939, 897. .941, 912. .944, 950. ,988, 
1018. ,1053 

Seq. ID OJ990430_22,9A01.C8 
Strand 

End 6545 

tc Method TBLASTX : Cress 

End 938 

Score 332 
,.660, 359.. 661, 562. ,789, 650, .820, 



Seq, ID OJ990430_22, 9A01,C8 
Strand 

End - 6545 

ts Method TBLASTX : Soybean 

End 730 



11672 




GI 


none 








Score 


287 


Exons 


520. .726, 521. .730, 521 


.. .730 






Seq. No. 


11136 








Seq. ID 


OJ990430_22.9A01.O8 


Gene No. 


23701 








Strand 




Start 


6151 








End 


6545 


Name 


OJ990430 22. 


9A01. 


08 .o4 . 


tm 


Method 


TBLASTX: Maize 


Start . 


4185 








End 


4464 


GI 


none 








Score 


180 


Exons 


4185. .4307, 


4186. 


.4308, 


4378. 


.4464 




Seq. No. 


11136 








Seq. ID 


OJ990430_22.9A01.C8 


Gene No. 


23701 








Strand 




Start 


6151 








End 


6545 


Name 


OJ990430_22 . 


9A01 . 


C8.o3. 


to 


Method 


TBLASTX :Oress 


Start 


4822 








End 


5259 


GI . 


none 








Score 


163 


Exons 


4822. .5088, 


5086. 


. 5259 








Seq. No. 


11136 








Seq. ID 


OJ990430_22. 9A01.O8 


Gene No. 


23701 








Strand 




Start 


6151 








End 


6545 


Name 


OJ990430 22. 


9A01. 


08. o5. 


ts 


Method 


TBLASTX: Soybean 


Start 


4843 








End 


5094 


GI 


none 








Score 


247 


Exons ' 


4843. . 5070, 


4846. 


. 5094 








Seq. No. 


11136 








Seq. ID 


OJ990430_22.9A01.O8 


Gene No. 


23701 








Strand 




Start 


6151 








End 


6545 


Name 


OJ990430_22 . 


9A01. 


08. ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4877 








End 


5832 


GI 


none 








Score 


1429 


Exons 


4877 . . 5482, 


4888 . 


. 5832, 


5386. 


.5826, 5543. .5830 


Seq. No. 


11136 








Seq. ID 


OJ990430_22.9A01.O8 


Gene No. 


23701 








Strand 




Start 


6151 








End 


6545 


Name 


OJ990430_22 . 


9A01 . 


08 .o2 . 


ts 


Method 


TBLASTX : Soybean 


Start 


5107 








End 


5673 


GI 


none 








Score 


189 


Exons 


5107 . . 5256/ 


5107 . 


. 5271, 


5126. 


.5317, 5268. .5429, 5281. .5478, 




5383. .5478',! 

'■A 


5548. 


.5673 








Seq. No. 


11136 








Seq. ID 


OJ990430_22. 9A01.C8 


Gene No. 


23701 A 








Strand 




Start 


6151 








End 


6545 


Name 


OJ990430 22. 


9A01. 


08 .o2 . 


tc 


Method 


TBLASTX: Cress 


Start 


5383 








End 


5997 


GI 


none 








Score 


95 


Exons 


5383. .5478, 


5548. 


.5706, 


5707 . 


.5826, 5878.. 5997, 5883.. 5993 


Seq. No. 


11136 








Seq. ID 


OJ990430_22. 9A01.C8 


Gene No. 


23701 








Strand 




Start 


6151 








End 


6545 


Name 


OJ990430 22. 


9A01. 


08.01. 


tw 


Method 


TBLASTX: Wheat 


Start 


5575 








End 


5981 



11673 



GI 


none 








Score 


217 


Exon s 


5575 5826. 


5603 , 


. 5827, 


5605 


..5826, 5878. .5979, 




5883 . . 5981 












Seq. No. 


11136 








Seq. ID 


OJ990430 


Gene No. 


23701 








Strand 




Start 


6151 








End 


6545 


Name 


OJ990430 22 


. 9A01 . 


C8.o3. 


ts 


Method 


TBLASTX: 


Start 


5680 ~ 








End 


6162 


GI 


none 








Score 


157 


Exons 


5680 . . 5832, 


5682. 


. 5825, 


5878 


..6162, 5883. .6080 


Seq. No. 


11136 








Seq. ID 


OJ990430 


Gene No. 


23701 








Strand 


- 


Start 


6151 








End 


6545 


Name 


OJ990430 22 


. 9 AO 1 . 


C8 . o3. 


tm 


Method 


TBLASTX:] 


Start 


5878 ~ 








End 


6126 


GI 


none 








Score 


248 


Exons 


5878 . . 6126, 


5883. 


. 6086 








Seq. No. 


11136 








Seq. ID 


OJ990430 


Gene No. 


23701 








Strand 




Start 


6151 








End 


6545 


Name 


OJ990430 22 


. 9A01 . 


C8 o3 




Method 


AAT/GAP 


Start 


6151 ~ 








End 


6545 


GI 


none 








Score 


790 


R V n n Q 


6151 6545 












Sea No 


11137 








Seq. ID 


OJ990430 


Gene No. 


23702 








Strand 


+ 


Start 


3268 








End 


6197 


Name 


OJ990430 22 


. 9A0 1 . 


C10.o2 


. as 


Method 


GENSCAN 


Start 


3268 ~ 








End 


6197 


GI 


none 








Score 


.7 


Exons 


3268 . . 3279, 


3388 . 


. 3457, 


3596 


..3722, 4052. .4109, 




5179 . . 5281, 


6025 . 


. 6197 








Seq. No. 


11137 








Seq. ID 


OJ990430 


Gene No. 


23702 








Strand 


+ 


Start 


3268 








End 


6197 


Name 


OJ990430 22 


. 9A01. 


C10.O3 


.np 


Method 


AAT/NAP 


Start 


3748 ~ 








End 


4370 


GI 


5042454 








Score 


177 


Exons 


3748 . . 3918, 


4310. 


.4370 








\J ^ L^^^ \^ ^ ^ ■ 


fAC007789) 1 


putative polyprotein [Oryza 


sativa] 


Sea No 


11137 








■ Seq. ID 


OJ990430 


Gene No . 


23703 








Strand 


+ 


Start 


6399 








End 


6807 ■ 


Name 


OJ990430 22 


. 9A01. 


ClO.ol 


.gp 


Method 


AAT/GAP 


Start 


6399 








End 


6807 


GI 


428102 








Score 


516 


Exons 


6399. . 6496, 


6561. 


.6807 








GI Descrip. 


20254/emb|X13679| 


0SHIS3PS 5.1 


De-16 Oryza sativa ] 




pseudogene ■ 


H3R-12 










Seq. No. 


11137 








Seq. ID 


OJ990430_ 



11674 




Gene No. 


23704 




Strand 






Start 


1 




End 


3392 




Name 


OJ990430 22. 9A01.C10.ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


3392 




GI 


2618693 




Score 


795 




Exons 


1 . . 2191, 3367 . . 3392 










.GI Descrip, 


(AC002510) putative non 


-LTR 


retroelement reverse transcript. 




[Arabidopsis thaliana] 










Seq. No. 


11137 




Seq. ID 


OJ990430 22.9A01 


.CIO 


Gene No. 


23704 




Strand 






Start 


1 




End 


3392 




Name 


OJ990430 22 . 9A01.C10.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


435 ~ 




End 


842 




GI 


none 




Score 


54 




Exons 


435. . 698, 439. . 540, 741 


. .842 








Seq. No. 


11137 




Seq. ID 


OJ990430 22.9A01 


.CIO 


Gene No. 


23704 




Strand 






Start 


1 




End 


3392 




Name 


OJ990430 22.9A01.C10.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1197 




End 


1487 




GI 


none 




Score 


88 




Exons 


11 97.. 148 7, 1273.. 1470 










Seq. No. 


11137 




Seq. ID 


OJ990430 22 9A01 


.CIO 


Gene No. 


23704 




Strand 






Start 


1 




End 


3392 




Name 


OJ990430 22.9A01.C10.ol 


. tm 


Method 


TBLASTX;Mai2e 




Start 


1362 ~ 




End 


1907 




GI 


none 




Score 


63 




Exons 


1362. . 1616, 1674 . . 1751, 


1776 


. .1907 






Seq. No. 


11138 




Seq. ID 


OJ990430 22.9A01 


.Cll 


Gene No. 


23705 




Strand 






Start 


459 




End 


1104 






OJ990430 22.9A01.Cll.ol 


. gs 


Method 


GENSCAN 




Start 


4 59 ~ 




End 


1104 




GI 


none 




Score 


. 85 




Exons 


459. . 557, 729. . 915, 998 


. .1104 






Seq. No. 


11138 




Seq. ID 


OJ990430 22.9A01 


.Cll 


Gene No. 


23706 




Strand 






Start 


3525 




End 


4016 




Name 


OJ990430 22. 9A01.Cll.o2 


. gs 


Method 


GENSCAN 




Start 


3525 ~ 




End 


4016 




GI 


none 




Score 


.88 




Exons 


3525. .4016 










Seq. No. 


11138 




Seq. ID 


OJ990430_22.9A01 


.Cll 


Gene No. 


23707 




Strand 


+ 




Start 


3990 




End 


4127 




Name 


OJ990430 22.9A01.Cll.ol 


.np 


Method 


AAT/NAP 




Start 


3990 




End 


4127 




GI 


6729538 




Score 


74 




Exons 


3990. .4127 










GI Descrip. 


(AL132977) putative protein 


[Arabidops 


is thaliana] 





11675 



Seq. No. 


11138 








Seq. ID 


OJ990430_22. 9A01 


.011 


Gene No, 


23708 








Strand 


+ 




Start 


8311 








End 


15072 




Name 


OJ990430 22, 


. 9A01 


.Cll .o2 


. tm 


Method 


TBLASTX: Maize 




Start 


3494 








End 


3713 




GI 


none 








Score 


258 




Exons 


3494 . .3712, 


3522 


. .3713 










Seq. No. 


11138 








Seq. ID 


OJ990430_22.9A01, 


.011 


Gene No . 


23708 








Strand 


+ 




Start 


8311 








End 


15072 




Name 


OJ990430 22, 


. 9A01 


.011. o3 


. tc 


Method 


TBLASTX: Cress 




Start 


3500 








End 


4145 




GI 


none 








Score 


138 




Exons 


3500. .3670, 


3516 


. . 3731, 


3956. 


.4144, 3957. .4145 




Seq. No. 


11138 








Seq. ID 


OJ990430_22.9A01, 


.011 


Gene No . 


23708 








Strand 


+ 




Start 


8311 








End 


15072 




Name 


OJ990430 22, 


. 9A01 


.011. ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


3939 








End 


4130 




GI 


none 








Score 


82 




Exons 


3939. .3995, 


3941 


. .4027, 


3965. 


.4126, 3984. .4130 




Seq. No. 


11138 








Seq. ID 


OJ990430_22.9A01, 


.011 


Gene No. 


23708 








Strand 


+ 




Start 


8311 








End 


15072 




Name 


OJ990430 22. 


.9A01 


.011.03 


.gs 


Method 


GENSCAN 




Start 


8311 








End 


-14141 




GI 


none 








Score 


.68 




Exons 


8311. .8316, 


9679 


. .9890, 


10151 


. .10468, 


11373. .11506, 





12554 . .12726, 13311 13517 , 13595 .. 13870, 14040. .14141 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11138 
23708 
8311 

OJ9904 30_22 . 9A01 . Cll . ol . gp 
10238 

25396 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10238. .10468, 12554 .. 12726, 13311.. 13431 

'6069643/dbj IAP000616.1IAP000616 l.Oe-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 



OJ990430_22. 9A01.011 
+ 

15072 
AAT/GAP 
13431 
1002 



11138 
23708 
8311 

OJ9904 30_22 . 9A01 . Oil . o2 . np 
10264 
6523084 



Seq. ID OJ990430_22.9A01.Oll 
Strand + 

15072 
AAT/NAP 
15015 
1129 



End 

Method 
End 
Score 

10264. .10468, 12554 .. 12802 , 134 39 .. 13517 , 13595 .. 13870, 
14381. .14544, 14721. .15015 

(AL133315) putative protein [Arabidopsis thaliana] 

gil 6686786|emb|OAB64720.1| (AJ132317) AKIN gamma [Arabidopsis 

thaliana] 



Seq. No. 



11138 



Seq. ID OJ990430 22.9A01.O11 



11676 



Gene No. 


23708 








Strand 


+ 




Start 


8311 








End 


15072 




Name 


OJ9904 


30 22.9A01.C11 


. ol . tm 


Method 


TBLASTX: 


Maize 


Start 


10312 








End 


15025 




GI 


none 








Score 


244 




Exons 


10312. 


. 10467, 


10323. 


.10451, 


12547. .12726, 12552 


. .12719, 




12556. 


.12726, 


12560. 


.12730, 


13277. .13417, 13283 


. . 13519, 




13308. 


.13520, 


13311. 


.13571, 


13591. .13872, 13595 


. . 13837, 




14378. 


.14545, 


14378. 


.14545, 


14380. .14547, 14380 


. . 14547, 




14705. 


.14830, 


14713. 


. 15021, 


14716. .15021, 14942 


. , 15025 


Seq. No. 


11138 








Seq. ID 


OJ990430 


22 . 9A01 


Gene No. 


23708 








Strand 


+ 




Start 


8311 








End 


15072 




Name 


OJ9904 


30 22.9A01.C11 


-ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


10318 








End 


14814 




GI 


none 








Score 


180 




Exons 


10318. 


.10467, 


10323. 


.10454, 


12552. .12 


704, 12556 


. .12750, 




13446. 


.13520, 


13466. 


.13540, 


13595. .13630, 13609 


. .13872, 




13628. 


,13837, 


14378. 


.14545, 


14380. .14547, 14713 


. .14814 



Seq. No. 11138 

Gene No. 23708 

Start 8311 

L.'i Name OJ990430_22 . 9A01 . Cll . d2 . tc 

ijfi Start 12658 

" GI none 

Exons 12658. .12750, 12661 .. 1272 6, 
13594. .13737, 13595 .. 1374 1, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13425. .13520, 
13748. .13792, 



OJ9904 30_22 . 9A01 . Cll 
+ 

15072 

TBLASTX: Cress 
13836 
105 

13454 . .13519, 
13804 . .13836 



Seq. No. 11138 

Gene No. 23708 

Start 8311 

Name OJ990430_22 . 9A01 . Cll . ol . tc 

Start 14713 

GI none 

Exons 14713. .14772, 14782 .. 15072 , 14865.. 15005 



Seq. ID OJ990430 22,9A01.C11 



Strand 
End 

Method 

End 

Score 



+ 

15072 

TBLASTX: Cress 
15072 
276 



Seq. No. 11138 Seq. ID 

Gene No. 23708 Strand 

Start 8311 End 

Name OJ990430_22 . 9A01 . Cll . o2 . ts Method 

Start 14818 End 

GI none Score 

Exons 14818. .15021, 14871.. 15014 



OJ9904 30_22 . 9A01 . Cll 
+ 

15072 

TBLASTX: Soybean 

15021 

255 



Seq. No. 11139 Seq. ID 

Gene No. 23709 Strand 

Start 2261 * End 

Name OJ9904 30_22 . 9A01 .^13 . ol . gs Method 

Start 2261 End 

GI none Score 

Exons 2261.. 2875, 2886.. 3296, 4076.. 4192 



OJ990430_22.9A01.C13 
+ 

4192 
GENSCAN 
4192 
.84 



Seq. No. 
Gene No. 
Start 



11139 
23710 
4615 



Seq. ID OJ990430_22.9A01.C13 
Strand + 
End 12619 



11677 



Name 

Start 

GI 

Exons 



OJ9904 30_22 . 9A01 . C13 . o2 . gs Method GENSCAN 
4615 End 12619 

none Score .55 

4615. .4636, 4775. .4941, 6034. .6176, 6605. .6805, 7834. .7956, 
8730. .9402,. 9958. .10113, 12119. .12619 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11139 
23710 
4615 

OJ990430_22 . 9A01 . C13 . ol . np 

11517 

6815053 

11517. .11666, 12158. .12330, 



Seq. ID OJ990430_22.9A01.C13 

Strand 4- 

End 12619 

Method AAT/NAP 

End 12616 

Score 755 
12379. .12616 



(AP001080) hypothetical protein [Oryza sativa] 



Seq. No. 11139 ^ Seq. ID OJ990430_22.9A01.C13 

Gene No. 23711 ^ Strand 

Start 6918 End 7345 

Name OJ9904 30_22 . 9A01 . C13 . ol . gp Method AAT/GAP 

Start 6918 End 7345 

GI 4878407 Score 653 

Exons 6918.. 7345 

GI Descrip. 6069643/dbj | AP000616 . 1 | AP000616 l.Oe-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 



Seq. No. 11139 Seq. ID 

Gene No. 23712 Strand 

Start 16194 End 

Name OJ990430_22 . 9A01 . C13 . o2 . gp Method 

Start 16194 End 

GI uC-osflcyp021f01bl Score 

Exons 16194. .16350, 16581.. 16602 

GI Descrip. ' 5852077/emb | AL117264 . 1 | OSB6015 l.Oe-31 Oryza sativa 

indica{GLA4) genomic DNA, chromosome 4, BAG clone: b6015' 



OJ990430_22 . 9A01 .C13 

16602 
AAT/GAP 
16602 
208 



Seq. No. 


11140 


Seq. ID 


OJ990520_26. 9A15.C3 


Gene No. 


23713 


Strand 


+ 


Start 


476 


End 


1900 


Name 


OJ990520 26.9A15.C3.ol.gs 


Method 


GENSCAN 


Start 


476 


End 


1893 


GI 


none 


Score 


.74 


Exons 


476. .597, 849. .974, 1053. .1128, 1285.. 


1377, 1606.. 1893 


Seq. No. 


11140 


Seq. ID 


OJ990520_26.9A15.C3 


Gene No. 


23713 


Strand 


+ 


Start 


476 


End 


1900 


Name 


OJ990520 26. 9A15.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


711 


End 


1900 


GI 


none 


Score 


72 


Exons 


711. .767, 714. .767, 715. .768, 


716. .769 


, 849. .977, 850'.. 975, 




1053. .1133, 1054. .1134, 1285. 


.1377, 1285. .1377, 1605. .1733, 




1606.. 1719, 1820.. 1900, 1839. 


.1895 




Seq. No. 


11140 


Seq. ID 


OJ990520_26.9A15.C3 


Gene No. 


23713 


Strand 


+ 


Start 


476 


End 


1900 


Name 


OJ990520 26. 9A15.C3.ol. ts 


Method 


TBLASTX : Soybean 



11678 





Start 


844 


End 


1893 




GI 


none 


Score 


191 




Exons 


844. .975, 849. .977, 865. .987 


, 1285. .1377, 1561. .1722, 






1562.. 1723, 1590.. 1733, 1600 


..1722, 1834. .1893 




Seq. No. 


11141 


Seq. ID 


OJ990520_26. 9A15.C4 




Gene No. 


23714 


Strand 


+ 




Start 


52 


End 


885 




Narue 


OJ990520 26. 9A15. C4 .ol.as 


Method 


GENSCAN 




Start 


52 ~ 


End 


885 




GI 


none 


Score 


.73 




Exons 


52 . . 885 








Seq. No. 


11141 


Seq. ID 


OJ990520_26. 9A15.C4 




Gene No. 


23714 


Strand 


+ 




Start 


52 


End 


885 




Name 


0J9 90520 26. 9A15.C4 .ol.tm 


Method 


TBLASTX: Maize 




Start 


442 ~ 


End 


705 




GI 


none 


Score 


107 




Exons 


442. .567, 573. .692, 574. .705 








Seq. No. 


11141 


Seq. ID 


OJ990520_26.9A15.C4 




Gene No. 


23714 


Strand 


+ 


Q 


Start 


52 


End 


885 




Name 


OJ990520 26 9A15 C4 ol ts 


Method 


TBLASTX : Soybean 


:^ ;-r 


Start 


592 ~ 


End 


864 


.1. , 

ry 


GI 


none 


Score 


135 


[ J 


P von <^ 

lit ^ i o 


SQ? 717 191 8fi4 






kr 


Spa No 


11142 


Seq. ID 


OJ990520_26. 9A15.C5 • 






23715 


Strand 




"11 


Start 


4853 


End 


7925 




Name 


OJ990520 26.9A15.C5.ol.gp 


Method 


AAT/GAP 




Start 


4534 


End 


7282 


= 11 


GI 


15166 1.R1084 


Score 


2049 


••■A 
•t 


Exons 


4534.. 4938, 5230.. 5274, 5803 


..6006, 6549.. 6639, 6729. ,6803, 


, J. 




6890.. 7029, 7110.. 7282 






:i 


GI Descrip. 


'3193324 l.Oe-98 (AF069299) 


contains similarity to WD domains. 



G-beta repeats (Pfam: G-beta.hmm, 
[Arabidopsis thaliana] * 



score: 22.80 and 35.84! 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



11142 
23715 
4853 

OJ990520_26. 

4841 

none 

4841. .4942, 
6551. . 6640, 
6764. .6814, 
7111. .7272, 



9A15.C5.ol.ts 



5800. 
6723. 
6887. 
7280. 



.5997, 
. 6764, 
.7048, 
.7411, 



5804 . 
6729. 
6894 . 
7282. 



Seq. ID 

Strand 
End 

Method 

End 

Score 
.6016, 
.6767, 
.7028, 
.7407 



OJ990520_26.9A15.C5 
7925 

TBLASTX : Soybean 
7411 
182 

5805. .5996, 6538. .6642, 
6753... 6806, 6762.. 6803, 
6911.. '7066, 7108.. 7272, 



11142 
23715 
4853 

OJ990520_2 6. 9A15.C5.ol.gs 
4853 



Seq. ID 

Strand 

End 

Method 
End 



OJ990520_26.9A15.C5 

7925 

GENSCAN 

7901 



11679 



GI 


none 






Score 


.89 


Exons 


4853. .4938, 


5230 


..5274, 5803. 


.6006, 6549. .6639, 6890. .7029, 




7110. . 7405, 


7491 


. . 7551, 7796. 


.7901 




Seq. No. 


11142 






Seq. ID 


OJ990520_26.9A15.C5 


Gene No. 


23715 






Strand 




Start 


4853 






End 


7925 


Name 


OJ990520 26 


. 9A15 


. C5.ol.np 


Method 


AAT/NAP 


Start 


4856 






End 


7901 


GI 


3193324 






Score 


960 


Exons 


4856. .4923, 


5215 


..5274, 5803. 


.6006, 6549. .6639, 6729. .6803, 




6890. .7029, 


7110, 


..7551, 7796. 


.7901 




GI Descrip. 


(AF069299) 


contains similarity to WD domains, G-beta repeat; 




(Pfam: G-beta.hmm, score: 22.: 


80 and 35 


.84) [Arabidopsis 




thaliana ] 










Seq. No. 


11142 






Seq. ID 


OJ990520_26.9A15.C5 


Gene No. 


23715 






Strand 




Start 


4853 






End 


7925 


Name 


OJ990520 26 


. 9A15 - 


. C5.o2 tm 


Method 


TBLASTX: Maize 


Start 


5835 ~ 






End 


5971 


GI 


none 






Score 


168 


Exons 


5835. .5969, 


5836, 


..5970, 5837. 


.5971, 5837. .5971 


Seq. No. 


11142 






Seq. ID 


OJ990520_26.9A15.C5 


Gene No. 


23715 






Strand 




Start 


4853 






End 


7925 


Name 


OJ990520 26 


. 9A15 . 


. C5 . ol . tm 


Method 


TBLASTX: Maize 


Start 


5975 






End 


6976 


GI 


none 






Score 


123 


Exons 


5975. . 6016, 


6538. 


..6642, 6545. 


.6640, 6549. .6641, 6549. .6653, 




6550 . . 6642, 


6729. 


. . 6803, 6730. 


.6804, 6734. .6805, 6854. .6976, 




6863 . . 6961, 


6888 . 


. . 6965 






Seq. No. 


11142 






Seq. ID 


OJ990520_26.9A15.C5 


Gene No. 


23715 






Strand 




Start 


4853 






End 


7925 


Name 


OJ990520 26 


. 9A15, 


.C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


6550 






End 


7892 


GI 


none 






Score 


61 


Exons 


6550. .6636, 


6995, 


..7015, 7111. 


.7251, 7112. .7249, 7136. .7258, 




7282. .7407, 


7289. 


..7411, 7358. 


.7411, 7520. .7549, 7797. .7892 


Seq. No. 


11142 






Seq. ID 


OJ990520_26.9A15.C5 


Gene No. 


23715 






Strand 




Start 


4853 






End 


7925 


Name 


OJ990520 26 


. 9A15, 


,C5.o3.tm 


Method 


TBLASTX: Maize 


Start 


7129 






End 


7411 


GI 


none 






..Score 


99 


Exons 


7129. .7197, 


7198. 


.7401, 7203. 


.7358, 7204. .7401, 7217. .7411 


Seq. No. 


11142 






Seq. ID 


OJ990520_26.9A15.C5 


Gene No. 


23715 






Strand 




Start 


4853 






End 


7925 


Name 


OJ990520 26 


.9A15. 


C5.o2.gp 


Method 


AAT/GAP 


Start 


7796 






End 


7925 


GI 


65096 1.R1084 




Score 


170 



11680 




Exons 7796.. 7925 

GI Descrip, '3193324 5.0e-12 (AF069299) contains similarity to WD domains, 
G-beta repeats (Pfam: G-beta.hmm, score: 22.80 and 35.84) 
[Arabidopsis thaliana] ' 



Seq. No. 11143 Seq. ID 

Gene No. 23716 Strand 

Start ' 1047 End 

Name OJ990520_2 6 . 9A15 . C6 , o2 . gs Method 

Start 1047 End 

GI none Score 

Exons 1047.. 1431, 1620.. 1720 



OJ990520_26.9A15.C6 
+ 

•1720 
GENSCAN 
1720 
.43 





Seq. No. 


11143 


Seq. ID 


OJ990520_26. 9A15.C6 




(^pnp Nn 


23717 


Strand 


+ 




Start 


6288 


End 


9502 




Name 


OJ990520 26.9A15.C6.ol.np 


Method 


7VAT/NAP 




Start 


6285 


End 


9502 






5931694 


Score 


1026 






6285. .6382, 6816. .6932, 7887. 


.7979, 8081. .8152, 8264. .8371, 






8439. .8521, 8662. .8800, 8890. 


.8958, 9187.. 9264, 9375.. 9502 




GI Descrip. 


(Y18470) Exportinl (XPOl) protein [Arabidopsis thaliana] 




Seq. No. 


11143 


Seq. ID 


OJ990520_26. 9A15.C6 




Gene No. 


23717 


Strand 


+ 


Li : 


Start 


6288 


End 


9502 


ni 


Name 


OJ990520 26. 9A15.C6.o4 .gs 


Method 


GENSCAN 




Start 


6288 


End 


9434 




GI 


none 


Score 


.94 


! . J 


Exons 


6288. .6382, 6818. .6932, 7887. 


.7979, 8081. .8152, 8439. .8521, 






8662. .8800, 8890. .8958, 9187. 


.9264, 9375.. 9434 


; Lf 


Seq. No. 


11143 


Seq. ID 


OJ990520 26.9A15.C6 




Gene No. 


23717 


Strand 


+ 


i" 'i 


Start 


6288 


End 


9502 


■1 


Name 


OJ990520 26. 9A15.C6.o2.gp 


Method 


AAT/GAP 


j; 


Start 


8680 


End 


8961 




GI 


uC-osflM202077d02bl 


Score 


339 




Exons 


•8680. .8800, 8890. .8961 








GI Descrip. 


'5931694/emb|CAB56597.1| 2 . Oe 


-18 (Y18 


470) Exportinl (XPOl) 



protein [Arabidopsis thaliana] ' 



Seq. No. 11143 Seq. ID OJ990520_2 6 . 9A15 . C6 

Gene No. 23718 Strand 

Start 170 End 481 

Name OJ990520_2 6 . 9A15 . C6 . ol . gp Method AAT/GAP 

Start 170 End 481 

GI 65096_1.R1084 Score 532 

Exons 170. .481 

GI Descrip. '3193324 5.0e-12 (AF069299) contains similarity to WD domains, 
G-beta repeats (Pfam: G-beta. hmm, score: 22.80 and 35.84) 
[Arabidopsis thaliana] * 



Seq. No. 11143 Seq. ID 

Gene No. 23718 Strand 

Start 170 End 

Name OJ990520_2 6 . 9A15 . C6 . ol . gs Method 



OJ990520_26.9A15.C6 
481 

GENSCAN 



11681 



hit 



a 



Start 


171 






End 


401 


GI 


none 






Score 


. 59 


Exons 


171. .401 










Seq. No. 


11143 






Seq. ID 


OJ990520_26.9A15.C6 


Gene No. 


23719 






Strand 




Start 


3771 






End 


5330 ■ 


Name 


OJ990520 26. 


9A15.C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


183 






End 


314 


GI 


none 






Score 


142 


Exons 


183. .314, 202. .291 








Seq. No. 


11143 






Seq. ID 


OJ990520_26 . 9A15 . C6 


Gene No. 


23719 






Strand 




Start 


3771 






End 


5330 


Name 


OJ990520 26. 


9A15.C6.o3. 


QS 


Method 


GENSCAN 


Start 


3771 






End 


5330 


GI 


none 






Score 


.75 


Exons 


3771. .3775, 


4123. .4203, 


4277 


..4689, 5248. .5330 


Seq. No. 


11143 






Seq. ID 


OJ990520_26.9A15.C6 


Gene No. 


23719 






Strand 




Start 


3771 






End 


5330 


Name 


OJ990520. 26. 


9A15.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4302 






End 


4556 


GI 


none 






Score 


64 


Exons 


4302. .4349, 


4304 . .4486, 


4404 


. .4556 




Seq, No. 


11143 






Seq. ID 


OJ990520_26. 9A15.C6 


Gene No . 


23720 






Strand 




Start 


8486 






End 


9264 


Name 


OJ990520 26. 


9A15.C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


8486 






End 


9264 


GI 


none 






Score 


101 


Exons 


8486. .8524, 


8634. .8798, 


8650 


..8799, 8 


650. .8814, 8654. .8803, 




8655. .8813, 


8657. .8815, 


8889 


..8960, 8 


890. .8961, 9174. .9263, 




9184. .9264 










Seq. No. 


11144 






Seq. ID 


OJ990520_26.9A15.C7 


Gene No . 


23721 






Strand 


+ 


Start 


1 






End 


12922 


Name 


OJ990520 26. 


9A15.C7.ol. 


np 


Method 


AAT/NAP 


Start 


1 






End 


4932 


GI . 


5931694 






Score 


2071 


Exons 


1..224, 361. 


.458, 535.. 


643, 


900. .965, 


1141. .1239, 1331. .1411, 




1494. .1583, 


2179. .2264, 


2798 


..2878, 2922.. 3104, 3267.. 3333, 




3420. .3530, 


3659. .3767, 


3848 


..3991, 4063. .4194, 4266. .4370, 




4813. .4932 










GI Descrip. 


{Y18470) Exportinl (XPOl) protein [Arabidopsis thaliana] 


Seq. No. 


11144 






Seq. ID 


OJ990520_26.9A15.C7 


Gene No. 


23721 






Strand 


+ 


Start 


1 






End 


12922 


Name 


OJ990520 26. 


9A15.C7.ol. 


gs 


Method 


GENSCAN 


Start 


62 






End 


12922 


GI 


none 






Score 


.59 


Exons 


62. .224, 361 


..458, 535. 


.643, 


900. .965 


, 1141. .1239, 1434. .1583, 



11682 




2179. ,2264, 2798.-2878, 2922. .3104, 3267. .3333, 3420. .3530, 
3848. ,3985, 4063. ,4194, 4215. ,4370, 6390. .6545, 6707. .7647, 
8736., 9475, 9890..10014, 10111 .. 10311, 12809.. 12922 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11144 
23721 
1 

OJ990520_2 6 . 9A15 . C7 . ol . gp 
3063 

8515_1.R1084 

3063.. 3104, 3267. .3333, 3420, 
4063. .4194, 4266. .4370, 4813, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3530, 3659 
.5063 



OJ990520_26.9A15.C7 



12922 
AAT/GAP 
5063 
1637 

3767, 



3848. .3985, 



•5931694/emb|CAB56597.1| l.Oe-93 (Y18470) Exportinl (XPOl) 
protein [Arabidopsis thaliana] ' 

Seq, ID OJ990520_26.9A15.C7 



11144 
23721 
1 

OJ990520_26 . 9A15 . C7 . o2 . np 
6288 
2586082 
6288. ,10599 

(U72725) retrofit [Oryza longistaminata] 



Strand 
End 

Method 

End 

Score 



+ 

12922 
AAT/NAP 
10599 
4575 



11144 Seq. ID 

23722 Strand 

13058 End 

OJ990520_26 , 9A15 . C7 . o3 . gp Method 

13058 End 

none Score 
13058. .13466 



OJ990520_26,9A15,C7 
+ 

13466 
AAT/GAP 
13466 
778 



Seq, No, 11144 Seq, ID 

Gene No, 23723 Strand 

Start 13289 End 

Name OJ990520_26 . 9A15 , C7 , o2 . gs Method 

Start 13289 End 

GI none Score 

Exons 13289.. 14023 



OJ990520_26.9A15.C7 

14322 
GENSCAN 
14023 
.82 



Seq. No. 


11144 


Seq. ID 


OJ990520_26.9A15.C7 


Gene No. 


23723 


Strand 




Start 


13289 


End 


14322 . 


Name 


OJ990520 26.9A15.C7.o3.np 


Method 




Start 


13325 


End 


13972 


GI 


6729496 


Score 


743 


Exons - 


13325. .13972 






GI Descrip. 


(AL132966) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


11144 


Seq. ID 


OJ990520_26.9A15.C7 


Gene No. 


23723 


Strand 




Start 


13289 


End 


14322 


Name 


OJ990520 26. 9A15.C7.o4 .gp 


Method 


AAT/GAP 


Start 


13578 


End 


14322 


GI 


42519 1.R1084 


Score 


1256 


Exons 


13578. .14322 






GI Descrip. 


' 5670155/gblAFl 61269. 1 IAF161269 4 .0e-8e 


i Oryza sativa subsp 



11683 



japonica BAG clone 34K24, complete sequence* 



Seq. No. 11144 Seq. ID 

Gene No. 23724 Strand 

Start 14864 End 

Name OJ990520_26 . 9A15 . C7 . o6 . ts Method 

Start 111 End ■ 

GI none Score 
Exons 



OJ990520_26, 9A15.C7 
16242 

TBLASTX : Soybean 

2253 

192 



111. .224, 111. .224, 112. .225, 113. .226, 113. .226, 358. .459, 
360. .461, 530. .643, 532. .636, 536. .643, 877. .954, 896. .967, 
897. .968, 899. .967, 1126. .1242, 1138. .1239, 1140. .1241, 
1310. .1411, 1331. .1411, 1491. .1583, 1493. .1582, 2173. .2253, 
2175. .2252 



OJ990520 26.9A15.C7 



Seq. No. 11144 Seq. ID 

Gene No. 23724 Strand 

Start 14864 End 

Name OJ990520_26 . 9A15 . C7 . o6 . tm Method 

Start 553 End 

GI none Score 

Exons 553. .636, 554. .643, 554. .643, 555. .644, 556. .645, 877. .966, 

897. .968, 899. .967, 1139. .1237, 1140. .1241, 1141. .1242, 
1319. .1411, 1331. .1411, 1491. .1583, 1491. .1577, 1493. .1582, 
2172. .2264, 2173. .2271, 2795. .2842, 2796. .2843' 



16242 

TBLASTX: Maize 

2843 

168 



Seq. No. 11144 - Seq. ID 

Gene No. 23724 Strand 

Start 14864 End 

Name OJ990520_26 . 9A15 . 07 . o8 . tc Method 

Start . 2172 End 

GI none Score 

Exons 2172.. 2258, 2173.. 2271, 2795, 

2919. .3014, 2920. .3003 



OJ990520__26.9A15.C7 
16242 

TBLASTX: Cress 
3014 
109 

.2872, 2795. .2878, 2796. .2879, 



Seq. No. 11144 
Gene No. 23724 
Start 14864 

Name OJ990520_26 . 9A15 . C7 . o5 . ts 

Start 2795 
GI none 

Exons 2795.. 2863, 2795.. 2875, 2796, 

2922. .3119, 2931. .3119, 3256, 
3418. .3528, 3419. .3529 



Seq. ID OJ990520_26. 9A15.C7 
Strand 

End 16242 

Method TBLASTX : Soybean 

End 3530 

Score 49 

.2879, 2920. .3108, 2920. .3108, 
.3339, 3265.. 3336, 3402.. 3530, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11144 
23724 
14864 

OJ990520_26. 
2946 
•none 

2946. .3083, 
3264. .3332, 
3419. .3478, 
3652. .3720, 
3845. .3988, 
4063. .4206, 
4265. .4369 



9A15.C7.ol.tm 



2946. .3095, 2947, 

3265. .3336, 3268, 

3461. .3529, 3465. 

3656.. 3790, 3656, 

3847. .3987, 4061, 

4256. .4369, 4263, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3084, 3079 
.3339, 3402 



OJ990520 26.9A15.C7 



.3530, 3466 

.3763, 3797 

.4195, 4062 

.4370, 4264 



16242 

TBLASTX: Maize 
4371 
139 

3108, 3081.. 3119 

3470, 3411. .3476 

3528, 3467.. 3529 

3985, 3835.. 3987 

4187, 4062 

4371, 4264 



4196, 
4368, 



11684 



Seq. No. 11144 

Gene No. 23724 

Start 14864 

Name OJ990520_2 6 . 9A15 . C7 . o2 . tc 

Start 3658 

GI none 

Exons 3658.. 3720, 
3839. .3985, 



3659.. 3790, 3659. 
3841. .398i, 4071, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990520 26.9A15.C7 



16242 

TBLASTX: Cress 
4206 
99 

3763, 3722. .3766, 3835.. 3981, 
4196, 4072. .4206 



Seq. No. 11144 

Gene No. 23724 

Start 14864 

Name OJ990520_2 6 . 9A15 . C7 . o3 . ts 

Start 3668 

GI none 
Exons 



Seq. ID OJ990520_26. 9A15.C7 
Strand 
End 

Method 
End 
Score 



16242 

TBLASTX : Soybean 

4375 

88 



3668. .3790, 3670. .3720, 3845. .3985, 3847. .3981, 4071. .4130, 
4072. .4134, 4110. .4196, 4132. .4206, 4260. .4370, 4265. .4375 



iii 

I ll 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11144 
23724 
14864 

OJ990520_26.9A15.C7.ol0.tm 

4811 

none 

4811. .4930, 4812. .4937, 4863. 
5017. .5112, 5017. .5115, 5018. 

11144 
23724 
14864 

OJ990520__2 6 . 9A15 . C7 . o7 . tc 

6360 

none 

6360. .6488, 6572. .6880 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4940,- 5000 
.5113, 5179 



OJ990520 26.9A15.C7 



16242 

TBLASTX: Maize 
5334 
128 

5101, 5004, 
5229, 5206. 



.5099, 
.5334 



Seq. ID 

Strand 

End 

Method 
End ' 
Score 



OJ990520_26.9A15.C7 
16242 

TBLASTX: Cress 

6880 

79 



Seq. No. 11144 

i:\ Gene No. 23724 

n Start 14864 

Name OJ990520__26 . 9A15 . C7 . o6 . tw 

Start 6381 

GI none 

Exons 6381.. 6482, 
6640. .6795 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_26.9A15.C7 
16242 

TBLASTX: Wheat 

6802 

87 



6383. .6472, 6471. .6578, 6471. .6569, 6602. .6802, 



Seq. No. 


11144 








Seq. ID 


OJ990520_26.9A15.C7 


Gene No. 


23724 








Strand 




Start 


14864 








End 


16242 


Name 


OJ990520 26. 


9A15 


.C7.05. 


tm 


Method 


TBLASTX: Maize 


Start 


6383 








End 


6802 


GI 


none 








Score 


117 


Exons 


6383. .6499, 


6384 


. .6494, 


6507. 


.6578, 6574. .6795, 6575. .6802 


Seq. No. 


11144 








Seq. ID 


OJ990520_26.9A15.C7 


Gene No. 


23724 








Strand 




Start 


14864 








End 


16242 


Name 


OJ990520 26. 


9A15 


.C7.02. 


tw 


Method 


TBLASTX: Wheat 



11685 




start 


7210 








End 


7563 




GI 


none 








Score 


418 




P. von 


7210 7563 


7211 


7558 










Seq. No. 


11144 








Seq. ID 


OJ990520_26.9A15 


.C7 


Gene No. 


23724 








Strand 






Start 


14864 








End 


16242 




Name 


OJ990520 26 


9A15 


. C7 . o9 . 


tm 


Mpt hod 


TBLASTX ' Ma i ze 




Q-f- a rt 


72 68 ~ 








End 


7570 




GI 


none 








Score 


243 




R von 


7268 7570 


7268 


7558 










Seq. No. 


11144 








•Seq. ID 


OJ990520_26. 9A15 


.C7 


Gene No. 


23724 








Strand 






Start 


14864 








End 


16242 




Name 


OJ990520 26 


9A15 


. C7 .08 . 


ts 


Method 


TBLASTX : Soybean 




Start 


764 9 ~ 








End 


8050 




GI 


none 








Score 


68 




Rxnn <=? 


7649 7735, 


11^1 


. .7851, 


7748 . 


.7855, 7871. .8050 




Seq. No. 


11144 








Seq. ID 


OJ990520_26.9A15 


.C7 


Gene No. 


23724 








Strand 


- 




Start 


14864 








End 


16242 




IN CLlitC 






CI o3 


tr 


Method 


TBLASTX: Cress 




rt 
o u a i. u 


O \J 1 J 








End 


8509 




ox 


n on^ 








Score 


333 




R von Q 


O U *1 J . t O ^ \J p 














Seq. No. 


11144 








Seq. ID 


OJ990520_26.9A15 


,C7 


Gene No. 


23724 








Strand 


- 




Start 


14864 








End 


16242 




Name 


OJ990520 26 


9A15 


. C7 . o7 . 


tm 


Method 


TBLASTX: Maize 




Start 


8054 ~ 








End 


8479 




GI 


none 








Score 


68 




P. von *=! 


8054 8143. 


8120 


. .8479, 


8296. 


.8439 






Seq. No. 


11144 








Seq. ID 


OJ990520_26.9A15 


.07 


Gene No. 


23724 








Strand 






Start 


14864 








End 


16242 




Name 


OJ990520 26 


9A15 


. C7 . o7 . 


ts 


Method 


TBLASTX : Soybean 




Start 


8072 ~ 








End 


8491 




GI 


none 








Score 


283 




Exons 


8072. . 8491, 


8242 , 


. .8424 










Seq. No. 


11144 








Seq. ID 


OJ990520_26.9A15 


.07 


Gene No. 


23724 








Strand 






Start 


14864 








End 


16242 




Name 


OJ990520 26 


9A15 , 


. C7 . o5 . 


tw 


Method 


TBLASTX: Wheat 




Start 


8162 ~ 








End 


8547 




GI 


none 








Score 


281 




P von Q 


UXU^a 9 \J ^ ^ f f 


fl 1 6^ 

O X U sj 1 


R son 


8242 . 


.8547 






Seq. No. 


11144 








Seq. ID 


OJ990520_26. 9A15 


.07 


Gene No. 


23724 








Strand 






Start 


14864 








End 


16242 




Name 


OJ990520 26. 


9A15. 


.C7.04. 


ts 


Method 


TBLASTX : Soybean 




Start 


9070 








End 


9570 





11686 



GI 

Exons 

GI Descrip 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
■Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



5509260 Score 408 

9070. .9570, 9192. .9356, 9396. .9461, 9507. .9545 



11144 Seq. ID 

23724 Strand 

14864 End 
OJ990520_26 . 9A15 . C7 . oil . tm Method 

9117 End 

none Score 

9117. .9368, -9118. .9369 



OJ990520_26.9A15.C7 
16242 

TBLASTX: Maize 

9369 

219 



11144 Seq. ID 

23724. Strand 

14864 End 

OJ990520_26. 9A15.C7.o4 .tc Method 

9186 End 

none Score 

9186. .9455, 9187. .9456 



OJ990520__26.9A15.C7 
16242 

TBLASTX: Cress 

9456 

295 



11144 
23724 
14864 

OJ990520_26. 9A15.C7.o4 .tw 

9237 

none 

9237. .9365, 9238. .9582, 9396, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_26.9A15.C7 
16242 

TBLASTX: Wheat 

9750 

289 



9461, 9574.. 9750 



11144 Seq. ID 

23724 Strand 

14864 End 

OJ990520_26. 9A15.C7.o2.tm Method 

9370 End 

none Score 
9370. . 9816 



OJ990520_26. 9A15.C7 
16242 

TBLASTX: Maize 

9816 

407 



11144 
23724 
14864 

OJ990520_2 6. 9A15.C7.o6.tc 
9637 
none 

9637. .9885, 9637. .9882, 9756. .9884 



Seq. ID OJ990520_26. 9A15.C7 
Strand 

End 16242 

Method TBLASTX: Cress 

End 9885 

Score 201 



11144 Seq. ID 

23724 Strand 

14864 End 

OJ990520_26.9A15.C7.ol.tw Method 

9751 End 

none Score 

9751. .10188, 9756. .10187 



OJ990520_26. 9A15.C7 
16242 

TBLASTX: Wheat 

10188 

473 



11144 Seq. ID 

23724 Strand 

14864 End 

OJ990520_26 . 9A15 . C7 . o8 . tm Method 

9885 End 



OJ990520_26.9A15.C7 
16242 

TBLASTX: Maize 
10077 



11687 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

9885. .10076, 9886. .10077 

11144 
23724 
14864 

OJ990520_26.9A15.C7.o5.tc 

9931 

none 



Score 



279 



Seq. ID OJ990520_26. 9A15.C7 
Strand 

End 16242 
Method . TBLASTX: Cress 
End 10560 
Score 124 



9931. .10134, 10150. .10215, 10225. .10347, 10381. .10560 



11144 
23724 
14864 

OJ990520_2 6.9A15.C7.ol.ts 

9952 

none 



Seq. ID OJ990520_26.9A15.C7 
Strand 

End 16242 

Method TBLASTX : Soybean 

End 10629 

Score 547 



9952. .10560, 9954. .10079, 1014 6 10319, 1037 4 .. 10556, 
10600. .10629 



Seq. No. 
Gene No. 
Start 
Name 



Start 
GI 
M Exons 



11144 
23724 
14864 

OJ990520_26.9A15.C7.o3.tm 

10078 

none 



Seq. ID OJ990520_26.9A15.C7 
Strand 

End 16242 

Method TBLASTX : Mai ze 

End 10542 

Score 42 



10078. .10140, 10119. .10253, 10120 .. 10248 , 10253 .. 10531, 
10254. .10541, 10255. .10542 



Seq. No. 11144 

Gene No. 23724 

Start 14864 

Name OJ990520_2 6 . 9A15 . 07 . ol . tc 

Start 13340 

GI none 

Exons 13340. .13654, 13377.. 13655 

Seq. No. 11144 , 

Gene No. 23724 

Start 14864 

Name OJ990520_26 . 9A15 . C7 . o2 . ts 

Start 13400 

GI none 
Exons 



Seq. ID OJ990520_26.9A15.C7 
Strand 

End 16242 

Method TBLASTX : Cress 

End 13655 

Score 204 



Seq. ID OJ990520_26.9A15.C7 
Strand 

End 16242 

Method TBLASTX : Soybean 

End 13943 

Score 245 



13400. .13744, 13401 .. 13724 , 13797 13943, 13832. .13942 



Seq. No. 11144 

Gene No. 23724 

Start 14864 

Name OJ990520_26 . 9A15 . C7 . o4 . tm 

Start 13400 

GI none 
Exons 



Seq. ID OJ990520_26.9A15.C7 
Strand 

End 16242 

Method TBLASTX: Maize 

End 13823 

Score 202 



13400. .13744, 13401 .. 13730, 13571 .. 13804 , 13785. .13823 



Seq. No. 11144 

Gene No. 23724 

Start 14864 

Name OJ990520 26. 9A15.C7 .o3. tw 



Seq. ID OJ990520_26. 9A15.C7 
Strand 

End 16242 

Method TBLASTX : Wheat 



11688 



start 


13454 


End 


13859 


GI 


none 


Score 


168 


Exons 


134 54 .. 134 95, • 134 96. . 13699, 


13497. .13700, 13701 




13708. .13806, 13709. .13810, 


13782. .13859 


Seq. No. 


11144 


Seq. ID 


OJ990520 


Gene No. 


23724 


Strand 




Start 


14864 


■ End 


16242 


Name 


OJ990520 26.9A15.C7.o4.np 


Method 


AAT/NAP 


Start 


14864 


End 


16242 


GI 


6907086 ■ 


Score 


785 


Exons 


14864. .15031, 15113. .15305, 


15410. .15453, 15678 




15975. .16242 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


11145 


Seq, ID 


OJ990520 


Gene No. 


23725 


Strand 


+ 


Start 


1719 


End 


2217 


Name 


OJ990520 26. 9A15.C8.o2.gp 


Method 


AAT/GAP 


Start 


1719 


End 


2217 


GI 


38782 1.R1084 


Score 


802 


Exons 


1719. .2217 






GI Descrip. 


'6069643/dbj IAP000616.1IAP000616 O.Oe+00 Oryza 




DNA, chromosome 6, clone : P0514G12 * 




Seq. No. 


11145 


Seq. ID 


OJ990520 


Gene No. 


23726 


Strand 


-f 


Start 


4832 


End 


5894 


Name 


OJ990520 26.9A15.C8.o2.gs 


Method 


GENSCAN 


Start 


4832 


End 


5894 


GI 


none 


Score 


.86 


Exons 


4832.. 4837, 4940.. 5028, 514^ 


3. .5230, 5716. .5894 


Seq. No. 


11145 


Seq. ID 


OJ990520 


Gene No. 


23727 


Strand 


+ 


Start 


7838 


End 


8146 


Name 


OJ990520 26.9A15.C8.o3.gs 


Method 


GENSCAN 


Start 


7838 


End 


8146 


GI 


none 


Score 


.75 


Exons 


7838. .8146 






Seq. No. 


11145 


Seq. ID 


OJ990520 


Gene No. 


23728 


Strand 




Start 


1 


End 


3758 


Name 


OJ990520 26.9A15.C8.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1372 


GI 


6907088 


Score 


887 


Exons 


1..312, 803. .1041, 1235. .1372 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa].. 


Seq. No. 


11145 


Seq. ID 


OJ990520_ 


Gene No. 


23728 


Strand 




Start 


1 


End 


3758 


Name 


OJ990520 26, 9A15.C8.ol.gp 


Method 


AAT/GAP 


Start 


351 


End 


542 


GI 


5667165 


Score 


356 


Exons 


351. .542 







15916, 



11689 




GI Descrip. 5670155/gb | AF161269 , 1 1 AF1612 69 4.0e-86 Oryza sativa subsp. 
japonica BAG clone 34K24, complete sequence 



Seq. No. 


11145 








Seq. ID 


OJ990520_26.9A15.O8 


Gene No . 


23728 








Strand 




Start 


1 








End 


3758 


Name 


OJ990520 26. 


. 9A15 


.08 .ol 


. QS ' 


Method 


GENSOAN 


Start 


494 








End 


3758 


GI 


none 








Score 


. 66 


Exons 


494. .660, 1001.. 


1205, 


1388. . 


1546, 1822 


..1932, 2204. .2294, 




2403. .2571, 


3330 


. .3385 


, 3646 


. .3758 




Seq. No. 


11145 








Seq. ID 


OJ990520_26. 9A15.08 


Gene No . 


23729 








Strand 




Start 


5144 








End 


5639 


Name 


OJ990520 26, 


, 9A15 


.08 .o2 


. tm 


Method 


TBLASTX: Maize 


Start 


5144 ~ 








End 


5639 


GI 


none 








Score 


54 


Exons 


5144 . . 5329, 


5155 


. .5337 


, 5244 


..5336, 5309. .5515, 5330. .5515 




5331. .5516, 


5562 


. . 5639 


, 5563 


. .5634 




Seq. No. 


11145 








Seq. ID 


OJ990520_26.9A15.O8 


Gene No 


23730 








Strand 




Start 


7890 








End 


8140 


Name 


OJ990520 26, 


. 9A15 


.08 .ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


7890 ~ 








End 


8140 . 


GI 


none 








Score 


93 


Exons 


7890. .7952, 


7891 


. .7968 


, 7910 


..8140, 7933. .8061 


Seq. No. 


11145 








Seq. ID 


OJ990520_26.9A15.O8 


Gene No . 


23730 








Strand 




Start 


7890 








End 


8140 


Name 


OJ990520 26, 


. 9A15 


. 08 . ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


7910 








End 


8128 


GI 


none 








Score 


323 


Exons 


7910. .8128, 


7936 


. . 8061 








Seq. No. 


11145 








Seq; ID 


OJ990520_26.9A15.O8 


Gene No . 


23730 








Strand 




Start 


7890 








End 


8140 


Name 


OJ990520 26. 


. 9A15 


.08 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


7913 








End 


8137 


GI 


none 








Score 


390 


Exons 


7913. .8137, 


7927 


. .8061 








Seq. No. 


11146 








Seq. ID 


OJ990520_26.9A15.O9 


Gene No . 


23731 








Strand 


+ 


Start 


46 








End 


137 


Name 


OJ990520 26, 


, 9A15 


.09. ol 


.gs 


Method 


GENSOAN 


Start 


46 








End 


137 


GI 


none 








Score 


.84 


Exons 


46. .137 












Seq. No. 


11146 








Seq. ID 


OJ990520_26.9A15.O9 


Gene No. 


23732 








Strand 




Start 


1643 








End 


11855 


Name 


OJ990520 26. 


, 9A15 


.09.02 


. np 


Method 


AAT/NAP 



11690 



start 
GI 

Exons 

GI Descrip. 



1643 End 5454 

2911040 Score 444 

1643. .1676, 4927. .5454 

(AL021961) receptor protein kinase - like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11146 
23732 
1643 

OJ990520_26. 9A15.C9.o3.gp 
4793 
4968847 
4793. .5260 

2911040/emb|CAA17550 I 2.0e-23 
- like protein [Arabidopsis thaliana] 



Seq. ID OJ990520_26. 9A15.C9 

Strand + 

End 11855 

Method AAT/GAP 

End 52 60 

Score 771 

(AL021961) receptor protein kinase 



Seq. No. 11146 
Gene No. 23732 
Start 1643 

Name OJ990520_2 6 . 9A15 . C9 . o4 . gs 

Start 4852 
GI none 

Exons 4852. .5427, 6181. .6367, 7894. 

9087. .9143, 9402. .9478, 9667, 
11260.. 11855 



Seq. ID OJ990520_26.9A15.C9 

Strand + 

End 11855 

Method GENSCAN 

End 11855 

Score .57 

.7928, 8298. .8751, 8838. .8938, 
.9715, 10317. .10394, 10961 . . 1 11 62 , 



Seq. No. 11146 

Gene No. 23732 * ' 

Start 1643 

Name ; OJ990520_26 . 9A15 . C9 . o4 . gp 

Start 5275 

GI 3763862 

Exons 5275.. 5427, 6181. .6525 

GI Descrip. 291104 0/emb | CAA17550 | l.Oe-08 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_ 
+ 

11855 
AAT/GAP 
6525 
932 



26.9A15.C9 



- like protein [Arabidopsis thaliana] 

Seq. No. 11146 Seq. ID 

Gene No. 23732 Strand 

Start 1643 End 

Name OJ990520_26 . 9A15 . C9 . o5 . gp Method 

Start 7226 End 

GI 427813 Score 

Exons 7226.. 7566 



(AL021961) receptor protein kinase 



OJ990520_26.9A15.C9 

+ 

11855 
AAT/GAP 
7566 
623 



Seq. No. 


11146 




Seq. ID 


OJ990520_26. 9A15.C9 


Gene No. 


23732 




Strand 


+ 


Start 


1643 




End 


11855 


Name 


OJ990520 26 


.9A15.C9 


.o3.np Method 


AAT/NAP 


Start 


8343 




; End 


10330 


GI 


3292814 




Score 


774 


Exons 


8343. .8751, 


8838. .8 


950, 9041. .9143, 9402. .9478, 9667. .9711, 




9799. . 9916, 


10027. . 


10124, 10264. .10330 




GI Descrip. 


(AL031018) 


putative 


protein [Arabidopsis thaliana] 


Seq. No. 


11146 




Seq. ID 


OJ990520_26.9A15.C9 


Gene No. 


23732 




Strand 




Start 


1643 




End 


11855 



11691 



Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990520_26.9A15.C9.o6.gp Method AAT/GAP 

8834 End 10604 

1791_1.R1084 Score 1467 

8834. .8938, 9087. .9143, 9402. .9478, 9667. .9715, 9806. .9916, 
10027. .10124, 10264.. 10604 

'3292814/emb|CAA19804.1| l.Oe-71 (AL031018) putative protein 
[Arabidopsis thaliana] ' 



11146 Seq. ID 

23733 Strand 
15406 End 
OJ990520_2 6 . 9A15 . C9 . o7 . gp Method 
15304 End 
LIB3477-003-P1-K1-E9 Score 
15304. .15386 

' 2498586/spiQ40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



OJ990520_26. 9A15.C9 
+ 

17625 
AAT/GAP 
15386 
124 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



,Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



11146 
23733 
15406 

OJ990520_26.9A15.C9.o5.gs 

15406 

none 



Seq. ID OJ990520_26.9A15.C9 

Strand + 

End 17625 

Method GENSCAN 

End 17625 

Score ■' . 65 



15406, .15424, 15881 .. 16214 , 164 64 .. 16517, 17516. .17625 

11146 Seq. ID OJ990520_26 . 9A15 . 09 

23734 Strand 

997 End 6385 

OJ990520_26. 9A15.C9.ol.gp Method AAT/GAP 

810 End 1434 

42443_1.R1084 Score 1120 

810. .1434 

'2911040/emb|CAA17550| l.Oe-08 (AL021961) receptor protein 
kinase - like protein [Arabidopsis thaliana] ' 



11146 . Seq. ID 

23734 Strand 

997 End 

OJ990520_2 6 . 9A15 . C9 . o2 . gs Method 

997 End 

none Score 

997. .1187, 1340. .1433, 1517. .1795 



OJ990520_26.9A15.C.9 

6385 
GENSCAN 
1795 
.78 



Seq. No. 11146 

Gene No. 23734 

Start 997 

Name OJ990520_2 6 . 9A15 . C9 . o3 . tm 

Start 1006 

GI none 
Exons 



OJ990520 26.9A15.C9 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1006. .1167, 1034. .1150, 6165. .6383, 6169. .6369, 6169. .6384, 
6177. .6383, 6242. .6385 



6385 

TBLASTX: Maize 

6385 

66 



Seq. No. 
Gene No. 
Start 



11146 
23734 
997 



Seq. ID OJ990520_26.9A15.C9 
Strand 

End 6385 



11692 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990520 26. 9A15.C9.ol.tc 



Method TBLASTX : Cress 



1054 End 6318 

none Score 39 

1054. .1161, 1085. .1150, 1170. .1316, 1185. .1319, 1377. .1466, 

1378. .1467, 1487. .1642, 1488. .1643, 1490. .1648, 1650. .1703, 

1658. .1702, 4930. .4989, 4935. .4988, 4990. .5148, 4992. .5144, 

5148. .5345, 5170. .5409, 6201. .6314, 6202. .6318 



11146 
23734 
997 

OJ990520_2-6 . 9A15 . C9 . ol . tw 

1078 

none 

1078. .1161, 1085. .1156, 1167. 
1377, .1460, 1378. .1461, 5169. 
5281. .5427, 5304. .5429, 6169. 

11146 
23734 
997 

OJ990520_2 6. 9A15.C9.ol.ts 

1117 - 

none 

1117. .1161, 1170. 
1378. .1455, 1487. 
4923. .4976, 4990. 
5275.. 5409, 5295. 



,1316, 1171. 

,1642, 1488, 

,5154, 4992, 
,5345 



11146 

23734 Strand 

997 End 

OJ990520_2 6 . 9A15 . 09 . ol . np Method 

1164 End 

2911040 Score 
1164. . 1713, 4975. .5068 

(AL021961) receptor protein kinase 
thaliana] 



Seq. ID OJ990520_26, 9A15.C9 
Strand 

End 6385 

Method TBLASTX : Wheat 

End 6299 

Score 4 9 

.1313, 1167. .1316, 1171. .1317, 
.5285, 5170. .5286, 5281. .5412, 
.6294, 6180. .6299 

Seq. ID OJ990520_26.9A15.C9 
Strand 

End 6385 

Method TBLASTX : Soybean 

End 54 09 

Score 55 

.1317, 1363. .1455, 1377. .1457, 
.1643, 1658.. 1702, 4912.. 4980, 
.5153, 5148. .5228, 5173. .5277, 



Seq. ID OJ990520__26.9A15.C9 



11146 
23734 
997 

OJ990520_2 6 . 9A15 . C9 . ol . tm 
1170 



6385 
AAT/NAP 
5068 
365 

like protein [Arabidopsis 



OJ990520 26.9A15.C9 



none 
1170. 
1596. 
5173. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

1316, 1171. .1311, 1377. .1457, 1386. .1451, 1568. .1702, 
1688, 4930. .5064, 4944. .5063, 5091. .5144, 5092. .5163, 
5271, 5284. .5409 



6385 

TBLASTX: Maize 

5409 

53 



Seq. No. 11146 Seq. ID 

Gene No. 23734 Strand 

Start 997 End 

Name OJ990520_2 6 . 9A15 . C9 . o2 . gp Method 

Start 1618 End 

GI 701261 Score 

Exons 1618.. 1929 



OJ990520_26. 9A15.C9 

6385 
AAT/GAP 
1929 
533 



11693 




Seq. No. 


11146 








Seq. ID 


OJ990520 


_26.9A15.09 


Gene No. 


23734 








Strand 






Start 


997 








End 


6385 




Name 


OJ990520 26. 


9A15 . 


C9.o3. 




Me t hod 


GEN SCAN 




Start 


2648 ~ 








End 


3188 




GI 


none 








Score 


. 55 






2648 2841. 


3083 . 


. 3188 










Seq. No. 


11146 








Seq. ID 


OJ990520 


_26,9A15.C9 


Gene No. 


23735 








Strand 






Start 


8547 








End 


10345 




Name 


OJ990520 26 


9A15 . 


C9 . o2 . 


ts 


Mpt h nd 




y ail 


Start 


8547 ~ 








End 


8941 




GI 


none 








Score 


72 




p. V O Tt S 


8547 8603, 


8598 . 


. 8753, 


8603 . 


.8752, 81 


319. .8941, 


8842 . . 8937 


Qprr No 


1114 6 








Seq. ID 


OJ990520 


26 9A15 09 




23735 








Strand 






Start 


8547 








End 


10345 




Name 


OJ990520 26. 


9A15. 


C9.02. 


tc 


Method 


TBLASTX : 


Cress 


Start 


8550 








End 


10345 




GI 


none 








Score 


57 




1 — i ^\ \y 1 I o 


8550 8600, 


8598 . 


. 8753, 


8600. 


.8752, 8842. .8937, 


8843. .8941, 




9089 9145 


9090 . 


. 914 6, 


9399. 


.9461, 9401. .9490, 


9668. .9703, 




9800 9901 


9805 . 


. 9912, 


9993 . 


.10118, : 


L0021. ,10119, 10262. .11 




10277 10345 














O C ^ . LN • 


1114 6 








Seq. ID 


OJ990520 


_26.9A15.C9 












Strand 






O L. d -L U 


8547 








End 


10345 




Name 


OJ990520 26 


9A15 . 


09 . o2 . 


tm 


Method 


TBLASTX: 


Maize 


Start 


8556 ~ 








End 


10327 




GI 


none 








Score 


51 




Exons 


8556. .8585, 


8559, 


.8600, 


8598. 


.8756, 8606. .8749, 


8653. .8751, 




8661 8744 


8721. 


.8813, 


8828. 


,8932, 8i 


342. .8937, 


8843. .8938, 




8863 8943 


9086. 


.9145, 


9087. 


,9146, 9399. .9458, 


9399. .9470, 




9400 9465 


9401. 


.9517, 


9668. 


.9703, 9800. .9901, 


9805. .9954, 




10021 . . 10122 


, 10023. .10121, 10025. .10129, 10026 


. .10127, 




10262 . . 10327 














Sea No 


11146 








Seq. ID 


OJ990520 


_26.9A15.C9 


npnp No 


23735 








Strand 






start 


8547 








End 


10345 




Name 


OJ990520 26. 


9A15. 


09. o3. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


9089 








End 


10324 




GI 


none 








Score 


85 




Exons 


9089 9145, 


9090. 


.9146, 


9399. 


.9461, 9399. .9491, 


9400. . 9480, 




9668 9706, 


9668. 


.9703, 


9800. 


.9901, 9808. .9912, 


10021. .1011' 




10023 . . 10121 


, 10262.. 10324 








Seq. No. 


11147 








Seq. ID 


OJ990520 


_26.9A15.C10 


Gene No. 


23736 








Strand 






Start 


1076 








End 


6910 




Name 


OJ990520 26. 


9A15. 


OlO.ol 


.gs 


Method 


GENSOAN 




Start 


1076 








End 


6863 




GI 


none 








Score 


.65 




Exons 


1076. . 1255, 


1453. 


.1585, 


2315. 


.2652, 2742. .2840, 


2922. .3239, 



11694 



3310.. 3560, 3655.. 3925, 4198.. 4270, 4489.. 6863 



Seq. No. 11147 

Gene No. 23736 

Start 1076 

Name OJ990520_2 6 . 9A15 . CIO . ol . np 

Start 1736 

GI 6815062 

Exons 1736.. 1969, 2024.. 2044, 
3310. .3560, 3655. .3925, 

GI Descrip. 



OJ990520 26.9A15.C10 



Seq. ID _ 
Strand 

End 6910 
Method AAT/NAP 
End 5999 
Score 4 637 
2325.. 2664, 2742.. 2840, 2922.. 3267, 
4198. .4270, 4489. .5999 
(AP001080) Similar to Arabidopsis thaliana chromosome II BAG 
F16P2 genomic sequence ;mudr A like protein (AC004561) [Oryza 
sativa] 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



4^ Seq. No. 

Gene No. 
m Start 
rii Name 

Start 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



;. : 



11147 
23736 
1076 

OJ990520_2 6 . 9A15 . CIO . o2 . tm 

3353 

none 



Seq. ID OJ990520_26.9A15.C10 
Strand 

End 6910 

Method TBLASTX : Mai ze 

End 3817 

Score 44 



3353. .3433, 3376. .3429, 3439. .3468, 3463. .3570, 3485. .3571, 
3632. .3817, 3639. .3815 



11147 
23736 
1076 

OJ990520_2 6.9A15.C10.ol.tm 

5415 

none 



Seq. ID OJ990520_26. 9A15.C10 
Strand 

End 6910 

Method TBLASTX : Maize 

End 5958 

Score 39 



5415. .5780, 5435. .5458, 5491. .5781, 5799. .5954, 5833. .5958 



Seq. ID OJ990520_26.9A15.C10 
Strand 

End 6910 

Method AAT/NAP 

End 6910 

Score 74 



11147 
23736 
1076 

OJ990520_26.9A15.C10.o2.np 
6447 
6525240 
6447. .6910 

(AF206632) ring-infested erythrocyte surface antigen [Plasmodium 
falciparum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11148 
23737 
345 

OJ990520_26 . 9A15 . Cll . ol . gs 

345 

none 

345. .575, 904. .970 



Seq. ID OJ990520_26. 9A15.C11 

Strand + 

End 970 

Method GENSCAN 

End 970 

Score .88 



Seq. No. 11148 

Gene No. 23738 

Start 5009 

Name OJ990520_26 . 9A15 . Cll . o3 . gs 

Start 5009 

GI none 
Exons 



Seq. ID OJ990520_26.9A15.C11 

Strand + 

End 9416 

Method GENSCAN 

End 9416 

Score .79 



5009. .5049, 5273.-5354, 5509.. 5670, 5857. .6000, 9345.. 9416 



11695 




Seq. No. 


11148 




Seq. ID 


OJ990520_26.9A15, 


.011 


Gene No. 


23739 




Strand 






Start 


3319 




End 


3804 




Name 


OJ990520 26, 9A15,Cll.o2.gs 


M(=>'t~ hioH 






O L d I, L 


3319 




End 


3804 




\j ± 


none 




Score 


. 67 






3319. . 


3467, 3584.. 3680, 3742 


3804 






Seq. No. 


11148 




Seq. ID 


OJ990520_26. 9A15. 


.Cll 


Gene No. 


23740 




Strand 






Start 


12030 




End 


13632 






OJ990520 26.9A15,Cll,ol,tw 


Mpi~ hod 








10787 




End 


11188 




\j J. 


none 




Score 


121 






10787. 


.10960, 11039.. 11188 








Seq, No. 


11148 




Seq. ID 


OJ990520_26.9A15. 


Xll 


Gene No. 


23740 




Strand 






Start 


12030 




End 


13632 




Name 


OJ990520 26.9A15.Cll.o2.tm 


Method 


TBLASTX: Maize 




Start 


10976 




End 


11256 




GI 


none 




Score 


121 




Exons 


10976. 


.11251, 11058. .11255, 


11131. .11256 







O C . LN U • 


111 4fi 

X X J. *i O 


Seq. ID 


OJ990520_26.9A15. 


n 1 

^ X X 








Strand 








Ot ar L 




End 


13632 






Name 


OJ990520 26.9A15.Cll.o2.tw 


Method 


TBLASTX: Wheat 






Start 


11195 


End 


11584 




i il 


GI 


none 


Score 


69 




r\ I 


Exons 


11195. .11356, 11214. .11357 


, 11405,. 11584 




i s? 


Seq. No. 


11148 


Seq. ID 


OJ990520_26.9A15. 


oil 


r ' • 


Gene No. 


23740 


Strand 








Start 


12030 


End 


13632 






Name 


OJ990520 26. 9A15.Cll.ol,gp 


Method 


AAT/GAP 






Start 


12030 


End 


13632 




ict 


GI 


1016 1.R1084 


Score 


3153 




tj 


Exons 


12030. .13632 










GI Descrip. 


'1854637 O.Oe+00 (U50333) 


gibberellin 


C-20 oxidase [Oryz 


;a 


:=f 




sativa] ' 










Seq. No. 


11148 


Seq. ID 


OJ990520_26,9A15. 


Gil 




Gene No. 


23740 


Strand 








Start 


12030 


End 


13632 






Name 


OJ990520 26.9A15.Cll.o2.np 


Method 


AAT/NAP 






Start 


12346 


End 


13461 






GI 


1854637 


Score 


1911 






Exons 


12346, , 13461 










GI Descrip. 


(U50333) gibberellin C-20 ■ 


oxidase [Oryza sativa] 






Seq. No. 


11148 


Seq. ID 


OJ990520_26,9A15. 


Cll 




Gene No. 


23740 


Strand 








Start 


12030 


End 


13632 






Name 


OJ990520 26,9A15,Cll.ol,tc 


Method 


TBLASTX: Cress 






Start 


12380 


End 


13425 






GI 


none 


Score 


55 





11696 




XT V o 




1 9fi7 

■ X ^ O f \J f 


12542. .12832, 12628 


1 9Rf^1 








1 39*^7 


13045. .13278, 13336 


1 34 9 




Seq. No. 


11148 




Seq. ID 


OJ990520 


_26. 9A15 


.Cll 


Gene No. 


23740 




Strand 














End 


13632 






Nsme 


n.TQQn^9n 9fi qai s ri 1 


n1 t ^ 

• L* X ■ U O 


Method 


TBLASTX: 








1 9 ^ft 9 ~ 




End 


12966 








none 




Score 


39 






Exons 


19^ft9 19PSS 19^ft^ 


124 63 

• X ^ *3 U .J f 


12542. .12880, 12877 


12966 




Seq. No. 


11148 




Seq. ID 


OJ990520 


_26. 9A15 


.Cll 


Gene No. 


23740 




Strand 








O Ldl. U 


X ^ W J VJ 




End 


13632 






Nfline 


n.TQQns9n of, qai ni 

VJU-7-7UJ^L' ^U. -?rt.X J . V.^ X X , 


n 3 ■hm 


Method 


TBLASTX: 


L J a J. ^ c; 




O La J- T- 


1 9?ff9 ~ 
X ^ o o ^ 




End 


12694 








none 




Score 


41 








12382 12483 12395 


.124 66, 


12487. .12693, 12542 


12694 




Seq. No. 


11148 




Seq. ID 


OJ990520 


_26. 9A15 


.Cll 


Gene No. 


23740 




Strand 








O ua J- T_ 






End 


13632 






NsiQe 


n.TQQnR9n 9f^ qai s n i 


o9 1- 


Method 


TBLASTX: 


o ut: a 11 






U U X 0 




End 


13291 








none 




Sep re 


180 ^ 






Exons 




1 39Q1 
» X o X 










Seq. No. 


11148 




Seq. ID 


OJ990520 


_26. 9A15 


.Cll 


Gene No, 


23740 




Strand 








O Lair L. 


J. Z U J u 




End 


13632 






NsiQe 


VJUj/^UOZU ^O. ^MX O . V_.X X , 


> o X > tm 


Method 


TBLASTX:: 


L*Ja X ii. t: 




o Lair L 


X O U J u 




End 


13425 






PT 


none 




Score 


298 






P von Q 
Cj Awl 1 o 


13030 1 339Q 1304Q 


1 398 S 


13297. .13425, 13312 


.13425 




Seq. No. 


11149 




Seq, ID 


OJ990520 


_26.9A15 


.C12 


Gene No. 


23741 




Strand 








q-i- 3 V--)- 

O Lai. L 


3199 




End 


6102 






LN aillc 


OJ990520 26.9A15.C12, 


. o2 . gs 


Method 


GENSCAN 






O Lai. L 


3199 




End 


6102 








none 




Score 


.56 






I-i AvJll o 


3199. .3268, 4757.. 4923, 5887 


. .6102 








Seq. No. 


11150 




Seq, ID 


OJ990520 


_2 6.9A15 


.C13 


Gene No. 


23742 




Strand 


+ 






o Ldl. L 


1152 




End 


1373 






N3rne 


OJ990520 26.9A15.C13. 


.ol . gs 


Method 


GENSCAN 






O LalTL 


1152 




End 


1373 






ol 


none 




Score 


.54 






Exons 


1152. .1373 












Seq. No. 


11151 




Seq. ID 


OJ990520 


_2 6.9A15 


.C15 


Gene No. 


23743 




Strand 


+ 






Start 


1 




End 


898 






Name 


OJ990520 26.9A15.C15, 


, ol . np 


Method 


AAT/NAP 






Start 


1 




End 


898 






GI 


5931694 




Score 


294 







11697 




Exons 


1 c^"^ 9*^9 ^ 1 c, cin 

1..DO/ ^JZ,,fllD, Ofl/..DlU/ 


790. .898 






oi uesciTip. 




protein [Arabidopsis thaliana 


J 


Seq. No. 


11151 , 


Seq. ID 


OJ990520_26.9A15 


.015 


Gene No. 


23743 


Strand 


+ 






1 
J. 


End 


898 




N^me 




Method 


GENSCAN 




o tar L 


9 1 t: 
Z 1 0 


End 


606 




PT 


none 


Score 


.52 




Exons 


91^ AIR ^47 ^^n^ 








O C * IN (J . 


T 1 1 S? 

X J. J. •J ^ 


Seq. ID 


OJ990520_26.9A15 


• ^ X vJ 


Gene No. 


23744 


Strand 


+ 




Start 


1 


End 


157 




Name 


OJ990520 26.9A15.C16.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


157 




GI 


2498930 


Score 


70 




Exons 


1..30, 84. .157 









GI Descrip. DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi 1 1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. No. 11152 Seq. ID 

Gene No. 23745 /Strand 

Start 38 * End 

Name OJ990520_26 . 9A15 . C16 . ol . gs Method 

Start 38 End 

GI none Score 

Exons 38.. 82 



OJ990520_26. 9A15.C16 
82 

GENSCAN 

82 

.58 



Seq. No. 11153 Seq. ID 

Gene No. 2374 6 Strand 

Start 34 9 End 

Name OJ990520_12 . 9A1 9 . CI . ol . gs Method 

Start 34 9 End 

GI none Score 

Exons 349.. 481 



OJ990520_12. 9A19.C1 
+ 

481 

GENSCAN 

481 

.74 



Seq. No. 11154 Seq. ID 

Gene No. 23747 Strand 

Start 1758 End 

Name OJ990520_12 . 9A19 . C2 . ol . gs Method 

Start 1758 End 

GI none Score 

Exons 1758.. 1911, 2772.. 2917 



OJ990520_12. 9A19.C2 
+ 

2917 
GENSCAN 
2917 
.59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11154 Seq. ID 

23748 Strand 

3369 End 

OJ990520_12 . 9A19 . C2 . o2 . tm Method 

1585 End 

none Score 

1585. .1761, 1599. .1751, 1855. .2067 



OJ99d520_12.9A19.C2 
4575 

TBLASTX: Maize 

2067 

168 



Seq. No. 11154 Seq. ID OJ990520_12 . 9A19 . C2 

Gene No. 23748 Strand 

Start 3369 End 4575 

Name OJ990520_12 . 9A19 . C2 . o2 . gs Method GENSCAN 



11698 



start 
GI 

Exons 



3369 End 4498 

none Score . 95 

3369. .4002, 4124. .4253, 4354. .4498 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11154 Seq. ID 

23748 Strand 

3369 End 

OJ990520_12 .9A19.C2.ol. np Method 

34 05 . End 

421980 Score 



OJ990520_12. 9A19.C2 

4575 
AAT/NAP 
4498 
739 



3405. .4002, 4124. .4253, 4357. .4498 

transforming protein {myb3) - barley gi | 19059 | emb | CAA50223 i 
(X70878) MybHv33 [Hordeum vulgare] 



Seq. No. 11154 
Gene No. 23748 
Start 3369 

Name OJ990520_12 . 9A19 . C2 . ol . tm 

Start 3894 
GI none 

Exons 3894.. 4013, 3924.. 4004, 3925. 

4190. .4255, 4349. .4504, 4355. 
4426. .4521 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4005, 
.4507, 



OJ990520 12.9A19.C2 



4575 

TBLASTX: Maize 
4551 
127 

4063. .4254, 4109. 
4356. .4508, 4357. 



, 4261, 
,4551, 



Seq. No. 11154 Seq. ID 

-Gene No. 23748 Strand 

Start 3369 End 

Name OJ990520_12 . 9A19 . C2 . ol . ts Method 

Start 3915 End 

GI none Score 
Exons 



OJ990520_12.9A19.C2 
4575 

TBLASTX: Soybean 

4468 

91 



3915. .4004, 3916. 
4355. .4468 



,4005, 4063. .4254, 4106. .4255, 4353. .4457, 



Seq. No. 11154 

Gene No. 23748 

Start 3369 

Name OJ990520_12 . 9A19 . C2 . ol . tc 

Start 3918 

GI none 

Exons 3918.. 3977, 3966.. 4004, 4108. 
4355. .4465 



OJ990520_12. 9A19.C2 
4575 

TBLASTX: Cress 

4465 

108 



Seq. ID 
Strand 
End 

Method 
End • 
Score 

.4254, 4109. .4255, 4353. .4463, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11154 Seq. ID 

23748 Strand 

3369 End 

OJ990520_12 .9A19.C2.ol. gp Method 

3944 End 

65698 1.R1084 Score 



OJ990520_12.9A19.C2 

4575 
AAT/GAP 
4575 
735 



3944. .4002, 4124. .4253, 4357. .4575 

M21980/pir I IS35419 4.0e-43 transforming protein (myb3) - barley 
>gi_19059_emb_CAA50223 {X70878) MybHv33 [Hordeum vulgare] ' 



Seq. No. 11154 Seq. ID 

Gene No. 23748 Strand 

Start 3369 End 

Name OJ990520_12 . 9A1 9 . C2 . ol . tw Method 

Start 4120 End 



OJ990520_12. 9A19.C2 
4575 

TBLASTX: Wheat 
4534 



11699 





GI 


none 




Score 


108 




Exons 


4120 4254, 4121 4255, 


4202 . 


.4258, 4355. .4456, 






4481 . .4534 










Seq. No. 


11155 




Seq. ID 


OJ990520 




Gene No. 


23749 




Strand 


+ 




Start 


728 




End 


1796 




Name 


OJ990520 12 9A19 03 ol 


as 


Method 


GENSCAN 




Start 


728 " 




End 


1796 




GI 


none 




Score 


. 83 




Exons 


728 . . 808, 1734 . . 1796 










Seq. No. 


11155 




Seq. ID 


OJ990520 




Gene No. 


23750 




Strand 






Start 


2354 




End 


2579 




Name 


OJ990520 12.9A19.C3.o2. 


as 


Method 


GENSCAN 




Start 


2354 ~ 




End 


2579 




GI 


none 




Score 


.85 




Exons 


2 35 4.. 2452, 2 520.. 2579 










Seq. No. 


11156 




Seq. ID 


OJ990520 




Gene No. 


23751 




Strand 


+ 




Start 


146 




End 


496 


Q 


Name • 


OJ990520 12 9A19 C4 ol 


as 


Method 


GENSCAN 


'isf 


O L. di. u 


14 6 ~ 

X "a U 




End 


496 


i!fl 


GI 


none 




Score 


. 71 


Pii 

i s? 


P von <5 


14 6. .4 96 










Qpn Mo 


11157 




Seq. ID 


OJ990520 


4; 


Gene No. 


23752 




Strand 






Start 


1 




End 


1242 




Name 


0J9 90520 12. 9A19.C5.ol. 


np 


Method 


AAT/NAP 




Start 


1 ~ 




End 


1242 


XL 


GI 


6907089 




Score 


2013 




Exons 


1 . . 1242 










GI Descrip. 


(AP00112 9) hypothetical 


, protein [Oryza 


sativa] 




Seq. No. 


11157 




Seq. ID 


OJ990520 




Gene No. 


23752 




Strand 






Start 


1 




End 


1242 




Name 


0J9 90520 12 . 9A19.C5 . ol . 


gs 


Method 


GENSCAN 




Start 


8 ~ 




End 


1242 




GI 


none 




Score 


. 63 




Exon s 


8 . . 1242 










Seq. No. 


11158 




Seq. ID 


OJ990520 




Gene No. 


23753 




Strand 


+ 




Start 


1 




End 


1019 




Name 


OJ990520 12.9A19.C6.ol. 


np 


Method 


AAT/NAP . 




Start 


1 




End 


898 




\J A. 


5042454 




Score 


200 




Exons 


1..74, 316. .483, 838. .8 


98 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


11158 




Seq. ID 


OJ990520 




Gene No. 


23753 




Strand 


+ 




Start 


1 




End 


1019 



11700 



N3ms 


OJ990520 12 


9A1 9 Cfi ol 


Mp"t~ hi ar\ 


O LJ LN O ^r^LN 


Start 


447 ~ 




End 


1019 


GI 


none 




Score 


. 53 


E von q 

i-J /VV^i 1 


447 489, 8 


45 . . 1019 






Sea No 


11159 




Seq. ID 


OJ990520 


Gene No. 


23754 




Strand 


+ 


Start 


1 




End 


4 317. 


Name 


OJ990520 12 


. 9A19.C7.ol.np 


Method 


AAT/NAP 


Start 


1 ~ 




End 


1691 


GI 


6721512 




Score 


48 


F.xon s 

1^ -iV V-/ i i fc-J 


1 . . 56, 1578 


. . 1691 






-L l«y ^ O V_-» J- ^ f-^ * 


(AP001072 ) 


hypothetical protein [Oryza 


*=?a 1 1 va 1 


Sea No. 


11159 




Seq. ID 


OJ990520 


Gene No. 


23754 




Strand 


+ 


Start 


1 




End 


4317 


Name 


OJ990520 12 


.9A19.C7.o2.np 


Method 


AAT/NAP 


Start 


1 ~ 




End 


4317 


GI 


4 680186 

~ \J \J \J JL \J \J 




Score 


166 


Ry on S 


1 . . 56, 2256 


..2412, 3010. .3063, 


4220. .4317 


V,^ J. O J- U. kyT • 


f AF111709) 


unknown [Oryza sativa subsp. 


. indica] 


Qpn No 


11159 




Seq. ID 


OJ990520 


Gene No. 


23754 . 




Strand 


+ 


Start 


1 




End 


4317 


Name 


OJ990520 12 


.9A19.C7.o3.np 


Method 


AAT/NAP 




3084 ~ 




End 


4317 


GI 


690708 6 




Score 


611 


P V n n <? 


3084 3859 


3920. .4317 






\J J. 1^ ^ \— ' J- ^ K-^ • 


fAP0011291 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


11159 




Seq. ID 


OJ990520 


Gene No. 


23754 




Strand 


+ 


Start 


1 




End 


4317 


Name 


OJ990520 12 


.9A19.C7.o2.gs 


Method 


GENSCAN 


Start 


3287 ~ 




End 


3958 


GI 


none 




Score 


. 93 


von 


3287 3958 








Sea No 


11159 




Seq. ID 


OJ990520 


f^ene No . 


23755 




Strand 




Start 


2555 




End 


2981 


Name 


OJ990520 12 


.9A19.C7.ol.gp 


Method 


AAT/GAP 


Start 


2555 




End 


2981 


GI 


4878407 




Score 


648 


F.xon q 


2555. .2981 








GT Dpscria. 

\JJ ^ tj \^ ^ ^ h./ * 


6069643/dbj 


IAP000616.1IAP000616 l.Oe-152 Oryza ; 




DNA, chromosome 6, clone : P05.14G12 




Seq. No. 


11160 




Seq. ID 


OJ990520_ 


Gene No. 


23756 




Strand 


+ 


Start 


2976 




End 


6826 


Name 


OJ990520 12 


. 9A19.C8.ol.gs 


Method 


GENSCAN 


Start 


2976 




End 


6826 


GI 


none 




Score 


.92 


Exons 


2976. .3049, 


3161. .3240, 3347.. 


3508, 4326. .4431, 



9A19.C7 



11701 



5167. .5264, 5354. .5599, 5702. .5816, 5927. .6140, 6237. .6826 



Seq. No. 11160 

Gene No. 23756 

Start 2976 

Name OJ990520_12 . 9A19 . CB . ol . np 

Start 3347 

GI • 4218991 . 

Exons 3347.. 3508, '4326.. 4431, 4521. 

5702. .5816, 5927. .6140, 6237. 



Seq. ID OJ990520_12.9A19.C8 

Strand + 

End 6826 

Method AAT/NAP 

End - 6814 

Score 1289 



.5046, 5152.. 5264, 
.6814 



5354 . .5599, 



GI Descrip. (AF098632) subtilisin-like protease [Arabidopsis thaliana] 



Seq. No. 11160 Seq. ID 

Gene No. 23756 Strand 

Start 2976 End 

Name OJ990520_12 . 9A19 . 08 . ol . to Method 

Start 3352 End 

GI none Score 

Exons 3352. .3441, 4325. .4366, 4370. .4417, 4585 

4872. .5042, 5369. .5551, 5370. .5552, 5703 

5917.. 6138, 5918.. 6139, 6274.. 6396, 6278 
6587. .6754 



OJ990520_12.9A19.C8 
+ 

6826 

TBLASTX: Cress 
6754 
67 

5043, 4614. .4808, 
5816, 5738.. 5815, 
6409, 6494.. 6520, 



Seq. No. 11160 

Gene No. 23756 

Start 2976 

}\% Name OJ990520_12 . 9A19 . C8 . o2 . ts 

Start 4324 

GI none 

Exons 4324.. 4362, 4325.. 4363, 4370. 

i.^i 4612. .4761, 4614. .4727, 4693. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4432, 4372 
.4848 



OJ990520_12.9A19.C8 
-f 

6826 

TBLASTX : Soybean 
4848 
54 

4437, 4522. .4557, 



Seq. No. 11160 

Gene No. 23756 

Start 2976 

Name OJ990520_12 . 9A19 . 08 . ol . tw 

Start 4601 

GI none 

Exons 4601.. 4642, 4765.. 4848, 4767. 



Seq. ID OJ990520_12.9A19.O8 

Strand + 

End 6826 

Method TBLASTX : Wheat 

End 5043 

Score 34 

.4808, 4831. .5043, 4872.. 5042 



Seq. No. 11160 
Gene No. 23756 
Start 2976 

Name OJ990520_12 . 9A19 . 08 . ol . tm 

Start 4768 
GI none 

Exons 4768.. 5004, 4770.. 5003, 4996. 

5688. .5816, 5738. .5815, 5914, 
6110.. 6142, 6271. .6408, 6278, 
6530. .6607, 6674. .6754 



Seq. ID OJ990520_12. 9A19.C8 

Strand + 

End 6826 

Method TBLASTX: Maize 

End 6754 

Score 235 

.5043, 5003. .5026, 5370.. 5585, 
.6138, 5918. .6139, 6001. .6141, 
.6394, 6479.. 6517, 6529.. 6633, 



Seq. No. 11160 Seq. ID 

Gene No. 23756 Strand 

Start 2976 End 

Name OJ990520_12 . 9A1 9 . 08 . ol . ts Method 

Start 4849 End 

GI none Score 



OJ990520_12.9A19.O8 
+ 

6826 

TBLASTX; Soybean 

6810 

192 



11702 




Exons 4849. .5043, 4872. .5042, 5372. .5542, 5373.-5597, 5694. .5816, 

5918. .6037, 6037. .6138, 6038. .6139, 6233. .6400, 6262. .6393, 

6488. .6511, 6535. .6639, 6536. .6688, 6629. .6688, 6728. .6754, 

6773.. 6805, 6778.. 6810 



O c (-^ • LN . 


11161 


Seq. ID 


OJ990520_12.9A19, 






23757 


Strand 


+ 






1 


End 


1134 




Nsrns 


OJ990520 12. 9A19.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1134 




GI 


6723410 


Score 


153 




Exons 


1..210, 692. .843, 967. .1134 










(AL132956) hypothetical protein [Arabidopsis thaliana] 






11161 


Seq. ID 


OJ990520_12.9A19. 






23757 


Strand 


+ 




0 Ldl. L 


1 


End 


1134 




Name 


OJ990520 12.9A19.C9.ol.gs 


Method 


GENSCAN 




Start 


97 


End 


1051 






none 


Score 


.9 




Exons 


97. .181, 741. .843, 967. .1051 








0 e q . LN 0 . 


11162 


Seq. ID 


OJ990520_12.9A19, 






23758 


Strand 






0 1 arr 


252 


End 


776 




Naine 


OJ990520 12.9A19.C10.ol.gs 


Method 


GENSCAN 




Start 


252 


End 


719 




GI 


none 


Score 


. 97 




17' V /~\ 0 


252. .719 








c orr Kin 


11162 


Seq. ID 


OJ990520_12. 9A19, 


XIO 


0 n 0 Kl n 


23758 


Strand 






Of- ;a rf 
0 U CLi. L 


252 


End 


776 




Nams 


OJ990520 12.9A19.C10.ol.np 


Method 


AAT/NAP 




Start 


264 


End 


776 




GI 


4218991 


Score 


197 






264. .776 










(AF098632) subt ilisin-like protease [Arabidopsis thaliana] 


0 ^ q . LNvJ • 


11162 


Seq. ID 


OJ990520_12.9A19, 


.CIO 


r^ono Mo 


23758 


Strand 






C4- 0 v-l- 
0 L di. u 


252 


End 


776 




Name 


OJ990520 12.9A19.C10.ol.tc 


Method 


TBLASTX: Cress 




Start 


324 


End 


773 






none 


Score 


94 




Exons 


324. .491, 558. .584, 669. .773 








Seq. No. 


11163 


Seq. ID 


OJ990520_12.9A19. 


.C12 


Gene No. 


23759. 


Strand 






Start 


151 


End 


1232 




Name 


OJ990520 12.9A19.C12.ol.gs 


Method 


GENSCAN 




Start 


151 


End 


1232 




GI 


none 


Score 


.57 




Exons 


151. .348, 528. .626, 808. .973, 


1156. .1232 




Seq. No. 


11164 


Seq. ID 


OJ990520_12.9A19. 


.C14 


Gene No. 


23760 


Strand 







11703 



start 


189 




End 


251 


Nanis 


OJ990520 12 9A19 C14 ol 


. y o 




GENSCAN 


Start 


18 9 ~ 




End 


251 


GI 


none 




Score 


. 87 


R 5f n n ^ 


189 . .251 








kJ C ■ LN ^ • 


11165 




Seq. ID 


OJ990520 12 9A19 C15 


(^pnp Mr) 


-23761 . 




Strand 




Start 


' 1 




End 


4511 


Name 


OJ990520 12,9A19.C15.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


625 


GI 


231984 




Score 


829 


v n n *5 


1..92, 170. .625 










DEHYDRIN RAB25 gi | 100709 | pir | | S19132 : 


rat>25 orotein — rice 




gi| 20320 |emb|CAA40604 | 


(X57327) rab25 


DTodiiPl" rOTvza satiVr5 


Seq. No. 


11165 




Seq. ID 


OJ990520 12.9A19iC15 


Gene No. 


23761 




Strand 




Start 


1 




End 


4511 


Name 


OJ990520 12. 9A19.C15.ol 


• gp 


Method 


AAT/GAP 


Start 


43 




End 


710 


GI 


304 1.R1084 




Score 


1116 


Exons 


43. .92, 170. .710 









-J GI Descrip. ' 231984 /sp I P30287 | DH25_ORYSA l,0e-64 DEHYDRIN RAB25 
:\ >gi_10p709_pir S19132 rab25 protein - rice 

fl >gi_20320_emb_CAA4 0604_ (X57327y rab25 product [Oryza sativa] ' 



Seq. No. 11165 

Gene No. 23761 

Start 1 

Name OJ990520_12 . 9A19 . C15 . ol . gs 

Start 134 

GI none 
Exons 



Seq. ID OJ990520_12.9A19.C15 
Strand 

End 4511 

Method GENSCAN 

End 4483 

Score . 64 



134. .919, 980. .1024, 1846. .1926, 2052. .2221, 2342. .2500, 
2692. .2821, 2960. .3122, 3330. .3412, 4207. .4266, 4397. .4483 



Seq. No. 11165 

Gene No. 23761 

Start 1 

Name OJ990520_12 . 9A19 . C15 . o2 , 

Start 512 

GI none 

Exons 512.. 607, 513 .. 608 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_12.9A19.C15 
4511 

TBLASTX: Maize 

608 

181 



Seq. No. 11165 
Gene No. 23761 
Start 1 

Name OJ990520_12 . 9A19 . C15 . ol . tm 

Start 1237 
GI none 

Exons 1237.. 1284, 1846.. 1926, 1847. 

2052. .2171, 2127. .2222, 2174. 
2686.. 2823, 2693.. 2827, 2699. 
2960. .3145, 2960. .3124, 3046. 
3346. .3414, 4202. .4282, 4207. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1927, 2041 
.2233, 2340 
.2785, 2748 
.3138, 3329 
.4278 



OJ990520 12.9A19.C15 



4511 

TBLASTX-:Maize 
4282 
67 

2124, 2049. .2171, 
2504, 2341.. 2502, 
2822, 2956.. 3009, 
3415, 3334.. 3423, 



Seq. No, 



11165 



Seq. ID OJ990520_12.9A19.C15 



11704 






23761 








Strand 




start 


1 








End 


4511 


Name 


OJ990520 12 


.9A19. 


015. ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


184 6 








End 


4487 


GI 


none 








Score 


93 


p, vnn s 
i-j \y 1 1 o 


1846 1926 


1847 . 


. 1936, 


2049. 


.2177, 2181. .2222, 2337. .2486, 




2340 2504 


2341 . 


. 24 96, 


2675 . 


.2827, 3038.. 3115, 3335.. 3409, 




4204 4275 


4220 . 


. 4258, 


4374 . 


.4487, 4376. .4483 


CpcT No 


11165 








Seq. ID 


OJ990520_12. 9A19.C15 


Gene No . 


23761 








Strand 




Start 


1 








End 


4511 


LN dlLlC 




.9A19. 


015. o2. 


np 


Method 


AAT/NAP 


Start 


1846 








End 


4511 


GI 


4680190 








Score 


841 


Exons 


1846. .1926, 


2052. 


.2221, 


2429. . 


.2500, 2692. .2821, 2960. .3158, 




3330. .3412, 


4207. 


.4266, 


4397. , 


.4511 




GI Descrip. 


(AF111710) 


putative dnaJ-like 


protein 


[Oryza sativa subsp. 




indica] 













Seq. No. 11165 
Gene No. 23761 
Start 1 

Name OJ990520_12 . 9A19 . 015 . ol . tw 

Start 1864 
GI' none 

Exons 1864.. 1926, 1865.. 1927, 2041. 

2052.. 2177, 2174.. 2227, 2175, 
2350.. 2502, 2378.. 2503 



Seq. ID OJ990520_12.9A19.C15 
Strand 

End 4511 

Method " TBLASTX: Wheat 

End 2503 

Score 65 

.2124, 2049. .2177, 2050. .2196, 
.2222, 2340. .2501, 2341. .2502, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



11165 
23761 
1 

OJ990520_12. 9A19.015.ol, 

2049 

none 

2049.. 2183, 2079.. 2141, 
2990.. 3124, 3026.. 3115 

11166 
23762 
1 

OJ990520_12. 9A19.016.ol. 
1 

6553921 

1..288, 432. .1115, 1242. 
2191. .2367, 4562. .4643, 
7398. .7557 

(AC012329) hypothetical 



tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990520_12. 9A19.C15 
4511 

TBLASTX :Oress 

3124 

62 



2340. .2504, 2341. .2502, 2693... 2827, 



Seq. ID OJ990520_12. 9A19.C16 
Strand 

End 7557 
np Method AAT/NAP 

End 7557 

Score 767 
.1288, 1403. .1468, 1548. .1640, 
4866.. 5099, 6550.. 6646, 6797.. 6866, 

protein [Arabidopsis thaliana] 



Seq. No. 11166 

Gene No. 23762 

Start 1 

Name OJ990520_12 . 9A19 . 01 6 . ol . 

Start 1 

GI LIB34 34-056-P1-K1-H9 

Exons 1 . . 240 



gp 



Seq. ID OJ990520_12.9A19.C16 
Strand 

End 7557 

Method AAT/GAP 

End 240 

Score 453 



11705 



GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



•5042437/gb|AC007789.1|AC007789 l.Oe-34 Oryza sativa BAG T49B20 
genomic sequence, complete sequence' 



11166 
23762 
1 

OJ990520_12, 9A19.C16.ol.gs 
14 

none 



Seq. ID OJ990520_12.9A19.C16 
Strand 

End 7557 

Method GENSCAN 

End 7482 

Score .81 



14. .288, 435. .1159, 1242. .1288, 3605. .3713, 4562. .4643, 
4866. .5302, 5497. .5758, 6550. .6653, 6783. .6866, 7398. .7482 



Seq. No. 


11166 






Seq. ID 


OJ990520_12.9A19.C16 


Gene No . 


23762 






Strand 




Start 


1 






End 


7557 


Name 


OJ990520 12 


. 9A19.C16.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


33 






End 


628 


GI 


none 






Score 


111 


Exons 


33. .167, 34 


..147, 41. .160, 42 


..167, 198. .269, 202. .270, 




433. .546, 433.-582, 434 


. .625, 


434. .628 




Seq. No. 


11166 






Seq. ID 


OJ990520_12.9A19.C16 


Gene No . 


23762 






Strand 




^=sf Start 


1 






End 


7557 


•jll Name 


OJ990520 12 


.9A19.C16.o4 


. tm 


Method 


TBLASTX: Maize 


i'fi start ' 


692 






End 


905 


rii 


none 






Score 


97 


Exons 

.J 


692. .787, 693. .779, 785 


. . 901, 


795. .905 




=?? Seq . No . ' 


11166 






Seq. ID 


OJ990520_12 . 9A19 . C16 


ill Gene No. 


23762 






Strand 




'ii Start 


1 






End 


7557 


Name 


OJ990520 12 


.9A19.C16.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


1082 






End 


1610 


GI 


none 






Score 


57 


'^i Exons 


1082. .1117, 


1083. .1115, 


1241. , 


.1288, 1242. .1289, 1400. .1480, 




1401. .1487, 


1542. .1610 








Seq. No. 


11166 






Seq. ID 


OJ990520_12 . 9A19 .C16 


!; Gene No. 


23762 






Strand 




=^ Start 


1 






End 


7557 


Name 


OJ990520 12 


. 9A19.C16.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


2059 






End 


2359 


GI 


none 






Score 


67 


Exons 


2059. .2121, 


2060. .2125, 


2188. , 


.2358, 21 


88. .2358, 2189. .2359 


Seq. No. 


11166 






Seq. ID 


OJ990520_12.9A19.C16 


Gene No. 


23762 






Strand 




Start 


1 






End 


7557 


Name 


OJ990520 12 


. 9A19.C16.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


4559 






End 


5760 


GI 


none 






Score 


71 


Exons 


4559. .4645, 


4562. .4639, 


4866. . 


.5306, 48 


67. .5247, 4868. .5269, 




5650. .5760 










Seq. No. 


11167 






Seq. ID 


OJ990520_12.9A19.C17 


Gene No. 


23763 






Strand 





11706 



start 


1 


End 


1076 




LN CllUC 


OJ990520 12.9A19.C17.ol.np 


Method 


AAT/NAP 






1 


End 


1076 






6553921 


Score 


135 






1..75, 556. .640, 764. .874, 1032. .1076 








(AC012329) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


11167 


Seq. ID 


OJ990520_12.9A19, 


.C17 


Gene No. 


23763 


Strand 


- 






1 


End 


'1076 




Ncirne 


OJ990520 12 9A19 C17 ol as 


Met hod 


GENS CAN 






556 


End 


846 






none 


Score 


.66 




P von Q 


556. .640, 764. .846 








O C • LN ^J . 


11168 


Seq. ID 


OJ990520_12.9A19. 


. C18 


Gene No. 


23764 


Strand 


- 




Start 


1 


End 


652 






n.TQQnS9n 19 QAIQ rift nl nr> 




AAT /MAP 




O L d X u 


1 


End 


652 




O X 


4680179 


Score 


1012 






1. .652 








vjx utrooxx^. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 




Seq. No. 


11168 


Seq. ID 


OJ990520_12. 9A19. 


.C18 


Gene No. 


23764 


Strand 






O Ldx L 


1 

L 


HdlQ. 






Name 


OJ990520 12.9A19.C18.ol.tw 


Method 


TBLASTX: Wheat 




o Ldx L 


294 


End 


648 






none 


Score 


81 






294. .647, 508. .648 








Seq. No. 


11168 


Seq. ID 


OJ990520_12.9A19. 


.C18 


Gene No. 


23764 


Strand 


- 




c-i- o ri- 

O L. dX L. 


1 


End 


652 




IN dlllC 


OJ990520 12 9A19 C18 ol tm 


Met hod 


TBLASTX ' Mai ze 




O L d X I, 


381 


End 


650 




\J X 


none 


Score 


66 




von Q 


381. .650, 556. .648 








O C LJ ■ LN \J . 


11169 


Seq. ID 


OJ990520_12.9A19. 


. C19 


Gene No. 


23765 


Strand 


- 




Start 


1 


End 


62 9 




Name 


OJ990520 12.9A19.C19.ol.np 


Method 


AAT/NAP 




O U d X L. 


1 


End 


629 




O X 


4680179 


Score 


1052 




IT von Q 


1. .629 








wX L^CO^J L^. 


(AF111709) polyprotein [Oryza 


sativa , 


subsp. indica] 




Sea No 


11169 


Seq. ID 


OJ990520_12.9A19. 


,019 


Gene No. 


23765 


Strand 






Start 


1 


End 


62 9 




Name 


OJ990520 12.9A19.C19.ol.tw 


Method 


TBLASTX: Wheat 




Start 


12 


End 


388 




GI 


none 


Score 


74 




Exons 


12. .158, 12. .371, 13. .246, 271. .375, i 


272. .388 





11707 



Seq. No. 11169 Seq. ID 

Gene No. 23765 Strand 

Start 1 End 

Name OJ990520_12 . 9A19 . C19 ■ ol . gs Method 

Start 164 End 

GI none Score 

Exons 164 . . 629 



OJ990520_12.9A19.C19 
629 

GENSCAN 
62 9 
.68 



Seq. No. 11170 Seq. ID 

Gene No. 23766 Strand 

Start 18 End 

Name OJ990520_12 . 9A19 . C20 . ol . gs Method 

Start 18 End 

GI none Score 

Exons 18.. 500 



OJ990520_12 . 9A19 .C20 
+ 

500 

GENSCAN 

500 

,85 



Seq. No. 11171 Seq. ID 

Gene No. 23767 Strand 

Start 11 End 

Name OJ990520_12 . 9A19.C21.ol.gs ^ Method 

Start 11 End 

GI none Score 

Exons 11.. 592 



OJ990520_12.9A19.C21 
592 

GENSCAN 

592 

.52 



1:1 



Seq. No. 11172 Seq. ID 

Gene No. 23768 Strand 

Start 392 End 

Name OJ990520_12 . 9A19 . C23 . ol . gs Method 

Start 392 End 

GI none Score 

Exons 392 . . 468 

Seq. No. 11173 Seq. ID 

Gene No. 23769 Strand 

Start 1 End 

Name OJ990520_12 . 9A19 . C25 . ol . gp Method 

Start 1 End 

GI 304_1.R1084 Score 

Exons 1 . . 486 

GI Descrip. ' 231984 /sp | P30287 | DH25_ORYSA. 1 . Oe-64 DEHYDRIN RAB25 

>gi_100709_pir S19132 rab25 protein - rice 

>gi_20320_emb_CAA40604_ (X57327) rab25 product [Oryza sativa] ' 



OJ990520_12 . 9A19 .C23 
468 

GENSCAN 

468 

.49 



OJ990520_12 . 9A19 . C25 
+ 

486 

AAT/GAP 

486 

820 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



11173 Seq. ID OJ990520_ 

23769 Strand + 

1 End 486 

OJ990520_12 . 9A19 . C25 . ol . np Method AAT/NAP 

1 End 271 

231984 Score 385 

1. .271 

DEHYDRIN RAB25 gi | 100709 | pir | | SI 9132 
gi|20320|emb|CAA40604| (X57327) rab25 



12.9A19.C25 



11173 Seq. ID 

23769 Strand 

1 End 

OJ990520_12. 9A19.C25.ol.gs Method 



rab25 protein - rice 
product [Oryza sativa] 

OJ990520_12.9A19.C25 
+ 

486 

GENSCAN 



11708 




O LdJ. u 


d A FnH 

'i H LjILkJL 


97 4 






nono qooT~o 






F" von Q 


4 4 974 






Seq. No. 


11173 Seq. ID 


OJ990520_12.9A19 


.C25 


Gene No. 


23770 Strand 


+ 




O L d i. u 


4 - Fn H 


24 fiO 




N3rne 




O llj LN O V^x^LN 




O L di. L 


fiS4 ~ FnH 


^ T O V 




\j ± 


non^ qr^OT"0 


. 67 






6S4 786 942 1037 1085 1212 2064 


.2480 




Seq. No. 


11174 Seq. ID 


OJ990520_12.9A19 


.C27 


Gene No. 


23771 Strand 






O L di. u 


153 End 


2201 




Nsine 


OJ990520 12.9A19.C27.ol.gs Method 


GENSCAN 




o u di. u 


153 End 


2196 




\j ± 


none Score 


. 69 






153. .350, 491. .678, 809. .911, 1147. .1233, 1777. ,2196 




O ^ > Vs\J * 


11174 Seq. ID 


OJ990520_12. 9A19 


r97 


f^ono ^3o 

VJCilC IN (J, 


23771 Strand 






Start 


153 End 


2201 




Name 


OJ990520 12. 9A19.C27 .ol.np Method 


AAT/NAP 




O UdX L 


1264 End 


2201 






6907106 Score 


370 




Exons 


1264. .14 31, 1506. .1738, 182.3. .2201 








(AP001129) EST AU068291 (C12960) corresponds to a region 


o-P -f- "ho 
UX UilC 




predicted gene,; hypothetical protein 


[Oryza sativa] 






11174 Seq. ID 


OJ990520_12.9A19 


.C27 


Gene No. 


23771 Strand 






Start 


153 End 


2201 




iNdlllC 


OJ990520 12.9A19.C27.ol.tm Method 


TBLASTX: Maize 




O L di. L 


1357 End 


1723 






none Score 


65 




YOn Q 


1357. .1401, 1358. .1405, 1365. .1445, 1488. .1700, 1493. .1699, 




1514. .1723 






O v> U . LN . 


11175 Seq. ID 


OJ990520_12. 9A19 


.028 


Gene No. 


23772 Strand 


+ 




Start 


999 End 


2450 




Name 


OJ990520 12. 9A19. 028. ol.np Method 


AAT/NAP 




C-|- -a >-i- 


999 End 


2450 






3643598 Score 


373 




v on c; 


999. .1444, 2325. .2450 






vj J. o J L . 


(AC005395) putative poly (A) polymerase 


[Arabidopsis thaliana] 


Seq. No. 


11175 Seq. ID 


OJ990520_12. 9A19- 


.028 


Gene No. 


23772 Strand 


+ 




Start 


999 End 


2450 




Name 


OJ990520 12.9A19.C28.ol.gp Method 


AAT/GAP 




Start 


1723 End 


2180 




GI 


none Score 


848 




Exons 


1723. .2180 






Seq. No. 


11175 Seq. ID 


OJ990520_12.9A19 


.028 



11709 




Gene No. 23773 

Start 1744 

Name OJ990520_12 . 9A19 . C28 . ol 

Start 1009' 

GI none 

Exons 1009.. 1065, 1125.. 1343, 

Seq. No. 11175 ■ 

Gene No. 23773 

Start 1744 

Name OJ990520_12 . 9A19 . 028 . ol 

Start 1125 

GI none 

Exons 1125.;1343, 1129.. 1335, 
1456. . 1509 




Strand 

End 2139 

.ts Method TBLASTX : Soybean 

End 1430 

Score 53 
1129. .1335, 1329. .1430, 1329. .1406 

Seq. ID OJ990520_12.9A19.C28 
Strand 

End 2139 

.tm Method TBLASTX: Maize 

End 1509 

Score 277 
1150. .134 4, 1328. .1417, 132 9. .14 30, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

'hH Seq. No. 
ill Gene No. 
ni start 
Name . 
start 
GI 

Exons 



11175 
23773 
1744 

OJ990520_12. 9A19.028.ol.tc 

1207 

none 

1207. .1335, 1209. .1343, 1328. 

11175. 

23773 

1744 

OJ990520_12. 9A19.C28.ol.tw 

1266 

none 

1266. .1343, 1267. .1335, 1329. 



Seq. ID OJ990520_12 . 9A19.028 
Strand 

End 2139 

Method TBLASTX lOress 

End 1509 

Score 200 
.1414, 1329. .1430, 1456. .1509 

Seq. ID OJ990520_12.9A19.C28 
Strand 

End 2139 

Method TBLASTX : Wheat 

End 1503 

Score 105 
.1430, 1456. .1503 



a 

Q 



Seq. No. 11175 

Gene No. 23773 

Start 1744 

Name OJ990520_12 . 9A19 . C28 . o2 . gs 

Start 1744 

GI none 

Exons 1744.. 2139 

Seq. No. 11176 

Gene No. 23774 

Start 473 

Name OJ990520_12 . 9A19 . C30 . ol . gs 

Start 473 

GI none 
Exons 



Seq. ID OJ990520_12.9A19.C28 
Strand 

End 2139 

Method GENSCAN 

End 2139 

Score .48 



Seq. ID OJ990520_12.9A19.C30 



Strand 
End 

Method 

End 

Score 



+ 

1938 
GENSCAN 
1938 
.54 



473. .605, 1203. .1320, 1351. .1458, 1704. .1764, 1819. .1938 



Seq. No. 11177 Seq. ID 

Gene No. 23775 Strand 

Start 1833 End 

Name OJ990520_12 . 9A19 . C31 . ol . np Method 

Start 1833 End 

GI 5852093 Score 

Exons 1833.. 1946, 2571.. 2644 
GI Descrip. (AL117264) zwhl6.1 [Oryza sativa] 



OJ990520_12.9A19.C31 

2644' 
AAT/NAP 
2644 
58 



11710 



Seq. No. 11177 Seq. ID OJ990520_12.9A19.C31 

Gene No. 23775 Strand 

Start 1833 End 2644 

Name OJ990520_12 . 9A19 . C31 . ol . gp Method AAT/GAP 

Start 2307 End 2421 

GI / 5004566 Score 149 

Exons ' 2307.. 2421 

GI Descrip. 50424 37 /gb | AC00778 9 . 1 | AC00778 9 l.Oe-34 Oryza sativa BAG T49B20 
genomic sequence, complete sequence 



Seq. No. 11178 Seq. ID 

Gene No. 23776 Strand 

Start 350 End 

Name OJ990520_12 . 9A19 . C32 . ol . gs Method 

Start 350 End 

GI none Score 

Exons 350.. 422 



OJ990520_12 . 9A19. C32 
+ 

422 

GEN SCAN 

422 

.63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11179 Seq. ID 

23777 Strand 

1 End 

OJ990520_12 . 9A19 . C34 . ol . np Method 

1 End 

6553921 Score 
1..255, 399. .780 

(AC012329) hypothetical protein [Arabidopsis thaliana] 



OJ990520_12.9A19.C34 
+ 

798 

AAT/NAP 
780 
244 



11179 Seq. ID 

23777 Strand 

1 End 

OJ990520_12 . 9A19 . C34 , ol . tm Method 

68 End 

none Score 



OJ990520_12.9A19.C34 
+ 

798 

TBLASTX: Maize 

765 

186 



68. .253, 70. .252, 104. .253, 105. .254, 141. .254, 417. .485, 
418. .489, 520. .654, 520. .645, 527. .646, 540. .716, 670. .765, 
681. .761 



Seq. No. 11179 Seq. ID OJ990520_ 

Gene No. 23777 Strand + 

Start 1 End 798 

Name OJ990520_12 . 9A19 . C34 . ol . gs Method GENSCAN 

Start 108 End 673 

GI none Score .87 

Exons 108.. 252, 399.. 673 



12.9A19.C34 



Seq. No. 11179 Seq. ID 

Gene No. 23777 Strand 

Start 1 End 

Name OJ990520_12 . 9A19 . C34 . ol . gp Method 

Start 447 End 

GI LIB3434-056-P1-K1-H9 Score 

Exons 447. .798 

GI Descrip. ' 5042437/gb | AC007789 . 1 | AC007789 l.Oe-34 Oryza sativa BAC T49B20 
genomic sequence, complete sequence' 



OJ990520_12.9A19.C34 
+ 

798 

AAT/GAP 

798 

681 



Seq. No. 
Gene No. 



11180 
23778 



Seq. ID OJ990520_12.9A19.C35 
Strand + 



11711 






^ ^ X 






68 S 






1 9 QA1 Q P'^S nl rr^ 


Mol" h oH 


O £-j LN O \_/rt.LN 




991 ~ 






D X D 




none 






8Q 


Exons 


991 '^'^ft 








OcU ■ iNij . 


1 1 1 fiO 

± J. X O \J 




Seq. ID 






23778 




Strand 




Start . 


221 




End 


685 


Name 


OJ990520 


12.9A19.C35.ol,np 


Method 


AAT/NAP 


Start 


256 




End 


685 


GI 


4680190 




Score 


256 


Exons 


256. .338, 


510. .685 






GI Descrip. 


(AF111710 


) putative dnaJ-like 


protein 


[Oryza sativa subsp. 




indica] 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11181 
23779 



Seq. ID OJ990520_12.9A19.C36 



OJ990520_12. 9A19.C36.ol.np 
1 

5042454 
1. .1168 

(AC007789) putative polyprotein [Oryza sativa] 



Strand 
End 

Method 
End 
Score 



1168 
AAT/NAP 
1168 
1653 



11181 
23779 
1 

OJ990520_12 . 9A19 .C36 . ol . tw 

515 

none 



Seq. ID OJ990520_12.9A19.C36 
Strand 
End 

Method 
End 
Score 



+ 

1168 

TBLASTX: Wheat 

904 

54 



515. .559, 566. .664, 583. .618, 647. .904, 664. ,870 



Seq. No. 11181 

Gene No. 23779 

Start 1 

Name OJ990520_12 . 9A19 . C36 . ol . tm 

Start 518 

GI none 

Exons 518.. 790, 554.. 802, 670.. 801 



Seq. ID OJ990520 12.9A19.C36 



Strand 
End 

Method 

End 

Score 



+ 

1168 

TBLASTX: Maize 

802 

195 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11182 Seq. ID 

23780 Strand 

1 End 

OJ990520_12 . 9A19 . C37 . ol . np Method 

1 End 

6498441 Score 



OJ990520_12 . 9A19. C37 
+ 

1945 
AAT/NAP 
1945 
1779 



1..97, 338. .801, 865. .1238, 1422. .1554, 1729. .1945 
(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 11182 Seq. ID OJ990520_12.9A19.C37 

Gene No. 23780 Strand + 

Start 1 End 1945 

Name OJ990520_12 . 9A19 . C37 . o3 . tw Method TBLASTX : Wheat 

Start 222 End 708 



11712 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

222. .395, 223. .708, 417, 



Score 



403 



677 



11182 
23780 
1 

OJ990520_12.9A19.C37.ol.gs 

274 

none 



Seq. ID OJ990520_12.9A19.C37 

Strand + 

End 1945 

Method GENSCAN 

End 1909 

Score .44 



274. .801, 865. .1238, 1483. .1909 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ^ 
Name 
Start 
GI 

ifl Exons 

n 1 

Seq. No. 
'r^l Gene No. 
4^ start 

Name 
fLl Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



11182 
23780 
1 

OJ990520_12 . 9A19 . C37 . ol . tw 

872 

none 



Seq. ID OJ990520_12.9A19.C37 

Strand + 

End 194 5 

Method TBLASTX : Wheat 

End 1335 

Score 221 



872. .1315, 873. .1328, 874. .1335, 874. .1329 



End 

Method 
End 
Score 



11182 
23780 
1 

OJ990520_12. 9A19.C37.o2.ts 
913 
none 

913. .1137, 1144. .1278 

11182 
23780 
1 

OJ990520_12. 9A19.C37.ol. tm 
1003 
none 

1003. .1359, 1038. .1349, 1243. .1359 



Seq. ID OJ990520_12.9A19,C37 
Strand -f 

1945 

TBLASTX : Soybean 
1278 
118 



Seq. ID OJ990520_12.9A19.C37 
Strand + 

1945 

TBLASTX: Maize 
1359 
383 



End 

Method 
End 
Score 



11182 
23780 
1 

OJ990520_12 . 9A19 . C37 . o2 . tm 

1387 

none 



Seq. ID OJ990520_12.9A19.C37 

Strand + 

End 194 5 

Method TBLASTX: Maize 

End 1768 

Score 90 



1387. .1485, 1421. .1486, 1493. .1768, 1495. .1749 



11182 
23780 
1 

OJ990520_12.9A19.C37.o2.tw 

1443 

none 



Seq. ID OJ990520_12.9A19.C37 

Strand + 

End 194 5 

Method TBLASTX : Wheat 

End 1861 

Score 58 



1443. .1490, 1444. .1494, 1478. .1720, 1495. .1836, 1496. .1861 



11182 
23780 
1 

OJ990520_12.9A19.C37.ol.ts 

1520 

none 



Seq. ID OJ990520_12.9A19.C37 

Strand + 

End 1945 

Method TBLASTX : Soybean 

End 1891 

Score 279 



11713 



Exons 



1520. .1891, 1537. .1680 



Seq. No. 11183 

Gene No. 23781 

Start 68 

Name OJ990520_12 . 9A19 . C39 . ol . tm 

Start 68 

GI none 
Exons 



Seq. ID OJ990520_12.9A19, 

Strand 

End 347 

Method TBLASTX : Mai ze 

End 347 

Score 166 



C39 



68. .181, 69. . 173, 166. .255, 167. .268, 294. .347 



Seq. No. 11183 

Gene No. 23781 

Start 68 

Name OJ990520_12 . 9A19 . C39 . ol . tc 

Start 68 

GI none 
Exons 



Seq. ID OJ990520_12. 9A19. 
Strand 

End 347 

Method TBLASTX : Cress 

End 347 

Score 166 



C39 



68. .181, 69. .173, 166. .252, 167. .268, 294. .347 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11183 
23781 
68 

OJ990520_12. 9A19.C39.ol. ts 
68 

none 



Seq. ID OJ990520_12. 9A19. 
Strand 

End 347 

Method TBLASTX : Soybean 

End . 268 

Score 165 



C39 



68. .181, 69. .173, 167. .268, 167. .244 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11183 
23781 
68 

OJ990520_12. 9A19.C39.ol.tw 

104 

none 



Seq. ID OJ990520_12. 9A19. 
Strand 

End 347 

Method TBLASTX : Wheat 

End 341 

Score 105 



C39 



104. .181, 105. .173, 167. .268, 294. .341 



Seq. No. 11184 

Gene No. 23782 

Start 44 

Name OJ990520_12 . 9A19 . C40 . ol . tm 

Start 42 

GI none 
Exons 



Seq. ID OJ990520_12.9A19, 

Strand + 

End 719 

Method TBLASTX : Mai ze 

End 719 

Score 88 



C40 



42. .152, 86. .151, 496. .717, 525. .719, 533. .718 



Seq. No. 11184 

Gene No. 23782 

Start 44 

Name OJ990520_12 . 9A19 . C4 0 . ol . gs 

Start 44 

GI none 

Exons -, 44.. 305, 500.. 652 



Seq. ID OJ990520_12, 9A19. 

Strand + 

End 719 

Method GENSCAN 

End 652 

Score .72 



C40 



Seq. No. 11185 

Gene No. 23783 

Start 1 

Name OJ990520_12 . 9A19 . C4 1 . ol . np 

Start 1 

GI 6907089 

Exons 1..1189 



Seq. ID OJ990520_12.9A19. 

Strand + 

End 1189 

Method AAT/NAP 

End 1189 

Score 1114 



C41 



11714 




GI Descrip. {AP001129) hypothetical protein [Oryza sativa] 



Oc^L^ • L\L^ • 


1 1 1 R ^ 

JL ± J. O J 


O C * J. LJ 


\JU^y\JU^\J X^> X _7 1 


• 1 X 




^ o / o o 


O L, X CtilU 


-j. 






1 

X 




X X (J 7 




Name 






VJT ilj IN O V^rt LN 








End 


X X ^ *3 






none 




. .J X 






0J>.^^0/ OUO.>UX/f UOU..XX^'s 








Seq. No. 


11186 


Seq. ID 


OJ990520_12.9A19. 


.042 


Gene No. 


23784 


Strand 






Start 


532 


End 


1300 




Name 


OJ990520 12.9A19.C42.ol.np 


Method 


AAT/NAP 




Start 


502 


End 


1300 




GI 


6498441 


Score 


1026 




Exons 


502. .784, 877. .1300 








GI Descrip. 


{AP000815) EST C7278 6 (E2258 ) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



oeq . iN(j . 


1 T 1 ft 
X X X 0 D 






Qc^rr T n 
OC^^ . ± u 




P4 9 




9 ^7 ft 4 






O L. X dii^wl 






O Lax L. 








FnH 


X o u u 




Name 


OJ990520 12.9A19.C42 


.ol 


.tw- 


Method 


TBLASTX: Wheat 




Start 


511 






End 


1121 




vjX 


none 






S core 


7 ? 




TT" v 1^ o 


OXX. a \J 0\J f ^X^. .<UO// 




1 1 1 Q 

. ■ X X X -7 , 


O J U • ■ X u < 


^7 ft7'^ 1191 

J 1 r Of^..XX^X 




Seq. No. 


11186 






Seq. ID 


OJ990520_12. 9A19 


.042 


Gene No. 


23784 






Strand 






Start 


532 






End 


1300 




Name 


OJ990520 12.9A19.042 


.ol 


. gs 


Method 


GENSOAN 




Start 


532 






End 


1201 




GI 


none 






Score 


.96 




Exons 


532. .1201 












Seq. No. 


11187 






Seq. ID 


OJ990520_12.9A19 


.043 


Gene No. 


23785 






Strand 






Start 


153 






End 


568 




Name 


OJ990520 12.9A19.C43 


.ol 


.gs 


Method 


GENSOAN 




Start 


153 






End 


568 




GI 


none 






Score 


.8 




Exons 


153.. 218, 513.. 568 












Seq. No. 


11188 






Seq. ID 


OJ990520_12.9A19 


.044 


Gene No. 


23786 






Strand 


+ 




Start 


294 






End 


801 




Name 


OJ990520 12..9A19.C44 


.ol 


.gs 


Method 


GENSOAN 




Start 


294 






End 


801 




GI 


none 






Score 


. 67 




Exons 


294. .336, 720. .801 












Seq. No. 


11189 






Seq. ID 


OJ990520_12.9A19 


.046 


Gene No. 


23787 






Strand 






Start 


. 141 






End 


264 




Name 


OJ990520 12.9A19.046 


.ol 


. gs 


Method 


GENSOAN 





11715 



start 
GI 

Exons 



141 
none 
141. .264 



End 
Score 



264 
.54 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11190 Seq. ID 

23788 Strand 

1 ■ • End 

OJ990520_12 . 9A1 9 . C47 . ol . np Method 

1 End 

6498441 Score 



OJ990520_12.9A19.C47 
+ 

2767 
AAT/NAP 
2767 
1659 



1..1186, 1617. .1697, 2617. .2767 

(AP000815) EST C7278 6 {E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. {AF098806) [Oryza sativa] 

11190 Seq. ID OJ990520_12.9A19.C47 

23788 Strand + 

1 End 2767 

OJ990520_12.9A19.C47.ol.gs Method GENSCAN 

93 End 1927 

none Score .62 

93. .278, 312. .923, 1670. .1789, 1916. .1927 



11190 Seq. ID 

23788 Strand 
1 End 
OJ990520_12. 9A19.C47.ol.gp Method 
1661 End 
uC-osf lM202084e07al Score 
1661'. .2055 

*1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence' 



OJ990520_12.9A19.C47 
+ 

2767 
AAT/GAP 
2055 
772 



11190 Seq. ID 

23789 Strand 

1797 End 
OJ990520_12 . 9A1 9 . C4 7 . o3 . tw Method 

63 End 

none Score 

63. .428, 72. .224, 166. .348, 285. .458 



OJ990520_12.9A19.C47 
6713 

TBLASTX: Wheat 

4 58 . 

145 



11190 
23789 
1797 

OJ990520_12 . 9A1 9 . C4 7 . o2 . tm 

732 

none 



Seq. ID OJ990520_12.9A19.C47 
Strand 
End 

Method 
End 
Score 



6713 

TBLASTX: Maize 

1093 

300 



732. ,1025, 761. .1024, 1013. .1039, 1040. .1093 



11190 
23789 
1797 

OJ990520_12 . 9A19 . C4 7 . o2 . tw 

735 

none 



Seq. ID OJ990520_12.9A19.C47 
Strand 



End 

Method 

End 

Score 



735. .1025, 756. .950, 758. .1024, 1016. 



6713 

TBLASTX: Wheat 

1125 

262 

1123, 1069., 1125 



11716 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

,Exons 



GI Descrip. 



11190 
2378 9 
1797 

OJ990520_12. 9A19.C47.o2.np 

1797 

4914429 

1797. ,1822, 2335. .2416, 2678, 
3819. ,3945, 4028. .4129, 4237. 
4947. ,5213, 5304. .5403, 5528. 
{AL050351) SEC14-lik:e protein 



Seq. ID OJ990520_12.9A19,C47 
Strand 

End 6713 
Method AAT/NAP 
End 6279 
Score 1136 

,2877, 2926, .3062, 3478. .3607, 
,4414, 4543. .4644, 4791. .4868, 
,5822, 6246.. 6279 
[Arabidopsis thaliana] 



Seq. No. 11190 
Gene No. 23789 
Start 1797 

Name OJ990520_12 . 9A1 9 . C47 . o2 . gs 

Start 2254 
GI none 

Exons 2254.. 2265, 2342.. 2416, 2678, 

4413. ,4462, 4543. .4707, 4791, 
5528. .5828, 6593. .6713 



Seq, ID 
Strand 
End 

Method 
End 
Score 



OJ990520 12,9A19.C47 



6713 
GENSCAN 
6713 
.78 

.2844, 2999. ,3078, 4304. 
.4868, 4947. .5213, 5307. 



,4336, 
,5403, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11190 
23789 
1797 

OJ990520_12, 

2342 

none 

2342, .2428, 
3492. .3569, 



9A19,C47.ol.tm 



4031. 
4294. 
4540, 
4792. 
5305. 
5527. 



.4132, 
.4335, 
.4647, 
.4869, 
.5412, 
.5643, 



2672, 
3584, 
4044 , 
4295. 
4541. 
4909. 
5307. 
5676. 



2869, 
3631, 
4130, 
4360, 
4645, 
5214, 
5405, 
5819, 



2679. 
3833. 
4049, 
4415. 
4543. 
4947. 
5523. 
5677. 



Seq. ID 
Strand 

End 6713 
Method TBLASTX: 
End 5825 
Score 118 
.2858, 2855. ,3076, 
.3943, 3837. ,3944, 
.4150, 4237. ,4305, 
.4462, 4416. .4463, 
.4647, 4791. .4868, 
.5216, 4947. ,5237, 
.5636, 5526. .5585, 
.5820, 5695, ,5820, 



OJ990520 12.9A19.C47 



Maize 



2937-. 
3848. 
4238. 
4535. 
4791. 
5304 . 
5527, 
5757, 



.3077, 
.3943, 
.4306, 
.4645, 
.4868, 
.5405, 
.5637, 
.5825 



Seq, No, 11190 
Gene No, 23789 
Start 1797 

Name OJ990520_12 . 9A19 , C47 . ol . ts 

Start 2342 
GI none 

Exons 2342.. 2422, 2672.. 3040, 2679. 

4244. .4360, 4418. .4462, 4535, 
4791. .4868, 4945. .5142, 4946, 
4948. .5151, 5136. .5222, 5310, 
5527. .5643 



OJ990520_12, 9A19.C47 
6713 

TBLASTX -.Soybean 

5643 

82 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2864, 4234. .4338, 4237. .4338, 
.4645, 4540. .4647, 4541. .4627, 
.5143, 4947. .5150, 4947. .5153, 
.5405, 5311. .5412, 5525, .5635, 



Seq. No. 11190 Seq. ID 

Gene No. 23789 Strand 

Start ' 1797 End 

Name OJ990520_12 . 9A19 , C47 , o2 . tc Method 

Start 4234 End 

GI none Score 
Exons 



OJ990520_12.. 9A19 . C47 
6713 

TBLASTX: Cress 

4647 

115 



4234. .4338, 4238, .4360, 4418, .4462, 4540, .4647 



Seq. No. 



11190 



Seq. ID OJ990520_12. 9A19.C47 



11717 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23789 
1797 

OJ990520_12.9A19.C4 7.ol.tw 

4413 

none 

4413. .4469, 4414. .4458, 4415, 
4541. .4645, 4791. .4868, 4791, 
4947. .5192, 4948. .5178 

11190 
23789 
1797 

OJ990520_12,9A19.C47.ol.tc 

4977 

none 



Strand 
End 

Method 
End 
Score 

.4462, 4535 
.4868, 4792 



6713 

TBLASTX: Wheat 
5192 
85 

4645, 4540, 
4869, 4909, 



.4647, 
.5178, 



Seq. ID OJ990520_12.9A19.C47 
Strand 
End 

Method 
End 
Score 



6713 

TBLASTX: Cress 

5339 ■ 

180 



4977. .5213, 4978. .5187, 4996. .5214, 5102. .5218, 5310. .5339 



Seq. No. 11190 Seq. ID OJ990520_12.9A19.C47 

Gene No. 23789 Strand 

Start 1797 End 6713 

Name OJ990520_12 . 9A19 . C4 7 . o2 . gp Method AAT/GAP 

Start 5548 End 6456 

GI uC-osflcypl20f02bl Score 878 

Exons 5548.. 5831, 6268.. 6456 

GI Descrip. ' 525725'5/dbj | AP000364 . 1 i AP000364 l.Oe-30 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



Seq. No. 

Gene No. 
4! Start 
'iJ Name 
rif start 
li GI 

Exons 

i 

^ GI Descrip . 

r\ Seq. No. 
^I'i Gene No. 

start 

Name 

start 

GI 

Exons 



11191 Seq. ID OJ990520_12 . 9A1 9 . C4 8 

237 90 Strand 

124 End 2769 

OJ990520_12 . 9A19 . C4 8 . ol . gp Method AAT/GAP 

124 End 2633 

12651_2.R1084 Score 1254 

124. .357, 472. .530, 793. .884, 969. .1084, 1524. .1598, 1925. .1990, 
2285. .2341, 2460. .2509, 2597. .2633 

•5042437/gb|AC007789.1 IAC007789 l.Oe-34 Oryza sativa BAC T49B20 
genomic sequence, complete sequence' 



11191 
23790 
124 

OJ990520_12 . 9A19 . C4 8 . ol . tm 

471 

none 

471. .530, 475. .534, 479. .532, 
964. .1086, 965. .1087, 968. .lOE 
1522. .1596, 1524. .1601, 1922., 
1924. .1992, 1925. .1993, 2276., 
2454. .2510, 2457. .2510, 2591.. 
2742. .2768, 2743. .2769 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990520 12.9A19.C48 



2769 

TBLASTX: Maize 
2769 
62 

788. .886, 788. .886, 963. .1085, 
14, 1510. .1596, 1515. .1601, 
1990, 1923.. 1991, 1924. .1992, 
2341, 2279. .2341, 2452. .2508, 
2731, 2596. .2745, 2598. .2744, 



Seq. No. 11191 Seq. ID 

Gene No. 23790 Strand 

Start 124 End 

Name OJ990520_12 . 9A19 . C48 . ol . ts Method 

Start 785 End 

GI none Score 



OJ990520_12.9A19.C48 
2769 

TBLASTX : Soybean 

2712 

84 



11718 



! ST 

it 



Exons 


785. .886, 794. .886, 1028.. 


1084, 1515.. 


.1601, 1522. .1596, 






1922. .1990, 2282. .2338, 2454. ,2510, 2598. .2711, 2599. .2712 


Sea. No. 


11191 


Seq. ID 


OJ990520_12.9A19 


.C48 


Gene No. 


23790 


Strand 






Start 


124 


End 


2769 




Name 


OJ990520 12.9A19.C48.ol.gs 


Method 


GENSCAN 




Start 


793 


End 


2767 




GI 


none 


Score 


. 95 




Exons 


793. .884, 969. .1084, 1524. 


.1598, 1925. 


.1990, 2285. .2341 






24 60.. 2509, 25 97.. 27 67 








Seq. No. 


11192 


Seq. ID 


OJ990520_12. 9A19 


.C49 


Gene No. 


23791 


Strand 


~~ 




Start 


422 


End 


3536 




Name 


OJ990520 12.9A19.C49.ol.gs 


Method 


GENSCAN 




Start 


422 


End 


3536 




GI 


none 


Score 


.84 




Exons 


422. .907, 936. .978, 2627.. 


2653, 3113.. 


3253, 3489.. 3536 




Seq. No. 


11193 


Seq. ID 


OJ990520_12. 9A19 


.C50 


Gene No. 


23792 


Strand 


— 




Start 


843 


End 


964 




Name 


OJ990520 12.9A19.C50.ol.gs 


Method 


GENSCAN 




Start ■ 


843 


End 


964 




GI 


none 


Score - 


. 97 




p von s 


843 . .964 








Seq. No. 


11194 


Seq. ID 


OJ990520_12. 9A19 


.C51 


Gene No. 


23793 


Strand 


— 




Start 


162 


End 


451 




Name 


OJ990520 12.9A19.C51.ol.gs 


Method 


GENSCAN 




Start 


162 


End 


451 




GI 


none 


Score 


. 92 




Exons 


162. .246, 335. .451 








Seq. No. 


11194 


Seq. ID 


OJ990520_12.9A19 


.C51 


Gene No. 


23793 


Strand 






Start 


162 


End 


451 




Name 


OJ990520 12. 9A19.C51.ol.np 


Method 


AAT/NAP 




Start 


162 


End 


451 




GI 


6553921 


Score 


142 




Exons 


162. .246, 335. .451 








GI Descrio. 


(AC012329) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


11195 


Seq. ID 


OJ990520_12.9A19 


.C54 


Gene No. 


23794 


Strand 


+ 




Start 


1 


End 


771 




Name 


OJ990520 12.9A19.C54.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


771 




GI 


6723410 


Score 


76 




Exons 


1..65, 595. .771 








GI Descrip. 


(AL132956) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


11195 


Seq. ID 


OJ990520_12.9A19 


.C54 


Gene No. 


23795 


Strand 






Start 


634 


End 


701 





11719 




Nsnie 


OJ990520 12 9A19 C54 ol as 




Method 


GENS CAN 


Start 


634 ~ 




End 


701 


GI 


none 




Score 


. 97 


Py on 


634 . . 701 








spa Mo 


11196 




Seq. ID 


OJ990520 12. 9A19.C55 




23796 




Strand , 


+ ~ 


start 


68 




End ■ 


4 62 


Name 


OJ990520 12.9A19.C55.ol.gp 




Method 


AAT/GAP 


Start 


68 




End 


462 


GI 


uC-osf lM202084e07al 




Score 


772 


Exons 


68. .4 62 








GT Descrio. 


' 1420932/gb | U61383 | ORU61383 


7 


.Oe-21 Oryza rufipogon 




4-coumarate-CoA ligase gene, 




intron 1, 


partial sequence * 


Seq. No. 


11197 




Seq. ID 


OJ990430__11.9A14.C1 


Gene No. 


23797 




Strand 




Start 


147 




End 


270 


Name 


OJ9904 30 11.9A14 .Cl.ol.gs 




Method 


GENSCAN 


Start 


147 ~ 




End 


270 


GI 


none 




Score 


. 63 


J-J Vk/ i. J. 


147 . . 270 








C V.^^ * IX \J • 


11197 




Seq. ID 


OJ990430_11.9A14.C1 




23798 




Strand 




start 


210 




End 


402 


Name 


OJ990430 11.9A14.Cl.ol.gp 




Method 


AAT/GAP 


Start 


210 




End 


402 


GI 


19260 1.R1084 




Score 


130 


F.xnn «5 


210. .270, 375. .402 








^^T Dp 7" in 


•3193303 5.0e-31 (AF069298) 


similar to 


several proteins 




containing a tandem repeat region such 


as Plasmodium falcip; 




GGM tandem repeat protein (GB 


:U27807) ; 


partial CDS [Arabidoi 




thaliana] ' 








Sea No 


11198 




Seq. ID 


OJ990430_11. 9A14 .C2 


Gene No. 


23799 




Strand 


+ 


Start 


359 




End 


455 


Name 


OJ990430 11. 9A14 .C2.ol.gp 




Method 


AAT/GAP 


Start 


359 




End 


455 


GI 


LIB34 31-04 7-P1-K1-H7 




Score 


134 


Exons 


359. .455 








GI Descrip . 


'3953471 l.Oe-24 (AC002328) 


F2202.16 [Arabidopsis thaliana] 


Seq. No. 


11199 




Seq. ID 


OJ990430_11. 9A14 .C3 


Gene No. 


23800 




Strand 




Start 


118 




End 


385 


Name 


OJ990430 11.9A14.C3.ol.tm 




Method 


TBLASTX: Maize 


Start 


118 




End 


385 


GI 


none 




Score 


144 


E V o n 


118. .246, 146. .283, 146. .247 




335. .385 




Seq. No. 


11199 




Seq. ID 


OJ990430_11.9A14.C3 


Gene No. 


23800 




Strand 




Start 


118 




End 


385 


Name 


OJ990430 11.9A14.C3.ol.ts 




Method 


TBLASTX: Soybean 


Start 


145 




End 


385 



11720 




o 1 


none 




Score 


1 Ofi 




14Q 9 ^^R 








ocCj, NO. 


1 XZUU 






Ci TQ Q04 "^n 


Gene No. 


23801 




strand 


+ 


Start 


62 




End 


301 


Name 


OJ990430 11.9A14.C6 


.ol.gp 


Method 


AAT/GAP 


Start 


62 




End 


301 


GI 


5039089 




Score 


414 


Exons 


62. .301 









Seq. No. 11201 Seq. ID 

Gene No. • 23802 Strand 

Start 1054 End 

Name OJ990430_11 . 9A14 . C8 . o2 . gs Method 

Start 1054 End 

GI none Score 

Exons 1054 . . 1215 



OJ990430_11.9A14.C8 

1215 
GENSCAN 
1215 
.92 



Seq. No. 
Gene No. 
Start 
Name 
Start 
'-^ GI 



Exons 



11202 Seq. ID 

23803 Strand 

829 End 

OJ990430_11 . 9A14 .C9.04 .tm Method 

351 End 

none Score 



OJ990430_11.9A14.C9 
+ 

3595 

TBLASTX: Maize 

712 

112 



351. .569, 356.-457, 360. .572, 361. .582, 361. .582, 562. .642, 
573.-626, 574.-627, 626. .679, 630. .668, 673.-705, 674.-712, 
674. .706 



Seq. No. 11202 Seq. ID 

Gene No. 23803 Strand 

Start 829 End 

Name OJ990430__11 . 9A14 .C9.ol .tc Method 

Start 370 End 

GI none Score 

Exons 370. .597, 382. .582, 573. .614, 573. .620, 626 

673. .768, 674-. 757, 679. .759, 760. .792, 771 

955. .1020, 988. .1017 



OJ990430_11.9Al4.C9 

+ 

3595 

TBLASTX: Cress 
1020 
145 



664, 627. 
974, 815, 



.665, 
,973, 



Seq. No. 11202 
Gene No. 23803 
Start 829 

Name OJ9904 30_i 1 - 9A14 . C9 . ol . ts 

Start 382 
GI none 
Exons 382.-597, 382.. 582, 562.. 642, 573 

673.-768, 678.-755, 679.-759, 771 

988. -1017 



Seq- ID OJ990430_11.9A14.C9 
Strand + 

3595 

TBLASTX: Soybean 
1020 



End 

Method 
End 
Score 



135 
641, 615, 
974, 815. 



665, 626. 
,973, 955, 



, 676, 
1020, 



Seq. No. 11202 Seq. ID 

Gene No. 23803 Strand 

Start 829 End 

Name OJ990430_11 . 9A14 . C9 . ol . gs Method 

Start 829 End 

GI none Score 

Exons 829.-867, 1198.. 1731, 1895.. 2006, 2366 
3053.. 3223, 3312.. 3412 



OJ990430_11. 
+ 

3595 
GENSCAN 
3412 
.82 

.2466, 2581. 



9A14.C9 



.2755, 



11721 




Seq. No. 


11202 








Seq. ID 


OJ990430_11.9A14.C9 


Gene No. 


23803 








Strand 


+ 


Start 


829 








End 


3595 


Nsme 


OJ990430 11, 


. 9A14 , 


.C9.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1489 ~ 








End 


2009 


GI 


none 








Score 


363 




1489 1734, 


1489. 


. . 1734 , 


1881 . 


.1970, 1894.. 1980, 1898.. 1975 




1930 1980, 


1965 . 


. . 2009, 


1969 . 


,2007, 1974. .2009 


Seq. No. 


11202 








Seq. ID 


OJ990430_11.9A14.C9 


C^pnp No 


23803 








Strand 


+ 


Start 


829 








End 


3595 


Name 


OJ990430 11. 


. 9A14 . 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2374 ~ 








End 


2781 


GI 


none 








Score 


135 


Exons 


2374 . .2466, 


2376. 


. . 2462, 


2423 . 


.2494, 2565. .2780, 2584. .2781 


Seq. No. 


11202 








Seq. ID 


OJ990430_11.9A14.C9 




23803 








Strand 


+ 


Start 


829 








End 


3595 


Name 


OJ990430 11 


. 9A14 . 


.09. o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


2410 ~ 








End 


2754 


GI 


none 








Score 


66 




2410 2466 


2586 . 


. .2753, 


2587 . 


.2754, 2644. .2754 


O C ^ • IN • 


11202 








Seq. ID 


OJ990430_11.9A14.C9 




23803 








Strand 


+ 


Start 


829 








End 


3595 


Name 


OJ990430 11. 


. 9A14 . 


.C9.02. 


tm 


Method 


TBLASTX: Maize 


Start 


3034 








End 


3595 


GI 


none 








Score 


60 


F.xnrt <=; 

L_J X 1 


3034 3099, 


3036. 


3077, 


3045 . 


.3104, 3046. .3108, 3047. .3109, 




3067 3222, 


3074 . 


3223, 


3081 . 


.3221, 3083.. 3247, 3311.. 3412 




3311 . .3412, 


3312 . 


. . 3413, 


3313 . 


.3414, 3523. .3570, 3527. .3577, 




3533 3595 












Seq. No. 


11202 








Seq. ID 


OJ990430_11.9A14 .09 


Gene No. 


23803 








Strand 


+ 


Start 


829 








End 


3595 


Name 


OJ990430 11 


, 9A14 . 


.C9. o2 . 


ts 


Method 


TBLASTX: Soybean 


Start 


3054 ~ 








End 


3583 


GI 


none 








Score 


226 


Exons 


3054 . . 3218, 


3055 . 


, .3219, 


3064 . 


.3219, 3305. .3412, 3310. .3414, 




3310. 3411. 


3526 . 


, . 3564 , 


3527 . 


.3583 




Seq. No. 


11202 








Seq. ID 


OJ990430_11.9A14.O9 


Gene No. 


23803 








Strand 


+ . 


Start 


829 








End 


3595 


Name 


OJ990430 11 


9A14 , 




tc 


Method 


TBLASTX :Oress 


Start 


3090 








End 


3594 


GI 


none 








Score 


151 


Exons 


3090. .3218, 


3091. 


.3219, 


3305. 


.3412, 3310.. 3417, 3310.. 3411, 




3526. .3594, 


3527, 


, .3577 








Seq. No. 


11203 








Seq. ID 


OJ990430_11.9A14 .Cl( 


Gene No. 


23804 








Strand 


+ 



11722 



start 
Name 
Start 
GI 

Exons 



285 End 5639 

OJ990430_11. 9A14.C10.ol.gs Method GENSCAN 

285 End 5639 

none Score .45 

285. .315, 1363. .1523, 3198. .3419, 3501. .3588, 3845. .3973, 

4830. .5000, 5099. .5158, 5243. .5404, 5578. .5639 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11203 
23804 
285 

OJ9904 30_1 1 . 9A14 . CIO . ol . gp 
1466 

31736 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
1466. .1562, 1720. .1792, 3198. .3419, 
3880. .3973, 4812. .4910 

•5103807/gb|AAD39637.1|AC007591_2 l.Oe-85 (AC007591) Contains 
similarity to gb_AF014403 type-2 phosphatidic acid phosphatase 
alpha-2 (PAP2_a2) from Homo sapiens. ESTs gb_T88254 and 
gb__AA394 650 come from this gene. [Arabidopsis thaliana] ' 



OJ990430_11.9A14.C10 
+ 

5639 
AAT/GAP 
4910 
1387 

3501. .3588, 3678. .3787, 



Seq. No. 

Gene No. 
, Start 

Name 

Start 
I GI 
: Exons 



11203 
23804 
285 

OJ9904 30_11.9A14 .ClO.ol.tm 
317 6 
none 

3176.. 3421, 3177.. 3422, 3204. 
3662.. 3787, 3673.. 3786, 3750. 
3894. .3974, 4804. .5004, 4805. 
5097. .5177, 5098. 
5247. .5441 



Seq. ID 
Strand 
End 

Method 

End . ■<'• 
Score 

.3428, 3486 
.3788, 3879 
.4987, 4842 
,5178, 5206. .5412, 5222 



OJ990430_11.9A14.C10 
+ 

5639 

TBLASTX: Maize 
5441 
379 

3608, 3500.. 3601, 
3974, 3883.. 3972, 
5003, 5097.. 5150, 
5419, 5229.. 5426, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11203 
23804 
285 

OJ990430_11. 9A14.C10.ol.ts 

3192 

none 

3192. .3422, 3194. .3418, 3195, 
3661. .3771, 3662. .3769, 3682. 

11203 
23804 
285 

OJ9904 30_11. 9A14 .ClO.ol.tc 

3203 

none 

3203. .3418, 3204.. 3422, 3485. 
3673.. 3723 



Seq. ID OJ990430_11.9A14.C10 

Strand + 

End 5639 

Method TBLASTX : Soybean 

End 3771 

Score 332 

.3422, 3485. .3601, 3486. .3608, 
.3771 

Seq. ID OJ990430_11.9A14.C10 

Strand , + 

End 5639 

Method TBLASTX : Cress 

End 3723 

Score 307 

.3601, 3486.. 3608, 3662.. 3721, 



Seq. No. 11203 

Gene No. 23804 

Start 285 

Name OJ9904 30_11 . 9A14 . CIO . ol . tw 

Start 3916 

GI none 

Exons 3916.. 3972, 3918.. 3974, 4800. 



Seq. ID OJ990430_11. 9A14 .CIO 

Strand + 

End 5639 

Method TBLASTX : Wheat 

End 5142 

Score 100 

.4988, 4801. .4935, 4805. .4987, 



11723 



4816. .5004, 4839. .5003, 5094. .5141, 5094. .5141, 5098. .5142 



Seq. No. 11203 

Gene No. 23804 

Start " 285 

Name OJ9904 30_11 . 9A14 . CIO . o2 . ts 

Start 4837 

GI none • 
Exons 



Seq. ID OJ990430_11.9A14.C10 

Strand + 

End 5639 

Method TBLASTX : Soybean 

End 5316 

Score 209 

4837. .5004, 4838. .4984, 4842. .5003, 5097. .5177, 5098. .5178, 
5251. .5316 



Seq. No. 11203 

Gene No. 23804 

Start 285 

Name OJ990430_11 . 9A14 . CIO . o2 . tc 

Start 4856 

GI none 
Exons 



Seq. ID OJ990430_11. 9A14 .CIO 

Strand + 

End 5639 

Method TBLASTX : Cress 

End 5304 

Score 169 

4856. .4987, 4864. .5004, 4869. .5003, 5091. .5168, 5098. .5178, 
5251. .5304 



Seq. No. 11204 

Gene No. 23805 

Start 150 

Name OJ990430_11 . 9A14 . Cll . ol . gs 

Start 150 

GI ' none 

Exons 150.. 288, 1787.. 1905, 2584, 



Seq. ID OJ990430_11.9A14.C11 

Strand + 

End 2677 

Method GENSCAN 

End. 2677 

Score .87 
.2677 



Seq. No. 11204 

Gene No. 23805 

Start 150 

Name OJ990430_11 . 9A14 . Cll . ol . ts 

Start 1666 

GI none 
Exons 



End 

Method 
End 
Score 

1666. .1908, 1674. .1904, 1690. .1908, 1988. .2113, 1996. .2100, 
2181. .2276, 2182. .2274, 2187. .2276 



Seq. ID OJ990430_11. 9A14.C11 
Strand + 

2677 

TBLASTX : Soybean 
2276 
113 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11204 
23805 
150 

OJ9904 30_11. 9A14 .Cll.ol.tm 

1683 

none 



Seq. ID OJ990430_11. 9A14.C11 

Strand + 

End 2677 

Method TBLASTX : Maize 

End 2677 

Score 215 



1683. .1907, 1683. .1907, 1684. .1908, 1684. .1914, 1988. .2113, 
2011. .2112, 2014. .2115, 2181. .2291, 2182. .2292, 2192. .2293, 
2197.. 2292, 2585.. 2677, 2596.. 2676 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11204 
23805 
150 

OJ990430_11. 9A14 .Cll.ol. tc 

1686 

none 



Seq. ID OJ990430_11. 9A14.C11 

Strand + 

End 2677 

Method TBLASTX : Cress 

End 2228 

Score 286 



1686. .1904, 1687. .1929, 1988. .2113, 1996. .2100, 2181. .2228, 
2182. .2226 



Seq. No, 



11205 



Seq. ID OJ990430_11.9A14.C12 



11724 



Gene No. 


23806 




Strand 


+ 


Start 


232 




End 


2222 


Name 


Ot7Q^5n4sn 11 QA1 4 n ? oi 


. y t> 


Method 


GENSCAN 


Start 


232 




End 


2222 


GI 


none 




Score 


.47 


F" von 

i_J A VXl 1 O 


232 378, 469 528. 615 


. .783, 


2009. .2222 


Seq. No. 


11205 




Seq. ID 


OJ990430_il . 9A14 . C12 


Gene No. 


23807 




Strand 


- 


Start 


2583 




End 


7576 


Name 


OJ990430 11 9A14 C12 ol 


. tm 


Method 


TBLASTX: Maize 


Start 


190 ~ 




End 


795 


GI 


none 




Score 


168 


Exons 


190. .402, 194. .382, 467 


. . 538, 


468. .539, 


610. .795, 614, .784 


O C * LN . 


11205 




Seq. ID 


OJ990430_11.9A14.C12 


Gene No. 


23807 




Strand 


_ 


Start 


2583 




End 


7576 


Name 


OJ990430 11 9A14 C12 ol 


. ts 


Mp-f- hod 


TBLASTX • Sovbean 


Start 


215 ~ 




End 


688 


GI 


none 




Score 


85 


P von ^ 


215 400 216 272 263 


313, 


330. .401, 


467. .538, 468. .560, 




623 688 








Seq. No. 


11205 




Seq. ID 


OJ990430_11 . 9A14 . C12 


Gene No. 


23807 




Strand 


- 




^ J O J 




End 


7576 


Name 




. LW 


Mp f" h oH 






991 ~ 

Z. Z. X 




End 


539 




n on 




Score 


63 


P. von «^ 


221 379, 222 272 261 


. .389, 


330. .380, 


467. .538, 468. .539 


^f^rr Kin 


11205 




Seq. ID 


OJ990430_11.9A14.C12 


Gene No. 


23807 




Strand 


- 


Start 


2583 




End 


7576 


Name 


OJ990430 11 9A14 C12 o2 


. qs 


Method 


GENSCAN 


Start 


2583 ~ 




End 


7576 


GI 


none 




Score 


.53 


P von 


2583 2596 2722 2979 


4 963 . 


.5008, 54C 


19. .5489, 5946. .5990, 




fififi3 6916 7nft1 7164 


7457 . 


.7576 






11205 




Seq. ID 


OJ990430_11.9A14.C12 




23807 




Strand 




start 


2583 




End 


7576 


Name 


OJ990430 ll.9A14.C12.ol 


■ gp 


Method 


AAT/GAP 


Start 


4523 




End 


7551 


GI 


1809 1 R1084 




Score 


1289 


P. V o n 


4523~ 4869 4963 5008 


5409. 


.5489, 6863. .6916, 7081. .7164, 




7457 7551 










' 1001253/dbi 1 BAA104 97 1 * 


9.0e-18 (D64003) 


hypothetical proteii 




r ^\/nor^Hor^\/fl1~ "i Q cr^ 1 ' 
L oy iic(-*iiv-'^--y o u X o . j 








Seq. No. 


11206 




Seq. ID 


OJ990430_11.9A14.C13 


Gene No. 


23808 




Strand 




Start 


1540 




End 


3212 


Name 


OJ990430 ll.9A14.C13.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


1519 




End 


1788 



11725 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



none 

1519. .1788, 1562. .1786 



Score 



146 



11206 
23808 
1540 

OJ99Q4 30_11. 9A14.C13.ol.np 
1540 
4204315 
1540. .1785, 3184. .3212 

(AC003027) Unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990430_11.9A14.C13 
Strand 

End 3212 

Method AAT/NAP 

End • 3212 

Score 191 



11206 
23808 
1540 

OJ9904 30_11. 9A14 .C13.ol.tm 

1543 

none 



Seq. ID OJ990430_11.9A14.C13 
Strand 

End 3212 

Method TBLASTX : Mai ze 

End 1737 

Score 159 



1543. .1737, 1558. .1734, 1572. .1736 



11206 
23808 
1540 

OJ9904 30_11. 9A14 .C13*ol. tc 

1546 

none 

1546. .1776, 1606. .1779 



Seq. ID OJ990430_11.9A14.C13 
Strand 

End 3212 

Method TBLASTX : Cress 

End 1779 

Score 71 



11207 
23809 
54 

OJ9904 30_11. 9A14.C15.ol.np 

54 

4680183 
54. .178, 400. .424 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ990430_11.9A14.C15 
Strand 

End 424 

Method AAT/NAP 

End 424 

Score 142 



11207 
23809 
54 

OJ9.904 30_11. 9A14 .C15.ol.gs 
98 

none 

98. .143, 157. .275 

11208 
23810 
243 

OJ9904 30_11 . 9A14 . C18 . ol . gs 

243 

none 

243. .389 

11209 
23811 
1704 

OJ9904 30_1 1 . 9A14 . C20 . ol . np 



Seq. ID OJ990430_11,9A14.C15 

Strand 

End 424 

Method GENSCAN 

End 275 

Score .51 



Seq. ID OJ990430_11.9A14.C18 
Strand 

End 389 

Method GENSCAN 

End 389 

Score . 93 



Seq. ID OJ990430_11.9A14.C20 

Strand + 

End 1943 

Method AAT/NAP 



11726 






1 / U4 






End 


1 Q /I ^ 

1 y 4 J 








CT 


y 0 41 D y 






Score 










Exons 


















GI Dfiscirip. 




nypo une t. icai 


protein [Oryza 


• 

sat 1 va J 








Seq'. No. 


11209 






Seq. ID 


OJ990430_ 


11. 


9A14 


.C20 


Gene No. 


23812 






Strand 










o tar u 


1 Q T 0 
1 0 / 






End 










Name 


tq qh /I "^n 11 

ujyyuflou 11 


. y/\l . v^^: u . 01 


.gs 


Method 


P T M C P 7i M 










lo / z 






End 


z 0 DU 










none 






Score 


. oo 








Exons 


lo / z. . lyDy, 




2279. .2360 










Seq. No. 


11209 






Seq, ID 


OJ990430_ 


11. 


9A14 


.C20 


Gene No. 


23812 






Strand 










ox ai. U 


1 7 9 
1 0 / z 






End 










Name 


L/iJ-/-/U4 0U 11 


qni / p9n ml 


.gp 


Method 


a z\T /pz\ P 








0 uaiTL. 


1 Q 1 /!l 

1 y 1 






End 


9 "^7 fl 










9 /I / ^1 70 






Score 


Q1 n 
y 1 u 








Exons 


IQI/ 0'57Q 

iyi4. ,Zj/0 
















beq. NO, 


1 1 0 1 n 
IIZIU 






Seq. ID 


OJ990430_ 


1 1 , 


Qai A 
y/\i 4 


P9 1 
. 1 


Gene No. 


23813 






Strand 


+ 








Start 


1 ..- 






End 


3125 








Name 


ujyyu4ou 11 


. 9A14 .C21.01 


.np 


Method ' 


AAT/NAP ■ 








otarc 


1 






End 


3125 








GI 








Score 


362 








Exons 


1 1 ^ 1 n 
1 . . by , 14 lU 


..1671, 2214 


..2679, 2919,. 3125 








GI Descrip. 


/npfii ^Q'7^^ 
\ AUUlUo / U J 


unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


11210 






Seq. ID 


OJ990430_ 


11. 


9A14 


.C21 


Gene No. 


23813 






Strand 


+ 








0 uaiTT-. 


1 
1 






End 


3125 








Name 


uj y yu4 ou 11 


.9A14.C21.o2 


.gs 


Method 


GENSCAN 








C-l- a v-t- 

otar L 


y D4i 






End 


3049 








CT 


none 






Score 


.4 








Exons 


O^A 1 Q 1 1 
yD4. .icsii, 


2270.. 2679, 


2919 


. .3049 










Seq. No. 


11210 






Seq. ID 


OJ9904'30_ 


11. 


9A14 


.C21 


Gene No. 


23814 






Strand 










0 UaJ- t. 


D 1 






End 


572 








Name 


u J y yu4 ou 11 


.9A14.C21.ol 


.gp 


Method 


AAT/GAP 








Q A. _ „ 4- 

oTiai u 


D 1 






End 


176 








PT 


Z f± ^ 0 1 / z 






Score 


226 








TP V r> 


1 1 7 c 

01. . 1 / D 
















Seq. No. 


11210 






Seq. ID 


OJ990430_ 


11. 


9A14. 


.C21 


Gene No. 


23814 






Strand 










ota J. L 


^ 1 
0 1 






End 


572 








Name 


A TQ on /t "5 n 11 
UJ y yuft jU 11 


. 9A14.C21.ol 


.gs 


Method 


GENSCAN 








Start 


DD 






End 


572 








GI 


none 






Score 


.66 








Exons 


55. .92, 260 


..380, 465... 


572 












Seq. No. 


11210 






Seq. ID 


OJ990430_ 


11, 


9A14, 


.C21 


Gene No. 


23815 






Strand 










Start 


1120 






End 


2681 









11727 



Name 

Start 

GI 

Exons 



OJ990430_11 . 9A14 . C21 . ol . tm Method TBLASTX : Maize 
1120 ' End 2681 

none Score 38 

1120, .1158, 1147. .1257, 1149. .1241, 1378. .1455, 1528. .1674, 
1539. .1676, 2213. .2296, 2214. .2294, 2424. .2672, 2426. .2677, 
2435. .2680, 2436. .2681 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11211 
23816 
1 

OJ990430_11 . 9A14 . C22 . ol . np 
1 

6692258 



Seq. ID OJ990430_11. 9A14 .022 

Strand + 

End 2788 

Method AAT/NAP 

End 2788 

Score 487 



1..129, 201. .323, 429. .793, 915. .1207, 1296. .1358, 2769. ,2788 
(AC010870) unknown protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Q Seq. No. 
Gene No. 
Start 
Name 
Start 
4^ GI 
=iJ Exons 

rii 



rlj 



11211 
23816 
1 

OJ9904 30_11 . 9A14 . C22 . ol . gs 
90 

none 



Seq. ID OJ990430_11.9A14.C22 

Strand + 

End 2788 

Method GENSCAN 

End 1394 

Score .8 



90, .107, 206. .553, 637. .793, 915. .1207, 1296. .1394 



11211 
23817 
2269 

OJ9904 30_11.9A14 .C22.o3.ts 
2 

none 



Seq. ID OJ990430_11. 9A14 .022 
Strand 

End 2601 

Method TBLASTX : Soybean 

End 280 

Score 117 



2. .94, 3. .107, 200. .280, 211. .279 





Seq. No. 


11211 








Seq. ID 


OJ990430_11.9A14 ,022 




Gene No. 


23817 








Strand 






Start 


2269 








End 


2601 




Name 


OJ990430 


11.9A14.022 


.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


217 








End 


1201 




GI- 


none 








Score 


125 


U 


Exons 


217. .294, 


218. .385, 


646. 


,798, 


913. .1005, 914. .1201, 1036. .1176 


Q 


Seq. No. 


11211 








Seq, ID 


OJ990430_11.9A14.C22 




Gene No. 


23817 








Strand 






Start 


2269 








End 


2601 




Name 


OJ990430 


11.9A14.C22 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


224 








End 


1201 




GI 


none 








Score 


72 




Exons 


224, .310, 


694. .795, 


901. 


.1173, 


902. , 1201 




Seq, -No. 


11211 








Seq. ID 


OJ990430_11 . 9A14 .022 




Gene No. 


23817 








Strand 






Start 


2269 








End 


2601 




Name 


OJ990430 


11.9A14.C22 


.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


643 








End 


1201 




GI 


none 








Score 


109 




Exons 


643. .795, 


902. .1201, 


913 


. .1200 






Seq, No. 


11211 








Seq. ID 


OJ990430_11 . 9A14 .022 



11728 




Gene No. 


23817 








Strand 




Start 


2269 








End 


2601 


Name 


OJ990430 11 


. 9A14 , 


.C22.01 


. tw 


Method 


TBLASTX: Wheat 


Start 


646 








End 


1084 


GI 


none 








Score 


105 


Exons 


646. .795, 715. .792, 902 


. . 1084, 


910. .1083 


Seq. No. 


11211 








Seq. ID 


OJ990430_11 . 9A14 . C22 


Gene No. 


23817 








Strand 




Start . 


2269 








End 


2601 


Name 


OJ990430 11 


. 9A14. 


.C22.01 




Method 


AAT/GAP 


Start 


1886 








End 


2418 


GI 


5039089 








Score 


978 


Exons 


1886. .2418 












Seq. No. 


11211 








Seq. ID 


OJ990430_11 . 9A14 . 022 


Gene No. 


23817 








Strand 




Start 


2269 








End 


2601 


Name 


OJ990430 11 


. 9A14, 


.C22.02 


. gs 


Method 


GENSCAN 


Start 


2269 








End 


2601 


GI 


none 








Score 


.88 


Exons 


2269. .2601 












Seq. No. 


.J. 12 11 








Seq. ID 


OJ990430_11.9A14.C22 


Gene No. 


. 23817 








Strand 




Start 


2269 








End 


2601 


Name 


OJ990430 11 


. 9A14, 


.C22.02 


. tm 


Method 


TBLASTX: Maize 


Start 


2333 








End 


2506 


GI 


none 








Score 


119 


Exons 


2333. .2407, 


2335, 


. .2409, 


2408 . . 


2506, 2411. .2476, 2413. .2505 


Seq. No. 


11211 








Seq. ID 


OJ990430_11 . 9A14 . 022 


Gene No. 


23817 








Strand 




Start 


2269 








End 


2601 


Name 


OJ990430 11 


. 9A14, 


.C22.02 


. ts 


Method 


TBLASTX : Soybean 


Start 


2341 








End 


2509 


GI 


none 








Score 


149 


Exons 


2341. .2508, 


2345, 


. .2509 








Seq. No. 


11212 








Seq. ID 


OJ990430_ll.9A14.O23 


Gene No. 


23818 








Strand 


+ 


Start 


2336 








End 


4472 


Name 


OJ990430 11 


. 9A14, 


.C23.02 


. np 


Method 


AAT/NAP 


Start 


2336 








End 


4472 


GI 


6063554 








Score 


154 


Exons 


2336. .2470, 


2639, 


. .2682, 


2733. . 


2840, 2910.. 3075, 3160.. 3239, 



4298. .4472 

GI Descrip. (AP000615) ESTs AU075609 (063344 ), 071850 {E04 64 ), 098611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 11212 Seq. ID 

Gene No. 23819 Strand 

Start 7069 End 

Name OJ990430_11 . 9A14 . 023 . ol . tm Method 

Start 216 End 

GI none Score 



OJ990430_11.9A14 .023 
9367 

TBLASTX: Maize 

397 

115 



11729 



Exons 216.. 308, 228.. 275, 230.. 397 



Seq. No. 11212 Seq. ID 

Gene No. 23819 Strand 

Start 7069 End 

Name OJ990430_11 . 9A14 . C23 . ol . ts Method 

Start 230 End 

GI none Score 

Exons 230.. 409 



OJ990430_11 . 9A14 . 023 
9367 

TBLASTX: Soybean 

409 

191 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11212 Seq. ID 

23819 Strand 

7069 End 
OJ990430_11 . 9A14.. C23 . o2 . gs Method 

7069' End 

none Score 

7069.. 7118, 7738.. 7803, 9184.. 9367 



OJ990430_11.9A14.C23 

9367 
GENSCAN 
9367 
.46 



Seq. No. 


11213 


Seq. ID 


OJ990430 


_11.9A14.C26 


Gene No. 


23820 


Strand 


+ 




Start 


122 


End 


1772 




Name 


OJ990430 11.9A14.C26.ol.gs 


Method 


GENSCAN 




Start 


122 


End 


1772 




GI 


none 


Score 


.78 




Exons 


122.. 449, 1732.. 1772 








Seq. No. 


11213 


Seq. ID 


OJ990430 


_11.9A14.C26 


Gene No. 


23821 


Strand 






Start 


1 


End 


526 




Name 


OJ990430 11.9A14.C26.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


526 




GI 


5103806 


Score 


189 




Exons 


1. .42, 100. .177, 263. .526 








GI Descrip. 


{AC007591) EST gb|F14271 comes 


; from this gene. 


[Arabidopsis 




thaiiana] 









Seq. No. 


11214 


. Seq. ID 


OJ990430_11.9A14.C27 


Gene No. 


23822 


Strand ■ 




Start 


1 


End 


2028 


Name 


OJ990430 11.9A14.C27.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2028 


GI 


5441880 


Score 


706 


Exons 


1. .70, 998. .2028 






GI Descrip. 


(AP000367) EST C28 952 (C6294 5 ) 


corresponds to a region of the 




predicted gene.; Similar to maize transposon MuDR mudrA prot* 




(AC003981) [Oryza sativa] 






Seq. No. 


11214 


Seq. ID 


OJ990430_11 . 9A14 .C27 


Gene No. 


23823 


Strand 




Start 


3893 


End 


6562 


Name 


OJ990430 11.9A14.C27.ol.gp 


Method 


AAT/GAP 


Start 


3893 


End 


5508 


GI 


24105 1.R1084 


Score 


1063 


Exons 


3893.. 4378, 5315.. 5345, 5379. 


.5508 




GI Descrip. 


'576771/gb|U16256|OSU16256 0. 


Oe+00 Oryza sativa cone SRI 



sucrose-regulated mRNA, 3 ' ' -end sequence* 



11730 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No, 
Start . 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11214 Seq. ID 

23823 Strand 

3893 End 

OJ990430_11. 9A14 ,C27.o2.np Method 

4118 End 

3193303 Score 



OJ990430_11.9A14.C27 

6562 
AAT/NAP 
6562 
445 



4118.. 4165, 5388.. 5492, 6089.. 6262, 6359.. 6562 
(AF069298) similar to several proteins containing a tandem 
repeat region such as Plasmodium falciparum GGM tandem repeat 
protein (GB:U27807); partial CDS [Arabidopsis thaliana] 



11214 
23824 
12297 

OJ9904 30_11. 9A14 .C27.ol.tw 

840 

none 

840. .944, 857. .946, 858. .950, 
991. .1167, 1019. .1159 

11214 



Seq. ID OJ990430_11.9A14.C27 
Strand 
End 

Method 
End 

Score I 
859. .966, 



18595 

TBLASTX: Wheat 

1167 

81 

J59. .978, 923. .970, 



Seq. ID OJ990430_11.9A14.C27 



23824 Strand 

12297 End 
OJ990430_11. 9A14 .C27.o2.tm Method 

877 • End 

none Score 

877, .957, 929. .955, 997. .1305, 1001. .1306, 1306. .1458, 
1337. .1459 



18595 

TBLASTX: Maize 

1459 

44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11214 
23824 
12297 

OJ9904 30_11. 9A14 .C27.ol.tm 

4275 

none 

4275. .4379, 6109. .6264, 6111. 
6359. .6433, 6410. .6556, 6414. 

11214 
23824 
12297 

OJ9904 30_11.9A14 .C27.ol.ts 

6109 

none 

6109. .6126, 6109. .6162, 6113, 
6155.. 6268, 6336.. 6527, 6337, 



Seq. ID OJ990430_11.9A14.C27 
Strand 

End 18595 
Method TBLASTX: Maize 
End 6556 
Score 255 

.6263, 6155.. 6268, 6359.. 6421, 
. 6548 

Seq. ID ' OJ990430_11.9A14 .C27 
Strand 

End 18595 

Method TBLASTX : Soybean 

End 6548 

Score 37 

.6265, 6129.. 6263, 6150.. 6284, 
.6528, 6359. .6547, 6399. .6548 



Seq. No. 11214 

Gene No. 23824 

Start 12297 

Name OJ9904 30_11 . 9A14 . C27 . ol . tc 

Start 6115 

GI none 

Exons 6115.. 6162, 6116.. 6172, 6177, 
6359. .6583, 6411.. 6557 



Seq. ID OJ990430_11.9A14.C27 
Strand 

End 18595 

Method TBLASTX : Cress 

End 6583 

Score 60 

.6263, 6179.. 6268, 6356.. 6547, 



Seq. No. 



11214 



Seq. ID OJ990430_11, 9A14 ,C27 



11731 




Gene No. 


23824 


Strand 






Start 


12297 


End 


18595 




Naiue 


O.TQQn4?n 11 QAl 4 C91 n9 tw 


Method 


TBLASTX: Wheat 




Start 


6115 ~ 


End 


6553 




GI 




Score 


36 




R von 


61 1 S fil47 615^5 6268 6194 


..6265, 6333.. 6548, 6359.. 6553 


O C H • LS\J t 


1 1 ?1 4 

X X ^ X rt 


Seq. ID 


OJ990430_11.9A14 


.027 


Gene No - 


23824 


Strand 






Start 


12297 


End 


18595 




Name 


OJ990430 11.9A14.C27.o2.gp 


Method 


AAT/GAP 




Start 


12063 


End 


16183 




GT 


29899 1 R1084 


Score 


1370 




P von Q 


1206^~ 12458- 15869 16183 








GT Dp *^ p t t d 


' 4176420/dbi 1 BAA37167 1 2 Oe- 


11 (AB008097) cytochrome P450 




r A h "i H oo C3"ic3 i'ln^li^^n^l ' 








Sf^CT No 


11214 


Seq. ID 


OJ990430_11. 9A14 


.027 


Gene No. 


23824 


Strand 






Start 


12297 


End 


18595 




Name 


OJ990430 11.9A14.C27.o3.np 


Method 


AAT/NAP 




Start 


12280 


End 


16030 






5430760 


Score 


375 




T*" von Q 


12280, .124 58, 158 69. .16030 










(AC007504) Putative ribosomal protein 


[Arabidopsis thaliana 


Seq. No. 


11214 


Seq. ID 


OJ990430_11.9A14 


.027 


Gene No. 


23824 


Strand 






O L dl. L. 


12297 


End 


18595 






OJ990430 11.9A14.C27.o2.gs 


Method 


GENSCAN 






12297 


End 


17251 




ox 


none 


Score 


.45 




F. vnn *5 

\^ 1 1 O 


12297. .12458, 15869 .. 16263, 


17173. . 17251 




Seq. No. 


11214 


Seq. ID 


OJ99043'0_11.9A14 


.027 


Gene No. 


23824 


Strand 






Start 


12297 


End 


18595 




Name 


OJ990430 11.9A14.C27,o2,tc 


Method 


TBLASTX: Cress ■ 




Start 


" 12390 


End 


16031 




GI 


none 


Score 


75 




Fixnn 


12390. .12482, 12400, .12483, 


15866. .16030, 158 67. ,16031 




Seq. No. 


11214 


Seq, ID 


OJ990430_11.9A14 


,027 


Gene No. 


23824 


Strand 






Start 


12297 


End 


18595 




Name 


OJ990430 11.9A14,C27.o2.ts 


Method 


TBLASTX: Soybean 




Start 


12390 


End 


16031 




GI 


none 


Score 


83 




p, V o n Q 


12390. . 124 61, 12397, .12477, 


15866, .16030, 15867.. 16031 




Sea. No 


11214 


Seq. ID 


OJ990430_11.9A14 


.027 


Gene No. 


23824 


Strand 






Start 


12297 


End 


18595 




Name 


OJ990430 11. 9A14 .C27,o4 .np 


Method 


AAT/NAP 




Start 


15100 


End 


18595 




GI 


5295951 


Score 


111 




Exons 


15100. . 15151, 18290.. 18595 









11732 



GI Descrip. (AB026295) Similar to Herpesvirus papio BRRF2 homolog gene, 
partial cds. (U23857) [Oryza sativa] 



Sea No 


11214 




Seq. ID 


OJ990430 11 9A14 




23824 




Strand 




Start 


12297 




End 


18595 


Name 


OJ990430 11 9A14 C27 


. o3 . tm 


Mp1~ hod 


TRT.ASTX ' Ma i 7P 


Start 


15866 ~ 




End 


16031 


GI 


none 




Score 


253 


Exons 


15866. , 16030, 15867. 


.16031 






Seq. No. 


11215 




Seq. ID 


OJ990430 11.9A14 


Gene No. 


23825 




Strand 


+ 


Start 


97 




End 


744 


Name 


OJ990430 11.9A14.C31 


.ol .np 


Method 


AAT/NAP 


Start 


97 




End 


744 


GI 


5103807 




Score 


62 


Exons 


97. .187, 674. .744 








GI Descrip. 


(AC007591) Contains 


similarity to gb|AF014403 type-2 



.C31 



phosphatidic acid phosphatase alpha-2 (PAP2_a2) from Homo 
sapiens. ESTs gb|T88254 and gb|AA394650 come from this gene. 
[Arabidopsis- thaliana] 





9prr No 


11216 


Seq. ID 


OJ990430_11.9A14.C37 






23826 


Strand 




rf't 


start 


256 


End 


370 




Name 


OJ990430 11. 9A14.C37.ol.gs 


Method 


GENSCAN 


ni 


Start 


256 


End 


370 


J- -! 


GI 


none 


Score 


. 62 




Exons 


256. .370 








Seq. No. 


11217 


Seq. ID 


OJ990430_11.9A14.C39 




Gene No. 


23827 


Strand 




is 


Start 


1 


End 


1580 




Name 


OJ990430 11. 9A14 .C39.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1580 


J. 


GI 


6815062 


Score 


808 


a: 


Exons 


1..60, 122. .220, 297. .606, 665. .905, 991. .1580 




GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAG 


Q 




F16P2 genomic sequence/mudrA 


like protein (AC004561) [Oryza 






sativa] 








Seq. No. 


11217 


Seq. ID 


OJ990430_11.9A14.C39 




Gene No. 


23827 


Strand 






Start 


1 


End 


1580 




Name 


OJ990430 11.9A14.C39.ol.gs 


Method 


GENSCAN 




Start 


122 


End 


1101 




GI 


none 


Score 


.68 




Exons 


122. .220, 297. .43a, 582. .591, 


697. .790, 


991. .1101 




Seq. No. 


11217 


Seq. ID 


OJ990430_11.9A14.C39 




Gene No. 


23827 


Strand 






Start 


1 


End 


1580 




Name 


OJ990430 11. 9A14 .C39.ol.tm 


Method 


TBLASTX: Maize 




Start 


297 


End 


1351 




GI 


none 


Score 


65 




Exons 


297. .482, 522. .599, 696. .812, 


696. . 905, 


697. .855, 1080. .1286, 
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1145. .1351, 1147. .1350 



Sea No 


11218 


Seq. ID 


OJ990430 11 9A14 


. C40 


(^pnp No 


23828 


St rand 






start 


368 


End 


1052 






OJ9904 30 11 9A14 C4 0 ol as 


Mp-i-hod 






Start 


368 ~ 


End 


1040 




GI 


none 


Score 


. 59 




P von s 


368 478, 894 1040 








Seq. No. 


11218 


Seq. ID 


OJ990430_11.9A14 


.C40 




23828 


Strand 






Start 


368 


End 


1052 




Nam© 


OJ990430 11.9A14.C40.ol.tm 


Method 


TBLASTX ' Mai ze 




Start 


529 


End 


1052 




GI 


none 


Score 


58 




Rxon s 

\^ 1 1 


529. .624, 529. .621, 579. .731, 


616. . 672 


, 620 730, 678 


731, 




719. .982, 726. .1052, 727. .1050 






Seq. No. 


11219 


Seq. ID 


OJ990430_11.9A14 


.C41 


(^pnp No 


23829 


Strand 


+ 




Start 


1 


End 


1278 






OJ990430 11.9A14.C41.ol.np 


Method 


AAT/NAP 






1 


End 


1278 






2605798 


Score 


90 




P von Q 


1..20, 649. .1278 








f^T np^or'i'O 

\D JL L-ZC S J- . 


{AF027735) minor ampullate silk protein MiSpl [Nephila 




Seq. No. 


11220 


Seq. ID 


OJ990430_11.9A14 


.042 


flpnp No 


23830 


Strand 


+ 




Start 


1357 


End 


2154 




Name 


OJ990430 11.9A14.C42.ol.np 


Method 


AAT/NAP 




Start 


1357 


End 


2154 




GI 


4512231 


Score 


1357 




P von s 


1357. .2154 








GI Descrin. 


(AB014741) ORFO protein [Oryza sativa] 






Seq. No. 


11220 


Seq. ID 


. OJ990430_11.9A14 


.C42 


Gene No - 


23831 


Strand • 


+ ■ 




start 


2099 


End 


5728 




Name 


OJ990430 11.9A14.C42.o2.np 


Method 


AAT/NAP 




start 


2099 


End 


5728 




GI 


4680179 


Score 


3899 




P von s 


2099. .2144, 2429. .3445, 3473. 


.5728 






GI Descrip. 


{AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


11220 


Seq. ID 


OJ990430_11.9A14 


. C42 


Hpne Nn 


23831 


Strand 


+ 




Start 


2099 . 


End 


5728 




Name 


OJ9904*30 11. 9A14 .C42,o7 .tw 


Method 


TBLASTX: Wheat 




Start 


2596 


End 


2794 




GI 


none 


Score 


213 




Exons 


2596. .2793, 2597. .2794, 2621. 


.2794 






Seq. No. 


11220 


Seq. ID 


OJ990430_11.9A14 


.C42 


Gene No. 


23831 


Strand 






Start 


2099 


End 


5728 





11734 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start • . 
GI 

Exons 



hi Seq. No, 

Gene No. 
[| Start 

Name 

Start 

GI 

'1 Exons 

l\ Seq. No. 
i'i Gene No. 
;i Start 
. Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 
Gene No. 
Start 
Name 



OJ990430_11, 

2846 

none 

2846. .3151 

11220 
.23831 
2099 

OJ990430_11. 

2846 

none 

2846. .3196 

11220 
23831 
2099 

OJ990430_11, 

3530 

none 

3530. .3874 

11220 
23831 
2099 

OJ990430_11. 

3887 

none 

3887. .4084, 

11220 
23831 
2099 

OJ990430_11, 

4015 

none 

4015. .4455, 

11220 ■ 

23831 

2099 

OJ990430_11. 

4088 

none 

4088. .4528, 

11220 
23831 
2099 

OJ990430_11, 

4088 

none 

4088. .4366 

11220 
23831 
2099 

OJ990430 11, 



9A14.C42.o4.tm 



9A14.C42.o5.tw 



9A14.C42.o6.tw 



9A14.C42.o6.tm 
3925. .4032 

9A14.C42.o2.tw 
4016. .4498, 4019. 

9A14.C42.o2.tm 
4093. .4323 

9A14 .C42.o3.ts 



9A14 .C42.ol.ts 



Method TBLASTX : Maize 
End 3151 
Score 243 



Seq. ID OJ990430_11.9A14.C42 

Strand + 

End 5728 

Method TBLASTX : Wheat 

End 3196 

Score 318 



Seq. ID OJ990430_11.9A14.C42 

Strand + 

End 5728 

Method TBLASTX : Wheat 

End 3874 

Score 246 



Seq. ID OJ990430_11.9A14.C42 

Strand + 

End 5728 

Method TBLASTX : Maize 

End 4084 

Score 196 



Seq. ID OJ990430_11.9A14.C42 

Strand + 

End 5728 

Method TBLASTX : Wheat 

End 4 4 98 

Score 526 
.4489 

Seq. ID OJ990430^11,9A14.C42 

Strand + 

End 5728 

Method TBLASTX : Maize 

End 4528 

Score 368 



Seq. ID OJ990430_11.9A14.C42 

Strand + 

End 5728 

Method TBLASTX : Soybean 

End 4366 

Score 191 



Seq. ID OJ990430_11.9A14.C42 

Strand + 

End 5728 

Method TBLASTX : Soybean 



11735 



start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



4439 
none 

4439. .4471, 
4591. .4674, 

11220 
23831 
2099 

OJ990430_11. 

4583 

none 

4583. .4675, 

11220 
23831 
2099 

OJ990430_11, 

4586 

none 

4586. .4675, 

11220 
23831 
2099 

OJ990430_11, 

4849 

none 

4849. .5274, 

11220 
23831 
2099 

OJ990430_11. 

4855 

none. 

4855. .5103 

11220 
23831 
2099 

OJ990430_11. 

4921 

none 

4921. .5274, 

11220 
23831 
2099 

OJ990430_11. 

5302 

none 

5302. .5727, 

11220 
23831 
2099 

OJ990430 11. 



4439. .4471, 4475. 
4675.-4833, 4683. 



9A14.C42.o3.tm 
4675. .4914, 4692. 

9A14.C42.o4.tw 
4588. .4674, 4675. 

,9A14 .C42.01. tw 
4851. .4913, 4925, 

9A14.C42.o2.ts 



End 4 833 

Score 57 

.4528, 4478. .4618, 4583. .4675, 
.4823 



Seq. ID OJ990430_11.9A14.C42 
Strand + 

5728 

TBLASTX: Maize 
4914 
72 



End 

Method 
End 
Score 
.4913 



9A14.C42.ol.tm 
4941. .5267 

9A14.C42.o3.tw 
5458. .5721, 5487, 

9A14.C42.o5.tm 



Seq. ID OJ990430_11.9A14.C42 

Strand + 

End 5728 

Method TBLASTX : Wheat 

End 4845 

Score 134 

.4845, 4681. .4839, 4692. .4844 

Seq. ID OJ990430_11.9A14.C42 

Strand + 

End 5728 

Method TBLASTX: Wheat 

End 5274 

Score 594 
.5107, 4938. .5267 

Seq. ID OJ990430_11.9A14.C42 

Strand + 

End 5728 

Method TBLASTX : Soybean 

End 5103 

Score 201 



Seq. ID OJ990430_11.9A14.C42 

Strand + 

End 5728 

Method TBLASTX : Mai ze 

End 5274 

Score 459 



Seq. ID OJ990430_11.9A14.C42 
Strand + 

5728 

TBLASTX: Wheat 
5727 
448 



End 

Method 
End 
Score 
.5726 



Seq. ID OJ990430_11.9A14.C42 

Strand + 

End 5728 

Method TBLASTX : Mai ze 
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start 5458 End 5727 

GI none Score 201 

Exons 5458. .5727, 5491.. 5721 



O ^ . IN . 


X X ^ ^ X 


Seq. ID 


OJ990430 11 9A14 


, C43 




^ .J o ^ ^ 


5^ t r 3 n d 


+ 




Qt-;a-r-|- 


1 

X 


End 


1161 




Nsme 


OJ990430 11 9A14 C43 ol.nn 


Method 


AAT /NAP 




O Ud i. L- 


1 ~ 

X 


End 


1161 




GI 


4680179 


Score 


1684 




Exons 


1. .1161 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 




Seq. No. 


11221 


Seq. ID 


OJ990430_11.9A14, 


.C43 


Gene No. 


23832 


Strand 


+ 




Start 


1 


End 


1161 




Name 


OJ990430 11.9A14.C43.ol.ts 


Method 


TBLASTX: Soybean 




Start 


73 


End 


261 




GI 


none 


Score 


245 




Exons 


73. .261, 76. .252, 78. .260 









Seq. No. 11221 Seq. ID 

Gene No. 23832 Strand 

Q Start 1 End 

^iJI Name OJ990430_11 . 9A14 . C43 . o2 . tm Method 

:n " Start 73 End 

GI none Score 

Exons 73. .351, 73. .159, 75. .347 



Seq. No. 11221 Seq. ID 

Gene No. 23832 Strand 

fi| Start 1 End 

1" Name OJ9904 30_1 1 . 9A14 . C43 . o3 . tw Method 

!=\i Start 73 End 

GI none Score 

''4 Exons 73.. 213, 75.. 209, 80.. 214 

Seq. No. 11221 ' Seq. ID 

^\ Gene No. 23832 ' Strand 

Start 1 End 

Name OJ990430_11 . 9A14 . C43 . ol . tw Method 

Start 220 End 

GI none Score 

Exons 220.. 846, 222.. 728, 786.. 845 

Seq. No. 11221 Seq. ID 

Gene No. 23832 Strand 

Start 1 End 

Name . - OJ9904 30_11 . 9A14 . C4 3 . ol . gs Method 

Start 391 End 

GI none Score 

Exons 391.. 1146 



OJ990430_11.9A14.C43 
+ 

1161 

TBLASTX: Maize 
351 ' . 

387 



OJ990430_11.9A14.C43 
+ 

1161 

TBLASTX: Wheat 

214 

227 



OJ990430_11 . 9A14 .C43 
+ 

1161 

TBLASTX: Wheat 

846 

718 



OJ990430_11.9A14.C43 
+ 

1161 
GENSCAN 
1146 
.56 



Seq. No. 11221 Seq. ID 

Gene No. 23832 Strand 

Start 1 End 

Name OJ990430 11 . 9A14 . C4 3 . ol . tm Method 



OJ9904 30_11 . 9A14 .C4 3 
+ 

1161 

TBLASTX: Maize 



11737 



otar t 


0 n n 




hina 


y 0 4 


bi 


none 




Score 


0 0 /I 

zz 4 


Exons 




. / 0 1 / 


c; c: Q QQ /I 

0 0 y . . y 0 ft , 


7 Q QQ 

/ 0 D . . y 0 0 


Seq. No. 


11221 




Seq. ID 


OJ990430_11. 9A14 .043 


Gene No. 


23832 




Strand 


+ 




1 






X X D JL 


Name 


vjjyyu^ju 1 X . y/ix ft . bfi J . oz , 


t W 


Method 


i tsLiAb i A , wneat 




0 4 D 




bna 


1 1 /I Q 

X 1 4 0 




jione 




Score 


OZ D 


Exons 










beq. NO. 






beq. lu 


ujyyu4ou xx,y/\x4,b44 


Gene No. 


23833 




Strand 




Start 


206 




End 


381 


Naine 


ptTQQn/i'3n 11 Qni/i r'/i/i r\i 

ujyyu^oU 1 i . y/ii ^ . b^ 4i . 01 . 


tm 


Method 


1 iDXi/\b i A ; ixia X z e 


O 4- 


Z U D 




hjnQ 


Q 1 
00 X 


bi 


none 




Score 


1 

X DO 


Exons 


on^; '^'~iA o(\c^ '\'\A om 




z lo . .000, 


0 1/1 "^Qfl 
ZX4, .000, OOU. .OoU/ 




'^Tfi '^fln '^'^A '^Rl 








Seq. No. 


11223 




Seq. ID 


OJ990430_11.9A14.C45 


Gene No. 


23834 




Strand 




04-— -V--I- 


1 n n Q 

luuy 




bna 


1 0 nn 
X z UU 


Name 


/^Tnon/'^n 11 fi7\i/i o/ic 

ujyyu4ou 1 1 . yAi4 . b4 0 , 01 . 


gs 


Method 




Start 


lUUy 




End 


1 0 n n 
izUU 


GI 


none 




Score 


0 c 
. 0 D 


Exons 


lUUy..lL)/D/ llzJ,.lzUL) 








beq. NO. 


1 1 0 0 "3 




beq. ID 


ujyyu4ou xx.yAX4,b4o 


Gene No . 


0 Q t: 
ZOO oD 




Strand 




Start 


1123 




End 


1207 


Name 


OJ990430_11. 9A14 .C45.01. 


np 


Method 


AAT/NAP 


c -1- r3 v-•l- 
o t ar t 


1 1 0 "5 




End 


1207 


bl 


c T n "5 Q n ^; 
0 1 U 00 U b 




Score 


74 


Exons 


110*5 10m 








GI Descrip . 


^ZVPnmciQI \ TTCT nV\ 1 TTI / 0 *7 1 

(i^buu/oyij tib i gD 1 r 1 fi z / 1 


comes from this gene. [Arabidopsis 




thaliana] 








Seq. No. 


11224 




Seq. ID 


OJ990430_11.9A14.C47 


Gene No. 


23836 




Strand 




0 Tz art 


0 y 




End 


175 


Name 


P*TQQnj1'5n 11 Q7\1/l C A1 ^1 

ujyyuiou 1 1 . yAi4 . b4 / . oi . 


gs 


Method 


GENSCAN 


0 tar L 


jy 




End 


175 


bl 


none 




Score 


.95 


Exons 


oy . . 1 / D 








beq. NO. 


1 1 0 0 R 
1 izzo 




Seq. ID 


OJ990430_11.9A14.C50 


Gene No. 


23837 




Strand 


+ 


Start 


342 




End 


514 


Name 


OJ990430 ll.9A14.C50.ol. 


np 


Method 


AAT/NAP 


Start 


342 




End 


514 


GI 


6063554 




Score 


96 


Exons 


342. .514 









GI Descrip. {AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98 611 {E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 
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Seq. No. 11225 Seq. ID 

Gene No. 23838 Strand 

Start 1041 End 

Name OJ9904 30_11 . 9A14 . C50 . ol . gs Method 

Start 1041 End 

GI none Score 

Exons 1041.. 1178 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990430_11 . 9A14 . C50 
+ 

1178 
GENSCAN 
1178 
.76 



OJ990430 11.9A14.C51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11226 Seq. ID 

23839 Strand 
1 End 632 

OJ9904 30_11 . 9A14 . C51 . ol . np Method AAT/NAP 
1 End 632 

6815062 Score 252 

1..346, 432. .632 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAG 
F16P2 genomic sequence ;mudr A like protein (AC004561) [Oryza 
sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
604. .706 



11226 
23839 
1 

OJ9904 30_11.9A14.C51.ol.tm 
137 
none 

137. .346, 138. .296 

11226 
23839 
1 

OJ9904 30_11 . 9A14 . C51 . ol . gs 
138 
none 

138. .231, 432. .542 

11227 
23840 
1 

OJ990430_11.9A14,C52.ol.np 
1 

3273196 

1..168, 277. .347, 462. .547, 
{AB010915) responce regulatorl [Arabidopsis thaliana] gi 13323583 
{AF057282) two-component response regulator homolog [Arabidopsis 
thaliana] gi | 3953597 | dbj | BAA34726 | {AB008487) response regulator 
4 [Arabidopsis thaliana] gi | 5091539 | gb | AAD39568 . 1 1 AC0070 67_8 
(AC007067) T10O24.8 [Arabidopsis thaliana] 



OJ990430_11.9A14.C51 
632 

TBLASTX: Maize 

346 

102 



OJ990430_11.9A14.C51 
632 

GENSCAN 

542 

.92 



OJ990430 11.9A14.C52 



706 

AAT/NAP 

706 

105 



11227 .Seq. ID 

23840 Strand 

1 End 
OJ9904 30_11 . 9A14 . C52 . ol . gs Method 

87 End 

none Score 

87. .168, 277. .347, 462. .524 



OJ990430_11.9A14.C52 
706 

GENSCAN 

524 

.94 
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Seq. No. 11228 

Gene No. 23841 

Start 32 

Name - OJ990430_11 . 9A14 . C53 . ol . gs 

Start* 32 

GI none 

Exons 32.. 172 

Seq. No. 11229 

Gene No. 23842 

Start 533 

Name OJ990810_14 . 9A01 . CI . ol . gs 

Start , 533 

GI none 

Exons 533.. 619, 625.. 804 



Seq. ID OJ990430_11.9A14.C53 

Strand + 

End 172 

Method GENSCAN 

End 172 

Score .41 



Seq. ID OJ990810_14.9A01.C1 

Strand + 

End 804 

Method GENSCAN 

End 804 

Score .94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



o 

Seq. No. 
[ Si Gene No . 

Start 

Name 
U Start 

GI 

Exons 



11229 
23843 
397 

OJ990810_14. 9A01.Cl.ol.np 
397 

3377834 
397. ,847 

(AF075598) No definition line found [Arabidopsis thaliana] 



Seq. ID OJ990810_14. 9A01.C1 
Strand 

End 847 

Method AAT/NAP 

End 847 

Score 121 



Seq. ID OJ990810_14.9A01.C3 
Strand 

End 693 

Method AAT/NAP 

End 693 

Score 431 



11230 
23844 
1 

OJ990810_14 . 9A01.C3.ol.np 
1 

6498441 
1..458, 513. .693 

(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



11230 
23844 
1 

OJ9908 10_14 . 9A01 . C3 . ol . tm 
3 

none 



Seq. ID OJ990810_14. 9A01.C3 
Strand 

End 693' 

Method TBLASTX : Maize 

End 252 

Score 64 



3. .74, 53. .118, 57. .116, 116. .217, 121. .252 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11230 
23844 
1 

OJ990810_14 .9A01.C3.ol.tw 
3 

none 



Seq. ID OJ990810_14. 9A01.C3 
Strand 

End 693 

Method TBLASTX : Wheat 

End 381 

Score 73 

3. .74, 7. .75, 53. .118, 54. .119, 65. .130, 121. .321, 125. .322, 
312. .380, 313. .381 



Seq. No. 11230 

Gene No. 23844 

Start 1 

Name OJ990810_14 . 9A01 . C3 . ol . gs 



Seq. ID OJ990810_14. 9A01.C3 
Strand 

End 693 

Method GENSCAN 



11740 








o y u 






D J 












none 




Score 


7Q 










Exons 


















Seq. No. 


11231 




Seq. ID 


pJ990810_ 


14. 


9A01 


.04 




Gene No. 


23845 




Strand 


+ 












. 296 




End 


1791 










Name 


OJ990810 14 


. 9A01.C4 .ol.gs 
















296 




FnH 
EjI 


1791 












none 




Score 












tr* 

HiXons 


296. .370, 1732. .1791 














becj . iMO . 


11232 




O C . J. U 


\J ^ \J \J J. \J 


14 . 




CI 




Gene No. 


23846 




Strand 


+ ~ 










Start 


362 




End 


458 










Name 


OJ990810 14 


.9A01.C7.ol.np 


Method 


AAT/NAP 












362 




End 


458 












6721547 




Score 


71 










Exons 


362. .458 
















LjJ. uesCiip. 


/ n DPI n 1 m ^ 
\ AlrU U 1 U A s3 J 


oimj_±ar lo wxy/i-ci 


sativa gene for Pib. 


{AB013448) 




Seq. No. 


11233 




Seq. ID 


OJ990810_ 


14. 


9A01 


.C8 




Gene ■ No . 


23847 




Strand 


+ 










b tart 


492 




End 


3688 








" 


Name 


OJ990810 14 


.9A01.C8. ol.gs 


Method 


GENSCAN 










Start 


492 




End 


3688 








h ' ^ 
r \ i 


GI 


none 




Score 


.99 








: 1,1 


Exons 


/I o o 1 A on 
4 . , 14 ^ / / 


Olb/. .ODOO 












= 


beq. NO. 


11233 




Seq. ID 


OJ990810_ 


14. 


9A01 


.C8 




Gene No. 


23847 




Strand 


+ 








rli 


Start 


492 




End 


3688 










Name 


OJ990810 14 


. 9A01.C8.ol,np 


Method 


AAT/NAP 










btiar c 


501 




End 


3673 










P T 


3851530 




Score 


1829 










Exons 


501. .1427, 


3167 . .3673 














Kji uescrip. 




nodulin [Glycine 


max] 












Seq. No. 


11233 




Seq. ID 


OJ990810_ 


14. 


9A01 


.C8 




Gene No. 


23848 




Strand 


+ 










b L. a r L. 


8767 




End 


17762 










Name 


OJ990810 14 


.9A01.C8.o3.gs 


Method 


GENSCAN 












8767 




End 


10770 












none 




Score 


.94 










lijXons 


8767. .8855, 


9210.. 9477, 9561 


..9743, 10750. .10770 










beq . NO . 


11233 




Seq. ID 


OJ990810_ 


14. 


9A01 


.C8 




Gene No. 


23848 




Strand 


+ 










Start 


8767 




End 


17762 










Name 


OJ990810 14 


.9A01.C8.o2.np 


Method 


AAT/NAP 










b L.ar L 


9614 




End 


17762 










GI 


5042454 




Score 


414 










Exons 


9614. .9763, 


16525. .16850, 17169. .177 62 












GI Descrip. 


{AC007789) 


putative polyprotein [Oryza 


sativa] 










Seq. No. 


11233 




Seq. ID 


OJ990810_ 


14. 


9A01 


.C8 




Gene No. 


23848 




Strand 


+ 









11741 




start 


8767 






End 


17762 




Name 


OJ990810 14 . 9A01 . C8 . 


o5. 


gs 


Method 


GENSCAN 




Start 


14856 ~ 






End 


17506 




GI 


none 






Score 


.67 




Rvnn Q 


14856. .14967, 15738, 


.15853, 


15995. .16171, 1617 9. .16347, 






16386. . 17506 












Seq. ' No. 


11233 






Seq. ID 


OJ990810 14.9A01 


.C8 


Gene No. 


23849 






Strand 






Start 


4229 






End 


6627 




Name 


OJ990810 14.9A01.C8. 


o2. 


gs 


Method 


GENSCAN 




Start 


4229 






End 


6627 




GI 


none 






Score 


.85 




F,xon55 


4229.-4765, 4781. .6214, 


6259 


. .6627 






Qprr No 

ij C \-i • . 


11233 






Seq. ID 


OJ990810_14.9A01 


. C8 


Gene No. 


23850 






Strand 






Start 


11361 






End 


13108 




Name 


OJ990810 14.9A01.C8. 


ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


503 






End 


3658 




GI 


none 






Score 


1102 




F. V n n *=i 


503. .754, 504. .1442, 


815. .1159, 1266.. 


1364, 1334. .1429, 






3167. .3517, 3418. .3516, 


3581 


..3658, 3625.. 3657 




Seq. No. 


11233 






Seq. ID 


OJ990810_14 .9A01 


.C8 


Gene No. 


23850 






Strand 






Start 


11361 






End 


13108 




Name 


OJ990810 14.9A01.C8. 


ol. 


tc 


Method 


TBLASTX: Cress 




St a rt 


504 






End 


929 




GI 


none 






Score 


568 




Fxon s 


504. .929, 506. .757, 


815 


. .925 








Seq. No. 


11233 






Seq. ID 


OJ990810_14.9A01 


.C8 


Gene No. 


23850 






Strand 






Start 


11361 






End 


13108 




Name 


OJ990810 14.9A01.C8. 


o2. 


tc 


Method 


TBLASTX: Cress 




Start 


3422 






End 


3685 




GI 


none 






Score 


110 




Exons 


3422. .3517, 3451. .3507, 


3581 


..3685, 3625. .3672 




Sea No. 


11233 






Seq. ID 


OJ990810_14.9A01 


. C8 


Gene No. 


23850 






Strand 






Start 


11361 






End 


13108 




Name 


OJ990810 14.9A01.C8. 


o4. 


gs 


Method 


GENSCAN 




Start 


11361 






End 


13108 




GI 


none 






Score 


.93 




R V n n s 


11361. .11381, 12362. 


.12 


483, 


12603. .12727, 12786. .12868, 






13031. . 13108 














11233 






Seq. ID 


OJ990810_14.9A01 


. C8 


Gene No. 


23851 






Strand 






Start 


17270 






End 


17692 




Name 


OJ990810 14.9A01.C8. 


ol. 


tm 


Method 


TBLASTX: Maize 




Start 


17270 






End 


17530 




GI 


none 






Score 


192 




Exons 


17270. .17530 













11742 






Seq. . No. 


11233 




Seq-. ID 


OJ990810_14.9A01. 


,C8 




Gene No. 


23851 




Strand 








Start 


17270 




End 


17692 






Naine 


OJ990810 14 . 9A01 .C8 


. ol . tw 


Mf=^1" hod 


TBLASTX • Wheat 






Start 


17294 ~ 




End 


17692 






GI 


none 




Score 


235 






Rxon s 


17294.. 176 92, 17308 


17601 










spa No 


11234 




Spa ID 


OJ990810 14 9A01 


C9 




Gene No. 


23852 




Strand 








Start 


1 




End 


7116 






Name 


OJ990810 14 . 9A01 .C9 


. ol . np 


Method 


AAT/NAP 






Start 


1 ~ 




End 


7113 






GI 


5902445 




Score 


1885 






Exons 


1 . . 1138, 1191 . . 1891 


, 2242.. 


2355, 3210. 


.3261, 6743. .7113 






GI Descrip. 


{AB030283) GAG- POL ■ 


precursor [Oryza sativa] 






Seq. No. 


11234 




Seq. ID 


OJ990810_14.9A01. 


C9 




Gene No. 


23852 




Strand 


+ 






Start 


1 




End 


7116 






Name 


OJ990810 14 9A01 C9 


. ol . gs 


Method 


GENSCAN 






Start 


34 ~ 




End 


1924 






GI 


none 




Score 


.8 






F.xnn <=5 

J_l Awl 1 kD 


34 484. 611 1165. 


1182. .1924 








Seq. No. 


11234 




Seq. ID 


OJ990810 14.9A01. 


C9 




Gene No. 


23852 




Strand 


+ 






Start 


1 




End 


7116 






Name 


OJ990810 14.9A01.C9 


. o3 . gs 


Method 


GENSCAN 






Start 


5476 




End 


7116 






GI 


none 




Score 


.89 






Rxon ^ 

hLJ ^\ X X o 


5476. .5583, 6709. .7116 










Sea No 


11234 




Seq. ID 


OJ990810__14 . 9A01. 


C9 






23853 




Strand 


+ 




\j 


Start 


19409 




End 


25709 






Name 


OJ990810 14.9A01.C9 


. o6 . gs 


Method 


GENSCAN 






Start 


19409 




End 


25709 






GI 


none 




Score 


.47 




r»i 


Exons 


19409. . 19478, 19747 


. .20014, 


20279. .20328, 20372 .. 20649, 




Us! 




20819. .24094, 24159 


. .24230, 


24366. .24579, 25215 25379, 








25579. .25709 












Seq. No. 


11234 




Seq. ID 


OJ990810_14 . 9A01. 


C9 




Gene No . 


23853 




Strand 


+ 






Start 


19409 




End 


25709 






Name 


OJ990810 14.9A01.C9 


. o3 . np 


Method 


AAT/NAP 






Start 


19790 




End 


24848 






GI 


4895171 




Score 


2636 






P. V n n 


19790. . 19871, 20934 


. .24848 










GI Descrip. 


(AC007662) putative 


retroelement pol polyprotein [Arabidops 






thaliana] 












Seq. No. 


11234 




Seq. ID 


OJ990810_14 : 9A01. 


C9 




Gene No. 


23853 




Strand 


+ 






Start 


19409 




End 


25709 






Name 


OJ990810 14.9A01.C9 


.ol.gp 


Method 


AAT/GAP 





11743 



start 22149 End 22585 

GI 2428449 Score 826 

Exons 22149. .22585 

GI Descrip. 4388818/gb | AAD19773 | 3.0e-40 (AC006528) putative pol polyprotein 
with a Zn-finger CCHC type domain (prosite : QDOC50158 ) and a DDE 
integrase signature motif [Arabidopsis thaliana] 



Seq. No. 


11234 




Seq. ID 


OJ990810 


14 . 9A01.C9 


Gene No . 


23853 




Strand 


+ 




Start 


19409 




End 


25709 




Name 


OJ990810 14 . 9A01.C9.o2. 


QP 


Method 


AAT/GAP 




Start 


23633 




End 


23875 




GI 


1621494 




Score 


438 




Exons 


23633 . .23875 










GI Descrip. 


1621495/dbj | BAA12903 | 4 


.Oe-35 


(D85877) 


reverse 


transcriptase 




[Oryza sativa] 










Seq. No. 


11234 




Seq. ID 


OJ990810 


_14.9A01.C9 


Gene No. 


23854 




Strand 


+ 




Start 


35465 




End 


35928 




Name 


OJ990810 14.9A01.C9.o3. 


gp 


Method 


AAT/GAP 




Start 


35465 




End 


35928 




GI 


LIB34 33-039-P1-K1-C11 




Score 


902 




Exons 


35465 . . 35928 










GI Descrip . 


' 417 6420/dbj | BAA37167 | 


2.0e-ll (AB008097) cytochrome P450 




[Arabidopsis thaliana] ' 










Seq. No. 


11234 




Seq. ID 


OJ990810 


_14 . 9A01.C9 


Gene No . 


23855 




Strand 






Start 


2806 




End 


4048 




Name 


OJ990810 14, 9A01.C9.o2. 


gs 


Method 


GENSCAN 




Start 


2806 




End 


4048 




GI 


none 




Score 


.52 




Exons 


2806.. 2873, 3104.. 3159, 


3500. . 


3592, 3639.. 3760, 


3914. .4048 


Seq. No. 


11234 




Seq. ID 


OJ990810 


_14.9A01.C9 


Gene No . 


23856 




Strand 






Start 


6590 




End 


13793 




Name 


OJ990810 14. 9A01.C9.o2. 


np 


Method 


AAT/NAP 




Start 


6590 




End 


10797 




GI 


6907089 




Score 


305 




Exons 


6590.. 6614, 10028.. 10797 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


11234 




Seq. ID 


OJ990810 


_14.9A01.C9 


Gene No. 


23856 




Strand 






Start 


6590 




End 


13793 




Name 


OJ990810 14.9A01.C9.o4. 


gs 


Method 


GENSCAN 




Start 


7925 




End 


13793 




GI 


none 




Score 


.62 




Exons 


7925.. 8232, 8374.. 9356, 


9438. . 


9496, 9568.. 9762, 


9832. .9948, 




10184. .10479, 10659. .10825, 11 


.455. . 11558, 11616 


. .11743, 




13781. .13793 










Seq. No. 


11234 




Seq. ID 


OJ990810_ 


_14.9A01.C9 


Gene No. 


23857 




Strand 






Start 


14947 




End 


17457 





11744 








UijyyUOXU X fi . y/\u X . U 


. o5 . gs 


Method 










X fl y *± / 




tina 


1 7 ^ c; "7 






CI 


none 




Score 


. 0 y 






Exons 














o e q , IN o . 


X X4i Jfi 




Seq. ID 


OJ990810_14 . 9A01 


PQ 




Gene No, 


23858 • 




Strand 








Start 


26253 




End 


29472 






Name 


yjoyyyjo iv xfi . ^rtu ± , 


. o4 . np 


Method 


AAT/NAP 






otarr. 


o AO 




End- 


27932 








op CI R'sn 




Score 


942 






Exons 


9f^149 9^914 9^^9Q'^ 


. . z 0 / z y , 


27213. .27932 






uesciTip . 


^HruDOfjjD; noauxxn 


L vaX ycxne 


max] 








C Q rr M 

O e q • LN U . 


1 1 9^4 

X X Z J 4 




Seq. ID 


OJ990810_14.9A01 


PQ 




Gene No. 


23858 




Strand 








Start 


26253 




End 


29472 






Name 


n.TQQOftin 14 Qaoi pq 

_7^VJOXU X*i. X . v_ :? 




Method 


AAT/NAP 








9 (^1 4 9 ■ ~ 

Z D X 4 Z 




End 


29142 








0 O J X J O U 




Score 


941 






Exons 


9f;i 49 9f^914 9^^9Q'^ 




27213. .27923, 29092.. 29142 






\jL uescnp. 


^i-ir u DO fi o J / noauxxn 


[_ (jxycxne 


max] 








oeq . i\0 . 


1 1 9 "^4 
X XZ jfl 




Seq, ID 


OJ990810_14.9A01 


PQ 




Gene No. 


23858 




Strand 






~ ?i 


Start 


26253 




End 


29472 






Name 




.06. np 


Method 


AAT/NAP 




'bl 


o rart 


O 1 /I o 




End 


29151 




. ^\ 


C T 


0 XO jU 




Score 


942 






HiXons 


9^1 49 9(^914 9^^9Q'^ 


9 ^^7 9 Q 


27213. .27923, 29092.. 29151 




sW 


ox uescnp . 


^H,ruDOfijoj noauxxn 


L oX ycxne 


max] 






HI 


Seq. No. 


11234 




Seq. ID 


OJ990810_14.9A01 


.09 




Gene No. 


23858 




Strand 






' Pf 


O Car C 


9f^9 

Z OZ D J 




End 


29472 






Name 


piTOonpin 14 Qani no 


. 0 / . gs 


Method 


GENSCAN 




-1 




9 f^9 ^ ~ 
z oz o o 




End 


29472 




Se 




none 




Score 


.74 




*! 


HiXOI lo 


9^9^"^ 9fi79Q 9791*^ 
ZuZCJO. .ZD/Z^/ Z/ZXO 


97 RP7 


29170.. 29472 




= f 
J 




1 1 9 '^4 
X X Z J 4 




Seq. ID 


OJ990810_14.9A01 


PQ 




Gene No. 


23858 




Strand 








Start 


26253 




End 


29472 






Name 




. o7 . np 


Method 


AAT/NAP 






o t- ar t. 


Z / U O J 




End 


29466 






oX 


J O D X O O U 




Score 


890 






Exons 


OlCi'^Q 97nRR 9717'^ 


97 Q9 
. . Z / i?Z 0 , 


29239. .29466 






OX U^ov^XX^. 


^ rt.r u o J 4 J J ^ liuaLixxii 


L ox ycxne 


max] 








'^(=»rr No 

O C • IN W • 


11234 

X X ^ -J 1 




Seq. ID 


OJ.990810_14.9A01 


PQ 




Gene No. 


23859 




Strand 








Start 


36996 




End 


38999 






Name 


OJ990810 14.9A01.C9 


. 06 . tm 


Method 


TBLASTX: Maize 






Start 


4 




End 


398 






GI 


none 




Score 


222 






Exons 


4. .258, 6. .203, 252 


..332, 253. .333, 369. .398, 370. .396 





11745 



Seq. No. 11234 

Gene No. 23859 

Start 36996 

Name OJ990810_14 . 9A01 . C9 . o6 . tw 

Start 69 

GI none 

Exons 69. .311, 73. .327, 328.-483, 336. .479 



Seq, ID OJ990810_14.9A01.C9 
Strand 

End 38999 

Method TBLASTX : Wheat 

End 4 83 

Score 214 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11234 
23859 
36996 

OJ990810_14 .9A01.C9.o8. tw 

520 

none 



Seq. ID OJ990810_14.9A01.C9 
Strand 

End 38999 

Method TBLASTX : Wheat 

End 927 

Score 112 



520. .630, 528. .632, 664. .717, 699. .734, 700. .927 



11234 
23859 
36996 

OJ990810_14 . 9A01,C9.o3.tm 

1304 
none 

1304.. 1609, 1321.. 1608 



Seq. ID OJ990810_14 .9A01.C9 
Strand 

End 38999 

Method TBLASTX : Mai ze 

End 1609 

Score 347 



Seq. No. 11234 

Gene No. 23859 
Start ' 36996 

Name OJ990810_14 . 9A01 .C9. o3 . tw 

Start 1435 

GI none 

Exons 1435.. 1800, 1436.. 1816 



Seq. ID OJ990810_14 . 9A01.C9 
Strand 

End 38999 

Method TBLASTX : Wheat 

End 1816 

Score 363 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11234 
23859 
36996 

OJ990810_14 . 9A01 .C9.04 .tm 

1760 

none 



Seq. ID OJ990810_14 .9A01.C9 
Strand 

End 38999 

Method TBLASTX: Maize 

End 22783 

Score 71 ^. - 



1760.. 1870, 22298. .22783, 22492.. 22782 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11234 
23859 
36996 

OJ990810_14.9A01.C9.o5.tw 

21182 

none 



Seq. ID OJ990810_14.9A01.C9 
Strand 

End 38999 

Method TBLASTX : Wheat 

End 21607 

Score 178 



21182. .21334, 21202 .. 21327 , 21314 .. 21424 , 2 1337 .. 21423, 
21416. .21478, 21427 .. 21468 , 21545 .. 21607, 21562. .21597 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11234 
23859 
36996 

OJ990810_14 . 9A01.C9.o4 .tw 

22312 

none 



Seq. ID OJ990810_14 .9A01.C9 
Strand 

End 38999 

Method TBLASTX : Wheat 

End 22921 

Score 327 



22312. .22719, 22313 .. 22762 , 22762 .. 22842, 22859.. 22921 



11746 




Seq. No. 


11234 






Seq, ID 


OJ990810_14.9A01 


.C9 


Gene No. 


23859 






Strand 






Start 


36996 






End 


38999 




Name 


OJ990810 14.9A01.C9. 


o4 . t s 


Method 


TBLASTX : Soybean 




Start 


22532 






End 


22984 




GI 


none 






Score 


267 




Exons 


22532. 


.22861, 22541. 


. 22786, 


22561. .227 91, 2284 7. .22984 




Seq. No. 


11234 






Seq. ID 


OJ990810_14.9A01 


.C9 


Gene No. 


23859 






Strand 






Start 


36996 






End 


38999 




Name 


OJ990810 14.9A01.C9. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


22550 






End 


23017 




GI 


none 






Score 


191 




Exons 


22550. 


.22843, 22858. 


. 22974, 


22859. .23017 




Seq. No, 


11234 






Seq. ID 


OJ990810_14.9A01 


.C9 


Gene No. 


23859 






Strand 






Start 


36996 






End 


38999 




Name 


OJ990810 14.9A01.C9. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


23196 






End 


23634 




GI 


none 






Score 


617 




Exons 


23196, 


.23624, 23197. 


.23634, 


23198. .23632, 23220.. 23633 




Seq. No. 


11234 






Seq. ID 


OJ990810_14. 9A01 


.C9 


Gene No. 


23859 






Strand 






Start 


36996 






End 


38999 




Name 


OJ990810 14.9A01.C9. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


23464 






End 


23902 




GI 


none 






Score 


344 




p. von s 


23464 . 


.23769, 23474. 


. 23902 








Seq. No. 


11234 






Seq. ID 


OJ990810_14. 9A01 


.C9 


Gene No. 


23859 






Strand 






Start 


36996 






End 


38999 




Name 


OJ990810 14.9A01.C9. 


o5 . tc 


Method 


TBLASTX: Cress 




Start 


23474 






End 


23680 




GI 


none 






Score 


202 




Exons 


23474. 


.23680, 23474. 


.23680 








Seq. No. 


11234 






Seq. ID 


OJ990810_14. 9A01 


.C9 


Gene No. 


23859 






Strand 






Start 


36996 






End 


38999 




Name 


OJ990810 14.9A01.C9. 


o2 . ts 


Method 


TBLASTX: Soybean 




Start 


23498 






End 


23887 




GI 


none 






Score 


380 




Exons 


23498. 


.23887, 23518. 


. 23793, 


23592. .23849 




Seq. No. 


11234 






Seq. ID 


OJ990810_14. 9A01 


.C9 


Gene No. 


23859 






Strand 






Start 


36996 






End 


38999 




Name 


OJ990810 14.9A01.C9. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


23636 






End 


24266 




GI 


none 






Score 


155 




Exons 


23636. 


.23785, 23822. 


.24130, 


23878. .24012, 24150. .24266 




Seq. No. 


11234 






Seq. ID 


OJ990810_14 . 9A01 


.C9 



11747 




Gene No . 


23859 






Strand 




Start 


36996 






End 


38999 


Name 


\JU Z? U 0 




O^ . LIU 


Method 


TBLASTX: Maize 


O La J- L 








End 


24361 




none 






Score 


128 








9 4 n^^7 


24040. .24132, 24 041. .24133, 




^ 4 X ^ U • 


94^^*^ 9414*^ 


94 


24179.. 24358 




X X ^ J 1 






Seq. ID 


OJ990810_14. 9A01 


Gene No. 


23859 






Strand 




Start 


36996 






End 


38999 


Name 


OJ9908 


10_14.9A01.C9, 


o3 . tc 


Method 


TBLASTX: Cress 


Start 


24249 






End 


24839 


GI 


none 






Score 


57 


Exons 


24249. 


.24368, 24363. 


.24467, 


24468. .24614, 24630. .24839 



Seq. No. 11234 

Gene No. 23859 

Start 36996 

Name OJ990810_14 . 9A01 . C9 . o7 . 

Start 24392 

GI none 

Exons 24392. .24571, 24393.. 24 

Seq. No. ' ' 11234 

Gene No. 23859 

;;!; start 36996 

Name OJ990810_14 . 9A01 . C9 . ol . 

Q start 24417 

h! GI none 

Exons 24417. .24839, 24419.. 24 



Seq. ID OJ990810_14. 9A01.C9 
Strand 

End 38999 

tw Method TBLASTX: Wheat 

End 24815 

Score 168 
596, 24614. .24793, 24615. .24815 

Seq. ID OJ990810_14. 9A01.C9 
Strand 

End 38999 

tm Method TBLASTX : Maize 

End 24843 

Score 559 
841, 24598. .24843, 24740. .24841 



Seq. No. 


11234 








Seq. ID 


OJ990810_14.9A01 


.09 


Gene No. 


23859 








Strand 






Start 


36996 








End 


38999 




Name 


OJ9908 


10__14. 


9A01.C9 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


24441 








End 


24839 




GI 


none 








Score 


308 




Exons 


24441. 


.24716 


, 24443 


.24724, 


24729. .248 


39, 24740.. 24838 




Seq. No. 


11234 








Seq. ID 


OJ990810_14.9A01 


.09 


Gene No. 


23859 








Strand 






Start 


36996 








End 


38999 




Name 


OJ9908 


10_14. 


9A01.C9 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


26388 








End 


38990 




GI 


none 








Score 


109 




Exons 


26388. 


.26750 


, 26581, 


.26736, 


27177. .27308, 27423 27 680, 






27466. 


.27687 


, 27681. 


.27920, 


27682. .27894, 29237 .. 29344 , 






29258. 


.29458 


, 29260. 


.29481, 


36960. .37085, 37002 .. 37502 , 






37006. 


.37107 


, 37156. 


.37221, 


37300. .37503, 37 878 .. 38591 , 






37879. 


.38589 


, 38781. 


.38990, 


38785. .38985 





Seq. No. 11234 Seq. ID 

Gene No. 23859 Strand 

Start 36996 End 

Name OJ990810_14 . 9A01 . C9 . o4 . tc Method 

Start 26388 End 



OJ990810_14.9A01.C9 
38999 

TBLASTX: Cress 
37247 



11748 




O X 


none 


Score 


103 






^7017 ^71 1 S 


37018. .37104, 37155 .. 37247 , 






?71 SQ ^7P1 fi 

f J. ^ ^ m m ^ f £t J. \J 








O C ^ > LN (J ■ 


1 1 9^4 

X X ^ ^ *3 


Seq. ID 


OJ990810_14 . 9A01 


P9 




^ J O J 


Strand ' 






Start 


36996 


End 


38999 




Name 


OJ990810_14 . 9A01.C9.o2.tc 


Method 


TBLASTX: Cress 




o u ct J- u 




End 


38990 






n on o 


Score 


126 






9779^ 97ftft4 9119A 9788R 


29260. .29481, 29261 .. 2 94 58 , 






OQ^ii ?Q4fi^ Ift'^R? ^RSQI 


38383. .38589, 38781 .. 38990, 






38788 38985 38835 38990 








Seq. No. 


11234 


Seq. ID 


OJ990810_14 .9A01, 


.09 


Gene No. 


23859 


Strand 






;5 rt 


36996 


End 


38999 




Name 


OJ990810 14 9A01 C9 olO as 


Method 


GENSCAN 




O L. CL i. L. 


36996 ~ 

^ \J Zf \J 


End 


38999 






none 


Score 


.99 




TT V Ti c: 


3^996 37502 37881 38579 


38706. .38999 




Corr Wo 


X X ^ ^ '3 


Seq, ID 


OJ990810_14 .9A01, 


P9 


Gene No. 


23859 


Strand 






Start 


36996 


End 


38999 




Name 


OTQQHfllO 14 QAOl PQ o8 no 


Method 


AAT/NAP 




C;-|- =1 -r-h 


37009 " 


End 


38993 








Score 


1535 






37009 37S09 37fiRl 3ftS91 


38778. .38993 






/ Z\ PO 4 3 ^ noHnl-in rd\70ino 


max] 






o e; ■ IN O . 


1 1 935 

X X ^ O J 


Seq. ID 


OJ990810_14.9A01. 


PI fi 


Gene No. 


23860 


Strand 






Start 


1 


End 


1856 




Name 


O,T990810 1 4 9A01 Plfi n1 nn 


Method 


AAT/NAP 




q-f- o ■r■}- 
o L. dx L. 


1 ~ 

X 


End 


1856 




GI 


4206306 
^ ^ \j \j ~j \j \j 


Score 


1476 




R V o n G 


1 . . 1856 








WX Lj'C^OOJ 


fAF0491 1 01 nrnnl \7,f^p\ mav^l 








Seq. No. 


11235 


Seq. ID 


OJ990810_14.9A01, 


.C16 


Gene No. 


23860 


Strand 






Start 


. 1 


End 


1856 




Name 


O,T99081 0 1 4 9A01 PI ft o3 -hw 


Method 


TBLASTX: Wheat 




O L. dX u 


2 ~ 


End 


389 




O X 


none 


Score 


107 






9 388 49 948 97fi 389 








Seq; No. 


11235 


Seq. ID 


OJ9.90810_14.9A01. 


.C16 


Gene No. 


23860 


Strand 






Start 


1 


End 


1856 




Name 


OJ990810 14.9A01.C16.o2.ts 


Method 


TBLASTX: Soybean 




Start 


27 


End 


388 




GI 


none 


Score 


86 




Exons 


27. .251, 32. .388 








Seq. No. 


11235 


Seq. ID 


OJ990810_14.9A01, 


,C16 



11749 






Gene No. 


23860 




Strand 






otar L 


1 




bna 


1 Q c; 
1 o C) b 




Name 


ujyyuoiu 14 . yAUl . uib . oi 


.gs 


Method 


17 M C A Kl 




Start 






bna 


1 Q n T 




GI 


none 




Score 


A T 

. 4 o 




Exons 


OO Om OOT CCI £^11 


Ida 
. / Db, 


y yo . . Looz , 


UoU. .144 / , 14ol. .1 




Seq. No. 


11235 




Seq. ID. 


OJ990810_14 . 9A01 .C16 




Gene No. 


23860 




Strand 






Start 


I 




iijna 


1 0 3 b 




Name 


ujyyuolu 1 4 . yAu X . LI D . 04 




Method 


i dIjAo i A : wneat 




Start 






bna 


Q "5 O 




GI 


none 




Score 


1 U J 




Exons 


ylC/t CTQ Cac. Q'iO 
4o4..D/y, DDD..OOZ 










Seq. No. 


11235 




Seq. ID 


OJ990810_14.9A01.C16 




Gene No. 


23860 




Strand 






otar u 


1 




End 


1856 




Name 


ujyyuolu 1 4 . y/iU i . LI D . oi 




Method 


TBLASTX: Soybean 




Start 


D jy 




End 


1040 




GI 


none 




Score 


47 




Exons 


CSQ TTI QCO Q/T 


. 1 U 4 U 


, 847. .990 




Seq. No. 


11235 




Seq. ID 


OJ990810_14.9A01.C16 


ST 


Gene No. 


23860 




Strand 




:i 


Start 


1 




End 


1856 




Name 


ojyyObio 14 . yAUi . cid . oz 


tm 


Method 


TBLASTX -.Maize 


Li 


Start 


840 




End 


1142 


'J 


GI 


none 




Score 


156 


il 


Exons 


o4U..114z, 0D0..1UOZ 








sJ 


Seq. No. 


11235 




Seq. ID 


OJ990810_14.9A01.C16 


!i 
sf 


Gene No. 


23860 




Strand 






Start 


1 




End 


1856 




Name 


OJ990810 14.9A01.C16.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


882 




End 


1289 




GI 


none 




Score 


103 




Exons 


882. .1289, 883. .1098, 1132. .1275 




si 
c; 


Seq. No. 


11235 




Seq. ID 


OJ990810_14.9A01.C16 


Si 


Gene No. 


23860 




Strand 




cf 


btart 


1 




End 


1856 




Name 


OJ990810 14.9A01.C16.ol 


tm 


Method 


TBLASTX: Maize 




Start 


1170 




End 


1526 




GI 


none 




Score 


115 




Exons 


1170. .1286, 1258. .1452, 


1286. 


.1525, 1292. .1483, 1302. .1526 




Seq. No. 


11235 




Seq. ID 


OJ990810_14 . 9A01 . CI 6 




Gene No. 


23860 




Strand 






Start 


1 




End 


1856 




Name 


OJ990810 14 . 9A01.C16.o2 


tw 


Method 


TBLASTX: Wheat 




Start 


1295 




End 


1654 




GI 


none 




Score 


124 




Exons 


1295. .1654, 1296. .1436, 


1301. 


.1483 






Seq. No. 


11236 




Seq. ID 


OJ990810_14.9A01.C18 




Gene No. 


23861 




Strand 





11750 




start 


52 




End 


315 








. y s> 


Mfat- hoH 


V,^ J_) IN ihJ V-f x^lN 




Qf a rt 


52 ~ 




End 


315 




GI 


none 




Score 


. 41 






S9 190 281 315 










O C > LN ^ • 


11236 




Seq. ID 


OJ990810 14 9A01 


C18 




23862 




Strand 






Start 


474 




End 


1276 




Name 


OJ990810 14.9A01.C18.ol 


. np 


Method 


AAT/NAP 




Start 


474 




End 


1276 




GI 


6063554 




Score 


101 




P von Q 


474 . . 645, 1233. . 1276 










C^T Dp* PT* "i T) 

ox L/C O ^ i- -1-^ • 


(AP000615) ESTs AU075609 (C63344 ) , C718 


50 (E04 64) , C98 611 {E04 64) 




porresDonci to a rpaion 


of the 


predicted gene.; hypothetical 




DTotpin rOTV7^^ ^ritival 










Seq. No. 


11237 




Seq. ID 


^ ^ \j u J. \J XM. X . 


C20 


Gene No. 


23863 




9+- ■r;^ nH 


-|- 




Start 


4 6 




End 


163 




Name 


OJ990810 14.9A01.C20.ol 


.gs 


Method 


GENSCAN 




Start 


46 




PnH 


1 fi^ 

X U J 




GI ■ 


none 




O O^X C 








4 6 . . 163 










'^p^n -Mo 


11238 






n.TQQDRin 14 QADI 


P9 1 


Gene No. 


23864 




Of- r-^^ nH 


-j- 




Start 


1 




End 


292' 




Name 


OJ990810 14.9A01.C21.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 








4680179 






J _7 17 






1 . .289 










GiT •=! P T* 1 D 

^ O ^ ^ * 


fAF111709) oolviDrotein 


[ Or y za 


O Ct L> X V ct 


OLIJ^O^. XIUJX^CIJ 




Seq. No. 


11238 




O C . XL/ 


O.TQQnft 1 n 1 4 QADI 


C7 1 


Gene No. 


23864 




Strand 


+ 




Start 


1 




End 


292 




Name 


OJ990810 14 . 9A01.C21.ol 


.gs 


Method 


GENSCAN 




Start 


74 




End 


292- 




GI 


none 




Score 


.94 




p. von *5 


74. .292 










Seq. No. 


11238 




Seq. ID 


OJ990810_14.9A01. 


C21 


Gene No. 


23865 




Strand 






Start 


557 




End 


661 




Name 


OJ990810 14 .9A01.C21.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2 




End 


193 




GI 


none 




Score 


177 




P. yon s 


2. .193, 4. .144 










Seq. No. 


11238 




Seq. ID 


OJ990810_14.9A01. 


C21 


Gene No. 


23865 




Strand 






Start 


557 




End 


661 




Name 


OJ990810 14 . 9A01.C21.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


2 




End 


244 




GI 


none 




Score 


197 




Exons 


2. .244, 7. .192, 62. .193 











11751 



Seq. No. 


11238 






Z O 0 o o 






c; c: T 




Name 


ATQQHQi n 1/1 Qani pot 
ujyyuolu 1 4 , y/\u J. . 1 • oz 


.gs 




c; c: "7 






none 




Exons 


00 / . . DDI 




Seq. No. 


11239 




oene ino . 


OTP f: (T 
^ O O D D 




o tar u 


9 Q 
Z D y 




Name 


ujyyuolu iz . yHifi . L-i . oi . 


gs 


brart 


z D y 




P T 


none 




Exons 


9;;Q "TOO AHO ^Al A 


Q p n 


Seq. No. 


11240 






^ O O D f 




C -4- v4- 


o / 




Name 


nTQQHQin 19 Qnl/l P9 /^1 


gs 










none 




Exons 


"^T 10Q "31/1 TOO 


D Q 9 

. ooZ 


Seq. No. 


11241 




Gene No. 


23868 




Start 


1 




Name 


OJ990810 12.9A14.C3.ol. 


np 


Start 


1 




GI 


1091678 




Exons 


1..146, 201. .622, 1119. 


.1194 



Seq. ID OJ990810_14.9A01.C21 
Strand 

End 661 

Method GENSCAN 

End 661 

Score .98 



Seq. ID OJ990810_12.9A14.C1 
Strand 

End 1313 

Method GENSCAN 

End 1313 

Score .88 



Seq. ID OJ990810_12. 9A14 .C2 

Strand + 

End 832 

Method GENSCAN 

End 832 

Score .85 



Seq. ID OJ990810_12.9A14.C3 

Strand + 

End 1194 

Method AAT/NAP 

End 1194 

Score 282 



GI Descrip. activator-like transposable element [Pennisetum glaucum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Star.t 

GI 

Exons 



11241 
23869 
2446 

OJ990810_12. 9A14 .C3.o3.np 
2446 
6907089 
2446. .3666, 3692. .3768 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ990810_12.9A14.C3 

Strand + 

End 37 68 

Method AAT/NAP 

End 3768 

Score 1974 



11241 
23870 
979 

OJ990810_12 . 9A14 . C3 . ol . tm 

346 

none 

346. .555, 347. .553 



Seq. ID OJ990810_12. 9A14 .C3 
Strand 

End 2086 

Method TBLASTX : Mai ze 

End 555 

Score .. 271 



Seq. No. 11241 

Gene No. 23870 

Start 979 

Name OJ990810_12 . 9A14 . C3 . ol . ts 

Start 346 

GI none 



Seq. ID OJ990810_12. 9A14 .C3 
Strand 

End 2086 

Method TBLASTX : Soybean 

End 559 

Score 192 



11752 



EjXons 


04D. .J4U^ 0 


O ^ LJ^ • LN u • 


± J. ^ X 


Gene No. 


23870 


Start 


979 


NBitie 


OJ990810 12 


O L di. L 


Q7 Q ~ 


\j ± 


»J U *i t< J 


i-j A(Jil o 


Q7Q 1119 






Seq. No. 


11242 


Gene No. 


23871 


Start 


263 


Name 


n.TQQDfi 1 n 19 




9f^^ ~ 
^ \j .J 






V von ^ 


263 604 6 


Seq. No. 


11242 


Gene No. 


23872 




24 70 


NaiTie 


n.TQQDR in 19 


Q-h a 1-4- 
0 Lair U 


9 4 fi7 ~ 




none 


Exons 


Z4D/..ZDXU^ 


beq . NO • 


X X Z fi z 




9-3079 
z 0 0 / z 


Start 


2470 


Name 


OJ990810 12 


Start 


2470 


GI 


6498441 


Exons 


2470. .2751, 




6067. . 6530, 


GI Descrip. 


(AP000815) ,] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990810_12.9A14.C3 

2086 
AAT/NAP 
2086 
61 



(AC007789) putative polyprotein [Oryza sativa] 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1344, 1425. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
1844 

Seq. ID 

Strand 

End 

Method 

End 

Score 



2845. .4242, 4414, 
6861. .7925 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5137, 



OJ990810_12.9A14.C4 
+ 

1844 
GENSCAN 
1844 
. 92 



OJ990810_12.9A14.C4 
7925 

TBLASTX: Maize 

2610 

126 



OJ990810 12.9A14.C4 



7925 
AAT/NAP 
7925 
7122 

5312.. 5446, 5630.. 6003, 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



11242 
23872 
2470 

OJ990810_12. 9A14 .C4.o7.tw 

2479 

none 



Seq. ID OJ990810_12.9A14 .04 
Strand 
End 

Method 
End 
Score 



7925 

TBLASTX: Wheat 

3057 

77 



2479. .2604, 2483. .2605, 2665. .3033, 2792. .3055, 2797. .3057 



11242 Seq. ID 

23872 Strand ^. 

2470 ' End 

OJ9908 10_12 . 9A14 . 04 . o4 . tw Method 

3062 End 

none Score 

3062. .3463, 3082. .3462 



OJ990810_12.9A14.C4 
7925 

TBLASTX: Wheat 

3463 

222 



Seq. No. 
Gene No. 



11242 
23872 



Seq. ID 
Strand 



OJ990810 12.9A14.C4 



11753 




start 


z4 /U 








End 


"7 QO C 




Name 


OJ 990olU_lz . 


Q7\ 1 A 


r"* A « 0 

. C4 . o2 . 


tm 


Method 


TBLAb 1 A ; Mai ze 




Start 


J2 DO 








End 


0 A A 
O6OO 




GI 


none 








Score 


83 




Exons 




oZ 1 / 




0 0 Q A 

yu . 


"3 c; T 1 






Seq. No, . 


11242 








Seq. ID 


OJ990810_12. 9A14 


.04 


Gene No. 


23872 








-Strand 






Start 


24 70 








End 


"7 A 0 C 

/ yz5 




Name 


OJyyUoiu iz. 




. C4 . Oo . 


tw 


Method 


i BLAo ix : wneat 




Start 


0 T 0 T 








End 


^ T A C 

4 iU5 




GI 


none 








Score 


DO 




Exons 




0 QO Q 

oyz y 


>1 1 A c 










Seq. No. 


llz4z 








Seq. ID 


/^TAAAOIA 10 07\T a 

ojyyoolu iz.yAi4 


A 

. C4 


Gene No. 


23872 








Strand 






Start 


2470 








End 


7925 




Name 


ojyyuoiu iz , 


Q 7\ 1 / 


.04 .02. 


ts 


Method 


i BLAo i A ; ooyoean 




Start 










End 


a A '\ d 

4 4 1 y 




GI 


5566 /yo 








Score 


A 

64 




Exons 


385 J . . 4 U5o, 


y| 1 A 0 

4 lUo 


. .4245, 


4321. 


.4419 






GI Descrip. 




1 A 
1- lU 


(AF049110) prpol [Zea 


mays ] 




Seq. No. 


11242 








Seq. ID 


OJ990810_12. 9A14 


.04 


Gene No. 


23872 








Strand , 






Start 


2470 








End 


7925 




Name 


OJ990810 12. 


9A14 


.C4.05. 


tw 


Method 


TBLASTX: Wheat 




Start 


4108 








End 


4566 




GI 


none 








Score 


88 




Exons 


4108. . 4Z57 , 


/I 1 A A 

4109 


. .4246, 


4301. 


.4477, 4318. .4542, 4345. .4566 


Seq. No. 


11242 








Seq. ID 


OJ990810_12. 9A14 


.04 


Gene No. 


23872 








Strand 






Start 


0 /I T A 
Z4 /U 








End 


7925 




Name 


/^TAfiAOTA TO 

OJy908io iz. 


A 7\ T A 

9A14 


.04 .01. 


ts 


Method 


TBLASTX: Soybean 




Start 


yl A 0 C 

4 y /5 








End 


5346 




GI 


none 








Score 


90 




Exons 


4 y /5 . . 5o4 b, 


518 6 


. .5329 










Seq. No. 


11242 








Seq. ID 


OJ990810_12, 9A14 


.04 


Gene No. 


23872 








Strand 






Start 


0 yi T A 
Z4 /U 








End 


7925 




Name 


/^TAOAOIA io 

ojyyuolu iz. 


A 7\ 1 /I 

9A1 4 


.04.02. 


tw 


Method 


TBLASTX: Wheat 




Start 


C A A C 

5uU5 








End 


5425 




GI 


none 








Score 


298 




Exons 


CAAC C/IOyl 

5UU5 . . 5424 , 


C A 0 A 

50 JO 


. .5425 










Seq. No. 


11242 








Seq. ID 


OJ990810_12.9A14 


.04 


Gene No. 


23872 








Strand 






Start 


0 yl ~7 A 

z4 /{J 








End 


7925 




Name 


OJ99081Q 12. 


9A14 


.04 .o3. 


tm 


Method 


TBLASTX: Maize 




Start 


5098 








End 


5482 




GI 


none 








Score 


236 




Exons 


5098. .5481, 


5117 


. .5482 










Seq. No. 


11242 








Seq. ID 


OJ990810_12.9A14, 


.04 


Gene No. 


23872 








Strand 







11754 






start 


2470 








End 


7925 






N3rn© 


OJ990810 12 


. 9A14 


.C4 . ol . 


tm 


Method 


TBLASTX: Maize 






Start 


5509 ~ 








End 


5865 






GI 


none 








Score 


69 






Exon *=; 


5509. . 5625, 


5509 


. . 5865, 


5519. 


. 5830 








Seq. No. 


11242 








Seq. ID 


OJ990810_12. 9A14 


.04 




Gene No. 


23872 








Strand 








Start 


2470 








End 


7925 






Naitie 


OJ990810 12 


. 9A14 


.C4 . ol . 


tw 


Method 


TBLASTX: Wheat 






Start 


5533 ~ 








End 


5996 






GI 


none 








Score 


212 






Exons 


5533. .5994, 


5539 


. . 5994, 


5540. 


.5995, 5553.. 5996 






Seq. No. 


11242 








Seq. ID 


OJ990810_12. 9A14 


.04 




Gene No. 


23872 








Strand 


— 






Start 


2470 








End 


7925 






Name 


OJ990810 12 


. 9A14 


.04 .o3. 


ts 


Method 


TBLASTX: Soybean 






Start 


5590 ~ 








End 


5955 






GI 


none 








Score 


113 






Exons 


5590. .5724, 


5731 


. . 5955 












Seq. No. 


11242 








Seq. ID 


OJ990810_12.9A14 


.04 




Gene No. 


23872 








Strand 








Start 


2470 








End 


7 925- 




: 

J' 


Name 


OJ990810 12 


. 9A14 


.C4 . o3. 


tw 


Method 


TBLASTX: Wheat 








6160 ~ 








End 


6646 




il 


GI 


none 








Score 


152 




: sf 


P von ^ 


6160 6645, 


6191 


. . 6451, 


6473 . 


.6646 






■ J ■ 


Seq. No. 


11242 








Seq. ID 


OJ990810_12.9A14 


.04 


' 1 ^ 


Gene No. 


23872 








Strand 








Start 


2470 








End 


7925 






Name 


OJ990810 12 


. 9A14 


.04 . o6 . 


tw 


Method 


TBLASTX: Wheat 






Start 


7384 ~ 








End 


7773 






GI 


none 








Score 


101 




<i: 


Exons 


7384 . .7641, 


7418 


. .7657, 


7624 . 


.7722, 7625. .7705, 7729. .7773 




Seq. No. 


11242 








Seq. ID 


OJ990810_12.9A14 


.04 




Gene No. 


23872 








Strand 






!i 


Start 


2470 








End 


7925 






Name 


OJ990810 12 


. 9A14 


.04 . o4 . 


tm 


Method 


TBLASTX: Maize 






Start 


7495 ~ 








End 


7734 






GI 


none 








Score 


104 






Exons 


7495 . . 7734, 


7496 


. .7732 












Sea No . 


11243 








Seq. ID 


OJ990810_12.9A14 


.05 




Gene No. 


23873 








Strand 


+ 






Start 


1 








End 


2888 






Name 


OJ990810 12 


. 9A14 


.C5.01. 


np 


Method 


AAT/NAP 






Start 


1 ~ 








End 


2888 






GI 


6063557 








Score 


109 






Exons 


1. .32, -451. 


.593, 


2861. . 


2888 










GI Descrip. 


(AP000615) ; 


similar to dJ522J7 


.2 (Z988E 


i5) [Oryza sativa] 






Seq. No. 


11243 








Seq. ID 


OJ990810_12. 9A14 


.05 




Gene No. 


23873 








Strand 


+ 





11755 



start 
Name 
Start 
GI 

Exons 



OJ9908 10_12 . 9A14 .C5.ol.gs 

383 

none 

383. .766 



End 

Method 

End 

Score 



2888 
GENSCAN 
766 
.81 



Seq. No. 11243 

Gene No. 23874 

Start 324 5 

Name OJ990810_12 . 9A14 . 05 . o2 . gs 

Start 3245 

GI none 

Exons 3245.. 3337, 4474.. 4675, 5434. 
6562. .6728 



OJ990810_12.9A14.C5 
+ 

6750 
GENSCAN 
6728 
.45 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5474, 6104. .6339, 6369. .6475, 



Seq. No. 11243 Seq. ID OJ990810_12 . 9A14 . C5 

Gene No. 23874 Strand + 

Start 3245 End 6750 

Name OJ990810__12 . 9A14 . C5 . o2 . np Method AAT/NAP 

Start 6164 End 6750 

GI 6069646 Score 508 

Exons 6164.. 6750 

GI Descrip. (AP000616) similar to putative reverse transcriptase {AC005315) 
[Oryza sativa] gi | 6907112 | dbj I BAA9063.9 . 1 1 (AP001129) Similar to 
■Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. {AC006248) 
[Oryza sativa] 



Seq. No. 


11244 


Seq. ID 


OJ990810_12 


.9A14. 


06 


Gene No. 


23875 


Strand 


+ 






Start 


45 


End 


241 






Name 


OJ990810 12.9A14.C6.ol.gs 


Method 


GENSCAN 






Start 


45 


End 


241 






GI 


none 


Score 


.9 






Exons 


45. .241 










Seq. No. 


11245 


Seq. ID 


OJ990810_12 


. 9A14. 


07 


Gene No. 


• 23876 


Strand 


+ 






Start 


1363 


End 


3936 






Name 


OJ990810 12. 9A14 .07.01. gs 


Method 


GENSCAN 






Start 


1363 


End 


3936 






GI 


none 


Score 


.81 






Exons 


1363. .1524, 2657. .2808, 2988. 


.3936 








Seq. No. 


11245 


Seq. ID 


OJ990810_12 


. 9A14 . 


07 


Gene No. 


23877 


Strand 








Start 


5103 


End 


5517 






Name 


OJ990810 12.9A14.C7.ol.gp 


Method 


AAT/GAP 






Start 


5103 


End 


5517 






GI 


uC-osflcyp021f01bl 


Score 


284 






Exons 


5103.. 5125, 5333.. 5517 










GI Descrip. 


•5852077/emb|AL117264. 1 IOSB6015 l.Oe-31 


Oryza sativa 






indica(GLA4) genomic DNA, chromosome 4, 


BAC clone: 


b6015 


1 


Seq. No. 


11245 


Seq. ID 


OJ990810_12 


. 9A14. 


07 


Gene No. 


23878 


Strand 








Start 


8205 


End 


9917 







11756 




Name 


OJ990810_12 


.9A14 


.C7.o3. tm 


Method 


TBLASTX: Maize 




O Q Q 1 






End 


3321 


bi 


none 






Score 


161 


Exons 


z yy 1 . . oUo / , 


O Q Q O 

zyy z 


. . o 1 lu , zyy z . 


.3110, 3051.. 3122, 3091.. 3150, 




olio . . O / , 


o o n "3 


. . oZDO, Jzl / . 


.3273, 3218.. 3274, 3270.. 3308, 






OZ / fi 


"3 9 1 
. . OOZ 1 






Seq. No. 


'11245 






oeq. IJJ 


ujyyuoiu iz.yi\i4.b/ 


Gene No. 


23878 






O-H t-a r^/-l 

o urana 




C -1- -\ v-i- 


Q o n 






Hjna 


QQ1 1 

y y 1 / 


Name 


ujyyuolu iz 


. yAi4 


. 07 . o2 . gs 






Start 


Q o n R 






End 


9917 




none 






Score 


1 


Exons 




yu y 1 


. . y Iz b , y z o4 . 


. 9917 




Seq. No. 


IIZhD 






Seq. ID 


OJ990810_12.9A14.C7 


Gene No. 


23878 






Strand 




Start 


8205 






End 


9917 


Name 


r\ tq on q 1 n i o 
UJ y yuo lu iz 


. 9A14 


. C7 . ol . np 


Method 


AAT/NAP 


o tar L 


0 Z 1 o 






End 


9907 




A C C Q R R Q 






Score 


1146 


Exons 




9234 


..9666, 9796. 


. 9907 




GI Descrip. 


I Ab yJV / loo } ] 


putative polygalacturonidase [Arabidopsis thaliana] 


Seq. No. 


llz 4 b 






Seq. ID 


OJ990810_12.9A14.C7 


Gene No. 


23878 






Strand 




Start 


8205 






End 


9917 


Name 


cjjyyuyiu iz 


. 9A14 


.C7.ol.ts 


Method 


TBLASTX : Soybean 


Start 


O O "D O 






End 


9422 


GI 


none 






Score 


329 


Exons 


oZoo . . bolo , 


8349 


..8414, 8430. 


.8996, 8461. .8970, 9255. .9335, 




y oo / . . y 4 zz 










Seq. No. 


11245 






Seq. ID 


OJ990810_12.9A14.C7 


Gene No. 


23878 






Strand 




b rar L 


D o ri R 
y zud 






End 


9917 


Name 


ujyyuyiu iz 


. 9A14 


.C7.o2.tm 


Method 


TBLASTX: Maize 


o tar L 


Q O T Q 

y z jy 






End 


8465 




none 






Score 


310 


Exons 


yzoy... y^Do, 


8241 


. .8465 






Seq. No. 


11245 






Seq. ID 


OJ990810_12.9A14 .C7 


Gene No. 


23878 






Strand 




o t ar c 


OZ UD 






End 


9917 


Name 


ujyyuyiu iz 


. 9A14 


.C7.ol.tc 


Method 


TBLASTX: Cress 


Start 


y J4 u 






End 


9455 




none 






Score 


332 


Exons 


Qo/in Q/I1/I 

yo4Hj. .y^i'i, 


. 8421 


..8996, 8458. 


.8997, 9252.. 9455 


O c q . IN U . 


± ± Z 4 o 






Seq. ID 


OJ990810_12.9A14 .C7 


Gene No. 


23878 






Strand 




Start 


8205 






End 


9917 


Name 


OJ990810 12 


. 9A14 


.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


8466 






End 


8799 


GI 


none 






Score 


255 


Exons 


8466. .8720, 


8467 


..8721, 8718. 


.8798, 8719.. 8799 




Seq. No. 


11245 






Seq. ID 


OJ990810_12. 9A14 


.C7 


Gene No. 


23878 






Strand 






Start 


8205 






End 


9917 

^ Z/ J. f 




Name 










J. o j-ir^o 1 . L*J d X ^ c 




Start 


8802 ~ 






FnH 


8993 

O 17 ^ *J 




GI 


none 






Score 


183 






8802 8993 8818 


. .8991 












X ± ^ *i O 






O ^ L| . ±LJ 






Gene No. 


23879 






Strand 






Start 


1902 






End 


2504 




Name 


OJ990810 12.9A14, 


.C8.01, 


-gp 


Method 


AAT/GAP 




Start 


1902 






End 


2504 




GI 


37034 1.R1084 






Score 


1161 




Exons 


1902. .2504 













GI Descrip. * 3236114 /emb | AJ224 163 | NTAJ4 163 l.Oe-10 Nicotiana tabacum mRNA 
for shaggy-like kinase* 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



11246 
23880 
88 

OJ990810_12. 9A14 .C8.ol.gs 
88 

none 



Seq. ID OJ990810_12. 9A14 .C8 
Strand 

End 4645 

Method GENSCAN 

End 4 641 

Score .87 



88. .308, 2695. .2797, 2885. .2968, 3076. .3171, 3264. .3314, 



'i St 
V ? 




3394. 


.3495, 


3651. 


. .3707, 


3823. 


.3897, 


3999. .4271, 


4582, 


. .4641 


i hr 


Seq. No. 


11246 










Seq. 


ID OJ990810 


12. 9A14 .08 




Gene No. 


23880 










Strand 






: _ f 


Start 


88 










End 


4645 








Name 


OJ990810 12 


. 9A14, 


.C8.ol. 


tm 


Method TBLASTX: 


Maize 




:'i ( 


Start 


2314 










End 


4642 








GI 


none 










Score 


63 








Exons 


2314 . 


.2412, 


2514, 


. .2606, 


2515. 


.2610, 


2515. .2610, 


2516. 


, .2614, 


i i 

•3 Si 




2695. 


.2796, 


2699, 


. .2797, 


2699. 


.2797, 


2700. .2798, 


2706. 


, .2798, 






2882. 


.2977, 


2885, 


. .2974, 


2892. 


.2978, 


3073. .3189, 


3077. 


, .3172, 


! ! 




3077. 


.3199, 


3079, 


. .3177, 


3248. 


.3319, 


3259. .3315, 


3261. 


.3323, 


|:s; 

El 




3262. 


.3336, 


3394. 


. .3486, 


3394. 


.3489, 


3398. .3487, 


3465. 


.3533, 






3465. 


.3533, 


3481. 


, .3540, 


3482. 


.3535, 


3647. .3688, 


3648. 


.3707, 


a 




3648. 


.3707, 


3649, 


, .3708, 


3820. 


.3900, 


3820. .'3903, 


3821. 


.3901, 






3822. 


.3914, 


3996. 


, .4274, 


3999. 


.4226, 


4003. .4272, 


4003. 


.4278, 






4345. 


.4407, 


4345. 


, .4407, 


4346. 


.4408, 


4367. .4390, 


4573. 


.4641,- 






4583, 


.4642 

















Seq. No, 

Gene No. 

Start 

Name 

Start- 

GI ■ 

Exons 



11246 
23880 
88 

OJ9908 
2510 
none 
2510. . 
2705. . 
3073. . 
3398. . 
3649. . 
3996. . 
4346. . 



10 12.9A14.C8.ol.ts 



2623, 2539.. 2625, 2542. 

2797, 2882. .2977, 2886. 

3189, 3077.. 3172, 3261. 

3487, 3463. .3534, 3465. 

3708, 3649.. 3708, 3820. 

4226, 3996.. 4274, 3998. 

4408, 4573. .4638, 4583. 



Seq. I 
Strand 
End 

Method 

End 

Score 
.2610, 
.2969, 
.3323, 
.3533, 
.3906, 
.4303, 
,4642 



D OJ990810 12.9A14.C8 



4645 

TBLASTX : Soybean 
4642 
63 

2702.. 2797, 2703.. 2795, 

2891. .2974, 3068. .3178, 

3262. .3333, 3394. .3489, 

3490. .3540, 3648. .3707, 

3821. .3898, 3995. .4210, 

4066. .4272, 4345. .4407, 



11758 



Seq. No. 11246 
Gene No, 23880 
Start 88 

Name OJ990810_12 . 9A14 . C8 . ol . tc 

Start 2527 
GI none 
Exons 2527.. 2610, 2528, 

2895. 

3394. 

3649. .3708, 3820. .3903, 3821. 
3999. .4223, 4066. .4272, 4345. 
4583. .4642 



,2611, 2699. 
.2969, 3073.. 3189, 3077, 
.3489, 3395.. 3487, 3463. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2806, 2700 
.3172, 3261 
.3534, 3465 
.3901, 3996 
.4407, 4346 



OJ990810 12.9A14.C8 



4645 

TBLASTX: Cress 
4642 
89 

,2795, 2882. .2977, 

,3323, 3262.. 3336, 

,3533, 3648.. 3707, 

,4274, 3998. .4285, 

,4408, 4573. .4638, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip, 



.2968, 3076. .3171, 
.3897, 3999. .4271, 



3264. 
4345. 



11246 Seq. ID OJ990810_12 . 9A14 . C8 

23880 Strand 
88 End 4645 

OJ990810_12 . 9A14 .08 .ol .np Method AAT/NAP 

2530 End 4645 

1170714 Score 1338 

2530. .2609, 2695. .2797, 2885. 
3394. .3533, 3651. .3707, 3823. 
4582. .4645 

SHAGGY RELATED PROTEIN KINASE ASK-GAMMA gi | 54 1850 | pir | IS41597 
protein kinase ASK-gamma (EC 2.7.1.-) - Arabidopsis thaliana 
gi|456509|emb|CAA53180| {X75431) ASK-gamma {Arabidopsis 
shaggy-related kinase) [Arabidopsis thaliana] 
gi I 2059329 I emb|CAA73247 I (Y12710) shaggy-like kinase gamma 
[Arabidopsis thaliana] gi | 6714397 | gb IAAF26086 . 1 |AC012393_12 
(AC012393) shaggy relat 



.3314, 
.4404, 



Seq. No. 11246 

Gene No. 23880 

Start 88 

Name OJ990810_12 . 9A14 . C8 . ol . tw 

Start 2702 

GI none 

Exons^*' 2702.. 2797, 2703.. 2780, 2867, 
3074. .3172, 3076. .3177 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990810_12.9A14.C8 
4645 

TBLASTX: Wheat 

3189 

92 



.2977, 2888. .2974, 3073. .3189, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



11246 
23880 
88 

OJ990810_12.9A14.C8.o3.gp 
3854 

36453 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990810 12.9A14.C8 



4645 
AAT/GAP 
4645 
776 

3854. .3897, 3999. .4271, 4345. .4404, 4582. .4645 

'1709128/sp|P51138|MSK2_MEDSA 3.0e-58 GLYCOGEN SYNTHASE KINASE-3 

HOMOLOG MSK-2 >gi_48 1019_pir S37643 protein kinase MSK-2 (EC 

2.7.1.-) - alfalfa >gi_31314 6_emb_CAA48473_ {X68410) protein 
kinase [Medicago sativa] ' 



11246 Seq. ID 

23880 Strand 

88 End 

OJ990810_12. 9A14 .C8.o2.tw Method 

3996 End . 



OJ990810_12. 9A14 .C8 
4645 

TBLASTX: Wheat 
4632 



11759 



GI none Score 112 

Exons 3996.. 4274, 3999.. 4*226, 4003.. 4272, 4003.. 4278, 4343.. 4405, 

4345. .4407, 4346. .4405, 4573. .4632 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11247 
23881 
1 

OJ990810_12.9A14 .C9.ol.np 
1 

5734762 



Seq. ID 
■Strand 
End 

Method 
End 
Score 

1..21, 3467. .4058, 4262. .4547, 5726. .5762 

{AC007651) Similar to leucine-rich receptor-like protein kinase 
[Arabidopsis thaliana] 



OJ990810_12.9A14.C9 
+ 

8131 
AAT/NAP 
5762 
430 



11247 
23881 
1 

OJ990810_12.9A14 .C9.ol.gs 

1024 

none 



Seq. ID OJ990810_12. 9A14 .09 

Strand + 

End 8131 

Method GENSCAN 

End 7473 

Score .64 



1024. .1422, 1448. .2007, 2122. .2248, 2963. .3161, 3393. .4058, 
4262. .4438, 5564. .5703, 5789. .5917, 6046. .6090, 6383. .6448, 
7330. .7473 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11247 Seq. ID OJ9908 10_12 . 9A14 . C9 

23881 Strand + 

1 End 8131 

OJ990810_12 . 9A14 . C9 . o2 . np Method AAT/NAP 

5769 End 8131 

2583127 Score 311 

5769. .5933, 6185. .6279, 6383. .6479, 6899. .7185, 7311. .7415, 
8027. .8131 

{AC002387) putative 0-sialoglycoprotein endopeptidase 
[Arabidopsis thaliana] 



Seq. No. 


11247 




Seq. ID 


OJ990810_12.9A14.C9 


Gene No. 


23882 




Strand 




Start 


1 




End 


1604 


Name 


OJ990810 12.9A14.C9.ol. 


gp 


Method 


AAT/GAP 


Start 


1 




End 


1604 


GI 


none 




Score 


782 


Exons 


1..110, 1296. .1604 








Seq. No. 


11247 




Seq. ID 


OJ990810_12.9A14.C9 


Gene No. 


23883 




Strand 




Start 


3458 




End 


4341 


Name 


OJ990810 12.9A14.C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3458 




End 


4341 


GI 


none 




Score 


121 


Exons 


3458. .3646, 3662. .3805, 


3830. 


.4003, 4022. .4057, 4261. .4341 


Seq. No. 


11247 




Seq. ID 


OJ990810_12.9A14.C9 


Gene No. 


23883 




Strand 




Start 


3458 




End 


4341 


Name 


OJ990810 12.9A14.C9.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3488 




End 


4314 


GI 


none 




Score 


455 



11760 



Exons 



3488. .4057, 3820. .4056, 4260. .4313, 4261. .4314 



Seq. No. 11247 

Gene No. 23883 

Start 3458 

Name OJ990810_12 . 9A14 . C9 . ol . tc 

Start 3662 

GI none 

Exons 3662.. 4060, 3664.. 4062 

Seq. No. 11247 

Gene No. 23883 

Start 3458 

Name OJ9908 10_12 . 9A14 . C9 . ol . tw 

Start 3662 

GI none 

Exons 3662.. 4057 



Seq. ID OJ990810_12.9A14.C9 
Strand 

End 4 341 

Method TBLASTX : Cress 

End 4 062 

Score 355 



Seq. ID OJ990810_12.9A14.C9 
Strand 

End 4341 

Method TBLASTX : Wheat 

End 4057 

Score 256 



Seq. No. 

Gene No. 

Start 

Name 

Start 
If GI 
J Exons 
f j 

\l Seq. No. 
c[ Gene No. 
''I Start 
U Name 
:\ start 

If 

Exons 

GI Descrip. 



J 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11247 
23884 
4260 

OJ990810_12. 9A14 .C9.o2.tc 

4260 

none 

4260. .4364, 4261. .4395, 4372. 



Seq. ID OJ990810_12.9A14.C9 
Strand 

4545 

TBLASTX: Cress 
4545 
150 



End 

Method 
End 
Score 
.4545 



11248 
23885 
1 

OJ990810_12. 9A14 .ClO.ol.np 
1 

2583127 

1..41, 791. .902, 1050. .1078 

{AC002387) putative 0-sialoglycoprotein endopeptidase 
[Arabidopsis thaliana] 



Seq. ID OJ990810_12.9A14.C10 

Strand + 

End 1078 

Method AAT/NAP 

End 1078 

Score 104 



11248 
23885 
1 

OJ990810_12.9A14.C10.ol.gp 
188 

uC-osflcyp071d01bl 
188. .704 

*2583127 6.0e-10 (AC002387) putative sialoglycoprotease 
[Arabidopsis thaliana] * 



Seq. ID OJ990810_12.9A14.C10 

Strand + 

End 1078 

Method AAT/GAP 

End 704 

Score 980 



Seq. No. 11248 

Gene No. 23886 

Start 1316 

Name OJ9908 10_12 . 9A14 . CIO . o2 . gp 

Start 1316 

GI 2800773 

Exons 1316.. 1379 

GI Descrip. 2583127 6.0e-10 (AC002387) putative sialoglycoprotease 
[Arabidopsis thaliana] 



Seq. ID OJ990810_12.9A14.C10 

Strand + 

End 1379 ... - 

Method AAT/GAP 

End 1379 

Score 94 



Seq. No. 



11248 



Seq. ID OJ990810_12. 9A14 .CIO 



11761 




Gene No. 


23887 




Strand 








J X ^ 






R P 1 

0 O X 




N3.ine 


Cuj?i?uoxu X z . i7/\x ft . u X u . ox 


. gs 


rieL.no a 


p r VI Q p a VT 






O X ^ 




Cjlia 


O 0 X 






none 




Score 


fl 7 




Exons 


'^19 dSI 7Q7 Pfil 










Seq. No. 


11248 




Seq. ID 


OJ990810_12.'9A14 


.CIO 


Gene No. 


23888 




Strand 








(Of 




J-ji lU 


3? 4 O 




NfilTie 


nTQQflPin 19 Qai d Pin n1 

L/Ul7yUoXU X^. ^f-iX 4.L/XU.OX 




riC cnoQ 


1 DXjrio 1 A . riaX Ze 






"7 Q "7 




£jna 


y J 




P T 


none 




Score 


1 fin 

X 0 u 




Exons 


7ft7 Qd9 7fiP QA"^ 












1 1 9 d Q 

X X Z. 4 ^ 




O cv^ • XL/ 


n.TQQnftin i9 Qaid 


P1 1 

. X X 


Gene No. 


23889 




strand 


+ ~ 




Start 


1 




End 


1003 




Name 


nTQQfifiin 19 Qai d pi 1 nl 

wU-?^UOXU X^. zJr\± ft.k^XX.UX 


.np 


Method 


AAT/NAP 




o ua J. u 


1 ~ 

X 




End 


961 






A t^Q 




Score 


1207 




Exons 


1 Qfi1 
X . , ZPO L 










p X o v* 1 1^ 
uescirip. 


\r\c \j o L ^ } poxypxot-exn 


[Sorghiim bicolor] 




Seq. No. 


11249 




Seq, ID 


OJ990810_12.9A14 


.Cll 


Gene No. 


23889 




' Strand 


-+ 




o raru 


X 




End 


1003 




Naitie 


ujyyuoxu x^ . y/\x4 . uxx . oz 


. tm 


Method 


TBLASTX: Maize 




ouarc 






End 


172 




P T 


none 




Score 


244 




rjXOiio 


9 179 4 l^^fi 










Seq. No. 


11249 




Seq. ID 


OJ990810_12. 9A14 


.Cll 


Gene No. 


23889 




Strand 


+ 




C4- -a r"l- 

o L airt. 


X 




End 


1003 




Name 


OTQQOPin 19 Qai 4 PI 1 o1 

uur?yuoxu xz . iJi-ixfi . \jX X . ox 


. tw 


Method 


TBLASTX: Wheat 




O C aiTL 


c: 




End 


616 






none 




Score 


682 
















Seq. No. 


11249 




Seq. ID 


OJ990810_12. 9A14 


.Cll 


Gene No. 


23889 




Strand 


+ 




C-l- 3 y--|- 

O UaX L 


1 

X 




End 


1003 




Name 


piTQQnflin 19 Qai 4 pi i /^i 

Uu^^UOXU XZ . r?^iX 4 . L^X X . ox 


. gs 


Method 


GENSCAN 




o ua x u 


^ o 




End 


970 




P T 
oX 


none 




Score 


.44 




CjXOllb 


qo Q7n 










oeq . iNo . 


1 1 9 4 Q 

X X Z 4 2? 




Seq. ID 


OJ990810_12. 9A14 


PI 1 
. CX X 


Pon& No 


23889 




Strand 


+ 




start 


1 




End 


1003 




Name 


OJ990810 12.9A14.Cll.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


173 




End 


757 




GI 


none 




Score 


223 




Exons 


173. .331, 175. .327, 201 


. .335, 


269. .472 


, 324. .473, 328.. 


687, 




328. .756, 329. .757 











11762 



Seq. No. 11249 

Gene No. 23889 

Start 1 

Name OJ990810_12 . 9A14 . Cll . o2 . tw 

Start 616 

GI none 

Exons 616.. 840, 617.. 949 

Seq. No. 11249 

Gene No. 23889 

Start 1 

Name OJ990810_12 . 9A14 . Cll . o3 . tm 

Start 757 

GI none 

Exons 757.. 885, 758.. 1003 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990810_12.9A14.C11 
+ 

1003 

TBLASTX: Wheat 

949 

362 



OJ990810_12.9A14.C11 
+ 

1003 

TBLASTX: Maize 
1003 



181 



Seq. No. 11250 Seq. ID 

Gene No. 23890 Strand 

Start 3470 End 

Name OJ990810_12 . 9A14 . C14 . ol . gp Method 

Start 3203 End 

GI none Score 

Exons 3203. . 3401 



OJ990810_12.9A14.C14 
+ 

10220 
AAT/GAP 
3401 
383 



Seq. No. 11250 
Gene No. 23890 ' 

Start 3470 

Name OJ990810_12 . 9A14 . C14 . o2 . gs 

Start 3470 
GI none 

Exons 3470.. 3628, 4359.. 4529, 4615. 

6622.. 6772, 6911.. 7207, 7506. 
9564. .9796 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4850, 4946. .5450, 
.7737, 7983. .8072, 



OJ990810_12.9A14.C14 
+ 

10220 
GENSCAN 
9796 
.4 



6468, 
8894. 



.6609, 
.8948, 



Seq. No. 11250 

Gene No. 23890 

Start 3470 

Name OJ990810_12 . 9A14 . C14 . ol . np 

Start 3502 

GI 3643085 

Exons 3502.. 3616, 4374.. 4529, 4615, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4850, 4946. .5525 



OJ990810_12.9A14.C14 
+ 

10220 
AAT/NAP 
5525 
997 



(AF075580) protein phosphatase-2C; PP2C [Mesembryanthemum 
crystallinum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11250 Seq. ID 

23890 Strand 
3470 End 
OJ990810_12. 9A14 .C14 .o2.gp Method 
4 621 End 
19563_1.R1084 Score 
4621. .4850, 4946. .5253 

'3643085/gb|AAC36698 I l.Oe-62 (AF075580) protein phosphatase-2C 
PP2C [Mesembryanthemum crystallinum] ' 



OJ990810_12,9A14.C14 
-f 

10220 
AAT/GAP 
5253 
1040 



Seq. No. 
Gene No. 
Start 



11250 
23890 
3470 



Seq. ID OJ990810_12.9A14.C14 
Strand + 
End 10220 



11763 




Name OJ990810_12 . 9A14 . C14 . o2 . np Method AAT/NAP 

Start 5584 End 10220 

GI 6573736 Score 63 

Exons 5584. .5632, 7969. .8066, 8249. .8320, 8372. .8530, 8738. .8798, 

8905. .8935, 10151. .10220 
GI Descrip.. (AC009398) F20B24 . 10 [Arabidopsis thaliana] 



Seq. No. 


11250 








Seq. ID 


OJ990810 


12 .■9A14 .C14 


VJ^lI^ lit W . 


23891 








Strand 






start 


609 








End 


2490 




Name 


OJ990810 12 


. 9A14 


.C14.01 


.gs 


Method 


GENSCAN 




Start 


609 








End 


2490 




GI 


none 








Score 


.79 




E von 


609. .749, 915. .1300, 1340. .1478, 2466. 


.2490 




Seer No 


11250 






- 


Seq. ID 


OJ990810 


12 9A14 C14 


(^pnp No 

VJ^ll^ 1.11 . 


23892 








Strand 






start 


5279 








End 


5734 




Name 


OJ990810 12 


. 9A14 


.C14 .ol 


.ts 


Method 


TBLASTX: 


S Ci vh p 3 n 


Start 


4352 








End 


5564 




\j J. 


none 








Score 


206 




Exons 


4352. .4408, 


4383 


. .4532, 


4385. 


.4534, 4387. .4566, 


4606. .4851, 




4614 4682. 


4618 


. .4794, 


4809. 


.4868, 4943. .5197, 


4944. .5396, 




4955. .5395, 


5439 


. .5564 










^prr Kfo 


11250 








Seq. ID 


OJ990810 






23892 








Strand 






Start 


5279 








End 


5734 




Name 


OJ990810 12 


. 9A14 


.014. ol 


. tm 


Method 


TBLASTX: 


Mai- ze 


Start 


4364 








End 


5616 




GI 


none 








Score 


231 




Exons 


4364. .4534, 


4377 


. .4532, 


4382. 


.4534, 4605. .4703, 


4606 . . 4851, 




4614 . .4682, 


4618 


. . 4794, 


4943. 


.5341, 4944. .5339, 


5313 5396, 




5327. .5395, 


5328 


. .5396, 


5429. 


.5524, 5432. .5524, 


5433 5531, 




5576. .5608, 


5576 


. .5608, 


5578. 


.5616 






Seq. No. 


11250 








Seq. ID 


OJ990810 


12 . 9A14 . C14 


Gene No. 


23892 








Strand 






Start 


5279 








End 


5734 




Name 


OJ990810 12 


. 9A14 


.C14 .ol 


.tc 


Method 


TBLASTX : 


Ores s 


Start 


4809 








End 


5450 




GI 


none 








Score 


49 




Exons 


4809. .4847, 


4816 


. .4851, 


4944. 


.5450, 4958. .5395 




Seq. No. 


11250 








Seq. ID 


OJ990810 


_12.9A14.C14 


Gene No. 


23892 








Strand 






Start 


5279 








End 


5734 




Name 


OJ990810 12 


. 9A14 


.C14 .ol 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


4994 








End 


5343 




GI 


none 








Score 


560 




Exons 


4994. .5341, 


5010 


. .5342, 


5010. 


.5342, 5272. .5343 




Seq. No. 


11250 








Seq. ID 


OJ990810 


_12.9A14.C14 


Gene No. 


23892 








Strand 






Start 


5279 








End 


5734 




Name 


OJ990810 12 


. 9A14 


.C14 .o3 


.gp 


Method 


AAT/GAP 




Start 


5279 








End 


5734 





11764 



GI 


uC-osroc:vn036f 07al 


Score 


889 


Exon s 


5279 5734 






W J- 1./^ O J. -1- k^' • 


' 5852182/emb 1 CAB55420 11 9 Oe 


-13 (AL117265) zhb0012.1 [Oryza 




satival ' 






^ Vj • Vu/ • 


11251 


Seq. ID 


OJ990810_12.9A14.C15 


Gene No. 


23893 


Strand 




Start 


615 


End 


2042 


Na.nie 


OJ990810 12.9A14.C15.ol.gs 


Method 


GENSCAN 


Start 


615 


End 


2042 


GI 


none 


Score 


.92 


TT von s 


615. .758, 875. .973, 1068. .1140, 1225. .1335, 1430. .1603, 




1711. .2042 






Seq. No. 


11251 


Seq. ID 


OJ990810_12.9A14.C15 


Gene No. 


23893 


Strand 




Start 


615 


End 


2042 


Name 


OJ990810 12.9A14.C15.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1266 


End 


1784 


GI 


none 


Score 


62 


P von <^ 


1266. ,1337, 1435. .1617, 1442. 


.1567, 1704. .1784 


spa No 


11252 


Seq. ID 


OJ990810_12.9A14.C16 


Gene No . 


23894 


Strand 


- 


Start 


1 


End 


4104 


Name 


OJ990810 12.9A14.C16.ol,np 


Method 


AAT/NAP 


Start 


1 


End 


4104 


GI 


5257279 


Score 


5069 


F" von ^ 


1..2344, 2976. .3211, 3560. .4104 




GT np^P7"in 

V_J J- L./^ O \— • -1- -J- k-' . 


■ {AP000364) Similar to Transposon MAGGY 


gag and pol gene 




homologues. {L35053) [Oryza sativa] 




Seq. No. 


11252 


Seq. ID 


OJ990810_12 . 9A14 . C16 


Gene No. 


23895 


Strand 




Start 


4915 


End 


5438 


Name 


OJ990810 12.9A14.C16.o2.tw 


Method 


TBLASTX: Wheat 


Start 


31 


End 


432 


GI 


none 


Score 


253 


Exons 


31. .432, 146. .430 






Seq. No. 


11252 


Seq. ID 


OJ990810_12.9A14.C16 


Gene No. 


23895 


Strand 




Start 


4915 


End 


5438 


Name 


OJ990810 12.9A14.C16.ol.tm 


Method 


TBLASTX: Maize 


Start 


94 


End 


594 


GI 


none 


Score 


45 


Exon *5 


94. .429, 140. .187, 212. .343, 


412. .594 




Seq. No. 


11252 - 


Seq. ID 


OJ990810_12.9A14.C16 


Gene No. 


23895 


Strand 




Start 


4915 


End 


5438 


Name 


OJ990810 12. 9A14 .C16.ol.ts 


Method 


TBLASTX: Soybean 


Start 


145 


End 


540 


GI 


none 


Score 


244 


Exons 


145. .504, 146. .502, 175. .510, 


508. .540", 


509. .538, 511. .540 



Seq. No. 



11252 



Seq. ID OJ990810_12.9A14.C16 



11765 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23895 Strand 

4915 End 

OJ990810_12. 9A14 .C16.ol.tw Method 

481 End 

none Score 



5438 

TBLASTX: Wheat 

963 

95 



481. .963, 485. .628, 490. .843, 656. .952 



11252 
23895 
4915 

OJ990810_12. 9A14 .C16.ol.tc 

517 

none 

517. .834 



Seq. ID OJ990810_12.9A14.C16 
Strand 

End 5438 

Method TBLASTX .-Cress 

End 834 

Score 188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990810_12.9A14.C16 
Strand 

End 5438 

Method TBLASTX : Maize 

End 954 

Score 4 8 



Seq. ID OJ990810_12.9A14.C16 
Strand 

End 5438 

Method TBLASTX : Wheat 

End 5410 

Score 90 



11252 
23895 
4915 

OJ990810_12.9A14 .C16.o2.tm 
662 
none 

662. .691, 664. .954, 734. .952 

11252 
23895 
4915 

OJ990810_12.'9A14 .C16.04 .tw 
1135 
none 

1135. .1257, 1136. .1246, 1141. .1293, 1291. .1512, 1391. .1513, 
5342. .5410 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No... 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11252 
23895 
4915 

'OJ990810_12.9A14 .C16.o3.tm 

1193 

none 



11252 
23895 
4915 

OJ990810_12.9A14 .C16.o3.tw 

2065 

none 



Seq. ID OJ990810_12.9A14.C16 
Strand 

End 5438 

Method TBLASTX : Mai ze 

End 1518 

Score 64 



1193. .1327, 1195. .1518, 1370. .1471 



Seq. ID OJ990810_12.9A14.C16 
Strand 

End 5438 

Method TBLASTX : Wheat 

End 2451 

Score 107 



2065. .2211, 2236. .2451, 2246. .2428 



Seq. ID OJ990810_12.9A14.C16 
Strand 

5438 
AAT/GAP 
5438 
752 



11252 
23895 
4915 

OJ990810_12. 9A14 .C16.ol.gp 
4915 

LIB3434-038-P1-K1-F1 
4915. .5438 

'5257255/dbj I AP000364.il AP000364 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



End 

Method 

End 

Score 



11766 



Seq. No. 


11253 








Seq. ID 


OJ990810_12. 


9A14.C17 


Gene No. 


23896 








Strand 


+ 




Start 


930 








End 


4982 




Name 


OJ990810 12 


. 9A14 


.C17.02 


.np 


Method 


AAT/NAP 




Start 


930 ~ 








End 


4982 




GI 


4 680203 








Score 


416 




Exon 


930 1013, 


4500 . 


.4982 










GT Dp *=?p r i d 


f AF114171) 


TNP2- 


like protein 


[ Sor qhuiti 


hi polor 1 




Seq. No. 


11253 








Seq. ID 


OJ990810_12. 


9A14.C17 


Gene No. 


23896 








Strand 


+ 




Start 


930 








End 


4982 




Name 


OJ990810 12 


. 9A14 


.017. ol 


gs 


Method 


GENSCAN 




Start 


1387 ~ 








End 


1688 




GI 


none 








Score 


. 99 




Exons 


1387 . .1535, 


1598 


, .1688 










Seq. No. 


11253 








Seq. ID 


OJ990810_12. 


9A14 .017 


Gene No. 


23896 








Strand 


+ 




Start 


930 








End 


4982 




Name 


OJ990810 12 


. 9A14 


.C17.01 


gp 


Method 


AAT/GAP 




Start 


3052 ~ 








End 


3323 ■ 




GI 


2310235 








Score 


406 




Rxon ^ 

J— 1 JTL W 1 1 O 


3052 3323 
















5R52182/Gmb 


ICAB55420.il 


9.0e- 


13 (AL117265) zhb0012. 


1 rOrvza 




^ J3 "h "i 1 
o d u X V d J 














Seq. No. 


11253 








Seq. ID 


OJ990810_12. 


9A14 .017 


Gene No. 


23897 








Strand 






Start 


1 








End 


3518 




Name 


OJ990810 12 


. 9A14 


.C17.01 


np 


Method 


AAT/NAP 




Start 


1 








End 


3518 




GI 


4680204 








Score 


719 





Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..110, 1098. .1792, 2325. .3518 

{AF114171) hypothetical protein [Sorghum bicolor] 



11253 
23898 
4622 

OJ990810_12. 9A14.017.o2.tw 

2475 

none 



Seq. ID OJ990810_12.9A14.O17 
Strand 

End 5039 

Method TBLASTX : Wheat 

End 2875 

Score 84 



2475. .2507, 2511. .2567, 2605. .2772, 2637. .2873, 2679. .2873, 
2735. .2875, 2765. .2875 



11253 
23898 
4622 

OJ990810_12. 9A14.017.ol.tw 

4524 

none 



Seq. ID OJ990810_12.9A14.O17 
Strand 

End 5039 

Method TBLASTX : Wheat 

End 4 928 

Score 74 



4524. .4568, 4528. .4563, 4571. .4684, 4575. .4634, 4613. .4753, 
4614. .4754, 4767. .4847, 4836. .4928 



Seq, No. 
Gene No. 



11253 
23898 



Seq. ID OJ990810_12.9A14.O17 
Strand 



11767 




start 


4622 




End 


5039 


Name 


OJ990810 12.9A14.C17.o2 


.gp 


Method 


AAT/GAP 


Start 


4622 




End 


5039 


GI 


LIB3431-028-P1-N1-A10 




Score 


832 


E von *=; 


4622. .5039 








yj X X -1. K-f • 


' •4680203/gb|AAD27566.1|. 


AF114171 7 3.0e 


-33 (AF114171) TNP2-1. 




protein [Sorghum bicolor] ' 






Cpa No 


11254 




Seq. ID 


OJ990810 12 . 9A14 . C18 


Gene No. 


23899 




Strand 


+ ~ 


Start 


84 




End 


3454 


Name 


OJ990810 12. 9A14 ,018 .ol 


.gs 


Method 


GENSCAN 


Start 


84 




End 


3263 


GI 


none 




Score 


.75 


Exons 


84, .185, 296. .472, 599. 


.634, 


913. .1034 


, 1047. .1100, 1203. .li 




1377. .1451, 2086. .2160, 


2254. 


.2476, 2570. .3263 


Sea No. 


11254 




Seq. ID 


OJ990810__12.9A14.C18 


Gene No. 


23899 




Strand 


+ 


Start 


O 1 




End 


3454 


Name 


OJ990810 12.9A14.C18.ol 


. np 


Method 


AAT/NAP 


Start 


1064 




End 


3454 


GI 


4467124 




Score 


428 


y on ^ 


1064. .1084, 2318. .2476, 


2537. 


.3263, 3378.-3454 


\J -L ^ V—-- J. « 


(AL035538) hypothetical 


protein [Arabidopsis thaliana] ■ 


Seq. No. 


11254 




Seq. ID 


OJ990810_12.9A14.C18 


Gene No. 






Strand 


+ 


Start 


84 




End 


3454 


Name 


OJ990810 12.9A14.C18.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


2798 




End 


3124 


GI 


none 




Score 


180 


Exons 


2798. .3124, 2980. .3123 








Seq. No. 


11254 




Seq. ID 


OJ990810_12.9A14.C18 


Gene No. 


238 99 




Strand 


+ 


Start 


84 




End 


3454 


Name 


OJ990810 12.9A14.C18.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2903 




End 


3264 


GI 


none 




Score 


231 


Exons 


2903.. 3262, 3010.. 3261, 


3154. 


.3264 




Seq. No. 


11254 




Seq. ID 


OJ990810_12.9A14.C18 


Gene No. 


23899 




Strand 


+ 


Start 


84 




End 


3454 


Name 


OJ990810 12.9A14.C18.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2957 




End 


3454 


GI 


none 




Score 


264 


Exons 


2957.. 3262, 3058.. 3261, 


3371. 


.3454, 3377. .3454 


Seq. No. 


11254 




Seq. ID 


OJ990810_12 . 9A14 .C18 


Gene No. 


23899 




Strand 


+ 


Start 


84 




End 


3454 


Name 


OJ990810 12.9A14.C18.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


3017 




End 


3454 


GI ' 


none 




Score 


266 


Exons 


3017.. 3262, 3053.. 3235, 


3055. 


.3261, 3377.. 3454 



11768 




Seq. No. 


11255 






Seq. ID 


OJ990810_12.9A14. 


C19 


oene ino . 


^ J u u 






Strand 














End 


2810 




Name 


P TO QH Q 1 n 19 


OT^^ A P1Q /^1 

. yAX4 . bxy . ox 


.gs 


Method 


GENSCAN 












End 


2810 




PT 


none 






Score 


. 67 




Exons 




A ^ A A on 
..4X4/ 4 y u , , 


1 9 c: /I 
Xz 0 4 , 


1670. .1728, 2009. .2086, 22E 


\c 9 Q 1 n 
* b . . z 0 X U 


Seq. No. 


11256 






Seq. ID 


OJ990810_12.9A14. 


C20 


(aene jno . 


^1 0 y u 1 






Strand 






04- — 

0 uar c. 


1 J ^1 J 






End 


1934 




Name 


wjyyuo±u X id 


Qa 1 4 p9n /^i 
. y/ix 4.bzu.ox 


. gs 


Method 


GENSCAN 




0 car L 


X J 4 J 






End 


1934 




T 


none 






Score 


.75 




Exons 




X04 4 . . xo yo / 


1 "7 41 
X / 4 X . 


.1757, Hi 


36. .1934 




Seq. No. 


11257 






Seq. ID 


OJ990810_12. 9A14 . 


C21 


Gene No. 


23902 






Strand 


+ 




Q+- a v-h 


±DZO 






End 


1897 




Name 


P TQQflQI ri 10 


Qa 1 /I P9 1 /^i 
. y/\x 4 . bz X .ox 


.np 


Method 


AAT/NAP 




0 4- -1 

ouar u 








End 


1897 




bi 


c: T Q R Q Q 

boo yo 0 0 






Score 


138 




Exons 


LoZo . . io y / 












GI Descrip. 


/ADnAnQT7\ 

(AFUUUo J / J 


hypothet xcal 


protein [Oryza 


sativa] 




Seq. No. 


11257 






Seq. ID 


OJ990810_12. 9A14. 


C21 


Gene No. 


23903 






Strand 


+ 




0 tart: 


A A "iO 
41 <1 OZ 






End 


5163 




Name 


ujyyuolu ±z 


. 9A14.C21.o2 


.np 


Method 


AAT/NAP 




0 i- -1 -v-4- 

btar L 


A A "^O 
H 4 JZ 






End 


5163 






0 (T /I C Q Q Q 

0 d4 00 yy 






Score 


402 




Exons 














GI Descrip. 


^ U DO 4 U 0 ; 0 


end not determined experimentally [Zea mays] 




Seq. No. 


11257 






Seq. ID 


OJ990810_12.9A14. 


C21 










Strand 


4- 




0 uari. 


ft 4 






End 


5163 




Name 


n TQQnp 1 n 19 
ujyyuoxu xz 


.9A14.C21.ol 


.tm 


.Method 


TBLASTX: Maize 




C4- a r--t- 

0 L.aru 


fi 0 0 f± 






End 


5163 




PT 


none 






Score 


230 




Exons 




4858. .5163, 


4914. 


.5150 






Seq. No. 


11258 






Seq. ID 


OJ990810_12.9A14. 


C22 


Gene No. 


23904 






Strand 






0 4- ^ >"4- 

0 car u 


1 

X 






End 


708 




Name 


p TQ Q n Q 1 n 10 
Uu y yuo xu iz 


.9A14.C22.ol 


.np 


Method 


AAT/NAP 




0 car L 


1 

X 






End 


708 




P T 


H D jy DOU 






Score 


809 ■ 




Exons 


1 T n Q 
X , , / u 0 












GI Descrip. 


(AF061282) ] 


polyprotein 


[Sorghum bicolor] 




Seq. No. 


11258 






Seq. ID 


OJ990810_12.9A14. 


C22 


Gene No. 


23904 






Strand 






Start 


1 






End 


708 




Name 


OJ990810 12 


.9A14.C22.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


1 






End 


208 





11769 



o ± 


none 






Score 


/ o 




T 1 fi^ 1 

X..XU-.J/ ± 


204 8 208 








Seq. No. 


11258 






Seq. ID 


OJ990810 


Gene No. 


23904 






Strand 




Start 


1 






End 


708 


Name 


\yKJ J ^ \J \J J. \J 


12 9A14 C22 ol 


. tm 


i~ H oH 






7 6 ~ 






End 


367 




n on 

LL\JLIC 








9S9 
^ ^ 


Ej iO 




80 . . 367 








Seq. No. 


11258 






Seq. ID 


OJ990810 


Gene No. 


23904 






Strand 




U Cl J- u 


1 






End 


708 




OJQQnfi 10 


12 9A14 C22 ol 


. ts 


Mp "h h oH 




c-i- -a -rh 
o u d. I. t_ 


1 fiQ ~ 

X U -3 






FnH 


4 1 R 

T X o 




none 






Score 


1 

X ^ ^ 


von 


169 . .414, 


170 . . 415 








Seq. No. 


11258 






Seq. ID 


OJ990810 


Gene No. 


23904 






Strand 




Start 


1 






End 


708 




\ju y J \j o ±\j 


X ^ * xi » ^ . L^x 






J. OXirtO 1 * ' 


O L d I- L 


1 QO ~" 

X 17 U 






FnH 


f 




none 






Score 


X X D 










^ft 4 99 




Seq. No. 


11258 






Seq. ID 


OJ990810 


Gene No. 


23904 






Strand 




O L d i- l_ 


1 

X 








/ u o 


Name 




1 9 QZVI 4 r99 ol 


. L W 




1 DXii-iO 1 A. . 


O L d i- U 


^ X / 






FnH 


70 R 

/ U J 




none 








277 




^X / . . f \J ^ f 


91ft Rft 9 








Seq. No. 


11258 






Seq. ID 


OJ990810 


Gene No. 


23904 






Strand 




Start 


1 






End * 


708 


Name 


• OJ990810 


19 9A1 4 r99 ol 


rr Q 


M^i~ h oH 




O U d J. L, 


J ^ *i 






Fnri 


U J «J 




none 






O ^ WX C 


4 S 


R von Q 


324 










*^firr Kin 


112S9 

X X ^ oj ^ 






oc; . XL/ 


wu J? u o J *j 


Gene No. 


23905 






Strand 


+ 


Start 


1 






End 


1250 


Name 


OJ990830 


17.9A21.Cl.ol.np 


Method 


AAT /MAP 


O U d J- L. 


1 






End 


1 9sn 


\J J. 


5091513 






Score 


1979 


Hi W 1 1 O 


1. .1250 












(AB0234 82) Hypothetical 


protein [Oryza 


sat 1 va J 


Seq. No. 


11259 






Seq. ID 


OJ990830 


Gene No. 


23905 






Strand 


+ 


Start 


1 






End 


1250 


Name 


OJ990830 


17. 9A21.Cl.ol.gs 


Method 


GENSCAN 


Start 


92 






End 


1237 



11770 



GI none Score .61 

Exons 92.. 877, 879.. 970, 1035.. 1237 



Seq. No. 


11260 Seq. ID 


OJ990830_17.9A21, 


.C2 


Gene No 


23906 . Strand 


+ 




Start 


1 End 


4223 




Na.iue 


OJ990830 17.9A21.C2.o2.np Method 


AAT/NAP 




Start 


1 End 


4223 




GI 


4567319 Score 


1330 




F! von s 


1..324, 2425. .2661, 2756. .2941, 3245.. 


3386, 3473.. 3741, 






3848. .3929, 4092. .4223 






GI Descrin. 


(AC005956) putative copper amine oxidase [Arabidopsis thaliana] 


Seq. No. 


11260 Seq. ID 


OJ990830 17.9A21. 


.C2 


Gene No . 


23907 Strand 


+ 




Start 


4528 End 


5509 




Name 


OJ990830 17. 9A21.C2.o3.np Method 


AAT/NAP 




Start 


4528 End 


5509 




GI 


6907106 Score 


375 




P. von s 


4528. .4835, 4899. .5261, 5339. .5509 






GI Descrxp. 


(AP001129) EST AU068291 {C12960) corresponds to a region 


of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


11260 Seq. ID 


OJ990830_17.9A21. 


.C2 


Gene No. 


23908 Strand 






Start ' 


1 End 


1546 




Name 


OJ990830 17. 9A21.C2.ol.np Method 


AAT/NAP 




Start 


1 End 


1465 




GI 


5295971 Score 


778 




Exons 


1. .991, 1047. .1465 ■ 







GI Descrip. (AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . {X13777 ) [Oryza sativa] 



Seq. No. 11260 Seq. ID 

Gene No. 23908 Strand 

Start 1 End 

Name OJ990830_17 . 9A21 . C2 . ol . gs Method 

Start 368 ' End 

GI none Score 

Exons 368.. 1546 



OJ990830_17.9A21.C2 

1546 
GENSCAN 
1546 
.93 



Seq. No. 11260 

Gene No. 23909 

Start 4422 

Name OJ990830_17 . 9A21 . C2 . o4 . tm 

Start 338 

GI none 

Exons 338.. 478, 338.. 484, 476.. 667 



Seq. ID OJ990830_17.9A21.C2 
Strand 

End 7270 

Method TBLASTX : Mai ze 

End 667 

Score 75 



Seq. No. ■ 11260 

Gene No. 23909 

Start 4422 

Name OJ990830_17 . 9A21 . C2 . o2 . tm 

Start 704 

GI none 

Exons 704. .865, 780. .866, 915. .980, 916. .966 



Seq. ID OJ990830_17.9A21.C2 
Strand 

End 7270 

Method TBLASTX : Maize 

End 980 

Score 103 



11771 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11260 
23909 
4422 

OJ990830_17 . 9A21 .C2 . ol . tm 

2411 

none 

2411. .2554, 2421. .2663, 2425, 
2755.-2943, 3234. .3308, 3240. 
3306. .3392, 3341. .3388, 3472, 
3479. .3757, 3480. .3758, 3844, 
3848. .3928', 3849. .3929, 4059, 



Seq. ID OJ990830_17.9A21.C2 
Strand 

End 7270 

Method TBLASTX: Maize 

End 4136 

Score 141 

.2661, 2734.. 2922, 2738. .2944, 
.3320, 3241.. 3321, 3242. .3322, 
.3747, 3473. .3742, 3478.-3744, 
.3924, 3847. .3924, 3848. .3928, 
.4136, 4073.. 4135 





^ . 1^ W . 


11260 








Seq. ID 


OJ990830 


17 9A21 C2 




Gene No. 


23909 








Strand 








Start 


4422 








End 


7270 






Name 


OJ990830 17 


. 9A2 1 , 


.C2.ol. 


ts 


Method 


TBLASTX: 


Sovhpan 




Start 


2421 ~ 








End 


4136 






GI 


none 








Score 


426 








2421 2663 


2425 . 


. .2661, 


24 98 . 


.2668, 2738. .2944, 


2755 2943 






3242 3322 


3244 . 


3366, 


3252 . 


.3338, 3306.. 3392, 


3316 3393 






3345 3392 


3472 , 


. .3762, 


3473 . 


.3742, 3475.. 3744, 


3847 3924 






3848 . . 3928, 


3849. 


. . 3929, 


4073 . 


.4135, 4074. .4136 






Seq. No. 


11260 








Seq. ID 


OJ990830 


_17.9A21.C2 




Gene No. 


23909 








Strand 






i- i I 


Start 


4422 








End 


7270 




rii 


Name 


OJ990830 17 


. 9A21. 


.C2.01. 


to 


Method 


TBLASTX: 


Cress 




Start 


2571 








End 


3703 






GI 


none 








Score 


136 






Exons 


2571. .2657, 


2572. 


. .2661, 


2681. 


,2944, 2755. .2943, 


2838. .2945, 


'hs'r 




3242. .3322, 


3244, 


. .3321, 


3306. 


.3392, 3331.. 3393, 


3332. .3394, 


rll 




3472. .3597, 


3473. 


, .3598, 


3476. 


.3619, 3596.. 3634, 


3650. .3703, 


□ 




3650. .3703 
















Seq. No. 


11260 








Seq. ID 


OJ990830 


_17.9A21.C2 




Gene No. 


23909 








Strand 








Start 


4422 








End 


7270 




Q 


Name 


OJ990830 17 


. 9A21, 


,C2.o2. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


2616 








End 


2931 




Q 


GI 


none 








Score 


88 






Exons 


2616. .2669, 


2620. 


, .2661, 


2734 . 


.2922, 2738.. 2929, 


2755. .2931 



Seq. No. 11260 
Gene No. 23909 
Start 4422 

Name OJ990830_17 . 9A21 . C2 . ol . tw 

Start 3234 
GI none 

Exons 3234.. 3308, 3242.. 3322, 3242. 

3306.. 3392, 3316.. 3393, 3319, 
3473. .3691 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3310, 3243 
.3387, 3341 



OJ990830 17.9A21.C2 



7270 

TBLASTX: Wheat 
3691 
131 

3323, 3244.. 3327, 
3391, 3472.. 3690, 



Seq. No. 11260 Seq. ID OJ990830_17 . 9A21 . C2 

Gene No. 23909 Strand 

Start 4422 End 7270 

Name OJ990830_17 . 9A2 1 . C2 . o3 . gs Method GENSCAN 



11772 



start 
GI 

Exons 



4422 End 7270 

none Score .47 

4422. .4534, 4558. .5086, 5116. .5525, 5708. .5865, 7110. .7270 



Seq. No. 11260 
Gene No. 23909 
Start 4422 

Name OJ990830_17 . 9A21 . C2 . o3 . tm 

Start 5062 
GI none 

Exons 5062.. 5142, 5078.. 5122, 5082. 

5130. .5222, 5138. .5218, 5162, 
5224. .5259, 5224. .5259, 5261. 
5319. .5411 



Seq. ID OJ990830_17.9A21.C2 
Strand 

End 7270 

Method TBLASTX: Maize 

End 5411 

Score 73 

.5159, 5117. .5191, 5118. .5183, 
.5206, 5203.. 5250, 5223.. 5258, 
.5335, 5261. .5317, 5318. .5410, 



Seq. No. 11261 Seq. ID 

Gene No. 23910 Strand 

Start 1476 End 

Name OJ990830_17 . 9A21 . C4 . ol . gs Method 

Start 1476 • End 

GI none Score 

Exons 1476.. 1598, 2558.. 2644 



OJ990830_17.9A21.C4 
+ 

2644 
GENSCAN 
2644 
.87 



ril 



Seq. No. 11261 

Gene No. 23911 

Start " 3981 

Name OJ990830_17 . 9A21 . C4 . ol . gp 

Start 3800 

GI none 

Exons 3800.. 4147, 4385.. 4599 

Seq. No. 11261 

Gene No. 23911 

Start 3981 

Name OJ990830_17 . 9A21 . C4 . o2 . gs 

Start 3981 

GI none 

Exons 3981.. 4147, 4385.. 4544 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



PJ990830__17. 9A21.C4 
+ 

4599 
AAT/GAP 
4599 
1014 



OJ990830_17. 9A21.C4 
+ 

4599 
GENSCAN 
4544 
.74 



Seq. No. 11261 Seq. ID 

Q Gene No. 23912 Strand 

Start 17127 End 

Name OJ990830_17 . 9A21 . C4 . o3 . gp Method 

Start 17127 End 

GI none Score 

Exons 17127. .17678 



OJ990830_17.9A21.C4 
+ 

17678 
AAT/GAP 
17678 
1008 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7388, 7504 
.8471, 8547 



OJ990830 17.9A21.C4 



Seq. No. 11261 
Gene No. 23913 
Start ' 3086 

Name OJ990830_17 . 9A21 . C4 . ol . np 

Start 3086 
GI 2979554 

Exons 3086.. 3118, 7157.. 7279, 7306. 

8090. .8188, 8269. .8334, 8415. 
8986. .9039 

GI Descrip. (AC003680) unknown protein [Arabidopsis thaliana] 



14570 
AAT/NAP 
9039 
591 

7653, 7836. 
8635, 8732. 



.7953, 
.8800, 



11773 




Seq. No. 


11261 


Seq. ID 


OJ990830_17.9A21.C4 


Gene No. 


23913 


Strand 






O U O D 


End 


14570 


Name 




Method 


GENSCAN 




4 4 9 

O 4 ^ 


End 


9047 


P T 


none 


Score 


.66 


Exons 


^4/19 "^371 ^Qftft Q1 71^1 


..7279, 7504. .7549, 7654. .7696, 




Q Qp7 QDd 7 






o e q . IN o . 


11261 


Seq. ID 


OJ990830_17.9A21.C4 




23913 


Strand 




start 


3086 


End 


14570 


Name 


OJ990830 17.9A21.C4.o2.np 


Method 


AAT/NAP 


o na jT L 


8656 


End 


11663 


PT 


6815062 


Score 


427 


tiXons 


8656. .8703, 10511. .11663 






P T e T" T 

oX JJcSCXTJ-p. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAG 




F16P2 genomic sequence;mudrA 


like protein (AC004561) [Oryza 




sativa] 






Seq. No. 


11261 


Seq. ID 


OJ990830_17.9A21.C4 


Gene No. 


23913 


Strand 




btar r 


3086 


End 


14570 


Name 


OJ990830 17.9A21.C4.o4.gs 


Method 


GENSCAN 


btar L 


9480 


End 


14570 


P T 


none 


Score 


.61 


Exons 


9480. .10211, 10381. .11685, 1178 9 12066, 13282 .. 13316, 




14200. . 14282, 14309 .. 14 477 , 


14482. .14570 


Seq. No. 


11261 


Seq. ID 


OJ990830_17.9A21.C4 


(asne iNo . 


23913 


Strand 




ouar L 


3086 


End 


14570 


Name 


OJ990830 17.9A21.C4.o2.gp 


Method 


AAT/GAP 


o uar L 


10564 


End 


10996 




4968607 


Score 


736 


Exons 


10564. .10996 






Seq. No. 


11261 


Seq. ID 


OJ990830_17.9A21.C4 


P ^ 1^ ^ M /"s 


23914 


Strand 




o La.ir u 


17535 


End 


17681 


Name 


OJ990830 17.9A21.C4.o2.ts 


Method 


TBLASTX : Soybean 




7157 


End 


7548 


PT 


none 


Score 


117 


tjXons 


7157. .7252, 7158. .7250, 7359 


..7388, 7501. .7548 


Seq. No. 


11261 


Seq. ID 


OJ990830__17. 9A21.C4 


Gene No. 


23914 


Strand 




O La J- L. 


17535 


End 


17681 


Name 


OJ990830 17.9A21.C4.o6.tm 


Method 


TBLASTX: Maize 


Start 


7157 


End 


7587 


GI 


none 


Score 


112 


Exons 


7157. .7252, 7158. .7244, 7251 


..7277, 7307. .7360, 7308. .7358, 




7359. .7388, 7501. .7587, 7501 


. .7587 




Seq. No. 


11261 


Seq. ID 


OJ990830_17.9A21.C4 


Gene No. 


23914 


Strand 





11774 




start 


17535 




End 


17681 




J.N dillfc; 


OJ990830 17.9A21.C4 


.o2.tc 


Method 


TBLASTX: Cress 




C-l- a v-4- 
O Udl. L 


8127 




End 


8606 






none 




- Score 


44 




Exons 


8127.. 8186, 8141.. 8188, 8266 


..8337, 8272. .8337, 8273. .8 






8412. .8471, 8416. .8472, 8547 


,.8606, 8551. .8604 




Seq. No. 


11261 • 




Seq. ID 


OJ990830_17.9A21 


.C4 


Gene No. 


23914 




Strand 








J. / J J .J 




End 


17681 




Na.ine 


OJ990830 17.9A21.C4 


, o2 . tm 


Method 


TBLASTX: Maize 






9893 




End 


10212 






none 




Score 


429 




Exons 


9893. .10159, 9894.. 


10202, 9895.. 10203, 


9896.. 10204, 9985.. 10212 


Seq. No. 


11261 




Seq. ID 


OJ990830_17. 9A21 


.C4 


Gene No. 


23914 




Strand • 








1 7 S 
± / u J u 




End 


17681 




Name 


OJ990830 17.9A21.C4 




Method 


TBLASTX: Maize 






10369 




End 


10584 






none 




Score 


219 






10369. .10584, 10379 


. .10582 








Seq. No. 


11261 




Seq. ID 


OJ990830_17.9A21 


.C4 


Gene No. 


23914 




Strand 






OUa.iL 


17535 




End 


17681 




Name 




. o5.tm 


Method 


TBLASTX: Maize 




o uar L 


10600 




End 


11196 




P T 


none 




Score 


102 




Exons 


10600. . 10803, 10786 


. .10947, 


10993. .11073, 11101.. 11196 




oeq . iNO . 


11261 




Seq. ID 


OJ990830_17.9A21 


.C4 


Gene No. 


23914 




Strand 






Start 


17535 




End 


17681 




Name 


OJ990830 17.9A21.C4 


. o3 . tm 


Method 


TBLASTX: Maize 




Q-l- a r-\- 

o uari, 


1 1 soft 

J. X J o 




End 


11993 






none 




Score 


197 






11508. .11687, 11509 


. .11688, 


11512. .11688, 11516. .11731, 






11789. .11851, 11790 


. .11852, 


11857. .11988, 11877. .11993 






' 11261 




Seq. ID 


OJ990830_17.9A21 


.C4 


Gene No. 


23914 




Strand 






Start 


17535 




End 


17681 




LN diilt: 


OJ990830 17.9A21.C4 


.ol.ts 


Method 


TBLASTX: Soybean 




o u a I. u 


14884 




End 


15204 






none 




Score 


77 




Exons 


14884 .. 14946, 14886 


. .14942, 


14973. .15188, 14 983 .. 15204 , 






15006. .15197 










O C ^ . t>( V.rf' . 


11261 




Seq. ID 


OJ990830_17.9A21 


.C4 


Gene No. 


23914 




Strand 






Start 


17535 




End 


17681 




Name 


OJ990830 17.9A21.C4 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


14889 




End 


15255 




GI 


none 




Score 


310 




Exons 


14889. .14930, 14896 


. .15255, 


14896. .15234, 14994. .15254 





11775 





O /-T M 

oeq. WO. 


1 1 Oi^^l 
liZOl 


Seq. ID 


OJ990830_17.9A21.C4 




osne lno . 


9 Q1 4 

z J y 1 4 


Strand 






Start 


17535 


End 


17681 




Name 


OJ990830_17 . 9A21 . C4 . ol . tm 


Method 


TBLASTX: Maize 




o L,aru 


1 A Ql 1 


End 


16362 




PT 


none 


Score 


296 




Exons 


Ifii? / / . * ±D^H \> f X4^?0-3. . XD^H 0 f 


14990. .15247> 15603. .15965, 






1 R^'^n 1 RQf^R 1 Rf^'^l 1 RQfif^ 


15632. .15967, 16236. .16307, 






XDZfiy. .XDJUO/ XD-3UD. .XDODZ 








Seq. No. 


11261 


Seq. ID 


OJ990830_17.9A21.C4 




Gene No. 


23914 


Strand 






o Tzar L. 


-| 7 c -3 C 
X / S-) O O 


End 


17681 




Name 




• Method 


TBLASTX: Maize 




o Lari. 


1 7 sn*^ ~ 


End 


17681 






none 


Score 


185 , 




Exons 


17Snf^ 17fi7fi 17S^^ 17fi7fi 


17535. .17 681, 17535. .17681 




Seq. No. 


11261 


Seq. ID 


OJ990830_17.9A21.C4 




Gene No. 


23914 


Strand 






Q4- a -w-f- 
O ua J- L 


1 7 c o c 
X / O O O 


End 


17681 




NaiTie 


nTQQflfi'^n 17 Qa91 CA rtc: 

uj i^yuoju X/. X . Ufi . 03 . gs 


Method 


GENSCAN 




o uam 


X / D J D 


End 


17673 


•ssf 




none 


Score 


.98 




Exons 


X/OJO. .x/o/o 






rfi 
•'f,t: 

rii 


beq, NO. 


X Xz D X 


Seq. ID 


OJ990830_17.9A21.C4 


: =• 


Gene No. 


23914 


Strand 






Start 


17535 


End 


17681 


• : i 
^? 


Name 


OJ990830 17.9A21.C4.o3.np 


Method 


AAT/NAP 


cr 


o Larr. 


17544 


End 


17680 


fy 




6714455 


Score 


70 




Exons 


17544 . . 17680 






Q 


o± uescrip. 


(AC011620) unknown protein [Arabidopsis thaliana] 




oeq . INO . 


11262 


Seq. ID 


OJ990830_17.9A21.C5 


j: P: 


taene ino. 


23915 


Strand 


+ 




o uar c 


3980 


End 


10613 






OJ990830 17.9A21.C5.o2.np 


Method 


AAT/NAP 




Start 


3966 • 


End • 


9484 


u 


GI 


3193291 


Score 


1619 




Exons 


3966.. 4226, 4276.. 4610, 4802 


..4957, 5018. .5768, 6658. .6845, 






7453.. 7532, 7668.. 7741, 7916 


..7981, 8681. .8784, 8865, .9046, 






9329. .9484 








\jx uescnp. 


(AF069298) Similar to DNA mismatch repair protein; T14P8.6 






[Arabidopsis thaliana] 








No 


11262 


Seq. ID 


OJ990830_17.9A21.C5 




Gene No. 


23915 


Strand 


+ 




Start 


3980 


End 


10613 




Name 


OJ990830 17.9A21.C5.o2.gs 


Method 


GENSCAN 




Start 


3980 


End 


10613 




GI 


none 


Score 


.86 




Exons 


3980.. 4663, 4802.. 6028, 6407 


..6657, 674 


15. .6871, 7668. .7741, 



7916. .7981, 8681. .8784, 8865. .9046, 9329. .9428, 
10466. .10613 



10185. .10257, 



11776 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip-. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11262 Seq. ID 

23916 Strand 

12774 End 

OJ990830_17. 9A21.C5.o2.gp Method 

12687 End 

uC-osflm202113c04bl Score 
12687.. 12945 

M521193/dbj |AB01345'O'. l|AB0i3450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene' 



OJ990830_17. 9A21.C5 
+ 

23198 
AAT/GAP 
12945 
436 



11262 
23916 
12774 

OJ990830_17 . 9A21.C5.o3.gs 
12774 



none 
12774 . 
14680. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12917, 13050. .13241, 13679 .. 13800, 14 04 5 14 105, 
14820, 15240. .15342, 16043 .. 16228 , 1 6385 .. 16633, 



OJ990830_17. 9A21.C5 
+ 

23198 
GENSCAN 
20414 
.74 



17434. .17591, 17775 .. 18205, 18626 .. 18686, 18 94 8 204 14 



Seq. No. 11262 Seq. ID 

Gene No. 23916 Strand 

Start 12774 End 

Name OJ990830_17 . 9A21 . 05 . o5 . gp Method 

Start 18235 End 

GI 5816518 - Score 

Exons 18235.. 18342 

GI Descrip. 4 521193/dbj | AB0134 50 . 1 1 AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



OJ990830_17. 9A21.C5 
+ 

23198 
AAT/GAP 
18342 
161 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI. Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11262 Seq. ID 

23916 Strand 
12774 End 
OJ990830_17 . 9A21 . 05 . o6 . gp Method 
18235 End 
72524_1.R1084 Score 
18235.. 18547 

'5091496/dbj IAB023482.2 IAB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, cione P0680A03, complete sequence* 



OJ990830_17.9A21.C5 
+ 

23198 
AAT/GAP 
18547 
419 



11262 
23916 
12774 

OJ990830_17 . 9A21.05.o3.np 

18983 

5091513 



Seq. ID OJ990830_17. 9A21.05 

Strand + 

End 23198 

Method AAT/NAP 

End 22518 

Score 2606 



18983. .20225, 2104 7 .. 22094 , 22144. .22518 
(AB023482) Hypothetical protein [Oryza sativa] 



11262 
23916 
12774 

OJ990830__17.9A21.C5.o4.np 

19136 

5091513 



Seq. ID OJ990830 17.9A21.C5 



Strand 
End 

Method 

End 

Score 



23198 
AAT/NAP 
23196 
2583 



19136. .20304, 21038 .. 22084 , 22314 .. 22398 , 23117. .23196 
(AB023482) Hypothetical protein [Oryza sativa] 



1177,7 




Seq. No. 


11262 




Seq. ID 


OJ990830_ 


17 , 9A21 


.C5 




0 -? X 0 




0 U X ClilU 










1 9774 




FnH 


9^1 Qfi 








n.TQQOft'^n 17 QA91 PS 


0 ^ 0 Q 


M<=ii" hi oH 


0 Cj LN 0 ^rtLN 






O L. d X u 


^ iC. 0 z. u 




End 


9^1 QR 
^ J X ^ 0 








■ •' ' n 0 n 0 




S cor e 








I-i A U I i O 


99QnQ 


9^1 Qft 










IhJ ^ VJ a t.^ W • 


11262 




Seq. ID 


OJ990830_ 


17 . 9A21 


. C5 


Gene No. 


23917 




Strand 


+ 






Start 


23697 




End 


28864 






LN0.1UC 


OJ990830 17.9A21.C5 


. o6.np 


Method 


AAT/NAP 






O L d J. u 


23697 




End 


26085 








5080788 




Score 


363 






P von ^ 


23697. .23748, 25255 


. .25590, 


25811. .26085 








{AC007576) Very similar to 


adventitious 


; rooting 


X C X d L. 






oxygenase [Arabidopsis thaliana] 








Seq. No. 


11262 




Seq, ID 


OJ990830_ 


_17.9A21, 


.05 


Gene No. 


^ J ^ X / 




Strand 


-f 








23697 




End 


28864 






Nsme 


OJ990830 17.9A21.C5 


.06. gs 


Method 


GENSCAN 






O Cdi L 


25037 




End 


28864 






ox 


none 




Score 


.67 






Exon s 


25037. .25101, 25275 


. .25590, 


25811. .25918, 26483. 








28367. .28604, 28672 


. .28864 










Seq. No. 


11262 




Seq, ID 


OJ990830 


17.9A21. 


.C5 


C^ o T* o KT o 


23918 




Strand 


+ 






O L d X L 


29487 




End 


29935 






Name 


OJ990830 17.9A21.C5 


. olO . gp 


Method 


AAT/GAP 






0 L d i. L. 


29487 




End 


29935 






GI 


none 




Score 


889 






P von Q 


29487. .29935 














11262 




Seq. ID 


OJ990830_ 


^ 1 QA9 1 

X / . ^r\£. X < 




Gene No. 


23919 




Strand 


+ 






Start 


36322 




End 


41369 






Naine 


OJ990830 17.9A21.C5 


. o8.gs 


Method 


GENSCAN 






0 L d X L. 


36322 




End 


41369 






0 J. 


none 




• Score 


,8 






von Q 


36322. .36373, 36670, 


. ,36837, 


37131. .37202, 38204 . 


9 ^9 






38637. .38959, 39085, 


. .39226, 


39570. .3964 


8, 39742, 


. 0 ^ 0 f 






40476. .40577, 40687, 


. ,40755, 


41232. .41369 






Cfuri Mo 


11262 




Seq. ID 


OJ990830_ 


1 7 QA91 

X / . Vr\^ X 1 




CZciTi 0 Mo 


23919 




Strand 


+ 






Start 


- 36322 




End ■ 


41369 






Name 


OJ990830 17.9A21.C5, 


. 08 .np 


Method 


AAT/NAP 






Start 


38718 




End 


41366 






GI 


6862953 




Score 


1071 






Exons 


38718. .38825, 38862, 


. .38959, 


39085. .39226, 39570. 


. 39648, 






39742. .39866, 40476, 


. .40577, 


40687. .40755, 40841. 


. 40939, 






41232. .41366 












GI Descrip. 


(AC019018) unknown protein 


[Arabidopsis 


thaliana] 





11778 



Seq, No. 11262 Seq. ID 

Gene No. 23920 Strand 

Start 41364 End 

Name OJ990830_17 . 9A21 . C5 . oil . gp Method 

Start 41364 End 

GI none Score 

Exons 41364 :'.41522 



OJ990830_17.9A21.C5 
+ 

41522 
AAT/GAP 
41522 
265 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11262 
23921 
42679 

OJ990830_17 . 9A21 . C5 . ol2 . gp 
42626 

18112_1.R1084 

42626.-42893, 42 991 .. 4 3097 , 
M64621/sp| P34091 1 RL6_MESCR 
(YL16-LIKE) >gi_280374_pir_ 

common ice plant >gi_19539_emb_CAA4 9175_ (X69378) 
protein YL16 [Mesembryanthemum crystallinum] ' 



OJ990830_17.9A21.C5 
+ 

44596 
AAT/GAP 
44596 
1723 

43935. .44116, 44211. .44596 
6.0e-65 60S RIBOSOMAL PROTEIN L6 
S28586 ribosomal protein ML16 - 

ribosomal 



Seq. ID 

Strand 

End 

Method 

End 

Score 



11262 
23921 
42679 

OJ990830_17 .9A21.C5.o9.np 
42647 
464621 

42647. .42893, 
60S RIBOSOMAL 



Seq. ID 
Strand 
End 

Method 
End 
Score 

42991. .43097, 43935 .. 4 4 116, 44211. .44363 
PROTEIN L6 (YL16-LIKE) gi | 28037 4 | pir M 82 8 58 6 



OJ990830_ 
+ 

44596 
AAT/NAP 
44363 
652 



17.9A21.C5 



ribosomal protein ML16 - common 
(X69378) ribosomal protein YL16 



ice plant gi | 19539 | emb | CAA4 9175 | 
[Mesembryanthemum crystallinum] 



Seq. No. 


11262 




Seq. ID 


OJ990830_17, 


. 9A21 


.05 


Gene No. 


23921 




Strand 


+ 






Start 


42679 




End 


44596 






Name 


OJ990830 17.9A21.C5 


. o9.gs 


Method 


GENSCAN 






Start 


42679 




End 


44366 






GI 


none 




Score 


.83 






Exons 


42679. .42893, 42991 


. .43097, 


43935. .44116, 44211. .44366 




Seq. No. 


11262 




Seq. ID 


OJ990830_17, 


, 9A21 


.05 


Gene No. 


23922 




Strand 








Start 


58 




End 


772 






Name 


OJ990830 17.9A21.C5 


.ol.np 


Method 


AAT/NAP 






Start 


58 




End 


661 






GI 


6714455 




Score 


163 






Exons 


58. .267, 592. .661 












GI Descrip. 


(AC011620) unknown ] 


protein 


[Arabidopsis thaliana] 






Seq. No. 


11262 




Seq. ID 


OJ990830_17. 


,9A21 


.05 


Gene No. 


23922 




Strand 








Start 


58 




End 


772 






Name 


OJ990830 17.9A21.C5 


.ol.gp 


Method 


AAT/GAP 






Start 


173 




End 


772 






GI 


none 




Score 


477 






Exons 


173. .266, 592. .772 












Seq. No. 


11262 




Seq. ID 


OJ990830_17, 


, 9A21 


.05 



11779 



Gene No. 23923 Strand 

Start 17047 End 17419 

Name OJ990830_17 . 9A21 . C5 . o4 . gp Method AAT/GAP- 

Start 17047 End 17419 

GI 3763160 Score 675 

Exons 17047.. 17419 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



11262 Seq. ID OJ990830_17 . 9A21 . C5 

23924 Strand 

21391 End 22210 

OJ990830_17 . 9A21 . 05 . o5 . np Method AAT/NAP 

21391 End 22210 

5091512 Score 1024 

21391. .21811, 21859. .21986, 22028. .22210 

(AB0234 82) Similar to Plasmodium vivax circumsporozoite protein 

gene, complete cds.(M11926) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11262 Seq. ID OJ990830_17 . 9A21 . C5 

23925 Strand 

24779 End 25090 

OJ990830_17 . 9A2 1 . C5 . o7 . gp Method AAT/GAP 

24779 End 24884 

5816518 Score 154 

24779. .24884 

4521193/dbj I AB013450. 1 1 AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Fib gene 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11262 Seq. ID OJ990830_17 . 9A21 . 05 

23925 Strand 

24779 End 25090 

OJ990830_17 . 9A21 . 05 . o8 . gp Method AAT/GAP 

24779 End 25090 

72524_1.R1084 Score 417 

24779. .25090 

'5091496/dbj IAB023482.2 IAB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11262 ^ Seq. ID OJ990830_17 . 9A21 . 05 

23926 Strand 

28124 End 28472 

OJ990830_17 . 9A2 1 . 05 . o9 . gp Method AAT/GAP 

28124 End 28472 

366_4.R1084 Score 635 

28124.. 28472 

M521193/dbj I AB013450. 1 1 AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11262 
23927 
29485 

OJ990830_17 . 9A2 1 . 05 . o7 . gs 
29485 
none 
29485. 
32013. 
34253. 



.29874, 29982. 
.32063, 32147. 
.34337, 35656. 



,30104, 
,32312, 
,35704 



Seq. ID 
" Strand 
End 

Method 
End 
Score 

30196 

32703 



OJ990830 17.9A21.C5 



35704 
GENSOAN 
35704 
.75 

30884, 31581. 
33187, 33712. 



,31767, 
33982, 



11780 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990830 17.9A21,C5 



Seq. No. 11262 
Gene No. 23927 
Start 29485 

Name OJ990830_17 . 9A21 . C5 . o7 . np 

Start 29754 
GI 2702277 

Exons 29754. .30500, 3054 3 .. 30956, 

32147. .32312, 32703.. 33166 
GI Descrip. (AC003033) putative serine/threonine protein kinase [Arabidopsis 

thaliana] 



35704 
AAT/NAP 
33166 
1373 



31620. .31806, 32013 .. 32063, 





Sea No 


11262 






Seq. ID 


OJ990830_17.9A21.C5 






^ ^ ^ Kj 






Strand 






O L. Cl i. L. 


*i \J *J J \J 






End 


49140 






OJQQOR^n 17 


. 9A21 


rS nl 0 tm 


Method 


TBLASTX: Maize 




q-t- 3 rf 
O L. a. i. L. 


J ^ ^ j- 






End 


4183 






none 






Score 


264 




T*' von Q 


^QQI 41ft? 


^ Z/ £- 


. .4183 








Seq. No. 


11262 






Seq. ID 


OJ990830_17.9A21.C5 






?^Q9ft 






Strand 






C-j- -a T-.+- 


*± O J J D 






End 


49140 




Name 




. 9A21 


PS n4 l-TTi 


Method 


TBLASTX: Maize 




O L, Cl X. U 


4 S?7 ~ 

*i J / 






End 


5138 


"tST 










Score 


106 


Ui 




4 S97 4 fil 


4 

1 ^ J ^ 


4 fil ft 4 S^? 


,.4616, 4546. . 4644, 4787. .5119, 


ru 




47ftR SI ^ft 










ui 


Seq. No. 


11262 






Seq. ID 


OJ990830_17.9A21.C5 






23928 






Strand 






Start 


4 6556 






End 


49140 


rii 


Name 


OJ990830 17 


. 9A21 


rS nl 9 tm 


Method 


TBLASTX: Maize 


li 


Start 


6581 ~ 






End 


7532 


I i 


GI 


none 






Score 


73 




p vnn 


6581 6658 


6583 


6660 6591 


.6662, 6743. .6877, 6743. .6874, 


! 




6744 6878 


674 4 


6878 7451 


.7525, 7458. .7532, 7463. .7531 


Sk 

'si:; 


Seq. No. 


11262 






Seq. ID 


OJ990830_17 . 9A21 . 05 


;" "i 


npnp No 


23928 






Strand 








1 U *J J u 






End 


49140 




Name 


OJ990830 17, 


. 9A21 


.C5.o7 .ts 


Method 


TBLASTX : Soybean 




Start 


8712 






End 


9418 




GI 


none 






Score 


63 




Exons 


8712. .8789, 


8741 


..8776, 8864. 


.8896, 8€ 


S79..9049, 8894. .9049, 






93'26. . 9418, 


9349 


. .9408 








Seq. No. 


11262 






Seq. ID 


OJ990830_17. 9A21.C5 




Gene No. 


23928 






Strand 






Start 


46556' 






End 


49140 




Name 


OJ990830 17, 


, 9A21 


.C5,o9.tm 


Method 


TBLASTX: Maize 




Start 


8861 






End 


9438 




GI 


none 






Score 


287 




Exons 


8861. .9049, 


8861 


..9049, 9326. 


.9427, 9326.. 9427, 9328.. 9429, 






9328. .9438 












Seq. No. 


11262 






Seq. ID 


OJ990830_17.9A21.C5 




Gene No. 


23928 






Strand 





11781 




start 


46556 




End 


49140 




Name 


OJ990830 17.9A21.C5. 


o9. ts 


Method 


TBLASTX : Soybean 




Start 


13164 




End 


14834 




GI 


none 




Score 


65 




Exons 


13164. .13232, 13652. 


. 13801, 


13676. .13801, 13677. .13817, 






13678 . . 13809, 14043. 


. 14129, 


14680. .14823, 14 694 .. 14 834 , 






14696. .14.812 










Seq. No. 


11262 




Seq. ID 


OJ990830_17.9A21 


.05 


Gene No. 


23928 




Strand 






Start 


46556 




End 


49140 




Name 


OJ990830 17.9A21.C5. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


15238 




End 


16233 




GI 


none 




Score 


108 




Exons 


15238. .15345, 15239. 


. 15346, 


15250. .15348, 15264 .. 15350, 






15985. . 16233, 15999. 


. 16229 








Seq. No. 


11262 




Seq. ID 


OJ990830_17.9A21 


.C5 


Gene No. 


23928 




Strand 






Start 


46556 




End 


49140 




Name 


OJ990830 17.9A21.C5. 


o8 . tm 


Method 


TBLASTX: Maize 




Start 


16405 




End 


16632 




GI 


none 




Score 


298 




Exons 


16405. .16632, 16405. 


. 16620, 


16407. .16631 




Seq. No. 


11262 




Seq. ID 


OJ990830_17.9A21 


. C5 


Gene No . 


23928 




Strand 






Start 


46556 




End 


49140 




Name 


OJ990830 17.9A21.C5. 


o6 . ts 


Method 


TBLASTX : Soybean 




Start 


17867 




End 


25410 




GI 


5753428 




Score 


259 




Exons 


17867. .18190, 17868. 


.18215, 


25354. .25410 




GI Descrip. 


3492806/emb CAA12386 


; 2.0e- 


54 (AJ225045) adventitious root. 




related oxygenase [Malus domestica] 






Seq. No. 


11262 




Seq. ID 


OJ990830_17.9A21 


.C5 


Gene No. 


23928 




Strand 






Start 


46556 




End 


49140 




Name 


OJ990830 17.9A21.C5. 


o6 . tm 


Method 


TBLASTX: Maize 




Start 


17874 




End 


18206 




GI 


none 




Score 


393 




Exons 


17874. .18206, 17874. 


.17924, 


17960. .18205 




Seq. No. 


11262 




Seq. ID 


OJ990830_17.9A21 


.C5 


Gene No. 


23928 




Strand 






Start 


46556 




End 


49140 




Name 


OJ990830 17.9A21.C5. 


oil . tm 


Method 


TBLASTX: Maize 




Start 


25411 




End 


26040 




GI 


none 




Score 


37 • 




Exons 


25411. .25443, 25416. 


.25442, 


25442. .25492, 25447 25590, 






25447. .25590, 25795. 


.25956, 


25811. .25948, 25963. .26040 




Seq. No. 


11262 




Seq. ID 


OJ990830_17.9A21 


.C5 


Gene No. 


23928 




Strand 






Start 


46556 




End 


49140 




Name 


OJ990830 17.9A21.C5. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


29725 




End 


30790 





11782 






none 






Score 


124 




Exons 






9Qff "^1 
. z 3 0 0 X , 


29808. .29984, 298 69 .. 2997 6, 










^004 ft 

. 0 U U *i 0 , 


30027. .30104, 30052 30105 , 






30196. 


,.30402, 30204. 


. 0 U *i X U , 


30206. ,30406, 30274 .. 3064 8 , 






30491. 


,.30553, 30595. 




30604 . .30774, 30608. .30790 




Seq. No. 


11262 






Seq. ID 


. OJ990830_17. 9A21 


.05 


Gene No. 


23928 






Strand 






0 Ldl. L 


46556 






End 


49140 




N3.ine 


OJ990830 17.9A21.C5. 




Method 


TBLASTX : Soybean 




Q+- a y-4- 


30227 






End 


30774 




PT 


none 






Score 


68 




Exons 


30227. 


,.30370, 30229. 


30420 

■ ^ \J rt c. \J f 


30418. .30501, 30697.. 30774 




oeq . iNO . 


11262 






Seq. ID 


OJ990830_17. 9A21 




oene ino . 


23928 






Strand 






0 L a J- t. 


46556 






End 


49140 




Nsme 


OJ990830 17.9A21.C5. 


0 / • um 


Method 


TBLASTX: Maize 




Start 


30791 






End 


32822 




GI 


none 






Score 


83 




Exons 


30791. 


,.30886, 30791. 


> \j \j \j f 


30792. .30908, 31387 314 97 , 






31397, 


,.31504, 31397. 


"^1 ^04 


31416. .31505, 31599. .31802, 






3160 6. 


,.31803, 31624. 


ftOfi 
> ^ X 0 u 0 , 


31625. .31807, 32011 .. 32064 , 






32013. 


,.32066, 32013. 




32144 . .32314, 32144 32314 , 






32146, 


,.32316, 32684. 


'^9ft 9 1 


32703. .32822 




oeq . NO . 


11262 






Seq. ID 


OJ990830_17. 9A21 


p 


Gene No. 


23928 






Strand 






Start 


46556 






End 


49140 




Name 


OJ990E 


330_17.9A21.C5. 




Method 


TBLASTX: Soybean 




0 1 aru 


31438 






End 


31808 






none 






Score 


56 




Exons 


31438. 


,.31494, 31439. 


^14 QS 
. J X ft ^ J , 


31566. .31799, 3157 9 .. 31806, 






31580. 


,.31807, 31590. 


?1 ft OR 
> 0 X 0 u 0 








Seq. No. 


11262 






Seq. ID 


OJ990830_17. 9A21 


.05 


Gene No. 


23928 






Strand 








46556 






End 


49140 




Name 


OJ990830 17.9A21.C5. 


<^9 hm 


Method 


TBLASTX: Maize 






32822 






End 


33220 






none 






Score 


409 




Exons 


32822, 


,.33220, 32825. 


• J J -L 0 ^ , 


32826. .33170 




Seq. No. 


11262 






Seq. ID 


OJ990830_17.9A21 


.05 


Gene No. 


23928 






Strand 








46556 






End 


49140 




Naine 


OJ990E 


J30_17.9A21.C5. 


X • l_ 0 


Method 


TBLASTX : Soybean 




0 L dl. u 


32840 






End 


33167 






none 






Score 


285 " 




Exons 


32840, 


,.33166, 32841. 


. 0 0 X D / , 


32841. .33167 




Seq. No. 


11262 






Seq. ID 


OJ990830_17.9A21 


.05 


Gene No. 


23928 






Strand 






Start 


46556 






End 


49140 




Name 


OJ990£ 


J30_17.9A21.C5. 


o3. tc 


Method 


TBLASTX: Cress 




Start 


38760 






End 


39779 




GI 


none 






Score 


73 





11783 



Exons 



38760. .38825, 38907 38 960, 39079 .. 39225, 39083 .. 39226, 
39546. .39641, 39569.-3964 6, 39738.. 39779 



Seq. No. 11262 Seq. ID 

Gene No. 23928 Strand 

Start 46556 End 

Name OJ990830_17 . 9A21 . C5 . o3 , tw Method 

Start 38760 End 

GI none Score 
Exons 



OJ990830_17.9A21.C5 
49140 

TBLASTX: Wheat 

39211 

98 



38760. .38828, 38768 .. 38827, 38 907 .. 38972 , 38909 .. 38971, 
39085. .39159, 3908 6 .. 39178 , 39129 .. 39170 , 39170 39211, 
39179. .39211 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11262 
23928 
46556 

OJ990830_17.9A21.C5, 
38763 
none 
38763 
39082 
39568 
39741 
40650 



o5 . tm 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ990830 17.9A21.C5 



38822, 38768. .38821, 

39225, 39083. .39226, 

39648, 39569. .39646, 

39881, 40469. .40573, 

40757, 40684. .40758, 

40833. .40940, 4 084 0 . . 40938 , 

41227. .41361, 41388. .41447 

11262 

23928 Strand 
46556 End 
OJ990830_17 . 9A2 1 . C5 . o5 . ts Method 
38766 End 
none Score 



49140 

TBLASTX: Maize 
41447 
89 

38903. .38953, 38904 38960, 
39086. .39226, 3954 9 .. 39647 , 
39717. .39869, 39719 .. 398 62 , 
40473. .40580, 40475 .. 4 0573, 
40684. .40755, 4068 6 .. 4 0757 , 
40841. .4,0942, 4 1227 .. 4 1379, 



Seq. ID OJ990830_17.9A21.C5 



49140 

TBLASTX : Soybean 

39647 

66 



38766. .38825, 38 907 ,. 38 960 , 39082 .. 39225 , 39083 .. 39226, 
39548. .39646, 39549.. 39647 



11262 
23928 
46556 
OJ990830 
39761 
none 
39761 
40473 
40840 



17. 9A21.C5.o2.ts 



39856, 39762. .39875, 
40577, 40683. .40757, 
40932, 40841. .40936 



Seq. ID 
Strand 
End 

Method 
End 
Score 

40470 

40684 



OJ990830 17.9A21.C5 



49140 

TBLASTX: Soybean 
40936 
142 

40580, 40472. .40576, 
40758, 40805. .40927, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11262 
23928 
46556 
OJ990830 
40464 
none 
40464 
40684 
40841 



17.9A21.C5.o2.tc 



40580, 40464. 
40755, 40686, 
40909 



40580, 
40757, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
40469. .40582, 
40826. .40894, 



OJ990830 17.9A21.C5 



49140 

TBLASTX: Cress 
40909 
186 

40684. .40761, 
40840. .40905, 



Seq. No. 



11262 



Seq. ID OJ990830_17.9A21.C5 



11784 






^ ^ -7 ^ U 








Strand 








H \J <J ^ V 








End 




49140 






V^U Zy y \J \J 


30 17.9A21.C5, 


» o3 . tm 


Method 


TBLASTX:i 


Mai ze 


Start 


42612 








End 




44495 




GI 


none 








Score 


136 






42672 . 


.42773, 


42678. 


. .42785, 


42679. . 


42897, , 42988 


. . 43092, 




42988 . 


.,43098, 


42989. 


43099, 


43930. . 


44073, 43931 


. . 44116, 




43938 . 


.44120, 


43939. 


. . 44121, 


44208. . 


44369, 44210 


44365, 




4 4211. 


.44366, 


44293. 


44385, 


44391. . 


44441, 44406 


. .44495, 




44414 . 


. 44440, 


44446. 


. .44493 












X X ^ u ^ 








Seq. 


ID 


OJ990830 


17 . 9A21 




' 23928 








Strand 






O L, Cli- L. 


4 655 6 








End 




49140 




Nartie 




30 17.9A21.C5. 


, o3 . ts 


Method 


TBLASTX: 




Start 


42694 








End 




44366 




GI 


none 








Score 


105 




Exons 


42694. 


.42780, 


42726. 


. .42785, 


42826. . 


42897, 42988 


. .43098, 




42989. 


.43099, 


43931. 


. .44116, 


43933. . 


44073, 43938 


. .44117, 




43951. 


.44118, 


44210. 


. .44365, 


44216. . 


44347, 44223 


. .44366, 




44223. 


.44366 

















Seq. No. 


11262 






Seq. ID 


OJ990830_17. 9A21 


Q 


Gene No. 


23928 






Strand 






Start 


46556 






End 


49140 


t.Vi 


Name 


OJ9908 


30_17.9A21.C5. 


-ol. tc 


Method 


TBLASTX: Cress 




Start 


42697 






End 


44420 




GI 


none 






Score 


111 


0 


Exons 


42697. 


.42786, 42826. 


. .42897, 


42988. .430 


98, 42989. .43099, 


Ui 




43931. 


.44116, 43933. 


. .44052, 


43935. .440 


60, 44217. .44420, 


•'==1 




44225. 


.44353 








ry 


Seq. No. 


11262 






Seq. ID 


OJ990830__17.9A21 


!: 


Gene No. 


23928 






Strand 






Start 


46556 






End 


49140 




Name 


OJ9908 


30_17.9A21.C5. 


, ol . tw 


Method 


TBLASTX: Wheat 




Start 


44012 






End 


44496 




GI 


none 






Score 


141 




Exons 


44012. 


.44116, 44012. 


, .44041, 


44 034. .44129, 4 4035. .44118, 






44208. 


.44435, 44210. 


. .44365, 


44210. .444 


40, 44211, .44405, 






44293. 


.44436, 44415. 


. .44495, 


44437. .444 


96 




Seq. No. 


11262 






Seq. ID 


OJ990830_17.9A21 




Gene No. 


23928 






Strand 






Start 


46556 






End 


49140 




Name 


OJ9908 


30_17.9A21.C5, 


.olO.gs 


Method 


GENSCAN 




Start 


46556 






End 


49140 




GI 


none 






Score 


.52 




Exons 


46556. 


.46784, 46823. 


. .47042, 


47422. .477 


38, 48307. .48360, 






49097. 


.49140 









Seq. No. 11263 Seq. ID OJ990830_17 . 9A21 . C6 

Gene No. 23929 Strand + 

Start 333 End 4687 

Name OJ990830_17 . 9A21 . C6 . ol . gs Method GENSCAN 

Start 333 End 4687 

GI none Score .53 



117 



85 





Exons 


333. .337, 522. .651, 1085. .1144, 1939. 


.2030, 2158.. 2277, 






2831 . .2951, 


3623. .3813, 


3915 . 


.4066, 4605. .4687 ■ 




Seq. No. 


11263 






Seq. ID 


OJ990830_17.9A21.C6 




Gene No . 


23930 






Strand 






Start 


6193 






End 


12288 




Name 


. OJ990830 17 . 


9A21.C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1093 






• End 


3138 




GI 


none 






Score 


154 




Exons 


1093. .1146, 


1933. .2031, 


1936. 


.2031, 1937. .2098, 1937. .2038, 






1947 . .2039, 


2205. .2276, 


2210. 


.2293, 2213. .2278, 2376. .2441, 






2378. .2443, 


2635. .2658, 


2636. 


.2656, 2654.. 2728, 2656.. 2727, 






2815. .2928, 


2826. .2963, 


2828 . 


.2947, 2832. .2951, 3082.. 3138 




Seq. No. 


11263 






Seq. ID 


OJ990830_17.9A21.C6 




Gene No. 


23930 






Strand 






Start 


6193 






End 


12288 




Name 


OJ990830 17. 


9A21.C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5959 






End 


6364 




GI 


none 






Score 


46 




Exons 


5959. .5988, 


5961. .5987, 


6080. 


.6112, 6092.. 6112, 6186.. 6359, 






6187 . . 6354, 


6188 . . 6364 








n 


Seq. No. 


11263 






Seq. ID 


OJ990830_17.9A21.C6 


Q 


Gene No. 


23930 






. Strand 




•'J ! 


Start 


6193 






End 


12288 




Name 


OJ990830 17. 


9A21.C6.o2. 


as 


Method 


GENSCAN 




Start 


6193 ~ 






End 


12288 


r J 


GI 


none 






Score 


.66 


. =i 


Exons 


6193 . . 6636, 


8992 . . 9261, 


9911 . 


.10143, 10451. .10639, 12042. .12288 




Seq. No. 


11264 






Seq. ID 


OJ990830_17. 9A21.C7 




Gene No . 


23931 






Strand 






Start 


2531 






End 


5279 




Name 


OJ990830 17. 


9A21.C7.ol. 


np 


Method 


AAT/NAP 


i 

* ''I 


Start 


2531 






End 


5279 


i. j. 


GI 


2130154 






Score 


101 




Exons 


2531. .2619, 


3892. .4064, 


5227. 


.5279 




.sc; 


GI Descrip. 


hypothetical 


protein 241 - maize chloroplast 






gi 1 902268 | emb | CAA60333 | 


(X86563) ORF241 [Zea mays] 


ill? 




gi 1 902303 | emb ICAA60367 | 


{X86563) ORF241 [Zea mays] 




Seq. No. 


11265 






Seq. ID 


OJ990330_09.9A15.C1 




Gene No. 


23932 






Strand 






Start 


150 






End 


252 




Name 


OJ990330 09. 


9A15.Cl.ol. 


gs 


Method 


GENSCAN 




Start 


150 






End 


252 




GI 


none 






Score 


.56 




Exons 


150. .252 












Seq. No. 


11266 






Seq. ID 


OJ990330_09.9A15.C3 




Gene No. 


23933 






Strand 


+ 




Start 


1 






End 


1654 




Name 


OJ990330 09. 


9A15.C3.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


1575 




GI 


2696032 






Score 


170 




Exons 


1..220, 1489 


. . 1575 









11786 



GI Descrip. (AB009395) alternative oxidase [Catharanthus roseus] 



Seq. No. 11266 Seq. ID 

Gene No. 23933 Strand 

Start 1 End 

Name OJ990330_09, 9A15 . C3 . ol . gs Method 

Start 26 End 

GI none Score 

Exons 26.. 207, 1534.. 1654 



OJ990330_09.9A15.C3 
+ 

1654 
GENSCAN 
1654 
.59 



Seq. No. 11266 Seq. ID 

Gene No. 23934 Strand 

Start 4126 End 

Name OJ990330_09 . 9A15 . C3 . ol . ts Method 

Start 16 End 

GI none Score 

Exons 16.. 69, 20.. 55, 80.. 217, 113.. 214, 115 



OJ990330_09.9A15.C3 
+ 

5154 

TBLASTX : Soybean 

219 

52 

, .219 



Seq. No. 11266 Seq. ID 

Gene No. 23934 Strand 

Start 4126 End 

Name OJ990330_09 . 9A15 . C3 . ol . tc Method 

Start 20 End 

GI none Score 

Exons 20. .70, 28. .216, 80. .220 



OJ990330_09.9A15.C3 
+ 

5154 

TBLASTX: Cress 

220 

53 



Seq. No. 11266 Seq. ID 

Gene No. 23934 Strand 

Start 4126 End 

Name OJ990330_09 . 9A15 . C3 . o2 . gs Method 

Start 4126 End 

GI none Score 

Exons 4126.. 4291, 4610.. 5154 



OJ990330_09.9A15.C3 
+ 

5154 
GENSCAN 
5154 
.86 



Seq. No. 11267 Seq. ID 

Gene No. 23935 ' Strand 

Start 1 End 

Name OJ990330_09 .^9A15 . C4 . ol . np . . Method 

Start 1 End 

GI 6056194 Score 

Exons 1..810, 1920.. 1938 

GI Descrip. (AC009400) unknown protein [Arabidopsis thaliana] 



OJ990330_09.9A15.C4 
+ 

12214 
AAT/NAP 
1938 
410 



Seq. No. 11267 Seq. ID 

Gene No. 23935 Strand 

Start 1 End 

Name OJ990330_09 . 9A15 . C4 . ol . gs Method 

Start 59 End 

GI .; none Score 

Exons ' 59.. 661, 668.. 829 



OJ990330_09. 9A15.C4 
+ 

12214 
GENSCAN 
829 
.79 



Seq. No. 11267 Seq. ID 

Gene No. 23935 Strand 

Start 1 End 

Name OJ990330_09 . 9A15 . C4 . o2 . np Method 

Start 1367 End 

GI 126401 Score 



OJ990330_09. 9A15.C4 
+ 

12214 ' 
AAT/NAP 
12211 
2193 
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Exons 

GI Descrip. 



1367. .1407, 2930. .2974, 8911. .9203, 10067. .12211 
LIPOXYGENASE L-2 gi | 100690 | pir M S23454 lipoxygenase (EC 
1.13.11.12) L-2 - rice gi | 20267 | emb | CAA4 5738 I (X64396) 
lipoxygenase [Oryza sativa] 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11267 Seq. ID 

23935 ' Strand 

1 End 

OJ990330_09 . 9A15 . 04 . o2 . gs Method 

2809 End 

none Score 

2809. .2974, 4855. .4971, 5811. .5908 

11267 Seq. ID 

23935 Strand 

1 End 

OJ990330_09.9A15.C4 .o4 .gs Method 

8 928 End 

none Score 

8928. .9203, 10067. .12214 



OJ990330_09. 9A15.C4 
+ 

12214 
GENSCAN 
5908 
.68 



OJ990330__09.9A15.C4 
+ 

12214 
GENSCAN 
12214 
.9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI -Descrip. 



11267 Seq. ID OJ990330_09 . 9A15 . C4 

23936 Strand 

4456 End 5078 

OJ990330_09 . 9A15 . C4 . ol . gp Method AAT/GAP 

4456 End 5078 

3761363 Score 996 

4456. .5078 

5852170/emb|AL117265.1 IOST17804 l.Oe-151 Oryza sativa 
indica{GLA4) genomic DNA, chromosome 4, BAC clone :t 17 8 04 

11267 Seq. ID OJ990330_09 . 9A15 . C4 

23937 Strand 

5651 End 6384 

OJ990330_09.9A15.C4 .o2.gp Method AAT/GAP 

5651 End 6384 

101153_1.R1084 Score ' 351. 

5651. .5904, 6351. .6384 

'5852170/emb|AL117265.1 IOST17804 l.Oe-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11267 Seq. ID 

23938 Strand 

6677 End 

OJ990330__09 . 9A15 . C4 . o3 . gs Method 

6677 End 

none Score 



OJ990330_09. 9A15.C4 

8026 
GENSCAN 
8026 
.4 



6677. .6930, 7218. .7397, 7577. .7762, 7948. .8026 



Seq. No. 11267 Seq. ID 

Gene No. 23939 Strand 

Start 8552 End 

Name OJ990330_09 . 9A15 . C4 . o3 . tm Method 

Start 10 End 

GI none Score 

Exons 10.. 357, 35.. 358 



OJ990330_09. 9A15.C4 
8768 

TBLASTX: Maize 

358 

247 
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Seq. No. 


11267 










Seq. ID 


OJ990330_09.9A15 


.C4 


Gene No. 


23939 










Strand 






Start 


8552 










End 


fi7 fift 






\ju Z/ y \j ^ o \J 


DQ 


QA1 S 












O 1., Cl i. L, 












End 


7 1 R 




\j J. 














^ ^ o 






^ ^ m » ^ \J ^ f 


37 . 














Sea No 


11267 










Seq. ID 


OJ990330 09 9A15 


. C4 


Gene No. 


23939 










Strand 






Start 


8552 










End 


8768 




Name 


OJ990330 


_09. 


, 9A15. 


C4.02 


.tc 


Method 


TBLASTX: Cress 




Start 


38 










End 


370 




GI 


none 










Score 


230 




Exons 


38. .370, 


40. 


. .294, 


317. 


.370 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Q 

=i^LSeq. No. 
\X\ Gene No. 
I'll Start 
j:^; Name 

Start 
Ul GI 

Exons 
pil GI Descrip. 



11267 
23939 
8552 

OJ990330_09 . 9A15 . C4 . o2 . tm 

430 

none 



Seq. ID OJ990330_09.9A15.C4 
Strand 
End 

Method 
End 
Score 



8768 

TBLASTX: Maize 

754 

273 



430. .663, 431. .658, 632. .736, 653. .754 



11267 
23939 
8552 

OJ990330_09 . 9A15 . 04 . o3 . gp 
8552 

LIB3477-003-P1-K1-E9 
8552. .8577, 8689. .8768 
'24 9858 6/sp|Q4 0638 iMPOl 
S 1 PRECURSOR (ORY S I) 
sativa] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330_09.9A15.O4 

8768 
AAT/GAP 
8768 
119 



ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN 
>gi_1173557 {U31771) Ory s 1 [Oryza 



ORY 



Seq. No. 11267 Seq. ID 

Gene No. 23940 Strand 

Start 9032 End 

Name OJ990330_09 . 9A15 . C4 . ol . ts Method 

Start 9032 End 

GI none Score 
Exons 



OJ990330_09. 9A15.C4 
12241 

TBLASTX: Soybean 

12220 

125 



9032. .9154, 9033. .9170, 10069 .. 10101 , 10070 .. 10141, 
10150. .10218, 10151. .10216, 10228 .. 102 66, 10229 .. 10336, 
10352. .10372, 10550 .. 10708 , 10577 .. 10750, 10627 .. 10737 , 
10745. .10819, 10838. .11035, 10960 .. 11034 , 11018 .. 11455, 
11066. .11443, 11086. .11457, 11477 .. 12142, 114 83 .. 1177 6, 
11620. .11799, 11929. .12141, 12140. .12220 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11267 Seq. ID 

23940 Strand 

9032 End 
OJ990330_09 . 9A15 . C4 . ol . tc Method 

9033 End 
none Score 



OJ990330_09.9A15.C4 
12241 

TBLASTX: Cress 

12223 

110 



9033. .9170, 10064. .10138, 10070. .10138, 10150. .10212, 
10151. .10213, 10223. .10324, 10225. .10266, 10355. .10420, 
10471. .10524, 10472. .10525, 10580 .. 10750, 10630 .. 10734 , 
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10754. .10843, 1084 4 .. 10927 , 

10952. .11035, 11095. .11400, 

11477. .12079, 11483. .11770, 

12140. .12223, 12172.. 12219 




10846. .10926, 10951 .. 11034 , 
11096. .11401, 11399. .11455, 
11620. .12078, 12095. .12154, 



Seq. No. 11267 Seq. ID 

Gene No. 23940 Strand 

Start 9032 End 

Name OJ990330_09. 9A15.C4 .o3. tw Method 

Start 10487 End 

GI none Score 

Exons 10487. .10525, 10559 .. 10750, 

10838. .10912, 10846. .10911 



OJ990330_09. 9A15.C4 
12241 

TBLASTX: Wheat 
10912 
50 

10559. . 10744, 10751 .. 1084 3, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11267 
23940 
9032 

OJ990330 
10619 
none 
10619 
11078 
11626 
12166 



09.9A15.C4.ol.tm 



10750, 
11395, 
11823, 
12213 



10751. 
11096. 



,10834, 
,11368, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10853 

11402 



OJ990330 09.9A15.C4 



12241 

TBLASTX: Maize 
12241 
108 

11038, 10855. .10920, 
11824, 11402. .11788, 



11716. .11865, 11864. .12055, 12134 .. 1224 1 , 



Seq. No. 11267 

Gene No. 23940 

Start 9032 

Name OJ990330_09 . 9A15 . C4 . ol . tw 

Start 10937 

GI none 

Exons 10937. .11035, 10960 .. 11034 , 
11302. .11418 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330_09. 9A15.C4 
12241 

TBLASTX: Wheat 

11418 

100 



11098 .. 11418, 11099. . 11416, 



OJ990330 09.9A15.C4 



Seq. No. 11267 Seq. ID 

Gene No. 23940 Strand 

Start 9032 End 

Name OJ990330_09 . 9A15 . C4 . o2 . tw Method 

Start 11467 End 

GI none Score 

Exons 11467. .11535, 11594 11776, 11597 .. 11857 , 11611 11835 , 
11647. .11859 



12241 

TBLASTX: Wheat 

11859 

39 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



11268 Seq. ID 

23941 Strand 

1 End 

OJ990330_09 . 9A1 5 . C5 . ol . np Method 

1 End 

6671941 Score 
1..584, 1657. .1764 

(AC016795) hypothetical protein [Arabidopsis thaliana] 



OJ990330_09. 9A15.C5 
+ 

5469 
AAT/NAP 
1764 
120 



11268 Seq. ID 

23941 Strand 

1 End 

OJ990330_09 . 9A15 . C5 . ol . gs Method 

132 End 



OJ990330_09. 9A15.C5 
+ 

5469 

GENSCAN 

5469 



11790 






none 


Score 


7 Q 




Kxons 


XJ^* .O/X/ ^^00. .^0X4/ ^*iVJ<J. ■ 


9fi77 'S44'^ 


54 fig 




O c (4 . LN 0 . 


X X ^ uo 


^f^n TD 

. XL/ 








23942 


Strand 






Start 


2712 


End 


3191 




Name 


OJ990330 09. 9A15.C5.ol.gp 


Method 


AAT/GAP 




0 UciX 


2712 


End 


3191 






uC-osflcyp080g01al 


Score 


940 




Tj' V C 


2712. .3191 










'5852170/emb|AL117265. 1 IOST17804 1 . Oe- 


151 Oryza sativa 






indica(GLA4) genomic DNA, chromosome 4 


, BAG clone:tl7804 ' 


Seq. No. 


11268 


Seq. ID 


OJ990330_09. 9A15. 


C5 


Gene No. 


23943 


Strand 






0 U d J. L- 


6302 


End 


7714 






OJ990330 09. 9A15.C5.o2.gs 


Method 


GENSCAN 




0 Lax t 


6302 


End 


7714 




ox 


none 


Score 


.59 






6302.. 6502, 6694.. 6827, 7052 


..7175, 7634. .7714 




Seq. No. 


11268 


Seq. ID 


OJ990330_09. 9A15. 


C5 


Gene No. 


23944 


Strand 






D L. ax u 


12113 


End 


16535 




Name 


OJ990330 09. 9A15.C5.ol.ts 


Method 


TBLASTX: Soybean 




0 t aX t. 


252 


End 


554 




oX 


none 


Score 


58 






252. .305, 387. .554, 399.-554 








oeq . iNO . 


11268 


Seq. ID 


OJ990330_09.9A15. 


C5 


Gene No. 


23944 


Strand 






Start 


12113 


End 


16535 




LN alLlC 


OJ990330 09. 9A15.C5.ol.tm 


Method 


TBLASTX: Maize 




0 LdX U 


369 


End 


2477 




oX 


none 


Score 


201 






369. .554, 396. .554, 406. .576, 407. .580 


, 572. .625, 2247.. 


2315, 




2247. .2315, 2402. .2437, 2403 


. .2477 






Seq. No. 


11268 


Seq. ID 


OJ990330_09.9A15. 


C5 


Gene No. 


23944 


Strand 






0 L. ai. L. 


12113 


End 


16535 




KTam 0 
LN aiiic 


OJ990330 09.9A15.C5.o3.gs 


Method 


GENSCAN 




0 I. ax I, 


12113 


End 


16535 




kjX 


none 


Score 


.83 




EjXon s 


12113. .12219, 12293. .12496, 


16520. .16535 




Qcao" Kin 


11269 


Seq. ID 


OJ990330_09.9A15. 


C6 


Gene No. 


23945 


Strand 


+ 




Start 


1 


End 


932 




Name 


OJ990330 09. 9A15.C6.ol .np 


Method 


AAT/NAP 




0 Uart 


1 


End 


932 




GI 


3451069 


Score 


345 




Exons 


1..605, 642. .932 








GI Descrip. 


(AL031326) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


11269 


Seq. ID 


OJ990330_09.9A15. 


C6 


Gene No. 


23945 


Strand 


+ 





11791 



start 1 

Name OJ990330_09 , 9A15 .C6 . ol . gs 

Start 97 

GI none 

Exons 97. .882 

Seq. No. 11270 

Gene No. 23946 

Start 28 

Name OJ990330_09 . 9A15 . C7 . ol . gs 

Start 28 

GI none 

Exons 28.. 744 



End 932 

Method GENSCAN 

End 882 

Score .69 



Seq. ID OJ99.0330_09. 9A15.C7 

Strand + 

End 744 

Method GENSCAN 

End 744 

Score 1 



Seq. No. 11270 

Gene No. 23947 

Start .2299 

Name OJ990330_09 . 9A15 . C7 . o2 . gs 

Start 2299 

GI none 

Exons 2299.. 2373, 3014.. 3070, 3959. 

Seq. No. 11271 

Gene No. 23948 

Start 1 

Name OJ990330_09 . 9A15 . C8 . ol . np 

Start 1 

GI 5902445 

Exons 1..656, 696.. 1180 

GI Descrip. (AB030283) GAG-POL precursor 

Seq. No. 11271 

Gene No. 23948 

Start 1 

Name OJ990330_09 ■ 9A15 , C8 . ol . gs 

Start 12 

GI none 

Exons ■ 12. .244, 443. .1065 

Seq. No. 11271 

Gene No. 23948 

Start 1 

Name OJ990330_09 . 9A15 . C8 . ol . tw 

Start 153 

GI none 

Exons 153.. 536, 154.. 303, 219.. 497, 

Seq. No. 11271 

Gene No. 23948 

Start 1 

Name OJ990330_09 . 9A15 . C8 . ol . tm 

Start 234 

GI none 

Exons 234.. 536, 235.. 519 

Seq. No. 11271 

Gene No. 23948 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4030 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330_09.9A15.C7 

4030 
GENSCAN 
4030 
.88 



OJ990330_09.9A15.C8 

1180 
AAT/NAP 
1180 
929 



[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330_09. 9A15.C8 

1180 
GENSCAN 
1065 
.52 



Seq. ID OJ990330_09.9A15.C8 
Strand 

1180 

TBLASTX: Wheat 
536 
97 



End 

Method 
End 
. Score 
340. .52 



Seq. ID OJ990330_09.9A15.C8 
Strand 

End 1180 

Method TBLASTX : Mai ze 

End 536 

Score 160 



Seq. ID OJ990330_09. 9A15.C8 
Strand 



11792 



start 1 

Name OJ990330_09 . 9A15 . C8 . o2 . tw 

Start 741 

GI none 

Exons 741. .1046, 745. .1044 

Seq. No. 11271 

Gene No. 23948 

Start 1 

Name OJ990330_09 . 9A15 . C8 . o2 . tm 

Start 822 

GI none 

Exons 822.. 1064, 961.. 1065 



End 1180 

Method TBLASTX : Wheat 

End 1046 

Score 103 



Seq. ID OJ990330_09. 9A15.C8 
Strand 

End 1180 

Method TBLASTX: Maize 

End 1065 

Score 69 



Seq. No. 


11272 




Seq. ID 


OJ990330_ 


_09. 


. 9A15 


.C9 


Gene No. 


23949 




Strand 


+ 








Start 


148 




End 


855 








Name 


OJ990330 


09. 9A15.C9.ol.gs 


Method 


GENSCAN 








Start 


148 




End 


855 








GI 


none 




Score 


.76 








Exons 


148. .590, 


600. .855 












Seq. No. 


11273 




Seq. ID 


OJ990330_ 


_09. 


, 9A15 


.CIO 


Gene No. 


23950 




Strand 










Start 


331 




End 


,981 








Name 


OJ990330 


09. 9A15.C10.ol.gs 


Method 


GENSCAN 








Start 


331 




End 


981 








GI 


none 




Score 


.74 








Exons 


331. .582, 


606. .798, 833. .981 













Seq. No. 11274 Seq. ID 

Gene No. 23951 Strand 

Start 222 End 

Name OJ990330_09 . 9A15 . C12 . ol . gs Method 

Start 222 End 

GI none Score 

Exons 222.. 2540 



OJ990330_09.9A15.C12 
+ 

2540 
GENSCAN 
2540 
.89 



Seq. No. 11274 Seq. ID OJ990330_09.9A15.C12 

Gene No. 23951 Strand + 

Start 222 End 2540 

Name OJ990330_09 . 9A15 . C12 . ol . np Method AAT/NAP 

Start 222 End 2370 

GI 6016874 Score 1705 

Exons 222. .300, 384. .521, 586. .818, 1209. .1368, 1762. .1941, 2059. .2370 

GI Descrip. (AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond to a 

region of the predicted gene.; Similar to putative AC9 

transposase. {P03010) [Oryza sativa] 



Seq. No. 11274 

Gene No. 23951 

Start 222 

Name OJ990330_09 . 9A15 . C12 . ol . tm 

Start 570 

GI none 
Exons 



Seq. ID OJ990330_09.9A15.C12 
Strand 
End 

Method 
End 
Score 



+ 

2540 

TBLASTX: Maize 

1016 

69 



570. .656, 641. .850, 642. .890, 927. .983, 978. .1016 



11793 



Seq. No. 11274 Seq, ID 

Gene No. 23951 Strand 

Start 222 End 

Name OJ990330_09 . 9A15 . C12 . ol . gp Method 

Start 911 End 

GI uC-osflcypll0c07bl * Score 

Exons 911.. 1419 

GI Descrip. M 680178/gb | AF111709 . 1 | AF111709 5.0e-81 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



OJ990330_09.9A15.C12 
+ 

2540 
AAT/GAP 
1419 
970 



Seq. No. 11274 Seq. ID 

Gene No. 23951 Strand 

Start 222 End 

Name OJ990330_09 . 9A15 . C12 , o2 . tm Method 

Start 1110 End 

GI none Score 

Exons 1110. .1184, 1197. .1424, 1205. .1423 



OJ990330_09.9A15.C12 
+ 

2540 

TBLASTX: Maize 

1424 

65 



Seq. No. 11274 Seq. ID 

Gene No. 23951 Strand 

Start 222 End 

Name OJ990330_09 . 9A15 . C12 . o3 . tm Method 

Start 1629 End 

GI none Score 

Exons 1629.. 1910, 1640.. 1981, 2024.. 2113 



OJ990330_09.9A15.C12 
+ 

2540 

TBLASTX: Maize 

2113 ■" ' ' 

240 



Seq. No. 


11275 


Seq. ID 


OJ990330_09.9A15.C13 


Gene No. 


23952 


Strand 


+ 


Start 


1 


End ' 


170 


Name 


OJ990330 09. 9A15.C13.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


170 


GI 


6016874 


Score 


100 


Exons 


1. .170 






GI Descrip. 


(AP000570) ESTs C19143(E10020) ,D25076{R3116) correspond to 




region of the predicted gene. 


, ; Similar 


to putative AC9 




transposase. (P03010) [Oryza 


sativa] 




Seq. No. 


11275 


Seq. ID 


OJ990330_09.9A15.C13 


Gene No. 


23953 


Strand 




Start 


774 


End 


1067 


Name 


OJ990330 09. 9A15.C13.ol.tw 


Method 


TBLASTX: Wheat 


Start 


774 


End 


1067 


GI 


none 


Score 


258 


Exons 


774. .1058, 811. .1035, 815. .1036, 828.. 


1067 


Seq. No. 


11275 


Seq. ID 


OJ990330_09.9A15.C13 


Gene No. 


23954 


Strand 




Start 


1358 


End 


1640 


Name 


OJ990330 09.9A15.C13.ol.tm 


Method 


TBLASTX: Maize 


Start 


1358 


End 


1640 


GI 


none 


Score 


71 


Exons 


1358.. 1513, 1358.. 1636, 1359, 


, .1640 




Seq. No. 


11276 


Seq. ID 


OJ990330_09.9A15.C17 


Gene No. 


23955 


Strand 




Start 


141 


End 


240 



11794 



Name 

Start 

GI 

Exons 



OJ990330_09. 9A15.C17.ol.gs Method GENSCAN 

141 End 240 

none Score . 62 
141. .158, 211. .240 



O C ^ • IN ^ ■ 


■ 11277 




Seq. ID 


OJ990330 


09 . 


9A15 


ri8 




21956 




St rand 










O L di. L 


^ j.*± 




End 


580 








Name 


OJ990330 09.'9A15.C18.ol 


. gs 


Method 


GENSCAN 




■ . 




Start 


214 




End 


580 








GI 


none 




Score 


. 7 










214 386 451 580 














O C vJ . ^.i* . 


11278 




Seq. ID 


OJ990330 

vy u -/ \j ^ ^ \j 


09 . 


9A15 , 


, C28 




23957 




Strand 


+ 










244 




End 


739 








Name 








r;FMsrAN 

O £j O V_/i-liN 








Start 


. 244 




End 


739 








GI 


none 




Score 


.99 








Exons 


244 . .553, 600. .739 














Seq. No. 


11278 




Seq. ID 


OJ990330_ 


09. 


9A15, 


.C28 


Gene No. 


23958 




Strand 


+ 








Start 


1591 




End 


1775 








Name 


OJ990330 Oa. 9A15.C28.o2 


.gs 


Method 


GENSCAN 








•Start 


1591 




■ End 


1775 








GI 


none 




Score 


.76 








Exons 


1591. . 1775 















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11279 Seq. ID 

23959 Strand 

1 End 
OJ990330_09. 9A15.C29.ol.np Method 

1 End 

6721512 Score 
1. .195 

{AP001072) hypothetical protein [Oryza sativa] 



OJ990330_09.9A15.C29 
+ 

195 

AAT/NAP 
195 
98 



11279 
23960 
259 

OJ990330_09.9A15.C29.ol.gs 

259 

none 



Seq. ID OJ990330 09.9A15.C29 



Strand 
End 

Method 

End 

Score 



+ 

4048 
GENSCAN 
4048 
.75 



259. .352, 998. .1126, 1223. .1380, 1444. .1660, 1827. .1951, 
2274. .2332, 2402. .3163, 3287. .3432, 3528. .4048 



Seq. No. 11279 Seq. ID 

Gene No. 23960 Strand 

Start 259 End 

Name OJ990330_09 . 9A15 . C29 . o2 . np Method 

Start 1027 End 

GI 6721558 Score 

Exons 1027. .1126, 1827. .1951, 2054. .2129, 2915. .3045 

GI Descrip. {AP001073) hypothetical protein [Oryza sativa] 

gi|6815083|dbj IBAA90369.il {AP001081) hypothetical protein 

[Oryza sativa] 



OJ990330_09.9A15.C29 
+ 

4048 
AAT/NAP 
3045 
250 



11795 



Seq. No. 11279 Seq. ID OJ990330__09.9A15.C29 

Gene No. 23960 Strand + 

Start 259 End 4048 

Name OJ990330_09 . 9A15 . C29 . o3 . np Method AAT/NAP 

Start 1551 End 3164 

GI 6721561 Score 994 

Exons 1551. .1586, 1985 2203, 2274 .. 2332, 2402. .3164 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



O ^ . Li| . 


11279 






Seq. ID 


OJ990330 




23961 






Strand 




start 


4670 






End 


5209' 


Name 


OJ990330 09. 


9A15.C29.o4. 


np 


Method 


aM/nap 


Start 


4670 






End 


5209 


GI 


5902445 






Score 


427 




4670. .5209 












{AB030283) GAG-POL precursor 


[Oryza sativa] 


O C . L>J . 


11279 ■ 






Seq. ID 


OJ990330 


(Z^TiCi Kin 


23961 ' 






Strand 




start 


4 670 






End 


5209 


Name 


OJ990330 09. 


9A15.C29.ol. 


tw 


Method 


TBLASTX:! 


start 


4679 






End 


5140 


GI 


none 






Score 


62 


Exon *=; 

X-l \^ 1 1 


4679. .4810, 


4680. .4805, 


4835. 


.5140, 5031. .5108 


Sea. No. 


11279 






Seq. ID 


OJ990330 


fipnp No 


23961 






Strand 




Start 


4670 






End 


5209 


Name 


OJ990330 09. 


9A15.C29.ol. 


tm 


Method 


TBLASTX:] 


Start 


4715 






End 


4963 


GI 


none 






Score 


148 


Exons 


4715. .4798, 


4799. .4963 








Seq. No. 


11280 






Seq. ID 


OJ990330 


Gene No. 


23962 






Strand 


+ 


Start 


2669 






End 


5991 


Name 


OJ990330 09. 


9A15.C30.o2. 


np 


Method 


AAT/NAP 


Start 


2669 






End 


5991 


GI 


6721512 






Score 


74 


Exons 


2669. .2692, 


4284. .4375, 


5943. 


.5991 




GI Descrip. 


{AP001072) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


11280 






Seq, ID 


OJ990330_ 


Gene No. 


23963 






Strand 




Start 


1 






End 


4790 


Name 


OJ990330 09. 


9A15.C30.ol. 


np 


Method 


AAT/NAP 


Start 


1 






End 


4790 


GI 


5922631 






Score 


1425 


Exons 


1..579, 1187 


..2005, 2123 


1..2374, 2417.. 


2844, 413- 



4499. .4578, 4770. .4790 
GI Descrip. (AP000492) ESTs C26347 (C12 14 5 ) , AU078074 (C1214 5 ) 



correspond to a 



11796 




region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 I dbj IBAA85207.il (AP000570) ESTs 

C26347 {C12145) , AU078074 {C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


11280 




Seq. ID 


OJ990330_09.9A15 


.C30 


Gene No. 


23963 




Strand 






Start 


1 




End 


4790 




Name 


OJ990330 09.9A15.C30.ol. 


OS 


Method 


GENSCAN 




Start 


13 




End 


4328 




GI 


none 




Score 


.66 




Exons 


13. .270, 361. .645, 704... 


1123, 


1211. .2383, 2408. .3484, 3600. 


Seq. No. 


11280 




Seq. ID 


OJ990330_09.9A15 


.C30 


Gene No, 


23964 




Strand 






Start 


5105 




End 


5941 




Name 


OJ990330 09 . 9A15 .C30 . o2 . 


QS 


Method 


GENSCAN 




Start 


5105 " 




End 


5941 




GI 


none 




Score 


.5 




Rxnn •=? 


5105 5397, 5824.. 5941 










Sea N6\ 


11280 




Seq. ID 


OJ990330_09.9A15 


.C30 


Gene No. 


23965 




Strand 






Start 


9131 




End 


11353 




Name 


OJ990330 09. 9A15 . C30 .ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


118 




End 


519 




GI 


none 




Score 


93 




Exons 


118. .519, 359. .493 










Seq. No. 


11280 




Seq. ID 


OJ990330_09. 9A15 


.C30 


Gene No. 


23965 




Strand 






Start 


9131 




End 


11353 




Name 


OJ990330 09.9A15.C30.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


173 " 




End 


597 




GI 


none 




Score 


262 




Exons 


173. .496, -175. .597, 208. 


. 552, 


441. .557 






Seq. No. 


11280 




Seq. ID 


OJ990330_09.9A15 


.C30 


Gene No. 


23965 




Strand 






Start 


9131 




End 


11353 




Name 


OJ990330 09.9A15.C30.o2. 


tm ' 


Method 


TBLASTX: Maize 




Start 


271 




End 


654 




GI 


none 




Score 


120 




Exons ' 


271. .654, 272. .493 










Seq. No. 


11280 




Seq. ID 


OJ990330_09. 9A15 


.C30 


Gene No. 


- 23965 




Strand 






Start 


9131 




End 


11353 




Name 


OJ990330 09.9A15.C30.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


683 




End 


1039 




GI 


none 




Score 


208 




Exons 


683. .1039, 711. .977, 737 


. .985 








Seq. No. 


11280 




Seq. ID 


OJ990330_09.9A15 


.C30 


Gene No. 


23965 




Strand 







11797 



start 9131 

Name OJ990330_09 . 9A15 . C30 . ol . tw 

Start 713 

GI none 

Exons 713.. 1168, 714.. 1169 

Seq. No. 11280 

Gene No. 23965 

Start 9131 

Name OJ990330_09 . 9A15 . C30 . o2 . ts 

Start 764 

GI none 

Exons 764.. 898, 905.. 1129 



End 

Method 

End 

Score 



11353 

TBLASTX: Wheat 

1169 

358 



Seq. ID OJ990330_09.9A15.C30 
Strand 

End 11353 

Method TBLASTX : Soybean 

End 1129 

Score 109 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11280 
23965 
9131 

OJ990330_09. 9A15.C30.o3.tw 

1318 

none 



Seq. ID OJ990330_09.9A15.C30 
Strand 

End 11353 

Method TBLASTX : Wheat 

End 1816 

Score 88 



1318. .1371, 1361. .1597, 1479. .1595, 1634. .1816, 1635. .1808 



11280 
23965 
9131 

OJ990330_09. 9A15.C3d.o4 .tw 

2447 

none 



Seq. ID OJ990330_09.9A15.C30 
Strand 

End 11353 

Method TBLASTX : Wheat 

End 9550 

Score 105 



2447. .2722, 2448. .2702, 2681. .2794, 2691. .2783, 2795. .2839, 
9437.. 9550 



Seq. No. 11280 

Gene No. 23965 

Start 9131 

Name OJ990330_09 . 9A15 . C30 . o3 . tm 

Start 2564 

GI none - 

Exons 2564 .*. 2800 



Seq. ID OJ990330_09.9A15.C30 
Strand 

End 11353 

Method TBLASTX: Maize 

End 2800 

Score 188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

-Seq. No. 
Gene No.- 
Start 
Name 
Start 
GI 

Exons 
Seq. No. 



11280 
23965 
9131 

OJ990330_09.9A15.C30.o3.np 
8983 
5042463 
8983. .9089 

(AC007789) unknown protein [Oryza sativa] 



Seq. ID OJ990330_09.9A15.C30 
Strand 

End 11353 

Method AAT/NAP 

End 9089 

Score 44 



11280 
23965 
9131 

OJ990330_09 . 9A15 . C30 . o3 . gs 

9131 

none 



Seq. ID .OJ990330_09.9A15.C30 
Strand 

End 11353 
Method GENSCAN 
End ■ 11353 
Score .44 



9131. .9286, 9612. .9911, 10164 .. 10251 , 11242. .11353 

11281 Seq. ID OJ990330_09.9A15.C31 



11798 




Gene No. 


23966 




Strand 


+ 




Start 


913 




End 


2379 




Name 


OJ990330 09 


.9A15.C31.ol 


, gs Method 


GENSCAN 




Start 


913 ~ 




End 


2379 




GI 


none 




Score 


. 41 




Exons 


913. . 1205, 


1457 . . 2005, 


2013. .2379 






Seq. No. 


11281 




Seq. ID 


OJ990330 


09. 9A15 .C31 


Gene No . 


23967 




Strand 


+ 




Start 


4980 




End 


5382 




Name 


OJ990330 09 


.9A15.C31.ol 


. gp Method 


AAT/GAP 




Start 


4980 




End 


5382 




GI 


286550 




Score 


387 




Exons 


4980. .5247, 


5358. .5382 








GI Descrip. 


5734616/dbj 


IAP000391.il, 


AP000391 8.0e-61 Oryza sativa genomic 




DNA, chromosome 6, clone : P0538C01 






Seq. No. 


11281 




Seq. ID 


OJ990330_ 


_09.9A15.C31 


Gene No. 


23968 




Strand 






Start 


2711 




End 


10059 




Name 


OJ990330 09 


.9A15.C31.ol 


.np Method 


AAT/NAP 




Start 


2711 




End 


5251 




GI 


6539570 




Score 


189 






2711. .2739, 


4844 . .4910, 


5049. .5251 






GI Descrip . 


{AP000836) : 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


11281 




Seq. ID 


OJ990330_ 


_09.9A15.C31 


Gene No. 


23968 




Strand 






Start 


2711 




End 


10059 




Name 


OJ990330 09 


. 9A15.C31.o2 


.gs Method 


GENSCAN 




Start 


3128 




End 


10059 




GI 


none 




Score 


. 64 




Exons 


3128. .3294, 


4638. .4713, 


4837. .4910, 5045. .5209, 


5550. .5569, 



9896. .10059 



Seq. No. 11281 

Gene No. 23968 

Start 2711 

Name OJ990330_09 . 9A15 .-C31 . o2 . np 

Start 5378 

GI 6630699 

Exons 5378.. 5455, 
GI Descrip. {AP000969) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330_09.9A15.C31 

10059 
AAT/NAP 
6722 
84 



6694. .6722 
hypothetical protein [Oryza sativa] 



gi I 6721536 I dbj IBAA8 9566.1 1 
[Oryza sativa] 



(AP001073) hypothetical protein 



Seq. No. 11281 Seq. ID 

Gene No. 23969 Strand 

Start 12966 End 

Name OJ990330_09 . 9A15 . C31 . o3 . gs Method 

Start 12966 End 

GI none Score 

Exons 12966. . 13058 



OJ990330_09.9A15.C31 

13058 
GENSCAN 
13058 
.84 



Seq. No. 11282 Seq. ID OJ990330_09.9A15.C32 

Gene No. 23970 Strand 

Start 1125 End 4146 

11799 



Name 

Start 

GI 

Exons 



OJ990330_09, 9A15.C32.ol.gs 

1125 

none 

1125. .2128, 2167. .2316, 2392, 



Method GENSCAN 
End 414 6 

Score .48 
.2523, 2548. .2737, 4141, 



4146 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Cf! Gene No. 
nl Start 
f-'^i Name 

Start 

hll Exons 



09. 9A15.C33 



! Li 



Seq. No. 

Gene N6. 

Start 

Name 

Start 

GI 

Exons 



11283 Seq. ID OJ990330_ 

23971 Strand + 

1 End 6512 

OJ990330_09. 9A15.C33.ol.np Method AAT/NAP 
1 End 4302 

161752 Score 85 

1..85, 2271. .2422, 3014. .3084, 4239. .4302 

(L03710) cnjB [Tetrahymena thermophila] gi | 737494 | prf | | 1922371A 
cnjB gene [Tetrahymena thermophila] 



11283 
23971 
1 

OJ990330_09. 9A15.C33.ol.gs 

867 

none 



Seq. ID OJ990330_09.9A15.C33 



Strand 
End 

Method 

End 

Score 



+ 

6512 
GENSCAN 
6512 
.59 



867. .979, 2249. .2306, 3014. .3178, 4018. .4103, 4191. .4302, 
4948. .5019, 5431. .5449, 6373. .6512 



11283 
23971 
1 

OJ990330_09 . 9A15 . C33 . ol . tm 

1844 

none 

1844. .1915, 1846. .1929, 2221. 
2294. .2335, 3004.-3084, 3012, 
3094. .3129, 3128. .3178, 3128, 
4005. .4061, 4006. .4068, 4062, 
4210. .4314, 4394. .4441, 4402, 
4718. .4822, 4719. .4823 



Seq. ID OJ990330_09.9A15.C33 

Strand + 

End 6512 

Method TBLASTX : Mai ze 

End 4823 

Score 87 

.2394, 2249. .2398, 2250. .2405, 
.3083, 3013. .3087, 3014. .3085, 
.3178, 3981. .4007, 3984. .4013, 
.4109, 4068. .4103, 4207. .4302, 
.4437, 4693. .4776, 4694. .4819, 



11283 
23971 
1 

OJ990330_0 9 . 9A15 . C33 . ol , 

2221 

none 

2221. .2388, 2249. .2398, 
3128. .3181 



Seq. ID OJ990330_09.9A15.C33 

Strand + 

End 6512 

Method TBLASTX : Soybean 

End 3181 

Score 190 
2262. .2393, 3017. .3076, 3019. .3096, 



ts 



Seq. No. 11284 Seq. ID 

Gene No. 23972 Strand 

Start 288 End 

Name OJ990330_09 . 9A15 . C34 . ol . gs Method 

Start 288 End 

GI none Score 

Exons 288.. 443, 904.. 1200 



OJ990330_09.9A15.C34 
+ 

1200 
GENSCAN 
1200 
. 69 



Seq. No. 
Gene No. 
Start 



11284 
23973 
5655 



Seq. ID OJ990330_09.9A15.C34 
Strand + 
End 6472 



11800 



Name OJ990330_09 . 9A15 . C34 . ol . np Method AAT/NAP 

Start 5655 End 6472 

GI 6069646 Score 183 

Exons 5655.. 6091, 6395.. 6472 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | {AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 



Seq. No. 11284 Seq. ID 

Gene No. 23974 Strand 

Start 5689 End 

Name 0 J990330_09 . 9A15 . C34 . o2 . gs Method 

Start 5689 End 

GI none Score 

Exons 5689. .5915, 6012. .6285, 6339. .6452 



OJ990330_09.9A15.C34 

6452 
GENSCAN 
6452 
.94 



Seq. No. 


11284 




Seq. ID 


OJ990330_09.9A15.C34 


Gene No. 


23974 




Strand 




a rt 


S689 




End 


6452 






. ol . tm 


Method 


TBLASTX: Maize 




^ \} y y 




End 


6181 




none 




Score 


119 


F* von Q 


S699 5800 5853 58 


91, 5859. 


.6023, 5873.. 6022, 6038.. 6067, 












Seq. No. 


11285 




Seq. ID 


OJ990330_09 . 9A15 . C35 


Cfinf^ No 


23975 




Strand 


+ 


q-i- a r■^- 


77 




End 


1504 


Name 


OJ990H0 09 9A15 C35 


. ol . gs 


Method 


GENSCAN 


Start 


11 ~ 




End 


1504 


\j J. 






Score 


.5 


Exons 


77. .231, 1136. .1178, 


1417. .1504 




Seq. No. 


11285 




Seq. ID 


OJ990330_09.9A15.C35 


Gene No. 


23976 




Strand 


+ 


Start 


1417 




End 


1539 


Name 


OJ990330 09.9A15.C35 


.ol.np 


Method 


AAT/NAP 


Start 


1417 




End 


1539 


GI 


1872517 




Score 


59 


Exons 


1417. .1539 








GI Descrip. 


(U85244) alternative 


oxidase 


[Arabidopsis thaliana] 


Seq. No. 


11286 




Seq. ID 


OJ990330_09.9A15.C37 


Gene No. 


23977 




Strand 


+ 


Start 


116 




End 


142 


Name 


OJ990330 09.9A15.C37 


.ol.gs 


Method 


GENSCAN 


Start 


116 




End 


142 


GI 


none 




Score 


.87 


Exons 


116. . 142 








Seq. No. 


11287 




Seq. ID 


OJ990330_09.9A15.C38 


Gene No. 


23978 




Strand 


+ 


Start 


1 




End 


392 


Name 


OJ990330 09.9A15.C38 


.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


392 



11801 




GI 


4680186 


Score 


198 




TT.y on S 


l.,97, 224. .392 








GI Dp<=5criD 

\J J- 1— / %^ J- ^ k_/ * 


(AF111709) unknown [Oryza sativa subsp 


indica] 




Seq. No. 


11288 


Seq. ID 


OJ990330_09.9A15 


.C39 


Gene No. 


23979 


Strand 


+ 




Start 


261 


End 


672 




Name 


. OJ990330 09.9A15.C39.ol..gs 


Method 


GEN SCAN 




Start 


261 


End 


672 




GI 


none 


Score 


. 62 




Exons 


261. .672 








Seq. No. 


11288 


Seq. ID 


OJ990330_09.9A15 


.039 


Gene No. 


23979 


Strand 


+ 




Start 


261 ' 


End 


672 




Name 


OJ990330 09.9A15.C39.ol.tw 


Method 


TBLASTX: Wheat 




Start 


315 


End 


580 




GI 


none 


Score 


282 




Exons 


315. .572, 335. .550, 342. .551, 


400. .552 


, 554 . . 580 




Seq. No. 


11289 


Seq. ID 


OJ990330_09. 9A15 


.040 


Gene No. 


23980 


Strand 


+ 




Start 


62 


End 


541 




INCtlLlC 


OJ990330 09.9A15.C40.ol.gs 


Method 


GENSCAN 






62 


End 


541 




GT 


none 


Score 


. 75 




P von ^ 


■ 62.\541 








^f^n No 

^ . L\ W . 


11289 


Seq. ID 


OJ990330 09 9A15 


. C40 


Gene No. 


23981 


Strand 


+ ~ 




Start 


11247 


End 


13196 




Name 


OJ990330 09. 9A15.C40.o2.np 


Method 


AAT /NAP 




Start 


11247 


End 


13196 




GI 


4680186 


Score 


246 




fT von q 


11247. .11304, 12991. .13196 








GT npqprin 


{AF111709) unknown [Oryza sativa subsp 


indica] 




Seq. No. 


11289 


Seq. ID 


OJ990330 09.9A15 


.040 


Gene No. 


23982 


Strand 






Start 


6980 


End 


11144 




Name 


OJ990330 09.9A15.C40.ol.np 


Method 


AAT /NAP 




Start 


6980 


End 


11144 




GI 


4234852 


Score 


4149 




Exons 


6980. .10934, 10975. .11144 








ni Dps or "i n 


{AF082133) gag-pol polyprotein [Zea mays] 




Sea No. 


11289 


Seq. ID 


OJ990330_09.9A15 


. C40 


Gene No. 


23983 


Strand 






Start 


12743 


End 


13124 




Name 


OJ990330 09.9A15.C40.ol.gp 


Method 


AAT /GAP 




Start 


12743 


End 


13124 




GI 


uC-osflcyp033a04bl 


Score 


667 




Exons 


12743. .13124 








GI Descrip. 


*6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 



DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 11289 Seq. ID 0 J990330_09 . 9A15 . 040 



11802 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. 



No. 

=i=f Gene No, 
Ul Start 
fll Name 

start 
i7l GI 
■'=3; Exons ' 

fy Seq. No, 
,. Gene No. 

Start 

Name 



Start 



GI 



Cj Exons 

Seq. No. 
'==^ Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



23984 
13589 

OJ990330_09, 

7019 

none 

7019. .7210, 

11289 
23984 
13589 

OJ990330_09, 

7031 

none 

7031. .7426, 

11289 
23984 
13589 

OJ990330_09, 

7034 

none 

7034. .7225, 

11289 
23984 
13589 

OJ990330_09, 

7490 

none 

7490. .7786, 

11289 
23984 
13589 

OJ990330_09, 

7574 

none 

7574. .8035, 

11289 
23984 
13589 

OJ990330_09, 

7922 

none 

7922. .8023, 

11289 
23984 
13589 

OJ990330_09. 
8057 
5509260 
8057. .8494, 



11289 



9A15.C40.o5.tm 
7259. .7435, 7421. 

9A15.C40.o3.tw 
7197. .7403 

9A15.C40.o3.ts 
7214. .7405, 7421, 

9A15.C40.o2.tm 
7491. .7646, 7760. 

9A15.C40.ol. tw ■ 



Strand 
End 

Method 
End 
Score 
.7477 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.7600 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.7921 

Seq. ID 
Strand 
End 

Method 
End 
Score 



14527 

TBLASTX: Maize 

7477 

48 



OJ990330_09.9A15.C40 
14527 

TBLASTX: Wheat 

7426 

117 



OJ990330_09.9A15.C4 0 
14527 

TBLASTX: Soybean 

7600 

106 



OJ990330_09.9A15.C40 
14527 

TBLASTX: Maize 

7921 

92 



OJ990330_09.9A15.C40 
14527 

TBLASTX: Wheat 
8366 
159 

7593. .8036, 8012. .8365, 8019. .8366, 8021. .8365 



9A15.C4 0.o3. tm 



8057.. 8365, 8058. 



9A15.C40.ol.ts 



8133. .8483 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.8348 

Seq. ■ ID 

Strand 

End 

Method 

End 

Score 



OJ990330_09.9A15.C40 
14527 

TBLASTX: Maize 

8365 

125 



OJ990330_09.9A15.C40 
14527 

TBLASTX : Soybean 

8494 

161 



Seq. ID OJ990330_09.9A15.C40 



11803 




Gene No. 


23984 








Strand 




O L a J. L. 


1 T c: Q Q 










1 4 S97 

X 'i O Z / 


N3ine 




yriX o • 


P4 n oi 

v_,fi u . ox 


. L 


iYiC UilOU. 






Q 1 ^ 7 
O X fi / 










P 4 07 

O 4 U / 




none 








Score 


119 
X X z 


U' V O 


ft 1 4 7 3407 

OXI f • * O HKJ / f 


O J. U 17 . 


ft 4 0 S 








Seq. No. 


11289 








Seq. ID* 


OJ990330_09 . 9A15 . C40 


Gene No. 


23984 








Strand 






X O O O 








FnH 
HiIlU 


1 4 S97 

X 4 J Z f 


Naiue 




y/ix o . 


P4 n ni9 
b fl U . OZ 




LYie cnoo 


X DXjrT.b i A . oOy Dean 


C-f- ^ >»4- 

b raru 










Cjiia 


^-j o y 




none 








Score 




Exons 




Q1 ft n 


Q?ft Q 
■ y y f 


Q9nfl 


■ ^ J J J 




beg* iNo . 


1 1 9ftQ 
X XZ 0 y 








Seq. ID 


OJ990330_09.9A15.C40 


Gene No. 


23984 








Strand 




Start 


13589 








End 


14527 


Name 






P4 0 o9 


• uw 


Method 


TBLASTX: Wheat 


btajTi, 










End 


9669 




none 








Score 


35 


Exons 




Z7U J X . 


. y X u 3 / 


Qflft 4 


.9389, 9106. .9363, 9429. .9668, 
















Seq. No. 


11289 








Seq. ID 


OJ990330_09.9A15.C40 


Gene No. 


23984 








Strand 




Start 


-} O C Q Q 








End 


14527 


Name 


uj y yuoou u y . 


y/\x 0 • 


b4 U . OZ. 


. lC 


Method 


TBLASTX: Cress 


otar L 


y uu y 








End 


9389 


bi 


none 








Score 


116 


iijXons 




Q1 ft Q 
" X O -7 . 










Seq. No, 


11289 








Seq. ID 


OJ990330_09 . 9A15 .C40 


Gene No. 


23984 








Strand 




b uari. 


X o o 0 y 








End 


14527 


LName 


KJOyyuooKJ u . 


j/riX O . 


P4 n rs4 


• LIIl 


Method 


TBLASTX: Maize 


b t.ar t. 


^ X -?o 








End 


9653 


r" T 

bX 


none 








Score 


74 


EjXOIIo 


-3Xj?j. . y oo\J f 


y X 1 • 


Q^7ft 


Q4 9 Q 


.9653 




beq . iNO . 


1 1 9 P Q 
X x^ o y 








Seq. ID 


OJ990330_09.9A15.C40 


Gene No. 


23984 








Strand 




Start 


13589 








End 


14527 


Name 


l/u^^uoju uy. 




b4 U . Of! 


■1- c 
. LS 


Method 


TBLASTX: Soybean 


b uar u 


y 3y\J 








End 


9822 


C T 
bX 


none 








Score 


116 


Exons 


yjyKJ . . y DX / f 


Q'^ Q1 
y o y X . 


Q R 9 R 


y J y 0 . 


.9634, 9621.. 9680, 9621.. 9686, 




Qfi7^ Q7^9 
^D/j. , y 1 ~j f 


Q7 ^7 


Qft 99 








O c • LN u . 


± X ^ O 7 








Seq. ID 


OJ990330_09.9A15.C40 


Gene No. 


23984 








Strand 




Start 


13589 








End 


14527 


Name 


OJ990330 09. 


9A15. 


C40.O6 


. tm 


Method 


TBLASTX: Maize 


Start 


9959 








End 


10141 


GI 


none 








Score 


100 


Exons 


9959. .10141, 


9961 


,. .1014 


0 







11804 



Seq. No. 11289 
Gene No, 23984 
Start 13589 

Name OJ990330_09 . 9A15 . C40 . ol , 

Start 10142 
GI none 
Exons 10142. 

10481. 

10657. 



tm 



.10192, 10297. .10386, 
.10615, 10632. .10838, 
.10947 



Seq. ID 
Strand 
End 

Method 

End 

Score 
10458. .10562, 10471 
10634 . .10735, 10635 



OJ990330_09.9A15.C40 
14527 

TBLASTX: Maize 
11051 
105 

10620,--" ' 
11051, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11289 Seq. ID OJ990330_09.9A15.C4 0 

23984 Strand 

13589 End 14527 

OJ990330_09. 9A15.C4 0.o3.np Method AAT/NAP 

13589 End 14527 

6907087 Score 401 

13589. .13690, 14229.. 14527 

(AP001129) ESTs C72771 {E2215 ) , AU082313 (E2215 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 

Gene No. 
4' Start 

Name 
m Start 

fu 

Exons 
I'"! GI Descrip. 



11290 Seq. ID 

23985 Strand 
1 End 
OJ990330_09 . 9A15 . C44 . ol . np Method 
1 End 
6498441 Score 
1. .537 

(AP000815) EST C72786 {E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ990330_09.9A15.C44 
+ 

537 

AAT/NAP 

537 

272 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



11290 
23985 
1 

OJ990330_09. 9A15.C4 4 .ol.tw 
1 

none 

1. .204, 9. .203 

11290 
23985 
1 

OJ990330_09. 9A15.C44.ol.gs 

56 

none 
56. .267 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990330_09.9A15.C4 4 
+ 

537 

TBLASTX: Wheat 

204 

177 



OJ990330_09.9A15.C44 
+ 

537 

GENSCAN 

267 

.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11291 
23986 
1 

OJ990510_09. 
1 

4680179 
1..89, 867.. 



..Seq. ID OJ990510_09.9A20.C2 
Strand 

End 3162 

Method AAT/NAP 

End 2483 

Score 819 
1086. .2020, 2369. .2483 



9A20.C2.o2.np 



975, 



(AF111709) polyprotein [Oryza sativa subsp. indica] 



11805 



Seq. No. 11291 Seq. ID 

Gene No. 23986 Strand 

Start 1 End 

Name 0 J9 9051 0_0 9 . 9A2 0 . C2 . ol . gs Method 

Start 416 End 

GI none Score 

Exons 416. .513, 871 .. 933/ 1007 .. 1126, 1340.. 



OJ990510_09. 9A20.C2 

3162 
GENSCAN 
2084 
.54 
2084 



Seq. No. 11291 Seq. ID 

Gene No. 23986 Strand 

Start 1 End 

Name OJ990510_09 . 9A20 .02 . ol . np Method 

Start 419 End 

GI 5852178 Score 

Exons 419.. 520, 877.. 1288 

GI Descrip. (AL117265) zhb0008.1 [Oryza sativa] 



OJ990510_09.9A20.C2 

3162 
AAT/NAP 
1288 
195 



Seq. No. 11291 Seq. ID 

Gene No. 23986' Strand 

Start 1 End 

Name OJ990510_09 . 9A20 . C2 . ol . tw Method 

Start 1326 End 

GI , none Score 

Exons 1326.. 1670, 1476.. 1643 



OJ990510_09.9A20.C2 
3162 

TBLASTX: Wheat 

1670 

62 



Seq. No. 11291 Seq. ID 

Gene No. 23986 Strand 

Start 1 End 

Name OJ990510_09 . 9A20 . 02 . ol . tm Method 

Start . 1332 End 

GI none Score 

Exons 1332.. 1670, 1461.. 1643 



OJ990510_09.9A20.C2 
3162 

TBLASTX: Maize 

1670 

95 



Seq. No. 11291 Seq. ID 

Gene No. 23986 Strand 

Start 1 End 

Name OJ990510_09 . 9A20 . 02 . o2 . tw Method 

Start 1722 End 

GI ' none Score 

Exons 1722.. 1895, 1722.. 1904, 1723.. 1920 



OJ990510__09. 9A20.C2 
3162 

TBLASTX: Wheat 

1920 

68 



Seq. No. 11291 Seq. ID 

Gene No. 23986 Strand 

Start 1 End 

Name OJ990510_09 . 9A20 . 02 . o3 . np Method 

Start 2366 End 

GI 4512231 Score 

Exons 2366. .3162 

GI Descrip. (AB014741) ORFO protein [Oryza sativa] 



OJ990510_09.9A20.O2 

3162 
AAT/NAP 
3162 
1131 



Seq. No. 11291 Seq. ID 

Gene No. 23986 Strand 

Start 1 End 

Name OJ990510_09 . 9A20 . 02 . o2 . gs Method 

Start 2368. End 

GI none Score 

Exons 2368.. 3162 



OJ990510_09.9A20.O2 

3162 
GENSOAN 
3162 
.98 



11806 





Seq. No. 


11292 


Seq. ID 


OJ990510 




Qpnp No 


23987 


Strand 


+ 




Start 


26 


End 


504 




Name 


OJ990510 09 9A20 C3 ol as 


Method 


GENSCAN 






26 ~ 


End 


504 






none 


Score 


. 61 




P von Q 


26 110 115 186 282 367. 


454 . . 504 






Seq. No. 


11292 


Seq. ID 


OJ990510 




Gene No. 


23988 


Strand 






Start 


1255 


End 


3229 




Name 


OJ990510 09.9A20.C3.ol.np 


Method 


AAT/NAP 




Start 


1255 


End 


2802 




GI 


6063554 


Score 


164 




R von 


1255. .1429, 2469. .2517, 2602. 


.2698, 2732.. 2802 




VJ _L 1_/ O w X, -L- >w/ • 


(AP000615) ESTs AU075 609 {C6334 4 ) , C7 1850 {E04 64 ) , ' 






correspond to a region of the 


predicted gene.; '. 






protein [Oryza sativa] 








Seq. No. 


11292 


Seq. ID 


OJ990510 




Gene No. 


23988 


Strand 




,3 Si; 

i.J 


c-h a -rt 

O L. di- U 


1255 


End 


3229 






OJ990510 09.9A20.C3.o2.gs 


Method 


GENSCAN 




C-|- y-l- ' 


1980 


End 


3229 


iifi 




none 


Score 


.96 


rii 




1980. .2077, 2436. .2526, 2572. 


.2672, 2781. .2823, 






3179. .3229 








Seq. No. 


11292 


Seq. ID 


OJ990510 




Gene No. 


23988 


Strand 






Start 


1255 


End 


3229 




Name 


OJ990510 09. 9A20.C3.o2.np 


Method 


AAT/NAP 




Start 


1983 


End 


2879 


. : 


GI 


5852178 


Score 


377 






1983. .2084, 2442. .2540, 2572. 


.2879 




1 SI 


f^T Dp '^pt' "i n 


(AL117265) zhb0008.1 [Oryza sativa] 






Seq. No. 


11293 


Seq. ID 


OJ990510 




Gene No. 


23989 


Strand 






Start 


260 


End 


4462 




Name 


OJ990510 09. 9A20.C4.ol.np 


Method 


AAT/NAP 




Start 


260 


End 


4462 




GI 


6907089 


Score 


249 




R vnn *^ 

J_J ^ Wl 1 J 


260. .1024, 4421. .4462 








(ZT np Qp-r i T-) 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


11293 


Seq. ID 


OJ990510 




Gene No. 


23989 


Strand , 


+ 




Start 


260 


End 


4462 




Name 


OJ990510 09. 9A20.C4.o2.np 


Method 


AAT/NAP 




Start 


408 


End 


1879 




GI 


6721558 


Score 


139 




Exons 


408. .485, 1084. .1234, 1679. .1 


879 






GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 



09. 9A20.C3 



hypothetical 



09. 9A20.C3 



2828. .3017, 



09.9A20.C4 



09. 9A20.C4 



gil 6815083 I dbj IBAA90369. 
[Oryza sativa] 



1| (AP001081) hypothetical protein 



11807 



Seq. No. 11293 Seq. ID OJ990510_09 . 9A20 . C4 

Gene No. 23989 Strand + 

Start 260 End 4462 

Name OJ990510_09 . 9A20 . C4 . ol . gs Method GENSCAN 

Start 561 End 3095 

GI none Score .81 

Exons 561.. 657, 865.-937, 1104.. 1228, 1296.. 1481, 1552.. 1610, 
1679. .2379, 2563. .2665, 2945. .3095 



OJ990510_09. 9A20.C4 
+ 

4462 
AAT/NAP 
2441 
1057 



Seq. No. 11293 Seq. ID 

Gene No. 23989 Strand 

Start 260 End 

Name OJ990510_09 . 9A20 . C4 . o3 . np Method 

Start 828 End 

GI 6721561 Score 

Exons 828. .863, 1262. .1481, 1552. .1610, 1679. .2441 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 11293 Seq. ID 

Gene No. 23990 , Strand 

Start 10015 End 

Name OJ990510_09 . 9A20 . 04 . ol . gp Method 

Start 10015 End 

GI none Score 

Exons 10015. .10289, 10532.. 10615 



OJ990510_09.9A20.O4 
+ 

10615 
AAT/GAP 
10615 
610 



Seq. No. 


11293 


Seq. ID 


OJ990510_ 


_09.9A20.O4 


Gene No. 


23991 


Strand 


+ 




Start 


10674 


End 


10760 




Name 


OJ990510 09.9A20.04.o6. 


np Method 


AAT/NAP 




Start 


10674 


End 


10760 




GI 


6498434 


Score 


118 




Exons 


10674 . . 10760 








GI Descrip. 


{AP000815) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


11293 


Seq. ID 


OJ990510^ 


_09. 9A20.O4 


Gene No. 


23992 


Strand 






Start 


3476 


End 


12953 




Name 


OJ990510 09, 9A20.C4 .o2. 


gs Method 


GENSOAN 




Start 


3476 


End 


12953 




GI 


none 


Score 


.64 




Exons 


3476. .3783, 3916. .4177, 


4249. .4727, 4927. .5731, 


5999. .6170, 




6223.. 6330, 6400.. 6533, 


6540.. 6726, 6792.. 7021, 


7109. .7431, 



8817. .8911, 9064. .9137, 9922. .9981, 12737. . 12906, 12947. ,12953 



Seq. No. 11293 Seq. ID 

Gene No. 23992 Strand 

Start 3476 End 

Name OJ990510_09 , 9A20 . 04 . o4 . np Method 

Start 3902 End 

GI 5902445 Score 

Exons 3902.. 5140, 5180.. 7012 



OJ990510_09. 9A20,O4 

12953 
AAT/NAP 
7012 
2964 



11808 




GI Descrip. {AB030283) GAG-POL precursor [Oryza sativa] 



Sea No 


11293 








Seq. ID 


OJ990510_09.9A20 


. 04 




23992 








Strand 






Start 


3476 








End 


12953 




Name 


OJ990510 09 


9A20 . 


C4 . o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


3911 ~ 








End 


4500 




GI 


none 








Score 


62, 




Exons 


3911. .4042, 


3912. 


.4037, 


4067. 


.4309, 4348. .4500 




Seq. No, 


11293 








Seq. ID 


OJ990510_09. 9A20 


.04 




23992 








Strand 






start 


3476 








End 


12953 




Name 


OJ990510 09 


9A20 . 


C4 . o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


3947 ~ 








End 


4213 




GI 


none 








Score 


146 




Exons 


3947. .4030, 


4031. 


.4213 










9pn No 


11293 








Seq. ID 


OJ990510_09.9A20 


.04 


Qpnp No 

VJ^IlW LN V/ • 


23992 








Strand 






Start 


3476 








End 


12953 




Name 


OJ990510 09 


9A20 . 


C4 . o3 . 


tm 


Method 


TBLASTX: Maize 




Start 


4489 ■ ~ 








End 


4870 






none 








Score 


43 




Exons 


4489. .4602, 


4520. 


.4591, 


4600. 


.4863,- 4601. .4870 




^f^rr No 

iD C \^ • IN W • 


11293 








Seq. ID 


OJ990510_09. 9A20 


. 04 




23992 








Strand 






C+- -1 yt* 










End 


12953 




Name 


OJ990510 09 


9A20 . 


C4 . o3 . 


t w 


Method 


TBLASTX: Wheat 




Start 


4534 ~ 








End 


4884 






none 








Score 


185 




Exons 


4534 . .4872, 


4544 . 


.4786, 


4693. 


. 4884 






Sea No 


11293 








Seq. ID 


OJ990510_09. 9A20 


.04 


f^pnp No 

W^ilC LN • 


23992 








Strand 






Start 


347 6 








End 


12953 




Name 


OJ990510 09 


9A20 . 


04 . o9 . 


tw 


Method 


TBLASTX: Wheat 




Start 


5162 ~ 








End 


5483 




GI 


none 








Score 


86 




Exons 


5162. .5482, 


5229. 


.5483 










Seq. No. 


11293 








Seq. ID 


OJ990510_09. 9A20 


.04 


fipnp No 


23992 








Strand 






Start 


3476 








End 


12953 




Name 


OJ990510 09 


9A20 . 


04 . o5 . 


tw 


Method 


TBLASTX: Wheat 




Start 


5522 ~ 








End 


5930 




GI 


none 








Score 


42 




Exons 


5522 . .5695, 


5525 . 


. 5593, 


5574 . 


.5666, 5703. .5930, 5705. .5929 


Seq. No. 


11293 








Seq. ID 


OJ990510_09. 9A20 


.04 


Gene No. 


23992 








Strand 






Start 


3476 








End 


12953 




Name 


OJ990510 09. 


9A20. 


04. o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


5999 








End 


6290 




GI 


none 








Score 


101 




Exons 


5999. .6172, 


6162. 


.6290 











11809 



Seq. No. 11293 

Gene No. 23992 

Start 3476 

Name OJ990510_09 . 9A20 . C4 . ol . ts 

Start 6020 

GI none 

Exons 6020. .6172, -6168. . 6443, 6259. 

Seq. No. 11293 

Gene No. 23992 

Start 3476 

Name OJ990510_09 . 9A20 . C4 . ol . tm 

Start 6171 

GI none 

Exons 6171.. 6554, 6172.. 6399 

Seq. No. 11293 

Gene No. 23992 

Start 3476 

Name OJ990510_09 . 9A20 . C4 . ol . tw 

Start 6294 

GI none 

Exons 6294.. 6713, 6295.. 6402, 6327. 



Seq. ID OJ990510_09. 9A20.C4 
Strand 

End 12953 

Method TBLASTX : Soybean 

End . 6443 

Score 92 
.6399 

Seq. ID OJ990510_09,9A20.C4 
Strand 

End 12953 

Method TBLASTX : Mai ze 

End 6554 

Score 126 



Seq. ID OJ990510_09.9A20.C4 
Strand 

End 12953 

Method TBLASTX : Wheat 

End 6713 

Score 103 

.6452, 6553.. 6639, 6573. .6698 



Seq. No. 11293 

Gene No. 23992 

Start 3476 

Name OJ990510_09 . 9A20. C4 . o2 . tm 

Start 6582 

GI none 

Exons 6582.. 6758, 6592.. 6759, 6722, 



Seq. ID OJ990510_09.9A20.C4 
Strand 

End 12953 

Method TBLASTX : Maize 

End 6937 

Score 82 
.6937, 6726.. 6875 



Seq. No. 11293 

Gene No. 23992 

Start 3476 

Name OJ990510_09 . 9A20 . 04 . o2 . tw 

Start 6738 

GI ■ none 

Exons 6738.. 7106, 6743.. 7102 



Seq. ID OJ990510_09. 9A20.C4 
Strand 

End 12953 

Method TBLASTX : Wheat 

End 7106 

Score 244 



Seq. No. 11293 

Gene No. 23992 

Start 3476 

Name OJ990510_09 . 9A20 . C4 . o5 . np 

Start 7079 

GI 5902444 

Exons 7079.. 7490 

GI Descrip. (AB030283) GAG-POL precursor 

Seq. No. 11293 

Gene No. 23992 

Start 3476 

Name OJ990510_09 . 9A20 . 04 . o6 . tw 

Start 7259 

GI none 

Exons 7259.. 7501, 7269.. 7334, 7377. 



Seq. ID OJ990510_09.9A20.C4 
Strand 

End 12953 

Method AAT/NAP 

End 7 4 90 

Score 266 

[Oryza sativa] 

Seq. ID OJ990510_09.9A20.C4 
Strand 

End 12953 

Method TBLASTX : Wheat 

End 7502 

Score 38 
.7502 
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Seq. No. 11293 Seq. ID 

Gene No. 23992 Strand 

Start 3476 End 

Name OJ990510_09 . 9A20 . C4 . o7 . tw Method 

Start 10040 ' End 

GI none Score 
Exons 



OJ990510_09.9A20.C4 
12953 

TBLASTX: Wheat ' 

11687 

46 



1004 0. .10138, 10048. .10074, 10100. .10288, 10103. .10180, 

10159. .10287, 10241. . 10297, 10373 .. 10390, 10531 .. 10572 , 

10535. .10573, 1054 2 .. 10604 , 10549 .. 10605, 10559 .. 10606, 

10562. .10606, 11531. .11596, 11610 .. 11 684 , 11623 .. 11 67 6, 
11625. .11687 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
lili Gene No. 
Q Start 
ff\ Name 
Start ' 



GI 

Exons 



11 Seq. No. 

Gene No. 
^. Start 

Name 
n start 

GI 
=i Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



11294 
23993 
484 

OJ990510_09. 9A20.C7.ol.gp 

484 

none 

484. .758, 1001. .1280 

11294 
23993 
484 

OJ990510_09. 9A20.C7 .ol.tw 

520 

none 

520. .543, 569. .757, 584. .649, 
1004. .1042, 1018. .1146, 1018. 

11295 
23994 
299 

OJ990510_09 . 9A20 .C8.ol.gs 

299 

none 

299. .450, 664 . .700 

11296 
23995 ■ 
374 

OJ990510_09 . 9A20 .CIO . ol . gs 

374 

none 

374. .487, 639. .659 

11297 
23996 
1 

OJ990510__09 . 9A20 . Cll . ol . np 
1 

4680179 
1. .472 

(AF111709) polyprotein [Oryza 

11297 
23996 



Seq. ID OJ990510_09. 9A20.C7 

Strand + 

End 1280 

Method AAT/GAP 

End 1280 

Score 955 



Seq. ID OJ990510_09.9A20.C7 

Strand + 

End 1280 

Method TBLASTX : Wheat 

End 1151 

Score 197 

628. .756, 699. '.758, 1000. . 1041, 
.1143, 1032. .1151 

Seq. ID OJ990510_09. 9A20.C8 

Strand 

End 700 

Method GENSCAN 

End 700 

Score .86 



Seq. ID OJ990510_09.9A20.C10 

Strand 

End 659 

Method GENSCAN 

End 659 

Score . 68 



Seq. ID OJ990510_09.9A20.C11 

Strand + 

End 472 

Method AAT/NAP 

End 472 

Score 346 

sativa subsp. indica] 

Seq. ID OJ990510_09. 9A20.C11 

Strand + 



11811 






i 










Name 


ujyyuoiu uy.yAzu.bii. 


0 1 . ZVI 


Method 


i rJLiAb i A : wnea u 




Start 


1 




hna 


o R c; 

Zoo 




T 
bi 


none 




Score 


o 1 c; 
ZID 




Exons 


1 . . ZDD f 1 . . lUD 










Seq. No. 


11297 




Seq. ID 


OJ990510_09.9A20, 


.011 


Gene No. 


23996 




Strand 






b tart 


1 




bna 


H I Z 




Name 




ol . gs 


Method 


t? "KT C O 7\ "M 

bblNbbAJN 




Start 


4 4 




bna 


/I O Q 

4 ^; y 




Oil 


none 




Score 


, 1 1 




Exons 


4 4. . 4 z y 










Seq. No. 


1 ±^ y o 




beq. lu 


ujyyuolu uy.yAzu, 


. blZ 


A. 1^ ^ M 

oene lno ■ 


23997 




Strand 






Start 


1 




End 


835 




Name 


OJ990510 09.9A20.C12. 


ol . np 


Method 


AAT/NAP 






1 . 




End 


Q R 




GI 


5257279 




Score 


O 4 1 




Exons 


1. .835 










GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol gene 






homologues . (L35053) 


[Oryza 


sativa] 






Seq.' No. 


11298 




Seq. ID 


OJ990510_09.9A20, 


.012 


Gene No. 


23997 




Strand 






Start 


1 




End 


o Q c; 




Name 


OJ990510 09.9A20.C12. 


ol . tw 


Method 


TBLASTX : Wheat 




Start 


487 




End 


TOO 




GI 


none 




Score 


TOO 
LOZ 




Exons 


487. .783 










Seq. No. 


11298 




Seq. ID 


OJ990510_09.9A20, 


.012 


Gene No. 


23997 




Strand 






bu art 


1 




End 


Q '5 R 
O O D 




Name 


OJ990510 09.9A20.C12. 


ol . tm 


Method , 


i oiiAb i A ; JXiai ze 




start 


499 




End 


/DO 




bl 


none 




Score 


1 / y 




Exons 


499. .756 










beq. NO. 


11299 




Seq. ID 


ujyyuDiu uy.yAzu. 


. bl J 


bene ino . 


23998 




Strand 


+ 




Start 


1 




End 


3135 




Name 


OJ990510 09.9A20.C13. 


o2 .np 


Method 


AAT/NAP 




btart 


1 




End 


1736 




GI 


4544372 




Score 


327 




Exons 


1. .73, 1107. .1736 










GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidops 




thaliana] 










beq . JNO . 


11299 




Seq. ID 


OJ990510_09.9A20, 


.013 


Gene No. 


23998 




Strand 


+ 




Start 


1 




End 


3135 




Name 


OJ990510 09.9A20.C13. 


ol . gs 


Method 


GENSCAN 




Start 


340 




End 


3027 




GI 


none 




Score 


.69 




Exons 


340. .854, 970. .1288, 


1304. . 


1453, 1496.. 


.1688, 2852.. 3027 





11812 



Seq. No. 11299 Seq. ID 

Gene No. 23998 Strand 

Start 1 End 

Name OJ990510_09 . 9A20 . C13 . ol . ts Method 

Start 472 End 

GI none Score 

Exons 472.. 810 



OJ990510_09.9A20.C13 
+ 

3135 

TBLASTX: Soybean 

810 

205 



Seq. No. 11299 

Gene No. 23998 

Start 1 

Name OJ990510_09 . 9A20 . C13 . ol . tw 

Start 1382 

GI none 
Exons 



Seq. ID OJ990510 09.9A20.C13 



Strand 
End 

Method 

End 

Score 



+ 

3135 

TBLASTX: Wheat 

1751 

83 



1382. .1438, 1387. .1428, 1433. .1744, 1441. .1743, 1455. .1751 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

;f 

ii Seq. No-: 
11 Gene No. 
=j Start 

Name 
M Start 
:i GI 
Li Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11299 
23998 
1 

OJ990510_09. 9A20.C13.ol. tm 

1436 

none 

1436. .1699, 1436. .1696, 1441. 



Seq. ID OJ990510__09.9A20.C13 
Strand 
End 

Method 
End 
Score 
.1701 



+ 

3135 

TBLASTX: Maize 

1701 

320 



11299 Seq. ID 

23998 Strand 
1 End 
OJ990510_09 . 9A20 . C13 . o3 . np Method 
1513 End 
6063554 Score 
1513. .1546, 2957. .3135 

{AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ990510_09.9A20.C13 
+ 

3135 
AAT/NAP 
3135 
139 



11300 Seq. ID ' 

23999 Strand 
1 End 
OJ990510_09 . 9A20 . C14 . ol . np Method 
1 End 
6063554 Score 
1..163, 265. .490, 1558. .1733 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ990510__09.9A20.C14 
+ 

1733 
AAT/NAP 
1733 
136 



Seq. No. 11300 

Gene- No. 23999 

Start 1 

Name OJ990510_09 . 9A20 . C14 . ol . gs 

Start 154 

GI none 

Exons 154. .208, 256. .465, 490. .623 



Seq. ID OJ990510_09.9A20.C14 

Strand + 

End 1733 

Method GENSCAN 

End 623 

Score . 69 



Seq. No. 
Gene No. 



11300 
24000 



Seq. ID OJ990510_09.9A20.C14 
Strand + 



11813 




start 


2053 




End 


3635 






Name 


OJ990510 09. 9A20.C14 .o2 


. as 


Method 


GENSCAN 






Start 


2053 ~ 




End 


3633 






GI 


none 




Score 


. 89 






Exons 


2053.. 20 61, 2839. .3633 












Sea No.. 


11300 




Seq. ID 


OJ990510 09 


9A20 


. C14 


Gene No. 


24000 




Strand 


+ ~ 






Start 


2053 




End 


3635 






Name 


OJ990510 09. 9A20.C14 .o2 


.np 


Method 


AAT /NAP 






Start 


2839 ~ 




End 


3635 






GI 


4512231 




Score 


1150 






Exons 


2839. . 3635 












GI DescriD. 


(AB014741) ORFO protein 


[Oryza sativa] 








Seq. No. 


11300 




Seq. ID 


OJ990510 09. 


9A20 


.C14 


Gene No. 


24001 




Strand 


+ ~ 






Start 


3880 




End 


4583 






Name 


OJ990510 09.9A20.C14.o3 




Method 


AAT /NAP 






Start 


3843 ~ 




End 


4583 






GI 


4680179 




Score 


692 






Exons 


3843 . . 4583 












GI Descr ip . 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 






Seq. No. 


11300 




Seq. ID 


OJ990510_09. 


9A20 


.C14 


Gene No. 


24001 




Strand 


+ 






Start 


3880 




End 


4583 






Name 


OJ990510 09 9A20 C14 o3 


.gs ' 


Method 


GENSCAN 






Start 


3880 ~ 




End 


4559 






GI 


none 




Score 


.81 






Exons 


3880 . .4559 












Seq. No. 


11300 




Seq. ID 


OJ990510_09. 


9A20 


.C14 


Gene No. 


24001 




Strand 


+ 






Start 


3880 




End 


4583 






Name 


OJ990510 09 . 9A20 .C14 . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


4051 ~ 




End 


4410 






GI 


none 




Score 


269 






Exons 


4051. .4410, 4077. .4403, 


4090.-. 


4407 








Seq. No. 


11300 




Seq. ID 


OJ990510_09. 


9A20 


.C14 


Gene No. 


24001 




Strand 


+ 






Start 


3880 




End 


4583 






Name 


OJ990510 09 . 9A20 .C14 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


4291 ~ 




End 


4581 






GI 


none 




Score 


220 






Exons 


4291 . . 4581 












Sea. No. 


11301 




Seq. ID 


OJ990510_09. 


9A20 


. C15 


Gene No. 


24002 




Strand 


+ 






Start 


1 




End 


4338 






Name 


OJ990510 09.9A20.C15.ol 


.np 


Method 


AAT /NAP 






Start 


1 




End 


4338 






GI 


4680179 




Score 


429 






Exons 


1..478, 2628. .2690, 4268. .4338 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 







11814 



Seq. No, 


11301 Seq. ID 


OJ990510_09.9A20 


.C15 


Gene No. 


24002 Strand 


+ 




Start 


1 End 


4338 




Name 


OJ990510 09.9A20.C15.csl.gs Method 


GEN SCAN 




Start 


7 ~ End 


3680 




GI 


none Score 


.43 




Exons 


7. .364, 1297. .1358, .2386. .2468, 3035.. 


3246, 3442 . . 3680 




Seq. No. 


11301 Seq. ID 


OJ990510_09.9A20 


.C15 


Gene No. 


24002 Strand 


+ 




Start 


1 End 


4338 




Name 


OJ990510 09.9A20.C15.ol.tw Method 


TBLASTX: Wheat 




Start 


40 " End 


444 




GI 


none Score 


117 




Exons 


40. .297, 147. .215, 279. .413, 307. .444 






Seq. No. 


11301 Seq. ID 


OJ990510_09.9A20 


.C15 


Gene No. 


24002 Strand 


+ 




Start 


1 End 


4338 




Name 


OJ990510 09.9A20.C15.ol.tm Method 


TBLASTX: Maize 




Start 


301 ~ End 


465 




GI 


none Score 


189 




Exons 


301. .465, 306. .413 






Sea No 


11302 ' Sea ID 


OJ990510 09 9A20 


. C16 


Gene No. 


24003 Strand 






Start 


1 ^ , End 


13672 




Name - 


OJ990510 09. 9A20.C16.ol.np Method 


AAT/NAP 




Start 


1 End 


4476 




GI 


4680179 Score 


1675 




Exons 


1..67, 699. .1841, 4426. .4476 






GI Descrio. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 




Sea. No. 


11302 Seq. ID 


OJ990510_09.9A20 


. C16 


fjprip No 


24003 Strand 


+ 




Start 


1 End 


13672 




Name 


OJ990510 09.9A20.C16.o2.np Method 


AAT/NAP 




Start 


1 End 


13672 




GI 


5852180 Score 


532 




Exons 


1..77, 2626. .2688, 3673. .3754, 3807. .4257, 8040. .8110, 






13547. .13672 






GI Descrip, 


{AL117265) zhbOOOlO.l [Oryza sativa] 






Seq. No. 


11302 Seq. ID 


OJ990510_09.9A20 


.C16 


Gene No. 


24003 Strand 


+ 




Start 


1 End 


13672 




Name 


OJ990510 09. 9A20.C16.o4 .np Method 


AAT/NAP 




Start 


11006 End 


12954 




GI 


4680186 , Score 


238 




Exons 


11006. .11031, 12514. .12598, 12725. .12 954 




GI Descrip , 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


11302 Seq. ID 


OJ990510_09.9A20 


.C16 


Gene No. 


24004 Strand 






Start 


2537 End 


2918 




Name 


OJ990510 09.9A20.C16.ol.gp Method 


AAT/GAP 




Start 


2537 End 


2918 





11815 



• 



GI uC-osflcyp033a04bl Score 635 

Exons 2537,. 2918 

GI Descrip. • 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



beq . NO . 




Seq. ID 


OJ990510_09.9A20 


.016 


Liene ino . 


9 A no ^ 


Strand 






o L ar L 


DO X X 


End 


9141 




Name 


UUi?i?U-jXU U J? - i7riZ U . X D . . y o 


Method 


GENSCAN 




Start 


6311 ■ 


End 


9141 




GI 


none 


Score 


.68 




Exons 


1 f^'^f^l (^4Qn fiRRQ fifidl 


.6737, 6831. .7021, 7244. .7357, 




ftflQl R'^n'^ RftfiR 








o e q . IN u . 


X X ou z 


Oct y . J. Lf 


n.TQQOt^l 0 OQ Qa90 
yUOyyUD±\j Uy . Z/r\^\J 


Pi 


t^ene ino . 


OA nnf^ 

Z fl U U D 








b uar t 




RnH 


± c,DyH 




Name 


HTQQOmn HQ QZi9n PI ^ rrc: 
UUrJ^UOXU U -7 . U . X D . OO . y 5 


L*ic U I l\J\J. 






Start 


9896 


EjilCl 


X z o y fi 




GI 


none 


Score 


.48 




Exons 


QfiQ^ 1194P 19RRn 19^Q4 








beq. NO. 


1 1 "5 0 9 
X X OUZ 


Qc^rr T H 
Ocq . X u 


n.TQQORIO OQ Qa90 


Pi ^ 


Gene No . 


Z 4i UU D 


0 L X allU, 






b tart: 


Q Q Q 

y o y D 


i-jIICJ. 


1 9 C Q /I 




Name 


ujyyuoxu uy.y/\zu.uxD,oo.np 




n 7\ T" / M n p 
i-y-ii / iNi-iir 




Start 


- 10006 




1 1 9 Q 
X X Z D -7 




GI 


4680179 


Score 


580 




Exons 


innn*^ 10911 io'^qr ii9^q 

XUUUD. .XUZXX^ XUOOO. .XXZOi? 








GI Descrip . 


/7\17'111'7nQ\ K^*^1t -^i^-H^iTn rP*VT7'7^ 

lH,txxx/uy^ poxyprouexn [uryza 


sativa i 






b e q . LN o . 


1 1 "^09 
X X J u z 


Seq. ID 


O.TQQOmO OQ Qa90 


PI 


osne lno ■ 


Z 4 U U / 


Strand 






b tar t. 


1 9 R09 
X z o u z 


End 


1 9RR^ 
X ^ 0 0 0 




Name 


OJ990510 09. 9A20.C16.o2.tm 


Method 


1 0 J-ir^O J. i\ • i^Jcl X Z ^ 




Start 


708 


End 


1175 






none 


Score.^ 


383 




T*^ v ^ o 

tiiXons 


708.*. 1175, 716. .946 








b e q . IN o . 


11302 


Seq. ID 


OJ990510_09. 9A20 


.C16 


osne iNo . 


24007 


Strand 






bT_ar L 


12502 


End 


12883 




Name 


OJ990510 09. 9A20.C16.o2.tw 


Method 


TBLASTX: Wheat 




Start 


708 


End 


1121 






none 


Score 


463 




Exons 


708. .1121, 719. .1078, 750. .1118 






Seq. No. 


11302 


Seq. ID 


OJ990510_09. 9A20 


.016 


Gene No. 


24007 


Strand 






Start 


12502 


End 


12883 




Name 


OJ990510 09. 9A20.C16.o3.ts 


Method 


TBLASTX : Soybean 




Start 


708 


End 


989 




GI 


none 


Score 


193 




Exons 


708. .989 








Seq. No. 


11302 


Seq. ID 


OJ990510_09. 9A20, 


.016 


Gene No. 


24007 


Strand 







11816 



start 


12502 








End 


12883 




Na.m6 


r\ TQQO c; T n no 


. yAZU . 


, bX 0 .OX. 


. u s 


Method 


TBLASTX: Soybean 




otarr 


1 U D^: 








End 


1457 






none 








Score 


57 




Exons 




1 n 0 
XUbZ . 


, . X XZ X / 


X u y 0 . 


.1457, 1100. .1141, 1198. .12 


' A 9 
4Z, 


















Seq. No. 


11302 








beq . X u 


UJ-7-7UOXU u y . ^/IZ u . 


C16 


Gene No. 


24007 








Q4- r-a nH 






btaru 


1 0 c; n 9 








HjI iU 


1 9ft ft ^ 
X z. 0 0 J 




Name 


/^Toonc-Tn no 

uj yyuoiu uy , 


. yAzu . 


, bx 0 . 00 . 


+- tw 

, t w 


Method 


TBLASTX: Wheat 




braru 


1 1 / u 








End 


1439 






none 








Score 


366 




Exons 


ii/u.,i4oy, 


1 9 n Q 

XZ Uo . 


. . X 4 0 0 










Seq. No. 


11302 








Seq. ID 


OJ990510_09. 9A20. 


C16 


Gene No. 


24007 








Strand 






0 uaru 










End 


12883 




Name 


Kjo yyuDiu uy. 


On 9 n 
, y/izu . 


. v_,X D . Ofi . 




Method 


TBLASTX: Maize 




brart: 


11/0 








End 


1341 






none 








Score 


195 




Exons 


ii/D. .100// 


X XOo - 


1 "5 1 
, . X 0 0 X / 


1 1 Q Q 

X X 0 y . 


.1341, 1193. .1336 




^'.^ Seq. No. 


11302 








Seq. ID 


OJ990510_09. 9A20. 


C16 


\l\ Gene No. 


24007 








Strand 






'Jj Start 


i Z D U Z 








End 


12883 




fljE Name 


ujyyuoiu uy. 


Q 7\ 9 A 

, yAZU , 


01c ^1 
, bX D . OX , 




Method 


TBLASTX: Maize 




i'^'j Start 


1 ooy 








End 


1793 




rr 

LlI 


none 








Score 


52 




Exons 


1 ooy . . ijy 1 / 


X 0 0 y , 


, , X / du , 


1 A n ^ 
X 41 U u . 


.1729, 1752. .1793, 1752. .1793 


ry Seq. No. 


11302 








Seq. ID 


OJ990510_09. 9A20. 


016 


13 Gene No. 


24007 








Strand 






i'-j brart: 


1 0 R n 0 
1 Z oUZ 








End 


12883 




Name 


r\ TO Q n c. 1 n no 
UJ y yuDiu uy . 


Qn 9 n 
. yAzu . 


PI /-"ll 
. bX D . 0 X < 


. ZVJ 


Method 


TBLASTX: Wheat 




. '* Start 


1 /I /I 0 
1 4 4 z 








End 


1841 




bi 


none 








Score 


547 




SI. 

Exons 


^ A AO 1 Q "^l 


X fl fi 0 ■ 


. . X 0 ft X , 


X 0 Z X . 


.1838 






'i 3? 

Seq.* No. 


11302 








Seq. ID 


OJ990510_09. 9A20. 


C16 


Gene No. 


24007 








Strand 






btart 


1 9 R n 9 
X z 0 u z 








End 


12883 




Name 


UJ y yuolu uy . 


. y/^z u . 


PI r^O 

. bX D . OZ . 


. rs 


Method 


TBLASTX: Soybean 




b uar L 


1 /I T Q 

X fi / y 








End 


1727 




bl 


none 








Score 


203 




Exons 


1 An Q 1797 














Seq. No. 


11302 








Seq. ID 


OJ990510_09. 9A20. 


C16 


Gene No. 


2-4 007 ... 








Strand 






b uar L 


12502 








End 


12883 




Name 


OJ990510 09. 


, 9A20. 


.C16.03. 


. tm 


Method 


TBLASTX:Maize 




Start 


10487 








End 


10786 




GI 


none 








Score 


75 




Exons 


10487. .10786, 10683. .10772 








Seq. No. 


11302 








Seq. ID 


OJ990510_09. 9A20. 


C16 


Gene No. 


24007 








Strand 







11817 




o Ua J. U 


12502 






End 


12883 




Naiue 


OJ990510 09.9A20.C16. 


o4 . tw 


Method 


TBLASTX: 


Wheat 




10667 






End 


11026 




r* T 


none 






Score 


53 




Exons 


10667. 


.10957, 10667.. 




10671. .11024 




C! /T KT /-\ 

oeq . CvlO . 


11302 






Seq. ID 


OJ990510 


y y . y Az u . l i b 


Qpnp No 


24007- 






Strand 






Start 


12502 






End 


12883 




Name 


OJ990510 09.9A20.C16. 


o2.gp 


Method 


AAT/GAP 




Start 


12502 






End 


12883 




GI 


uC-osflcyp033a04bl 




Score 


667 




Exons 


12502. 


.12883 










GI Descrip. 


'6016845/dbj IAP000570 


.1IAP000570 3.0e- 


59 Oryza 


sativa genomic 



DNA, chromosome 1, cl.one : P07 IIEIO ' 



oeq. JNO. 


1 1 OU o 


beq. iu 


ujyyuDiu uy.yAzu. 


S^l f 


Gene No. 


24008 


Strand 


+ 




Start 


494 


End 


922 




Name 


uoyyyjoiu u . y/iz u . OX / . oi , gs 


MennoQ 


c M c n M 




o rarr 


4 y ft 


bna 


Q o o 

yzz 






none 


Score 


, o f 




Exons 


AQA I'^f^ 1^0 OkOO 








beq. NO. 




beq. lU 


ujyyuolu (jy.yAzu. 


CI / 


Gene No. 


o / n n Q 


Strand 






Start 


2542 


End 


3159 




Name 


OJ990510__09. 9A20.C17 .o2 .gs 


Method 


GENSCAN 




o L a r L 


Z D fl Z 


End 


3159 




C T 


none 


Score 


.62 






zofiz. .zD/u, juoz. .oioy 








O c q . In (J • 


X X J U 4 


Seq. ID 


OJ990510_09.9A20. 


1 o 




9d ni n 

Z f± u ± u 


Strand 






Start 


283 


End 


3879 




Name 


OJ990510 09. 9A20.C18.ol.gs 


Method 


GENSCAN 




Start 


283 


End 


3879 




GI 


none 


Score. 


.62 




Exons 


283.. 437, 1527.. 1-699, 1960. 


.2226, 2401 


..2614, 2744. .2864 






3036.. 3167, 3551. .3879 








Seq. No. 


11304 


Seq. ID 


OJ990510_09.9A20. 


CIS 


Gene No. 


24010 


Strand 


+ 




Start 


283 


End 


3879 




Name 


OJ990510 09. 9A20.C18.ol.np 


Method 


AAT/NAP 




Start 


680 


End 


3554 




GI 


5042463 


Score 


124 




Exons 


680. .915, 1549. .1680, 1732. 


.1812, 3529, 


. .3554 




GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 




Seq. No. 


11305 


Seq. ID 


OJ990510_09.9A20. 


C19 


Gene No. 


24011 


Strand 






Start 


723 


End 


1922 




Name 


OJ990510 09. 9A20.C19.o3.tm 


Method 


TBLASTX: Maize 




Start 


719 


End 


947 




GI 


none 


Score 


42 




Exons 


719. .847, 750. .947, 841. .936 







11818 




Seq. No, 


11305 








Seq. ID 


OJ990510_09. 9A20. 


C19 


Gene No . 


0 /I n 1 1 
z ^ U 1 1 








C-i- nH 

b urano 






b rare 


"7 O "5 








njna 


1 y z z 




Name 


/^TdQAQin no 

ujyyuoiu uy 


. yAZ u . oi y . oi 


.gs 




Method 


I? M O O 7\ M 

(j b IN b CAN 






/ Z J 








liina 


1 / y 0 






none 








Score 


Q 7 




Exons 


n O'i 1 "7 Q <^ 

/ z J . . I / y D 














Seq. No. 


II305 








Seq. ID 


OJ990510_09. 9A20. 


C19 


Gene No. 


24011 








Strand 
















End 


1922 




Name 


ujyyuDiu uy 


. y/\z u . u 1 y . o 1 


.np 




Method 


AAT/NAP 




Start 


7 o c 








End 


1922 






^ DO u 1 / y 








Score 


1766 




Exons 


/ZD. . i y z z 














GI Descrip. 


^ n TTi 1 1 7 n Q \ 
\ Ar 1 1 1 / u y ; 


pox ypro rein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


11305 








Seq. ID 


ojyyuolu uy.yAzU. 


C19 


Gene No . 


Z 4 U 1 1 








Strand 






b taru 


7 0 '3 
/ Z J 








End 


1922 




Name 


(jjyyuDiu uy 


.9A20.C19.o2 


.tw 




Method 


TBLASTX: Wheat 




Start 


/ / 1 








End 


1104 




GI 


none 








Score 


136 




Exons 


Til T T A O 

/ / 1 . . I lUo , 


792..1ig0, 835.. 


,1104 






Seq. No. 


11305 








Seq. ID 


OJyytJolU (jy.yAzU. 


C19 


Gene No. 


24011 








Strand 






Start 


TOO 
/ Z J 








End 


1922 




Name 


ujyyuoiu uy 


.9A20.C19.ol 


. tm 




Method 


TBLASTX: Maize 




Start 


yo 1 








End 


1550 






none 








Score 


117 




Exons 


Q Q 1 1 '3 Q 1 

yoi. .ijyi, 


966.. 1229, 967.. 


.1389, 1308 


. . 1391, 1389. . 1550, 






ijyb. . io4z 














Seq. No. 


11305 








Seq. ID 


OJ990510_09. 9A20. 


C19 


osne LNo . 


Z f± U ± X 








Strand 






bt art 


7 0 '5 
/ Z J 








End 


1922 




Name 


ujyyuolu uy 


:9A20.C19.oi 


. tw 




Method 


TBLASTX: Wheat 




buar c 


1 iU 4 








End 


1730 






none 








Score 


81 




Exons 


1 iU4 . , 1 / oU, 


1107. .1358, 


1216. , 


.1674 






Seq. No. 


11305 








Seq. ID 


OJ990510_09. 9A20. 


C19 


Gene No . 


Z 4i U 1 1 








Strand 






b tart: 


TOT 
/ Z 0 








End 


1922 




Name 


ujyyuDiu uy 


.9A20.C19.o2 


. tm 




Method 


TBLASTX: Maize 




b tar u 


1 R QQ 

1 D y y 








End 


1891 




C T 


none 








Score 


216 




Exons 


loyy , . iooy , 


1603. .1890, 


1703. , 


. 1891 






Seq. No. 


11305 








Seq. ID 


OJ990510_09.9A20. 


C19 


Gene No. 


24011 








Strand 






Start 


723 








End 


1922 




Name 


OJ990510 09 


.9A20.C19.ol 


. ts 




Method 


TBLASTX: Soybean 




Start 


1688 








End 


1922 




GI 


none 








Score 


94 





11819 



Exons 1688.. 1825, 1689., 1892, 1689.. 1922, 1690.. 1917 



O t: • LN \ j • 




^(=>n in 




I ^ X ^ 


Gene No . 


9 m 1 
Z fi U J- X 


Q-h V o r» H 










CiilCl 


1 Q99 




Name 


UU^^UOXU U ^ . ^-rlZ U . ^ X ^ . O J . L W 


LXie LllULl 








X / J / 


DIIU 


1 Q99 
X z 






none 




1 77 




Exons 


1T^7 1Q99 17 ^ P 1QT7 1749 

± f O f • * ±^ ^ ^ f X/OO..X^X/, X/flZ. 


1 Q91 






Seq. No. 


11306 


Seq. ID 


OJ990510_09.9A20, 


.022 




24012 


Strand 








334 


End 


4 7 




Name 


OJ990510 09.9A20.C22.ol.np 


Method 


ZV AT /KFZ\ P 




D u air L. 


334 


End 


4 fi 7 




PT 


6705984 


Score 


14^ 

X ri J 




Exons 


334. .487 










(AB033235) gag-pol polyprotein [Oryza 


Od L X V d J 




Seq. No. 


11307 


Seq. ID 


OJ990510_09.9A20, 


.C23 


uene ino . 


24013 


Strand 


+ 




o Lam 


1 


End 


5625 




Name 


OJ990510 09.9A20.C23.ol.np 


Method 


AAT/NAP 




art 


.1 


End 


3219 




C T 


- 4680179 


Score 


1574 




Exons 


1..25, 584. .1822, 3179. .3219 








GI Descrip. 


. (AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


11307 


Seq. ID 


OJ990510_09.9A20. 


.C23 


Gene No . 


24013 


Strand 


+ 




OL.3.TX, 


1 


End 


5625 




Name 


OJ990510 09.9A20.C23.ol.gs 


Method 


GENSCAN 




o uar L 


116 


End 


5625 






none 


Score 


.41 




Exons 


116. .191, 625. .875, 1429. .1683, 2691.. 


2754, 2915. .3095, 






4508. .4701, 4854. .5222, 5240. 


.5625 






Seq. No. 


11307 


Seq. ID 


bj990510_09.9A20. 


.C23 


UCllC LNO . 


24014 


Strand 


+ 




OUa J. L. 


5845 


End 


11214 




Name 


OJ990510 09.9A20.C23.o3.tw 


Method 


TBLASTX: Wheat 




O La J. L. 


584 


End 


8578 






none 


Score 


81 




Exons 


. 584. .637, 585. .644, 8154. .8456, 8162.. 


8311, 8202. .8453, 






8203. .8457, 8456. .8578, 8456. 


.8557, 8458. .8574 




o e q . LN o . 


11307 


Seq. ID 


OJ990510_09.9A20. 




uene lno . 


24014 


Strand 


+ 




o Lar L 


5845 


End 


11214 




Name 


OJ990510 09. 9A20.C23.o2.tw 


Method 


TBLASTX: Wheat 




Start 


669 


End 


9142 




GI 


none 


Score 


579 




Exons 


669. .1211, 684. .1211, 8615. .9142, 8767 


. ,9138 




Seq. No. 


11307 


Seq. ID 


OJ990510_09.9A20. 


,C23 


Gene No. 


24014 


Strand 


4- 




Start 


5845 


End 


11214 





11820 



Name 


OJ990510 09 


. 9A20 


.023, ol 


. tc 


Method 


TBLASTX:Oress 


Start 


909 










End 


9166 


GI 


none 










Score 


91 


F, y n n 


909. . 


1091, 


1092 . 


. 1235, 


1094 . , 


,1234, 8846. .9022, 9023. .9166, 




9025. 


.9165 














11307 










Seq. ID 


OJ990510_09. 9A20.O23 


Gene No. 


24014 










Strand 


+ 


Start 


5845 










End 


11214 


Name 


OJ990510 09 


. 9A20 


.C23.02 


. ts 


Method 


TBLASTX: Soybean 


Start 


1023 










End 


9190 


GI 


none 










Score 


284 


P,y on c; 


1023. 


.1259, 


1023 


1160, 


1031 . 


..1258, 1188. .1259, 8942. .9190, 




8942. 


.9184, 


8968 


. . 9189 








kJ ^ V-J ■ W • 


11307 










Seq. ID 


OJ990510_09.9A20.O23 


Gene No, 


24014 










Strand 


+ 


Start 


5845 










End 


11214 


Name 


OJ990510 09 


. 9A20 


C23 o3 


. tm 


Method 


TBLASTX: Maize 


Start 


1058 










End 


9280 


GI 


none 










Score 


374 


P. y n n s 


1058. 


. 1345, 


1059 


1349, 


8988 . 


.9089, 8990. .9274, 8992. .9276, 




8993. 


.9280 












Corr Kin 


11307 










Seq. ID 


OJ990510_09 . 9A20 . 023 


Gene No. 


24014 










Strand 


+ 


Start 


5845 










End 


11214 


Name 


OJ990510 09 


. 9A20 


■ 023 . ol 


. tw 


Method 


TBLASTX: Wheat 




1218 










End 


9774 


GI 


none 










Score 


126 


P von Q 

III A v./) 1 1 o 


1218. 


.1349, 


1221 


1325, 


1360 . 


.1761, 1386. .1721, 9149. .9280, 




9151. 


.9285, 


9283 




9292 . 


.9573, 9321. .9773 


k_) . LN . 


11307 










Seq. ID 


OJ990510_09.9A20.O23 




24014 










Strand 


+ 


Start 


5845 










End 


11214 


Name 


OJ990510 09 


. 9A20 


.023.01 


. tm 


Method 


TBLASTX: Maize 


Start 


1395 










End 


9935 


GI 


none 










Score 


222 


F.y nn 


1395. 


.1550, 


1396 


1557, 


1554 . 


.1718, 1555. .1764, 9331. .9489, 




9333. 


.9482, 


9336 


9500, 


9398 . 


.9484, 9486.. 9542, 9486.-9782, 




9487. 


.9924, 


9876 


. . 9935 








Seq. No. 


11307 










Seq. ID 


OJ990510_09.9A20.O23 


Gene No. 


24014 










Strand 


+ 


Start 


5845 










End 


11214 


Name 


OJ990510 09 


. 9A20 


023 o5 


. tm 


Method 


TBLASTX: Maize 


Start 


3681 










End 


4070 


GI 


none 










Score 


67 


Exons 


3681. 


.3743, 


3732 


. .4010, 


3741 . 


.4070 




Seq. No. 


11307 










Seq. ID 


OJ990510_09.9A20.O23 


Gene No. 


24014 










Strand 


+ 


Start 


5845 










End 


11214 


Name 


OJ990510 09 


. 9A20 


.023.02 


.gs 


Method 


GENSOAN 


Start 


5845 










End 


11214 


GI 


none 










Score 


.58 



11821 




Exons 5845. .6499, 6770. .6880, 7125. .7864, 7962. .8493, 8541. .9232, 

9727.. 9927, 10058 .. 10160, 10852 11069, 11143.. 11214 



Seq. • No. 


11307 








Seq. ID 


OJ990510_09.9A20. 


023 


Gene No . 


24014 








Strand 


+ 




5 tart 


5845 








End 


11214 




Name 


OJ990510 09. 


9A20 


.C23.07 


. tw 


Method 


TBLASTX: Wheat 




Start 


■ 5983 ~ 








End 


6348 




GI 


none 








Score 


170 




Exons 


5983. .6180, 


6111 


. .6167, 


6205. 


.6348, 6246.. 6347 




Seq. No. 


11307 








Seq. ID 


OJ990510_09.9A20. 


023 




24014 








Strand 


+ 




Start 


5845 








End 


11214 




Name 


OJ990510 09. 


9A20 


.023. o2 


. np 


Method 


AAT/NAP 




Start 


5996 








End 


10148 




GI 


4680179 








Score 


3984 




Exons 


5996. .10148 














GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa ; 


subsp. indica] 




Sea. No. 


11307 








Seq. ID 


OJ990510_09.9A20. 


023 


Gene No . 


24014 








Strand 


+ 




Start 


5845 








End 


11214 




Name 


OJ990510 09. 


9A20 


.023. o8 


. tw 


Method 


TBLASTX: Wheat 




Start 


6829 








End. 


7201 




GI 


Ti n o 








Score 


124 




Exons 


6829. .7026, 


6846 


. .6992, 


7064 . 


.7201, 7073.. 7192 




Sea No 


11307 








Seq. ID 


OJ990510_09.9A20. 


023 


Gene No . 


24014 








Strand 


+ 




Start 


5845 








End 


11214 




Name 


OJ990510 09. 


9A20 


.023.04 


. tw 


Method 


TBLASTX: Wheat 




Start 


7375 








End 


7804 




GI 


none 








Score 


74 




Exons 


7375. .7623, 


7379 


. .7714, 


7438 . 


.7680, 7667.. 7804 




Seq. No. 


11307 








. Seq. ID 


OJ990510_09.9A20. 


023 




24014 . 








' Strand 


+ 




Start 


5845 








End 


11214 




Name 


OJ990510 09. 


9A20 


.023.04 


. tm 


Method 


TBLASTX: Maize 




Start 


7388 








End 


7680 




GI 


none 








Score 


343 




Exons 


7388.-7678, 


7438 


. .7680 










Seq. No. 


11307 








Seq. ID 


OJ990510_09. 9A20. 


023 


Gene No . 


24014 








Strand 


+ 




Start 


5845 








End 


11214 




Name 


OJ990510 09. 


9A20 


.023.06 


. tm 


Method 


TBLASTX: Maize 




Start 


7718 








End 


7951 




GI 


none 








Score 


187 




Exons 


7718. .7951 














Seq. No. 


11307 








Seq. ID 


OJ990510_09.9A20. 


023 


Gene No. 


24014 








Strand 


+ 




Start 


5845 








End 


11214 




Name 


OJ990510 09. 


9A20 


.023.01 


. ts 


Method 


TBLASTX : Soybean 




Start 


7745 








End 


8138 





11822 




GI 


none 




Score 


56 




7777 774S 7^04 


7781 . 


.7951, 7789.. 7944, 7950.. 8138, 




7955 8137 








O C • LN (J . 






Seq. ID 


OJ990510 09.9A20.C23 


Gene No. 


24014 




Strand 


+ 


Start 


5845' 




End 


11214 


Na.ine 


OJ990510 09 9A20 C23 o6 


tw 


Method 


TBLASTX: Wheat 


c-t- 3ri- 


7853 ~ 

/ O -J J 




End 


8153 


\J ± 


none 




Score 


126 




7853 7951 7863 7964 


7886 . 


.7951, 7950.. 8153, 7961.. 8152, 




8037 8153 








Seq. No. 


11307 




Seq. ID 


OJ990510 09.9A20 C23 


Gene No. 


24014 




Strand 




Start 


5845 




End 


11214 


Name 


OJ990510 09 9A20 023 o2 


tm 


Method 


TBLASTX : Maize 




8036 ~ 




End 


8482 


\J J. 


none 




Score 


452 


F.vnn 


8 03 6.. 84 52, 8040.. 8471, 


8055 . 


.8453, 8: 


270. .8482 


Seq. No . 


11307 




Seq. ID 


OJ990510 09 9A20 C23 


Gene No. 


24014 




Q-f- r;^ nd 


-1- 




584 5 




End 


11214 


Name 






Mp^I" h oH 


TRT.ASTX * Sovhp^^n 

J. i-i J_l^^kJ i. £\ . o y Jt^ C Cl 1 1 




O X V D 




End 


8405 




none 




Score 


201 


P" von Q 


RT66 8405 8180 8290 








Seq. No. 


11307 




Seq. ID 


OJ990510_09.9A20.C23 


Gene No. 


24014 




Strand 


+ 


O L. di. I, 


5845 




End 


11214 


Name 


OJ990510 09.9A20.C23.o5. 


tw 


Method 


TBLASTX : Wheat 


c-|- art 


9774 




End 


10107 


O J. 


none 




Score 


339 


von Q 


9774. .10043, .9775. .10107 






O C ^ . IN U • 


■ 11308 




Seq. ID 


OJ990510_09.9A20.C25 


flfinp Mrj 


24015 




Strand 


+ 


Start 


731 




End 


1112 


Name 


OJ990510 09. 9A20.C25.ol. 


gp 


Method 


AAT/GAP 


Start 


731 




End 


1112 


GI 


uC-osflcyp033a04bl 




Score 


639 


P von Q 


731. . 1112 










' 6016845/dbj | AP000570 . 1 | AP000570 3 . Oe- 


-59 Oryza sativa genomic 




DNA, chromosome 1, clone 


i:P0711E10* 






11308 




Seq. ID 


OJ990510_09.9A20.C25 


Gene No. 


24016 




Strand 


+ 


Start 


1959 




End 


2390 


Name 


OJ990510 09. 9A20.C25.o2. 


np 


Method 


AAT/NAP 


Start 


1959 




End 


2390 


GI 


2864621 




Score 


146 


Exons 


1959. .2390 








GI Descrip. 


(AL021811) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


11308 




Seq. ID 


OJ990510_09.9A20.C25 



11823 




Gene No. 


24017 


Strand 




Start 


664 


End 


2575 


Nsme 


OJ990510 09.9A20.C25.ol.np 


Method 


AAT /NAP 




664 


End 


2575 


CJ 
O J. 


4680186 


Score 


332 


P von Q 


664. .865, 1702. .1785, 2524.. 


2575 




X k3 O J. -i- * 


(AF111709) unknown [Oryza sativa subsj). 


indical 




11308 


Seq. ID 


OJ990510_09.9A20.C25 


Gene No. 


24017 


Strand 




Start 


664 


End 


2575 




OJ990510 09.9A20.C25.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1925 


End 


2393 


GI 


none 


Score 


148 




1925.. 2062, 1927.. 2076, 2077 


..2142, 2083. .2253, 2084. .2314, 




2316. .2393 






Seq . No . 


11309 


Seq. ID 


OJ990510_09 . 9A20 .C26 


Gene No . 


24018 


Strand 


+ 


Start 


1 


End 


1747 


Name 


OJ990510 09. 9A20.C26.ol.np 


Method 


AAT /NAP 




1 


End 


876 




4544372 


Score 


276 


Exons 


1..876 








{AC006920) putative retroelement pol polyprotein [Arabidops 




thaliana] 






c Mo 


11309 


Seq. ID 


OJ990510_09.9A20.C26 


f2pn#3 Mo 


24018 


Strand 


+ 


Start 


1 


End 


1747 , 


Name 


OJ990510 09. 9A20.C26.o2.np 


Method 


AAT /NAP 


Start 


1 


End 


1747 


GI 


629693 


Score 


239 


P von Q 


1..879, 1703. .1747 






f^T npQ07"10 


probable integrase - common 


tobacco (fragment) 




gi| 530742 |emb|CAA56791| (X80830) integrase [Nicotiana tabaci 


Seq. No. 


11309 


Seq. ID 


OJ990510_09.9A20.C26 


Gene No. 


24018 


Strand 


+ 


Start 


1 


End 


1747 


Name 


OJ990510 09.9A20.C26.ol.gs 


Method 


GENSCAN 


L. CIX U 


131 


End 


339 


yj X 


none 


Score 


.87 


F. von 


131. .339. 






Seq. No. 


11309 


Seq. ID 


OJ990510_09.9A20.C26 


Gene No. 


24019 


Strand 




Start 


507 


End 


1043 


Name 


OJ990510 09.9A20.C26.o2.gs 


Method 


GENSCAN 


O L. d X u 


507 


End 


1043 


GI 


none 


Score 


.84 


Exons 


507. .721, 805. .857, 859. .1043 




Seq. No. 


11309 


Seq. ID 


OJ990510_09.9A20.C26 


Gene No. 


24020 


Strand 




Start 


1255 


End 


2097 


Name 


OJ990510 09.9A20.C26.ol.ts 


Method 


TBLASTX : Soybean 



11824 







DO X 




iLinci 


ft ^^Q 
O D y 






PT 


none 




Score 


1 ft 

X o o 








fiSl fiO'^ 676 867 fi46 


ft 6Q 










Seq. No. 


11309 




Seq. ID 


OJ990510 


_09.9A20.C26 




Gene No. 


24020 




Strand 










1 ^ss 

X ^ .J ^ 






90Q7 






Nsine 




. gs 


4" Vk W 








o u am 


1 9 R ^ 
X z o o 




HiIlCl 


9 0 Q7 






PT 


none 




S core 










1 Q'^S 9017 9nQ7 

X^<_'<>.i. • J~ ^ f X. f * » ^ f 












Seq. No. 


11310 




Seq. ID 


OJ990510 


_09.9A20.C27 




Gene No. 


24021 




Strand 










X o u u 




End 


6305 






Nsrtie 


n.TQQOSIO OQ QA90 P97 o1 




Method 


GENSCAN 






C4- a -r-h 


1 ft 60 ~ 

X O D U 




End 


6290 






PT 


none 




Score 


.66 






XT' vr o 


lft60 9074 994Q 9^S0 


9 6^9 


.2884, 2909. .5057, 


S6Q9 69Q0 




Q o rr KI o 


J. X o X vj 




Seq. ID 


OJ990510 


OQ QA90 P97 




Gene No. 


24021 




Strand 






31; 


Start 


1860 




End 


6305 




; 


Name 


OTQQORIO OQ QZ\90 P97 o1 


.np 


Method 


AAT/NAP 






o ca xTi 


X O DZ 




End 


6305 




ni 
■f ' 


P T 


0 U J? X O X O 




Score , . 


2973" 






Exons 


1ft(^9 1 Q9ft 97S7 9QAft 


3110. 


.5046, 5791. .6305 






\ji uescnp. 


vriDUZO^oz; nypo tne L xcax 


protein [Oryza 


sativa] 




Ul 

. =! 


Q d n t\ir\ 

oeq . iNU . 


X X X X 




Seq. id' 


OJ990510 


OQ Qa90 P9ft 




Gene No. 


24022 




Strand 






! : 

i y 


Start 


1 




End 


4390 






Name 


n.TQQO^l 0 OQ Qa90 P9ft o1 


.np 


Method 


AAT/NAP 






D uari. 


1 ~ 

X 




End 


3493 






PT 


3 U ^ X O X ^ 




Score 


881 




t , 




X. .J*iO/ 04f±*i. .04^0 










at 






protein [Oryza 


sativa] 




e s? 
•car 




X X O X X 




Seq. ID 


OJ990510_ 


OQ QZ\90 P9ft 






24022 




Strand 






''''' 


Start 


1 




End 


4390 






Name 


OJ990510 09.9A20.C28.ol 


.gp 


Method 


AAT/GAP 








1005 




End 


1254 






PT 


3761181 




Score 


438 






Exons 


1005. .1254 












P T ^ T r\ 

KjX uescnp. 


4521193/dbj IAB013450.1IAB013450 l.Oe-99 Oryza sativa DNA, 






similar sequence to Pib 


gene 










o e q . LN o . 


11311 




Seq. ■ ID 


OJ990510_ 


_09.9A20.C28 






24022 




Strand 








start 


1 




End 


4390 






Name 


OJ990510 09.9A20.C28.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2392 




End 


2927 






GI ^ 


none 




Score 


57 






Exons 


2392. .2487, 2392. .2439, 


2393. 


.2488, 2405. .2488, 


2463. .2594, 






2518.. 2592, 2527.. 2916, 


2541. 


.2594, 2590. .2796, 


2598. .2927 



11825 




Seq. No. 


11311 


Seq. ID 


OJ990510_09.9A20.C28 


Gene No. 


24022 


Strand 




Start 


1 


End 


4390 


Name 


OJ990510 09 . 9A20 .028 . o2 . gs 


Method 


GENSCAN 


Start 


3353 ~ 


End 


4390 


GI 


none 


Score 


.99 


Rx on s 


3353 4390 


' , ■-■ . 




Sea No . 


11312 


Seq. ID 


OJ990510 09 9A20 C29 


Gene No. 


24023 


Strand 


+ ~ 


Start 


1 


End 


670 




OJ990510 09. 9A20.C29.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


182 


GI 


4680186 


Score 


181 


Exons 


1. .182 






GI Descrip. 


{AF111709) unknown [Oryza sativa subsp 


indica] 


Seq. No. 


11312 


Seq. ID 


OJ990510_09.9A20.C29 


Gene No. 


24023 


Strand 


+ 


Start 


1 


End 


670 


Name 


OJ990510 09.9A20.C29.ol.gs 


Method 


GENSCAN 


Start 


75 


End 


670 


GI 


none 


Score 


. 96 


F.Mon ^ 

1^ \y 1 1 


75. .135, 573. .670 






Qprr Mo 


11312 


Seq. ID 




Gene No . 


24024 


Strand 




Start 


57 


End 


115 


Name 


OJ990510 09. 9A20.C29.ol.gp 


Method 


AAT/GAP 


Start 


57 


End 


1'15 


GI 


uC-osflcyp033a04bl 


Score 


80 


Exons 


57. .115 






GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Orvza sativa opnomip 




DNA, chromosome 1, clone : P0711E10 ' 




Sea No 


11312 


Seq. ID 


OJ99Q510 09 9A20 029 


Gene No. 


24025 


Strand 




Start 


572 


End 


739 


Name 


OJ990510 09. 9A20.C29.o2.np- 


Method 


AAT/NAP 


Start 


572 


End 


739 


GI 


6907087 


Score 


102 


Exons 


572. .739 






GI Descrip. 


(AP001129) ESTs C72771 {E2215 ) 


, AU082313 {E2215) correspond to a 




region of the predicted gene. 


. ; hypothetical protein [Oryza 




sativa] 






Seq. No. 


11313 


Seq. ID 


0 J 9 9 0 5 1 0_0 9 . 9 A2 0 . C 3 0 


Gene No. 


24026 


Strand 




Start 


94 


End 


1412 


Name 


OJ990510 09.9A20.C30.ol.gs 


Method 


GENSCAN 


Start 


94 


End 


845 


GI 


none 


Score 


. 68 


Exons 


94. .175, 365. .845 






Seq. No. 


11313 


Seq. ID 


OJ990510_09.9A20.C30 


Gene No. 


24026 


Strand 




Start 


94 


End 


1412 



11826 



Name OJ990510_09 . 9A20 .C30 . ol . np Method AAT/NAP 

Start 595 End 1412 

GI 1076237 Score 103 

Exons 595.. 935, 1293.. 1412 

GI Descrip. arabinogalactan-like protein - loblolly pine gi 1607771 (U09554) 
arabinogalactan-like protein [Pinus taeda] 



O O ^ . W • 


11314 


Seq. ID 


OJ990510 09 9A20 


031 




24027 


Strand '"' 


+ 




start 


1 


End 


2099 




Name 


OJ990510 09. 9A20.C31.ol.np 


Method 


AAT/NAP 




•^-ha r1- 


1 


End 


2099 




CJ 

\J J- 


6705984 


Score 


2560 




F". V o n ^ 


1. .2099 










{AB033235) gag-pol poiyprotein [Oryza 


sativa] 






11314 


Seq. ID- 


OJ990510_09.9A20. 


C31 


Gene No. 


Z 4 U ^ / 


^"h -ra nH 


+ 




Start 


1 


End 


2099 






OJ990510 09.9A20.C31.ol.tw 


Method 


TBLASTX: Wheat 




O I. d I. L, 


29 


End 


520 






none 


Score 


259 






29. .310, 41. .298, 311. .472, 


312. .356, 


313. .480, 314. .520 


Q Q rr Kl 
o q . Ln (J . 


11314 


Seq. ID 


OJ990510_09. 9A20. 


C31 


Gene No.' 


9/1097 

^ 4 U ^ / 


O LX dllVJ. 


+ 




Start 


1 


End 


2099 






OJ990510 09.9A20.C31.o3.tm 


Method 


TBLASTX: Maize 




O d X u 


269 


End 


505 




OX 


none 


Score 


276 






269. .505, 271. .504 








Sec5 . No . 


11314 


Seq. ID 


OJ990510_09.9A20. 


C31 


Gene No. 


24027 


Q-t- r^^nd 


+ 




Start 


1 


End 


2099 




Name 


OJ990510 09.9A20.C31.o3.ts 


Method 


TBLASTX: Soybean 




Start 


269 


End 


505 




O X 


none 


Score 


268 






269. .505, 275. .448 








O C . LN . 


11314 


Seq. ID 


OJ990510_09.9A20. 


C31 


Gene No. 


24027 


Strand 


+ 




Start 


1 


End 


2099 




Name 


OJ990510 09.9A20.C31.o4 .tm 


Method 


TBLASTX: Maize 




Start 


674 


End 


874 




GI 


none 


Score 


55 




Exons 


674. .727, 730. .867, 731. .874 








Seq. No. 


11314 


Seq. ID 


OJ990510 09.9A20. 


C31 


Gene No. 


24027 


Strand 


+ 




Start 


1 


End 


2099 




Name 


OJ990510 09.9A20.C31.o3.tw 


Method 


TBLASTX: Wheat 




Start 


830 


End 


1312 




GI 


none 


Score 


348 




Exons 


830. .1312, 934. .1308 








Seq. No. 


11314 


Seq. ID 


OJ990510_09.9A20. 


C31 



11827 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24027 Strand 
1 End 
OJ990510_09. 9A20.C31.o2.tm Method 
899 End 
none Score 
899. .1366, 947. .1273, 1162. .1335 



11314 ' 

24027 

1 

OJ990510_09. 9A20.C31.ol.ts 

1289 

none 

1289. .1636, 1297. .1635 

11314 
24027 
1 

OJ990510_09.9A20.C31.o4 .tw 

1361 

none 

1361... 1762, 1418.. 1657 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



+ 

2099 

TBLASTX: Maize 

1366 

391 



OJ990510_09.9A20.C31 
+ 

2099 

TBLASTX: Soybean 

1636 

343 



OJ990510_09.9A20.C31 
+ 

2099 

TBLASTX: Wheat 

1762 

307 



Seq. No. 11314 

Gene No. 24027 

Start 1 

Name OJ990510_09 . 9A20.. C31 . ol . tm 

Start 1385 

GI none 

Exons 1385.. 1960, 1450.. 1830 

Seq. No. 11314 

Gene No. 24027 

Start 1 

Name OJ990510_09 . 9A20 . C31 . o2 . ts 

Start 1670 

GI none 

Exons 1670.. 1927, 1693.. 1929 



Seq. ID OJ990510_09.9A20.C31 

Strand + 

End ' 2099 

Method TBLASTX : Maize 

End 1960 

Score 403 



Seq. ID OJ990510_09.9A20.C31 

Strand -f 

End 2099 

Method TBLASTX : Soybean 

End 1929 

Score 335 



Seq. No. 11314 Seq. ID 

Gene No. 24027 Strand 

Start 1 End 

Name OJ990510_09 . 9A20 . C31 . o2 . tw Method 

Start 1849 End 

GI none Score 

Exons 1849. .1953, 1850. .1966, 1862. .1966, 1957. .2097, 1974 
1980. .2096 



OJ990510_09.9A20.C31 
+ 

2099 

TBLASTX: Wheat 
2099 
184 

2099, 



Seq. No. -11315 

Gene No. 24028 

Start 438 

Name OJ990510_09 . 9A20 . C32 . ol . gp 

Start 438 

GI uC-osflcyp033a04bl 

Exons 438.. 744 

GI Descrip. ' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 IIEIO ' 



Seq. ID OJ990510_09.9A20.C32 

Strand + 

End 1990 

Method AAT/GAP 

End 744 

Score 502 



11828 




Seq. No. 


11315 


Seq. ID 


OJ990510_09, 


, 9A20.C32 




^ 'i U ^ O 


C!+- "ra nH 


+ 




o LciX U 










Nsine 


WU ;7_?UOXU Uy. Z/r\^ U .L'OZ .UX .yo 


LYie LllOCl 












1 QQn 






none 


Score 






Exons 




1 ft fiR 1 Q9n 


. . X ^ u 


- 


Seq. No. 


11315 


Seq. ID 


OJ990510 09, 


, 9A20.C32 


Gene No. 


24029 


Strand 


+ 






2900 


End 






Nsine 


OJ990510 09.9A20.C32.o3.np 


Method 


AAT /Map 






2900 


End 








6721512 


Score 


f^Q 




EjXorio 


2900. .2948, 4490. .4627 










{AP001072) hypothetical protein [Oryza 


sat 1 va J 




O vJ > IN . 


11315 


Seq. ID 




QA20 032 


Gene No. 


24029 


Strand 






Start 


2900 


End 


4627 




Nsme 


OJ990510 09.9A20.C32.o2.gp 


Method 


ZiZiT /PZ\ D 




o tart 


3389 


End 


^4 7 




P T 


61605 3.R1084 


Score 






iiiXons 


3389.. 3647 








\jL uescnp. 


'-1402920/emb|CAA66965| 2 . Oe- 


20 (X98321) 


peroxiaase 


[/\raDiaop 




thaliana] * 








Seq. No. 


11315 


Seq. ID 


OJ990510_09. 


, 9A20.C32 


Gene No : * 


24030 


Strand 






O t di u 


371 


End 


J X VJ ^ 




Name 


OJ990510 09.9A20,C32.ol.np 


Method 






Of- a -r-t- 


371 


End 


^ ~j ID 






4680186 


Score 


^ 1 ft 
O X o 




Exons 


371. .587, 2293. .2315 








c T" "i r~\ 

ox ueotxTxp. 


{AF111709) unknown [Oryza sativa subsp. 


xnax Co. J 




Seq. No-. 


11315 


Seq. ID 


OJ990510_09. 


9A20.C32 


Gene No. 


24030 


Strand 






O U a J. L. 


371 


End 


'^1 09 




Name 


OJ990510 09.9A20.C32.o2.np 


Method 






C4- o -pf- 
O L d X U 


1648 


End 


'^1 n9 

O X u ^ 




KJ J. 


5852180 


Score 


911 






1648. .2021, 3027. ,3102 








ox i^cooxxp. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


11316 


Seq. ID 


OJ990510_09. 


9A20.C33 


Gene No. 


. 24031 


Strand 


+ 




Start 


407 


End ■ 


585 




Name 


OJ990510 09.9A20.C33.ol.np 


Method 


AAT/NAP 




Start 


407 


End 


585 




GI 


6063554 


Score 


116 




Exons 


407. .585 








GI Descrip. 


(AP000615) ESTs AU075609 (C6334 4 ) , C71850 {E04 64 ) , C98 611 ( E04 64 ) 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



11829 



Seq. No. 11316 

Gene No. 24032 

Start 682 

Name OJ990510_09 . 9A20 . C33 . ol . gp 

Start 682 

GI 61605_3.R1084 

Exons 682.. 714, 962.. 1241 

GI Descrip. » 1402920/emb | CAA66965 | 2.0e-20 
thaliana] ' 



Seq. ID OJ990510__09.9A20.C33 

Strand + 

End 1241 

Method AAT/GAP 

End 1241 

Score 442 



(X98321) peroxidase [Arabidopsis 



Seq. No. 11316 Seq. ID 

Gene No. 24033 Strand 

Start 1 * End 

Name OJ990510_09 . 9A20 . 033 . o2 . np Method 

Start 1 End 

GI 5852180 Score 

Exons 1..38, 592.. 682 

GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



OJ990510_09.9A20.C33 
682 

AAT/NAP 

682 

43 



Seq. No. 

Gene No. 

Start 
, Name 
? Start 
I GI 
i Exons 
: GI Descrip. 



11317 
24034 
897 

OJ990510_09. 9A20.C34 .ol .np 
897 

5902448 
897. .1194 

(AB030283) orf3 [Oryza sativa] 



Seq. ID OJ990510_09.9A20.C34 

Strand + 

End 1194 

Method AAT/NAP 

End 1194 

Score 123 



Seq. No. 11317 Seq. ID 

Gene No. 24035 Strand 

Start 189 End 

Name OJ990510_09 . 9A20 . C34 . ol . gs Method 

Start 189 End 

GI none Score 

Exons 189. .424, 634. .733, 874. .988 



OJ990510_09.9A20.C34 
988 

GENS CAN 

988 

.78 



Seq. No. 11318 Seq. ID 

Gene No. 24036 Strand 

Start 1 End 

Name OJ990510_09 . 9A20 . C35 . o2 . np Method 

Start 1 End 

GI 5852180 Score 

Exons 1..129, 3939.. 4108, 5109.. 5482 
GI Descrip. {AL117265) zhbOOOlO.l [Oryza sativa] 



OJ990510_09.9A20.C35 
+ 

5556 
AAT/NAP 
5482 
327 



Seq. No. 11318 

Gene No. 24036 

Start 1 

Name OJ990510_09 . 9A20 . C35 . ol , 

Start 83 

GI none 

Exons 83.. 436, 500.. 716, 884.. 

1451. .1954, 1978. .2049, 



gs 



1008, 
2338. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1120 



OJ990510_09.9A20.C35 
+ 



5556 
GENSCAN 
3073 
.49 

1195, 1322. 



1379, 



2483, 2556.. 3073 



Seq. No. 
Gene No. 
Start 



11318 
24036 
1 



Seq. ID 

Strand 

End 



OJ990510_ 
+ 

5556 



09. 9A20.C35 



11830 



Name 

Start 

GI 

Exons 

GI Descrip. 



r 



,1254, 1322. 



OJ990510_09 . 9A20 , C35 . ol . np 
607 

6721561 

607.. 639, 1039 
(AP001073) EST 
predicted gene 
gil 6815086|dbj IBAA90372 
corresponds to a region 
protein [Oryza sativa] 



Method 
End 
Score 
1379, 1451 



AAT/NAP 
2213 
945 
. .2213 



AU082058 (.C12976) corresponds to a region of the 
; hypothetical protein [Oryza sativa] 

11 (AP001081) EST AU082058 (C12976) 
of the predicted gene.; hypothetical 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
^ Name 
Q start 

m GI 

r[| Exons 

GI Descrip. 



11318 Seq. ID 

24036 Strand 

1 End 
OJ990510__09 . 9A20 . C35 . ol . gp Method 

34 92 End 

61605_3.R1084 Score 
3492. .3747 

•1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] .' 



OJ990510_09.9A20.C35 
+ 

5556 
AAT/GAP 
3747 
431 



11318 
24036 
1 

OJ990510_09.9A20.C35.o2.gp 



Seq. ID OJ990510_09.9A20.C35 

Strand + 

End 5556 

Method AAT/GAP 

End 4 938 

Score 86 



4872 

uC-osroM202024h08al 
4872. .4938 

'5852170/emb|AL117265.1|OST17804 5.0e-84 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone : t 17 804 ' 



; "j 

"iST 


Seq. No. 


11318 








Seq. ID 


OJ990510 




Gene No. 


24036 








Strand 


+ 




Start 


1 








End 


5556 




Name 


OJ990510 09. 


9A20. 


.C35.02, 


.gs 


Method 


GENSCAN 




Start 


5284 








End 


5556 


''^! 


GI 


none 








Score 


.99 




Exons 


5284. .5556 














Seq. Np. 


11318 








Seq. ID 


OJ990510 




Gene No. 


24037 








Strand 






Start 


6715 








End 


9813 




Name 


OJ990510 09. 


9A20. 


X35.03. 


.np 


Method 


AAT/NAP 




Start 


6693 








End 


9813 




GI 


5902445 








Score 


3062 




Exons 


6693. .7935, 


7975. 


, .9813 









GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



Seq. No. 11318 

Gene No. 24037 

Start 6715 

Name OJ990510_09 . 9A20 . C35 . o3 . gs 

Start 6715 

GI none 

Exons 6715.. 6938, 7059.. 7237, 7403. 
8590.. 9813 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7526, 



OJ990510 09.9A20.C35 



9813 
GENSCAN 
9813 
. 69 

7725. .7923, 



7975. .8529, 



Seq. No. 



11318 



Seq. ID OJ990510_09.9A20.C35 



11831 



Gene No. 


24038 








Strand 




Start 


9877 








End 


11328 




\J<J y ^ \J -u X\J \J y 1 


9A20 




• c vv 


Method 


TBLASTX: Wheat 


O L. d JL L. 


6760 ~ 








End 


7299 




non ^ 








Score 


76 


TT von <^ 


6760 6834 


6859 . 


, .7299, 


7055 . 


.7162, 7211. .7297 


Seq. No. 


11318 








Seq. ID 


OJ990510_09. 9A20 


Gene No. 


24038 








Strand 




Start 


9877 








End 


11328 


Name 


OJ990510 09 


. 9A20 . 


. C35 . o3 


. tw 


Method 


TBLASTX: Wheat 


O L. Ct i. 


7306 ~ 








End 


7687 




none 








Score 


192 


P von ^ 


7306 7686 


7343 . 


7585, 


7441 . 


.7683, 7646. .7687 


Seq. No, 


11318 








Seq. ID 


OJ990510__09. 9A20 


Gene No. 


24038 








Strand 




Start 


9877 








End 


11328 


Name 


OJ990510 09 


. 9A20 . 


.C35 . o2 


. tm 


Method 


TBLASTX: Maize 


O L. d J- L- 


7513 ~ 








End 


7818 


ox 


none 








Score 


165 


R V o n C3 

ill A \J L i ^ 


7513 7818 


7514 , 


. .7780 








Seq. No. 


11318 








Seq. ID 


OJ990510_09. 9A20 


Gene No. 


24038 








Strand 














End 


• 11328 


Name 






S ofi 


> L. W 


Method 


TBLASTX: Wheat 




O VJ ^ o 








End 


8277 




none 








Score 


81 






8027 


8275 








Seq. No. 


11318 








Seq. ID 


OJ990510_09. 9A20 


Gene No. 


24038 








Strand 




Start 


9877 








End 


11328 


LN diUC 




. 9A2 0 . 


r3S n6 


. tw 


Method 


TBLASTX: Wheat 


Start 


8320 ~ 








End 


8728 


GI 


none 








Score 


51 


R von s 


8320 8385. 


8320 , 


, .8475, 


8501 . 


.8728, 81 


503. .8727 


Seq. No. 


11318 








Seq. ID 


OJ990510_09.9A20 


Gene No. 


24038 








Strand 




Start 


9877 








End 


11328 


Name 


OJ990510 09 


, 9A20 . 


, C35 . ol . 


. ts 


Method 


TBLASTX: Soybean 


kJ U d i- L. 


8818 ~ 








End 


9243 




none 








Score 


88 


F, V o n 


8818 9243, 


9059 . 


. .9184 








Seq. No. 


11318 








Seq. ID 


OJ990510_09.9A20 


Gene No. 


24038 








Strand 




Start 


9877 








End 


11328 


Name 


n.TQQOSl 0 OQ 








Method 


TBLASTX: Wheat 


Start 


8873 








End 


9297 


GI 


none 








Score 


245 


Exons 


8873. .9187, 


8875. 


.9297, 


8908. 


.9252 




Seq. No. 


11318 








Seq. ID 


OJ990510_09.9A20 


Gene No. 


24038 








Strand 





11832 




start 


9877 








End 


11328 




Name 


OJ990510 09. 


9A20 


. C35 . o3 


. tm 


Method 


TBLASTX 'Maize 




Start 


8971 ~ 








End 


9354 




GI 


none 








Score 


112 




Exons 


8971 . . 9354 , 


8972 , 


. . 9187 










Seq. No. 


11318 - 








Seq. ID 


OJ990510_09. 9A2P 


.C35 


Gene No. 


24038 








Strand 






Start 


9877 








End 


11328 




Name 


OJ990510 09. 


9A20 , 


.C35.01, 


. tm 


Method 


TBLASTX : Maize 




Start 


9382 ~ 








End 


9738 




GI 


none 








Score 


214 




Exons 


9382 . . 9738, 


9383, 


. . 9658, 


9508 


. . 9684 






Seq. No. 


11318 








Seq. ID 


OJ990510_09. 9A20 


.C35 


Gene No. 


24038 








Strand 






Start 


9877 








End 


11328 




Name 


OJ990510 09. 


9A20 , 


.C35.01. 


. tw 


Method 


TBLASTX: Wheat 




Start 


9410 ~ 








End 


9867 




GI 


none 








Score 


358 




Exnn s 


9410. . 9760, 


9412 , 


. .9867, 


9413 


. .9862, 9502. .9867 




Seq. No. 


11318 








Seq. ID 


OJ990510_09.9A20 


.C35 


Gene No. 


24038 








Strand 






Start 


9877 








End 


11328 




Mam ^ 


OJ990510 09 


9A20 . 


, C35 . o2 , 


. ts 


Method 


TBLASTX : Soybean 




O Ct J- U 


94 63 ~ 








End 


9828 




GI 


none 








Score 


112 




Exons 


.9463. . 9597, 


9604 . 


. . 9828 










Seq. No. 


11318 








Seq. ID 


OJ990510_09.9A20 


.C35 


Gene No. 


24038 








Strand 






Start 


9877 








End 


11328 




Name 


OJ990510 09. 


9A20 . 


. C35 .o4 . 


. QS 


Method 


GENSCAN 




Start 


9877 ~ 








End 


11261 




GI 


none 








Score 


.74 




Exons 


9877 . . 11261 














Seq. No. 


11318 








' Seq. ID 


OJ990510_09.9A20 


. C35 


Gene No. 


24038 








Strand 






Start 


9877 








End 


11328 




Name 


OJ990510 09. 


9A20. 


,C35.o4. 


.np 


Method 


AAT/NAP 




Start 


9880 








End 


11328 




GI 


5902444 








Score 


875 




Exon s 


9880. . 11328 














GI Descrio. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


11318 








Seq. ID 


OJ990510_09.9A20 


.C35 


Gene' No. 


24038 








Strand 






Start 


9877 








End 


11328 




IN aiLic 


OJ990510 09. 


9A20, 


,C35.o4. 


-tw 


Method 


TBLASTX: Wheat 




Start 


10060 








End 


10515 




GI 


none 








Score 


152 




Exons 


10060. .10296, 10070. .10294, 


10333. .10515, 104 06. .10507 




Seq. No. 


11318 








Seq. ID 


OJ990510_09. 9A20 


.C35 


Gene No. 


24038 








Strand 







11833 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11328 

TBLASTX: Wheat 
11292 
73 



9877 End 

OJ990510_09 . 9A20 .C35 . o7 . tw Method 

10972 End 

none Score 
10972. .11292, 11095.. 11292 

11319 Seq. ID 

24039 Strand 

433 End 

OJ990510_09.9A20.C36,o2.np ' Method 

4 33 End 

6721512 Score 
433. .487, 2034. .2139, 2167. .2295 
(AP001072) hypothetical protein [Oryza sativa] 



OJ990510_09.9A20.C36 

H- 

2295 

aat/nAp 

2295 
54 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990510 09.9A20.C36 



11319 
24040 
1 

OJ990510_09. 9A20.C36.ol.np 
1 

6721562 

1..675, 721. .792, 2211. .2322 

(AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 

hypothetical protein. {AF031569) [Oryza sativa] . . 

gi I 6815087 I dbj IBAA90373.il {AP001081). Similar to Zea mays 22-kDa 



2322 
AAT/NAP 
2322 
463 



alpha zein 
sativa] 



gene cluster; hypothetical protein. {AF031569) [Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11319 
24041 
3822 

OJ990510_09. 9A20.C36.ol. tw 

233 

none 



Seq. ID OJ990510_09.9A20.C36 
Strand 

End 4522 

Method TBLASTX : Wheat 

End 58 6 

Score 8 6 



233. .448, 237. ,416, 263. .457, 422. .535, 474. .524, 536. .586 



11319 Seq. ID 

24041 Strand 

3822 * End 
OJ990510_09 . 9A20 . C36 . ol . tm Method 

302 End 

none Score 
302. .541 



OJ990510_09.9A20.C36 
4522 

TBLASTX: Maize 

541 

195 



Seq. No. 11319 

Gene No. 24041 

Start 3822 

Name OJ990510_09 . 9A20 . C36 . o2 . gs 

Start 3822 

GI none 

Exons 3822.. 4373, 4472.. 4522 

Seq. No. 11320 

Gene No. 24042 
Start ' 1 

Name OJ990510_09 . 9A20 . C37 . ol . np 

Start 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ990510_09.9A20.C36 

4522 
GENSCAN 
4522 
.7 



OJ990510_09.9A20.C37 
930 

AAT/NAP 
930 



11834 



GI 4680179 

Exons 1,.930 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 11320 

Gene No. 24042 

Start 1 

Name OJ990510_09 . 9A20 . C37 . ol . tm 

Start *• 68 

GI none 

Exons 68.. 340, 69.. 329 

Seq. No. 11320 

Gene No. 24042 

Start 1 

Name OJ990510_09 . 9A20 . C37 . o2 . tw 

Start 68 

GI none 

Exons 68.. 298, 69.. 299 

Seq. No. 11320 

Gene No. 24042 

Start 1 

Name OJ990510_09 . 9A20 . C37 . ol . ts 

Start- 257 

GI none 

Exons 257.. 517, 258.. 512 

Seq. No. 11320 

Gene No. 24042 

Start 1 

Name OJ990510_09 . 9A20 . C37 . ol . tw 

Start 305 

GI none 

Exons 305.. 883, 306.. 872 

Seq. No. 11320 

Gene No. 24042 

Start 1 

Name 0 j990510_09 . 9A20 . C37 . ol . gs 

Start 331 

GI none 

Exons 331.. 445, 504.. 926 

Seq. No. 11320 

Gene No. 24042 

Start 1 

Name OJ990510_09 . 9A20 . C37 . o2 . tm 

Start 368 

GI none 

Exons 368.. 655, 369.. 545 

Seq. No. 11321 

Gene No. 24043 

Start 536 

Name 0 J 9 9 0 5 1 0_0 9 . 9 A2 0 . C 3 8 . o 1 . np 

Start 536 



Score 1041 

sativa subsp. indica] 

Seq. ID OJ990510_09.9A20.C37 
Strand 

End 930 

Method TBLASTX: Maize' 

End 34 0 

Score 183 



Seq. ID OJ990510_09. 9A20.C37 
Strand 

End 930 

Method TBLASTX : Wheat 

End 299 

Score 138 



Seq. ID OJ990510_09.9A20.C37 
Strand 

End 930 

Method TBLASTX : Soybean 

End 517 

Score 115 



Seq. ID OJ990510_09.9A20.C37 
Strand 

End 930 

Method TBLASTX : Wheat 

End 883 

Score 298 



Seq. ID OJ990510_09.9A20.C37 
Strand 

End 930 

Method GENSCAN 

End 926 

Score .45 



Seq. ID OJ990510_09.9A20.C37 
Strand 

End 930 

Method TBLASTX : Mai ze 

End .655 

Score 70 



Seq. ID OJ990510_09.9A20.C38 
Strand 

End 74 9 

Method AAT/NAP 

End 749 



11835 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5852180 Score 
536. .749 

(AL117265) zhbOOOlO.l [Oryza sativa] 

11321 Seq. ID 

24043 Strand 

536 End 
OJ990510_09. 9A20.C38 .ol.gs Method 

541 End 

none Score 
541. .716 



147 



0 J 99 0 5 1 0_0 9 . 9 A2 0 . C3 8 
749 

GENSCAN 

716 

.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11322 Seq. ID OJ990510_09.9A20.C40 

24044 Strand 

1 End 510 

OJ990510_09. 9A20.C40.ol.np Method AAT/NAP 

1 End 352 

6721561 Score 184 

1..34, 105. .352 

{AP001073) EST AU082058 (012976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (012976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



11322 Seq. ID 

24044 Strand 

1 End 
OJ990510_09. 9A20.O40. ol.gs Method 

105 End 

none Score 

105. .290, 358. .441 



11322 Seq. ID 

24044 Strand 

1 End 510 
OJ990510_09. 9A20.040.o2.np Method AAT/NAP 

144 End 510 

6721558 Score 136 
144 . .510 

(AP001073) hypothetical protein [Oryza sativa] 



OJ990510_09.9A20.C4 0 
510 

GENSCAN 

441 

.68 



OJ990510 09.9A20.C40 



gi I 6815083 I dbj IBAA90369.1 1 
[Oryza sativa] 

11323 
24045 
22 

OJ990510_09 . 9A20 . 04 1 . ol . gs 
22 

none 

22. .175, 206. .348, 405. .481 

11324 
24046 
160 

OJ990510_09. 9A20. 042. ol.gs 
160 



(AP001081) hypothetical protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ990510_09.9A20.C41 
+ 

481 

GENSCAN 

481 

.79 



OJ990510_09.9A20.C42 
+ 

814 

GENSCAN 
814 



11836 



GI 


none 


Q r^o 


Q 

. -7 


von Q 


1 fin 9^9 400 ftl4 






O • IN ^J • 


X X .J ^ *i 


OCL^ . X Ly 




Gene No. 


24047 


Strand 




Start, 


181 


End 


632 


INdillC . 


O.TQQnSin QA?n r4? o1 nn 


M^1~ h oH 


AAT /MAP 


O L di. u 


1 ft 1 ~ 

X O X 


FnH 


fi^2 

D J ^ 




Sft52180 


^ O OT"^ 


310 

J X VJ 


F von ^ 


XOX. • \J £^ 






ox L^CO*— xx^. 


fAL117265^ zhbOOOlO 1 fOrvza 


Q ;^ t* 1 1 

O CI L. X V d J 




O C • IN • 


11325 




ojQ<5nsio og qa20 r44 


(^pnp Mn 


24048 


Strand 


+ ~ 


Start 


1 


End 


981 


Name 


OJ990510 09.9A20.C44.ol.np 


Method 


AAT /NAP 


Start 


1 


End 


981 


GI 


6907087 


Score 


333 


P von Q 


1..341, 880. .981 






ox UtJO^XX^. 


(AP001129) ESTs C72771 (E2215) , AU082313(E2215) correspond to 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 






Coo Mo 


11325 


Seq. ID 


OJ990510_09. 9A20.C4 4. 


rz^Tio Mo 


24049 


Strand 


+ 


start 


1438 


End ■ 


1817 


Name 


OJ990510 09.9A20.C44.ol.gp 


Method 


AAT /GAP 


C-|- -3 y^f- 

O UdX L. 


1438 


End 


1817 


ox 


uC-osf Icyp033a04bl 


Score 


633 


Exons 


1438. .1817 






ox ucooxx^. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


'59 Oryza sativa genom: 




DNA, chromosome 1, clone : P0711E10 ' 




O • LN O • 


11325 


Seq. ID 


OJ990510_09.9A20.C44 


Gene No. 


24050 


Strand 




start 


1 


End 


3433 


Name 


OJ990510 09.9A20.C44.o3.np 


Method 


AAT /NAP 


Start 


1 


End 


■3433 


ox 


6705984 


Score 


372 


R von Q 


1..68, 2527. .3172, 3202. .3433 






ox L/COOJ LkJ • 


{AB033235) gag-pol polyprotein [Oryza 


sativa] 


Qpn ran 


11325 


Seq. ID 


OJ990510_09.9A20.C44 


Gene No, 


24050 


Strand 




Start 


1 


End 


3433 


Name 


OJ990510 09.9A20.C44.o2.np 


Method 


AAT /NAP 


Start 


1371 


End 


3315 


O X 


4680186 


Score 


318 


F" von ^ 


1371.. 1568, 3283,.. 3315 






ox LyCoOXX^a 


{AF111709) unknown [Oryza sativa subsp. indica] 


Seq. No. 


11325 


Seq. ID 


OJ990510_09.9A20.C44 


Gene No. 


24050 


Strand 




Start 


1 


End 


3433 


Name 


OJ990510 09.9A20.C44.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2547 


End 


3072 


GI 


none 


Score 


131 



11837 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
r=j Name 
Start 

Exons 

i'j Seq. No. 

h| Gene No. 

'^^ Start 

i'f: Name 

= Start 

=J GI 

i"l Exons 

'hA GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 
Gene No. 
Start 
Name 



2547. .2882, 2575. .2853, 2640. .2876, 2904. .3071, 2907. .3053, 
2908. .3072 



11325 
24050 
1 

OJ990510_09. 9A20.C44 .ol.ts 
2652 
none 

2652. .2873, 2865. .3041 

11325 
24050 
1 

0 J9 90 5 1 0_0 9 . 9A20 . C4 4 . ol . tm 
2907 
none 

2907. .3089, 2908. .3090, 2969. .3109 



Seq. ID OJ990510_09.9A20.C44 
Strand 

End 3433 

Method TBLASTX : Soybean 

End 3041 

Score 105 



Seq. ID OJ990510_09.9A20.C44 
Strand 

End 3433 

Method TBLASTX: Maize 

End 3109 

Score 14 6 



11326 
24051 
62 

0 J 9 9 0 5 1 0_0 9". 9 A2 0 . C 4 5 . o 1 . g s 
62 

none 



Seq. ID OJ990510_09.9A20.C45 
Strand 

End 1846 

Method GENSCAN 

End 1846 

Score .55 



62. .168, 1533. .1658, 1746. .1846 



11327 
24052 
1 

OJ990510_09. 9A20.C47 .ol.np 
1 

5257279 
1. .385 

(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



Seq. ID OJ990510_09.9A20.C47 
Strand 

End 385 

Method AAT/NAP 

End 385 

Score 443 



11327 
24052 
1 

OJ990510_09. 9A20.C47.ol.tw 

38 

none 

38. .322, 48. .290 

11327 
24052 
1 

OJ990510_09.9A20.C47.ol.tm 
48 

none 

48. .290, 50. .322 

11328 
24053 
1 

OJ990510 09. 9A20.C48. ol.np 



Seg. ID OJ990510_09.9A20.C47 
Strand 

End 385 

Method TBLASTX: Wheat 

End 322 

Score 216 



Seq. ID OJ990510_09.9A20.C47 
Strand 

End 385 

Method TBLASTX : Mai ze 

End 322 

Score 191 



Seq. ID OJ990510_09.9A20.C48 
Strand 

End 1026 

Method AAT/NAP 



11838 



start 
GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



1026 
611 



4680179 
1..574, 608.. 1026 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



End 

Method 

End 

Score 



11328 
24053 
1 

OJ990510_09 . 9A20 . 048 . ol . gs 
43 

none 

43. .309, 496. .966 

11328 
24053 
1 

OJ990510_09 . 9A20 . C4 8 . ol . tw 
125 
none 

125. .292, 180. .293, 338. .547, 339. .491 



Seq. ID OJ990510_09.9A20.C48 
Strand 

1026 
GENSCAN 
966 
.42 



Seq. ID OJ990510_09.9A20.C48 
Strand 

End 1026 

Method TBLASTX : Wheat 

End 547 

Score 66 



11328 
24053 
1 

OJ990510_09 . 9A20 . C4 8 . ol . tm 

230 

none 

230. .583 

11329 
24054 
320 

OJ990510_09. 9A20.C4 9.ol.gs 

320 

none 

320. .386 



Seq. ID OJ990510_09.9A20.C48 
Strand 

End 1026 

Method TBLASTX: Maize 

End 583 ,'' 

Score 188 



Seq. ID OJ990510_09.9A20.C49 

Strand + 

End 38 6 

Method GENSCAN 

End 38 6 

Score .67 



Seq. No. 11330 

Gene No. 24055 

Start 839 

Name OJ990510_09 . 9A20 . C50 . ol . gs 

Start 839 

GI none 

Exons 839. .849, 915. .951, 1642. .1887 

Seq. No. 11330 

Gene No. 24055 

Start 839 

Name OJ990510_09 . 9A20 . C50 . o2, gp 

Start 1778 

GI 568184 

Exons 1778.. 1923, 1996.. 2172 

Seq. No. 11330 

Gene No. 24056 

Start 57 

Name OJ990510_09 . 9A20 . C50 . ol . gp 



Seq. ID OJ990510_09.9A20.C50 

Strand + 

End 2172 

Method GENSCAN 

End 1887 

Score .53 



Seq. ID OJ990510_09.9A20.C50 

Strand + 

End 2172 

Method AAT/GAP 

End 2172 

Score 547 



Seq. ID OJ990510_09.9A20.C50 
Strand 

End 116 

Method AAT/GAP 



11839 





57 




End 


1 1 

1 J. D 






uC-osflM202074a03al 




Score 


ft 




Exons 


57. .116 










GI Descrip. 


M521194/dbj IAB013613.1 


IAB013613 4.0e- 


Jo vjryza 


sauiva uiN/i, 




centromere sequence RCBll* 








Seq. No. 


11330 




oeq . 1 u 


OJ990510 


_09.9A20.C50 


Gene No. 


24057 




onrana 








3029 




tna 


4 p n Q 

fi 0 U -7 




Name 


OJ990510_09.9A20.C50.o2, 


.gs 


TV^^^ "t* r*^ 

lYie L.noa 






0+- -1 ■K-'i- 


T n 0 Q 




End 








none 




Score 






Exons 


3029. .3234, 3726. .4413, 


4429 


. .4527 






beq . iNO . 


11330 




Seq. ID 


OJ990510 


u y . yH.^ u . u 


Gene No. 


24057 




Strand 






Start 


3029 




End 


4809 




Name 


OJ990510 09.9A20.C50.ol, 


.tm 


Method 


TBLASTX: 


LYid i Z C 


0 Larr. 


3640 




End 


4170 




C T 


none 




Score 


67 




Exons 


3640. .3753, 3641. .3700, 


3844 


..3924, 3863. .3919, 






4001. .4168 










beq. MO. 


11330 




oeq. lu 


Pk TQ Qfi ^^ n 
u J y y u 0 1 u 


u y . y/\z u . c 3 u 


Gene No. 


24057 




Dt rana 






Start 


3029 




Hjna 


fi p u y 




Name 


OJ990510 09.9A20.C50.ol, 


,np 








otart 


3976 




End 


4809 




bi 


6705984 




Score 


1212 




Exons 


3976. .4809 










GI Descrip . 


(AB033235) gag-pol polyprote 


in [Oryza 


sativa] 




Seq, No. 


11330 




Seq. ID 


OJ990510 


_09.9A20.C50 


Gene No. 


24057 




Strand 






0 L.arT_ 


3029 




End 


4809 




Name 


OJ990510 09.9A20.C50.ol. 


.tw 


Method 


TBLASTX: 


wneac 


0 rarr 


4162 




End 


4563 




bi 


none 




Score 


275 




Exons 


4162. .4563, 4165. .4563 










Seq. No. 


11330 




Seq. ID 


OJ990510 


_09.9A20.C50 


Gene No. 


24057 




Strand 






0 car u 


3029 




End 


4809 




Name 


OJ990510 09.9A20.C50.o3. 


. tm 


Method 


TBLASTX : 


ixia 1 z e 


0 uarr. 


4171 




End 


4396 






none 




Score 


130 




Exons 


4171. .4395, 4172. .4396 










Seq. No. 


11330 




Seq. ID 


OJ990510 


_09.9A20.C50 


Gene No. 


24057 




Strand 






Start 


3029 




End 


4809 




Name 


OJ990510 09.9A20.C50.o2, 


. tm 


Method 


TBLASTX: 


Maize 


Start 


4402 




End 


4803 




GI 


none 




Score 


59 




Exons 


4402. .4674, 4547. .4672, 


4675 


. .4803 






Seq. No. 


11330 




Seq. ID 


OJ990510 


_09.9A20.C50 



11840 




Gene No. 


24057 


Strand 




Start 


3029 


End 


4809 


Na.r[ie 


n.TQQnsiD 09 9A20 rso o2 1-w 


Method 


TBLASTX: Wheat 




4 J ^ *± 


End 


4809 




none 


Score 


44 




4S94 4668- 4599 4676 4601 


.4672, 4668. .4769, 4672. .4809, 




4676 4ft07 467fi 4Rn9 






o * IN w • 


X X O ^ X 


Seq. ID 


OJ990510_09.9A20.C51 




24058 


Strand 




Start 


84 


End 


398 


Name 


OJ990510 09. 9A20,C51.ol.np 


Method 


AAT/NAP 


Start 


84 


End 


398 


GI 


6721561 


Score 


372 


Exons 


84. .398 








{AP001073) EST AU082058 (C12976) corresponds to a region of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




gil 681508 6 Idbj |BAA90372,1 | (AP001081) 


EST AU082058 {C12976) • ' 




corresponds to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


11331 


Seq. ID 


OJ990510_09.9A20.C51 


Gene No, 


24058 


Strand 






84 


End 


J ^ 0 


Name 


OJ99051O '09.9A20.C51.ol.gs 


Method 


P TT M C P Z\ M 




146 


End 


o 1 y 




none 


Score 




TT" x-^ c 


146. .187, 213. .319 






Mo 

OtSv^ . LnvJ . 


11332 


Seq. ID 


r^TQQnc;in no Qz\9n c^il 


Gene No. 


24059 


Strand 


+ ~ 


Start 


117 


End 


2064 


Name 


OJ990510 09.9A20.C54.ol.np 


Method 


AAT/NAP 




117 


End 


2064 




4680186 


Score 


220 




117. .144, 1861. .2064 






ox L^CoOXX^. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


O C . IN . 


11332 


Seq. ID 


OJ990510_09, 9A20.C54 




24060 


Strand 




Start 


1612 


End 


1993 


Name 


OJ990510 09. 9A20.C54.ol.gp 


Method 


AAT/GAP 


O U O X 


1612 


End 


1993 • 


ox 


uC-osflcyp033a04bl 


Score 


627 




1612.. 1993 






ox I^CoOXX^* 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 




OCV^ > LNO . 


11332 


Seq. ID 


OJ990510_09.9A20.C54 


Gene No. 


24061 • 


Strand 




Start 


2459 


End 


4565 


Name 


OJ990510 09. 9A20.C54 .o2.np 


Method 


AAT/NAP 


Start 


2459 


End 


4341 


GI 


6907087 


Score 


1372 


Exons 


2459. .2560, 3099. .3752, 3961.. 


4341 




GI Descrip. 


{AP001129) ESTs C72771 {E2215) ,AU082313 (E2215) correspond to a 



region of the predicted gene.; hypothetical protein [Oryza 



11841 



sativa] 



rll 



O C . Ln O . 


X X J 




Seq. ID 


OJ990510_09. 9A20 


. 4 


oene lno . 


Zfi U t)X 




Strand 






ouarti 


O /I Q 

^ 4 0 y 




End 


4565 




Nains 


nTQQrit;in oq Qa9ri pcL/i r^o 
(jjyyuoxu ui? . i^hzu . UDfi . oz 


. qs 


Method 


GENSCAR . 




Q+- v■f- 
o ua J. U 


0 Q 7 Q 




End 


4565 ■ 






none 




Score 


.67 




Exons 


2878. .3404, 3481. .3714, 


3762. 


.3945, 4530.. 4565 




O C . IN U . 


X X ooo 




Seq. ID 


O.TQQDSin HQ QA?n 
zf Zf \j \j Z/ » yrx^ \j 


pre: 


^ "M 


9 /I n 9 




Strand 






o L. a jrt 


Z X Z 




End 


676 




NairiG 


VJUy^UOXU U . ^H-Z U . U J 3 . ox 


. qs 


Method 


GENSCAN 




o cax L 


919 
Z X z 




End 


633 






none 




Score 


.63 






919 f^'^'^ 










Seq. No. 


11333 




oeq. xu 


ujyyuDxu uy.yAzu 


.C55 




9 / n ^^9 

Z f± U D Z 




Strand 






o car L 


919 
Z X Z 




End 


676 




Name 


ujyyuoxu uy . yAzu.uoo.ox 


.np 


Method 


AAT/NAP 




o Lam 


9 it / 
Z 04 




End 


67 6 






/CI o r> A n 




Score 


609 




Exons 


z d4 . . b / D 










GI Descrip. 


(ABO 14 7 53) polyprotein 


[Morus 


bombycis^ 


1 




oeq . NO . 


1 1 "5 ^5 '5 
X X O JO 




Seq. ID 


OJ990510 09.9A20 


. Coo 


Gene No . 


9 / n tf; 9 

z 4 U DZ 




Strand 


- 






919 

z Xz 




End 


676 




Name 


ujyyuDXu uy . yAzu . l^oo . ox 




Method 


TBLASTX: Wheat 




oiiar L 


9 QQ 

z y 0 




End 


673 






none 




Score 


130 




Exons 


298. .648, 314. .673, 318 


. .650 








Q o rr KT 
O c . In vj . 


X X o o o 




Seq. ID 


OJ990510_09.9A20 


. L-OO 


oene ino . 


9 / n 9 

Z ft U DZ 




Strand 


- 




o uair u 


919 
* Z X z 




End 


676 




Name 






Method 


TBLASTX: Maize 






o u z 




End 


611 






none 




Score 


147 




Exons 


302.. 610, 308.. 610, 309 


. .611 








. INO . 


X X J o o 




Seq. ID 


OJ990510_09.9A20 


. UOO 


Gene No . 


9 /! fl ^;9 
Z 4 U 




Strand 








919 
z Xz 




End 


676 




Name 


p4TQQnc:in HQ Q7\9n pc;c; ^i 

vjjyyuoxu uy . yAzu . udd . ox 


. lS 


Method 


TBLASTX: Soybean 




o t a J: t 


4 1 
4 J X 




End 


676 






none 




Score 


94 




Exons 


431. .676, 432. .674 










Seq. No. 


11334 




Seq. ID 


OJ990510_09.9A20. 


.C56 


Gene No. 


24063 




Strand 






Start 


112 




End 


920 




Name 


OJ990510 09.9A20.C56.ol 


. qs 


Method 


GENSCAN 




Start 


112 




End 


920 




GI 


none 




Score 


.45 





11842 




Exons 112.. 672, 759.. 920 



Sea No 


11335 




Seq. ID 


OJ990630 01. 


9A21 


.CI 


Gene No. 


24064 




Strand 


+ ~ 






Start 


244 




End 


1485 






Name 


OJ990630 01 9A21 CI ol 


np 


. Method 


AAT /NAP 






Start 


24 4 ~ 




End 


1485 






GI 


S922634 




Score 


102 






P von Q 


244 343 1465 1485 












X 1-/^ O V_r J- * 


fAP000492) hvDOthetical 


protein [Oryza 


sat i va 1 








ai 1 6016867 1 dbi 1 BAAS 52 10 


1 1 

• X 1 


/AP*00057 0^ 


hvDothpt "i pa 1 


protein 




[Oryza sativa] 












Seq, No. 


11335 




Seq. ID 


OJ990630 01. 


yr\^ X 


• V.^ X 


CZc^TiCi "Mo 


24065 




Qf- >-a nrJ 
o u X di ila 








q-f- art 

O L. CXi- k_ 


224 






427 






Name 


OJ990630 01 9A21 CI ol 




Mp1- Vi oH 


GENSCAN 






Start 


224 ~ 




FnH 


427 








none 




q OO T*P 

o ^^X c 


. 96 






Exons 


224. .427 












O C . LN . 


11335 




Seq. ID 


OlT990630 01 


X 






^ *i U U U 




Strand 










± U U J 




End 


J. \j Zf 






Name 




gs 


Method 


O Ej IN O V^f^lN 






O Ldi U 


1 Df^^ ~ 
± U D J 




End 


X J u 








TTi on ^ 




Score 








P von Q 


1063 1097 1153 1369 












Seq. No. 


11336 




Seq. ID 


OJ990630_01. 


QA91 




ftl^np Mo 


24067 




Strand 


+ 








X 




End 


885 








OJ99063n 01 9A21 C7 ol 


np 


Method 


AAT /NAP 






Start 


1 ~ 




End 


736 






GI 


4063770 




Score 


116 






P, von 


1 80 393 736 












GI Descrip. 


{AB004 906) transposase 


[Ipomoea purpurea] 






Spa No 


11336 




Seq. ID 


OJ990630_01. 


9A21 


. C2 


f^^riP NIo 


24067 




Strand 


+ 






Start 


1 




End 


885 






Name 


OJ990630 01 9A21 C2 ol 


gs 


Method 


GENSCAN 






O U d J- u 


34 9 ~ 




End 


885 








none 




Score 


.86 






Rvon Q 


349 885 












Seq. No. 


11337 




Seq. ID 


OJ990630 01. 


9A21 


.C3 


(^pnp Nn 


24068 




Strand 


+ 






O L d i. u 


X 




End 


2288 






Name 


OJ990630 01. 9A21.C3.ol. 


np 


Method 


AAT /NAP 






Start 


1 




End - 


2258 






GI 


4056486 




Score 


991 






Exons 


1..34, 1132. .2258 












GI Descrip. 


(AC0058 96) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


11337 




Seq. ID 


OJ990630_01. 


9A21 


.C3 


Gene No. 


24068 




Strand 


+ 







11843 




O U d J- u 


' 1 




End 


2288 






OJ990630 01 9A21 C3 ol 




Method 


GENSCAN 






678 ~ 




End 


2288 






n on p 




Score 


. 98 




W von ^ 


678 2288 










O C ^ ■ LN ^-i* • 


1 1'3 3 7 




Seq. ID 


OJ990630 


01 . 9A21 .C3 


(^pnp No 


24068 




Strand 


+ 




Start 


1 




End 


2288 




Name 


OJ990630 01.9A21.C3.ol. 


gp 


Method 


AAT/GAP 




Start 


1817 




End 


2155 




CT 

\j ± 


3107861 




Score 


652 






1817. .2155 










\J ± l^C O i- J. ^ • 


4056486 8.0e-36 (AC005896) 


hypothetical protein 


[Arabidopsis 




thaliana] 










c^arr Kin 


1 1 "57 
1 1 J J / 




Seq. ID 


OJ990630 


01.9A21.C3 


Gene No. 


o yi n Q 
Z 41 u oy 




Strand 


+ 




Start 


"5 Q c; (3 
oo Do 




End 


8821 




Name 




gs 


Method 


GENSCAN 




O L di. u 


TO c;q ~ 
O 0 J 0 




End 


7143 






none 




Score 


.81 




IT V nn c 


^fic^fl dflfifi 49ns 499fi 


5868.-6226, 6389.. 6478., 


6602 . . 6702, 




7003. .7143 










O e q . LN U . 


± ± o J / 




Seq. ID 


OJ990630 


01 9A21 C3 




Z ^ U D y 




Strand 


+ 




Start 


JODO 




End 


8821 




Name 




np 


Method 


AAT/NAP 




O L. d. J. u 


TR fi7 ~ 
0 0 D / 




End 


8821 






J 0 Z Z U J D 




Score 


447 






3867.. 4090, 5904.. 6045, 


6136.. 6226, 63E 


J9. . 6478, 


6602. .6706, 




8766. .8821 












fAFn72326^ endo-1 3-1 4 


-beta-D-glucanase [Zea mays] 


O C > IN • 


X X J 0 / 




Seq. ID 


OJ990630 


_01.9A21.C3 




24069 




Strand 


+ 




start 


3858 




End 


8821 . 




Name 


OJ990630 01.9A21.C3.o3. 


gp 


Method 


AAT/GAP 




Start 


7095 




End 


7320 




GI 


uC-osflcyp067d07al 




Score 


368 




T*^ von ^ 


7095. .7320 












M388731/gb| AAD19769I 1 


, .Oe- 


-34 {AC006413) hypothetical protein 




[Arabidopsis thaliana] ' 










Seq. No. 


11337 




Seq. ID 


OJ990630 


_01.9A21.C3 


Gene No. 


24070 




Strand 






Start 


7990 




End 


8478 




Kfa mp 


OJ990630 01.9A21.C3.o3. 


gs 


Method 


GENSCAN 




O L. d^ L, 


7990 




End 


8478 




GI 


none 




Score 


.47 




Exons 


7990.. 8152, 8232.. 8367, 


8439. .8478 






Seq. No. 


11337 




Seq. ID 


OJ990630 


_01.9A21.C3 


Gene No. 


24071 




Strand 






Start 


8382 




End 


9673 




Name 


OJ990630 01.9A21.C3.ol. 


tm 


Method 


TBLASTX:! 


Maize 



11844 



start 
GI 

Exons 



1077 
none 

1077. .1394, 1353. .1706, 1354, 
1558. .1704, 1706. .1849, 1707, 
1854. .1907, 1887. .1907 



End 1907 
Score 155 

.1518, 1356. .1700, 1361. .1801, 

.1883, 1707. .1889, 1711. .1890, 



Seq. No. 11337 
Gene No. 24071 
Start 8382 

Name " OJ990630_01 . 9A21 . C3 . ol . tc • 

Start 1101 
GI none 

Exons 1101.. 1394, 1164.. 1403, 1172. 

1401. .1457, 1425. .1646, 1542, 
1712. . 1804 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990630 01.9A21.C3 



9673 

TBLASTX: Cress 
1808 
145 

1345, 1173.. 1394, 1263. 
1718, 1572. .1784, 1698. 



1706, 
1808, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
rfE Gene No. 
i-ij Start 
L=f Name 

Start 

GI 

Exons 

Seq. No. 
IJ^, Gene No. 

Start 
"Hj Name 
U: Start 
[l GI 

Exons 



11337 
24071 
8382 

OJ990630_01. 9A21.C3.ol.tw 

1101. 

none 

1101. .1481, 1374. .1808, 1412. 

11337 
24071 
8382 

OJ990630_01.9A21.C3.o2.ts 

1104 

none 

1104. .1469, 1398. .1751, 1523. 

11337 
24071 
8382 

OJ990630_01. 9A21.C3.ol.ts 

1806 

none 

1806. .2192, 1916. .2149 



Seq. ID OJ990630_01. 9A21.C3 
Strand 

9673 

TBLASTX: Wheat 
1808 
204 



End 

Method 
End 
Score 
1804 



Seq. ID OJ990630_01. 9A21.C3 
Strand 

9673 

TBLASTX : Soybean 
1751 
173 



End 

Method 
End 
Score 
. 1687 



Seq. ID OJ990630_01. 9A21.C3 
Strand 

End 9673 

Method TBLASTX : Soybean 

End 2192 

Score 296 



Seq. No. 11337 

Gene No. 24071 

Start 8382 

Name OJ990630_01 . 9A21 . C3 . o2 . tc 

Start 1815 

GI none 

Exons 1815.. 2141, 1830.. 1994, 1916. 

Seq. No. 11337 

Gene No. 24 071 

Start 8382 

Name OJ990630_01 . 9A21 . C3 . o2 . tm 

Start 1910 

GI none 

Exons 1910.. 2155, 1917.. 2186 



Seq. ID OJ990630_01.9A21.C3 
Strand 

9673 

TBLASTX: Cress 
2141 
247 



End 

Method 
End 
Score 
2134 



Seq. ID OJ990630_01. 9A21.C3 
Strand 

End 9673 

Method TBLASTX: Maize 

End 2186 

Score 220 



Seq. No. 



11337 



Seq. ID OJ990630_01.9A21.C3 



11845 




Gene No. 


24071 




Strand 




Start 


8382 




End 


9673 


Na.ine 




n'^ tm 


Method 


TBLASTX: Maize 


C-t- -a y-t- 






End 


6711 


o ± 


none 




Score 


41 


Elxon s 


sQSfi sQfts finm 




.6252, 6135. .6194, 6382. .6492, 




fi^fil fi4ftS fiSftft 




.6711 




O C • iN VJ . 


J. X w> J / 




Seq. ID 


OJ990630_01.9A21.C3 


Gene No. 


24071 




Strand 




Start 


8382 




End 


9673 


Name 


OJ990630 01.9A21 


.C3.o3.np 


Method 


AAT/NAP 


Start 


8382 




End 


9673 


GI 


4557565 




Score 


103 


Exons 


8382.. 8651, 9653 


..9673 






GI Descrip, 


excision repair 


cross-complementing rodent repair deficiency, 



complementation group 6 gi | 4 16959 | sp | Q034 68 I ERC6_HUMAN EXCISION 
REPAIR PROTEIN ERCC-6 (COCKAYNE SYNDROME PROTEIN CSB) 
gi I 345826 Ipir MA44224 DNA repair helicase ERCC6 - human 
gi I 182181 (L04791) excision repair protein [Homo sapiens] 





Seq. No. 


11338 


Seq. ID 


OJ990630 01.9A21.C4 




Gene No. 


24072 


Strand 


+ 


Q 




1 


End 


2002 


Si 


Name 


OJ990630 01.9A21.C4,ol.np 


Method 


AAT/NAP 


1.1 i 


■ o t-cir L 


1 ■ 


End 


2002 


f" i : 




6907087 


Score 


1281 




17* "V /~\Y'\ o 

Hi AUIlo 


1..307, 681. .1349, 1901. .2002 








oX LycoOXX^J. 


(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to a 


{ 1 




region of the predicted gene . 


; hypothetical protein [Oryza 






sativa] 






'11 

3 


Seq. No. 


11338 


Seq. ID 


OJ990630_01.9A21.C4 




Gene No. 


24073 


Strand 


+ 




Start 


2467 


End 


2849 


= J 


Name 


OJ990630 01.9A21.C4.ol.gp 


Method 


AAT/GAP 




Start 


2467 


End 


2849 




GI 


uC-osflcyp033a04bl 


Score 


688 




Exons 


2467. .2849 






-J 
:l 


GI Descrip. 


' 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 


_j 




DNA, chromosome 1, clone : P07 IIEIO ' 






Seq. No. 


11338 


Seq. ID 


OJ990630_01.9A21.C4 




Gene No. 


24074 


Strand 


+ 




Start 


5435 


End 


5681 




Name 


OJ990630 01.9A21.C4.o2.gs 


Method 


GENSCAN 




Start 


5435 


End 


5681 




GI 


none 


Score 


.77 




Exons 


5435. .5681 








Seq. No. 


11338 


Seq. ID 


OJ990630_01.9A21.C4 




Gene No. 


24075 


Strand 






Start 


2396 


End 


4344 




Name 


OJ990630 01.9A21.C4.o2.np 


Method 


AAT/NAP 




Start 


2396 


End 


4344 




GI 


4680186 


Score 


236 




Exons 


2396. .2599, 4241. .4344 







11846 






^^T Dp r'T -j r> 

X O V.> J- -1- k/ ■ 


/ AF111709) 


unknown [Oryza sativa subsp 


i nd i pa 1 








Qprr No 


11339 




Seq. ID 


OJ990630 01 


9A21 , 


.C5 




Gene No. 


24076 




Strand 


+ ~ 








Start 


326 




End 


2002 








Naine 


OJ990630 01 


. 9A21.C5.ol.np 


Method 


AAT/NAP 








9f;^rt 


326 . 




End . 


2002 










3822036 




Score 


"35 








R V o n Q 


326. .345, 1512. .1728, 1953.. 


2002 












(AF072326) 


endo-1, 3-1, 4-beta 


-D-glucanase' [Zea mays] 










11340 




Seq. ID 


OJ990630_01. 


9A21 , 


.06 




Gene No. 


24077 




Strand 


+ 








Start 


1 




End 


2082 








Name 


OJ990630 01 


.9A21.C6.ol.np 


Method 


AAT/NAP 








Start 


1 




End 


2082 








GI 


3822036 




Score 


164 








F von Q 


l.,51, 208. 


.292, 421. .574, 2014. .2082 












(AF072326) 


endo-1, 3-1, 4-beta 


-D-glucanase [Zea mays] 








Seq. No. 


11340 




Seq. ID 


OJ990630_01. 


9A21, 


.C6 




Gene No. 


24077 




Strand 


+ 








Start 


1 




End 


2082 








Naiue 


OJ990630 01 


.,9A21.C6.ol.gs 


Method 


GENSCAN 






! "J 




17 9 




End 


1157 






j' Pi 




none 




Score 


.87 






ry 


P von <5 


179. .292, 421. .521, 1017. .1157 












11340 




Seq. ID 


OJ990630_01. 


9A21, 


.C6 


: . t 

; t ; 
'fit 


Gene No. 


24078 




Strand 


+ 






: =1 


Start 


3404 




End 


9447 






:jj : 
\ \\ 


Name 


OJ990630 01 


.9A21.C6.o3.gs 


Method 


GENSCAN 








^t;^ rt 


3404 




End 


7118 






M 


{^T 

O X 


none 




Score 


.48 








TT vfin c; 


3404. .3641, 


4707. .4886, 4930 


..5263, 6158. .6247, 6543. .6756, 






7041. .7118 












3 


Seq. No. 


11340 




Seq. ID 


OJ990630_01. 


9A21, 


.C6 




Gene No. 


24078 




Strand 


+ 








Start 


3404 




End 


9447 








Name 


OJ990630 01 


.9A21.C6.o2.np 


Method 


AAT/NAP 








Start 


3410 




End 


9447 








GI 


3822036 




Score 


210 








R von 


3410. .3645, 


5891. .6037, 9414 


. .9447 










\J J- J_/ w O N-.* -L, K> « 


(AF072326) 


endo-1, 3-1, 4-beta 


-D-glucanase [Zea mays] 








Seq. No. 


11340 




Seq. ID 


OJ990630_01. 


9A21, 


.C6 




Gene No. 


24078 




Strand 










Start 


3404 




End 


9447 








Name 


OJ990630 01 


. 9A21.C6.ol.gp 


Method 


AAT/GAP 








O t-dx U 


6743 




End 


7143 








GI 


none 




Score 


731 








Exons 


6743. .7143 














Seq. No. 


11340 




Seq. ID 


OJ990630_01. 


9A21, 


.C6 




Gene No. 


24079 




Strand 










Start 


2744 




End 


2991 







11847 






OJ990630 01 9A21 C6 o2 as 


Met hod 


GENS CAN 


Start 


274 4 ~ 


End 


2991 


GI 


none 


Score 


. 87 


Exons 


2744.. 2884, 2 92 6.. 2991 






Seq. No. 


11340 


Seq. ID 


OJ990630_01.9A21.C6 


Gene Nq. 


24080 


Strand 




Start 


7864 


End 


9193 


Name 


OJ990630 01 9A21 C6 o4 as 


Method 


GENSCAN 


Start 


7864 ~ 


End 


9189 


GI 


none 


Score 


.49 




7864 7-923, 8013.. 8120, 8690. 


.8764, 8875. .9189 


Seq. No. 


11340 


Seq. ID 


OJ990630_01.9A21.C6 


Gene No. 


24080 


Strand 


- 


Start 


7864 


End 


9193 


Naitie 


OJ990630 01 9A21 C6 o2 ao 


Method 


AAT/GAP 


Start 


9038 ~ 


End 


9193 


GI 


none 


Score 


212 


F.xons 

.*\ Nu/ X. 1 


9038 . . 9193 








11341 


Seq. ID 


OJ990630_01.9A21.C7 


Gene No. 


24081 


Strand 


+ 


Start 


315 


End 


1665 


Name 


OJ990630 01 9A21 C7 ol tm 


Method 


TBLASTX: Maize 


O U Ct. X L. 


J VJ U 


End 


909 


\j 1. 




Score 


71 




3nfi ^77 "^7?! 407 • Sft^ 

J/0*.rtU// ^\J£^*»\JZ?^f 


582. .683, 


584. .688, 767. .880, 




768 878 768 881 769 909 

rUU..UrU/ /UU..V,,/L/-L/ l\J~/t9-/\J^ 






Seq. No. 


11341 


Seq. ID 


OJ990630_01.9A21.C7 


Gene No. 


24081 


Strand 


+ 


Start 


315 


End 


1665 


Name 


OJ990630 01 9A21 C7 ol as 


Method 


GENSCAN 


Start 


315 ~ 


End 


1430 


GI 


none 


Score 


.97 


F vnn ^ 

O A W 1 1 o 


315 405 592 681 773 873 


1290. . 1430 


Sea No 


11341 


Seq. ID 


OJ990630_01.9A21.C7 


Gene No. 


24081 


Strand 


+ 


Start 


315 


End 


1665 


Name 


OJ990630 01 . 9A21 . C7 . ol . np 


Method 


AAT/NAP 


Start 


315 ~ 


End 


873 


GI 


3822036 


Score 


231 


F. vnn 


315 405 592 681 773 873 






VwJ X O X. -I- h-' * 


(AF072326) endo-1 3-1 4-beta- 


D-glucanase [Zea mays] 


Cprr No 


1134 1 


Seq. ID 


OJ990630_01.9A21.C7 


Gene No. 


24081 • 


Strand 


+ 


Start 


315 


End 


1665 


Name 


OJ990630 01.9A21.C7.ol.gp 


Method 


AAT/GAP 


Start 


592 


End 


873 


GI 


57287 1.R1084 


Score 


281 


Exons 


592. .681, 773. .873 






GI Descrip. 


'3822036 2.0e-29 (AF072326) endo-1, 3-1, 


4-beta-D-glucanase [Zea 



mays] * 



11848 



spa No 


11341 


Seq. ID 




CI 


Gene No . 


24081 


Strand 


+ ~ 




Start 


315 


End 


1665 




Name 


OJ990630 01.9A21.C7.o2.gp 


Method 


AAT/GAP 




Start 


1290 


End 


1665 




GI 


S7287 1 Rin84 


Score 


576 






12 90 "1665 ' - - 








\^ J. 1^ J- J. • 


*3822036 2 Og-29 fAF072326) 


pnrJo— 1 — 1 


, 4 -beta-D-glucanase [Ze> 












Seq. No. 


11342 


Seq. ID 


UX. Jrl^ X • 


rfi 

V— o 


Gene No. 


24082 


Strand 


■■ + ~ 




Start 


373 


End 


2998 




Name 


OJ990630 01.9A21.C8.ol.gs 


Method 


GENSCAN 






373 


End 


2859 




GI 


none 


Score 


.71 




F, V n n 


373. .463, 469. .746, 1271. .1355, 2452.. 


2859 






11342 


Seq. ID 


OJ990630_01. 9A21. 


C8 


Gene No . 


24082 


Strand 


+ 




Start 


373 


End 


2998 




Name 


OJ990630 01.9A21.C8.o2.gp 


Method 


AAT/GAP 




rt 


2453 


End 


2998 






69816 1.R1084 


Score 


704 






2453.. 2862, 2960.. 299.8 








r^T n c; Y* "1 n 
OX L/troOXX^. 


'54 4187 6/dbj | AP000367 . 1 | AP000367 3.0e- 


15 Oryza sativa igenomic 




DNA, chromosome 2, clone : P0437H03 (contig b) ' 




O C « iMKJ t 


11342 


Seq. ID 


OJ990630_01.9A21. 


C8 


Gene No. 


24082 


Strand 


+ 




Start 


373 


End 


2998 




Name 


OJ990630 01.9A21.C8.ol.np 


Method 


AAT/NAP 




Start 


2596 


End 


2871 




GI 


5834538 


Score 


132 




■p v o n 


2596. .2871 








^ ^ w ^ ^ ■ 


(Z46522) bcn92 [Drosophila 


subobscura] 






Seq. No. ' 


11342 


Seq. ID 


pJ990630_01. 9A21. 


C8 


Gene No. 


24083 


Strand 


+ 




Start 


5940 


End 


6893 




Name 


OJ990630 01. 9A21.C8 .o3.gs 


Method 


GENSCAN 




Start 


5940 


End 


6893 




GI 


none 


Score 


.58 




P. yon *=; 


5940. .6159, 6724. .6893 








Seq. No. 


11342 


Seq. ID 


OJ990630_01. 9A21. 


C8 


Gene No. 


24084 


Strand 


+ 




Start 


9367 


End 


11837 




Name 


OJ990630 01. 9A21.C8.o2.np 


Method 


AAT/NAP 




Start 


8926 


End 


11837 




GI 


3822036 


Score 


. 269 




Exons 


8926. .8966, 9378. .9513, 9750. .9841, 10266 .. 10355 , 10482. 


.1058; 



11463. .11604, 1178 9. .11837 
GI Descrip. {AF072326) endo-1, 3-1 , 4-beta-D-glucanase [Zea mays] 



Seq. No. 
Gene No. 



11342 
24084 



Seq. ID OJ990630_01. 9A21.C8 
Strand + 



11849 




start 


9367 


End 


11837 






Name 


OJ990630 01. 9A21.C8.o5.gs 


Method 


GENSCAN 






Start 


9367 ~ 


End 


11538 






GI 


none 


Score 


.83 






Exons 


9367.. 9513, 104 60 .. 10585, 11 


416. . 11538 








Seq. No. . 


11342 


Seq. ID 


OJ990630_ 


_01.9A21, 


.C8 


Gene No. 


24085 


Strand 


+ 






Start 


15513 


End 


23681 






Name 


OJ990630 01. 9A21.C8.o6.gs 


Method 


GENSCAN 






Start 


15513 " 


End 


15972 






GI 


none 


Score 


. 91 






Exons 


15513. .15738, 15950. .15972 










Seq. No. 


11342 


Seq. ID 


OJ990630_ 


01 . 9A21 , 


. C8 


Gene No . 


24085 


Strand 


+ 






Start 


15513 


End 


23681 






Name 


OJ990630 01.9A21.C8.o3.gp 


Method 


AAT/GAP 






Start 


15563 


End 


23681 






GI 


86837 1.R1084 


Score 


1608 






Exons 


15563. .15738, 15898. .15919, 


21477. .21594, 21906 


. .21996, 






22170. .22259, 22356. .22459, 


23394. .23681 






GI* Descrip. 


'3822036 l.Oe-67 (AF072326) 


endo-1, 3-1, 


4-beta-D- 


-glucanase [Zea 




mays] * 










I-/ C \J . ^ . 


11342 


Seq. ID 


OJ990636_ 


_01.9A21, 






24085 


Strand 


+ 






Start 


15513 


End 


23681 






Name 


OJ990630 01.9A21.C8.o4.np 


Method 


AAT/NAP 






'Start 


20217 


End 


23128 






GI 


3822036 


Score 


345 






Exons 


20217. .20293, 21473. .21594, 


21906. .21996, 22170 


. .22259, 






22356. .22459, 23103. .23128 










GI Descrip, 


{AF072326) endo-1, 3-1, 4-beta 


-D-glucanase [Zea mays] 




Seq. No. 


11342 


Seq. ID 


OJ990630_ 


_01. 9A21, 


.C8 


Gene No. 


24085 


Strand 


+ 






Start 


15513 


End 


23681 






Name 


OJ990630 01.9A21.C8.o8.gs 


Method 


GENSCAN 






Start 


21445 


End 


23534 






GI 


none 


Score 


.96 






Exons 


21445.. 215 94, 21 90 6.. 21 99 6, 


22170. .22259, 22356 


. .22459, 






23394 . .23534 










Seq. No. 


11342 


Seq. ID 


OJ990630^ 


_01.9A21, 


.C8 


Gene No. 


24086 


Strand 








Start 


3076 


End 


4314 






Name 


OJ990630 01 . 9A21 .08 . o2 .gs 


Method 


GENSCAN 






Start 


3076 ~ 


End 


4314 






GI 


none 


Score 


.49 






Exons 


3076 3279, 4303 4314 










Seq. No. 


11342 


Seq. ID 


OJ990630_ 


_01. 9A21. 


,C8 


Gene No. 


24087 


Strand 








Start 


7443 


End 


7673 






Name 


OJ990630 01.9A21.C8.o4.gs 


Method 


GENSCAN 






Start 


7443 


End 


7673 







11850 



GI 

Exons 



none 

7443. .7673 



Score 



.72 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



11342 Seq. ID OJ990630_01 . 9A21 . C8 

24088 Strand 

19428 End . 22654 

OJ990630_01. 9A21.C8.o7.gs Method GENSCAN 

19428 . End 21039 

none Score .79 

19428. .19877, 1994 2 .. 20004 , 20447 20638 , 20690 .. 20710, 

21034 . .21039 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
•r-^h . Gene No. 
start 
Name 
Start 

ri! GI 

f'l Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11342 Seq. ID 

24088 Strand 

19428 End 

OJ990630_01 . 9A2 1 . 08 . o3 . np Method 

20700 End 

6721512 Score 



OJ990630_01.9A21.C8 

22654 
AAT/NAP 
22654 
81 



20700. .20837, 20864 .. 20966, 22613.. 22654 
(AP001072) hypothetical protein [Oryza sativa] 



11342 
24089 
24593 

OJ990630_01 .9A21.C8.ol. tm 

2569 

none 

2569.. 2868, 2588. ,2686, 2599. 
2980. .3042 

11342 
24089 
24593 

OJ990630_01 . 9A21 . 08 . o2 . tm 

9430 

none 



OJ990630_01. 9A21.08 
25208 

TBLASTX: Maize 

3058 

378 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2766, 2781.. 2864, 2969.. 305B, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990630_01. 9A21.C8 
25208 

TBLASTX: Maize 

22455 

78 



9430. .9516, 9432. .9515, 9743. .9811, 9744. .9812, 9820. .9852, 
10259. . 10357, 102 61 .. 10356, 10480 .. 10581 , 10481 .. 10618 , 
21511. .21597, 21513. .21596, 21899 .. 2 1964 , 21900 .. 21968 , 
21942. .22007, 21980 .. 22009, 22 163 .. 222 61 , 22163 .. 222 61 , 
22168. .22266, 2234 8 .. 22455, 22352. .22450 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990630_01. 9A21.C8 
Strand 

End 25208 

Method GENSCAN 

End 25208 

Score . 9 



Seq. ID OJ990630_01. 9A21.C9 

Strand + 

End 2948 

Method GENSCAN 

End 2948 

Score .74 



11342 
24089 
24593 

OJ990630_01. 9A21.C8.o9.gs 
24593 
none 

24593. .24723, 24941. .25208 

11343 
24090 
335 

OJ990630_01. 9A21.C9.ol.gs 
335 
none 

335. .406, 478. .640, 769. .899, 1222. .1318, 1822. .1955, 2814. .2948 



11851 



Seq. No. 11343 Seq. ID OJ990630_01 . 9A21 . C9 

Gene No. 24091 Strand + 

Start 3738 End 3815 

Name OJ990630_01 . 9A21 . C9 . ol . np Method AAT/NAP 

Start 3738 End 3815 

GI 6630699 Score 61 

Exons 3738.. 3815 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 I dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq-. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



rii 



11343 Seq. ID 

24092 Strand 

6612 End 

OJ990630_01. 9A21.C9.o3,np Method 

6612 End 

6630699 Score 
6612. .6638, 7850. .7956 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 Idbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



OJ990630_01.9A21.C9 
+ 

7956 
AAT/NAP 
7956 
75 



11343 
24093 
3952 

OJ990630_01, 

3952 

none 

3952. .4226, 
6329. .6436, 
7757. .7831 



9A21.C9.o2.gs 



5447. .5531, 5563. 
6469. .6623, 7262. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5673, 



OJ990630 01.9A21.C9 



7831 
GENSCAN 
7831 
.47 

5781. .5886, 



.7286, 7337. .7481, 



6202. 
7649. 



.6312, 
.7739, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11343 Seq. ID OJ990630_01 . 9A21 . C9 

24093 Strand 

3952 End 7831 

OJ990630__01 . 9A2 1 . C9 . o2 . np Method AAT/NAP 

3955 End. 7818 

5922620 . Score 755 

3955. .4085, 5447. .5531, 6065. .6241, 6289. .6580, 7715. .7818 
(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 11343 Seq. ID 

Gene No. 24094 Strand 

Start 8093 End 

Name OJ990630_01 . 9A21 . C9 . o3 . gs Method 

Start 8093 End 

GI none Score 

Exons 8093.. 8347 



OJ990630_01.9A21.C9 

9866 
GENSCAN 
8347 
. 98 



Seq. No. 
Gene No. 
Start 



11343 
24094 
8093 



Seq. ID 

Strand 

End 



OJ990630' 01.9A21.C9 



9866 



11852 





OJ990630 01.9A21.C9.o4.np 


Method 


AAT/NAP 


O UCLi. L. 


8096 


End 


9866 


GI 


5922620 


Score 


172 


Exons 


8096. .8227, 9784. .9866 






o± uescj-ip. 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




gil 6016853 Idbj | BAA85196.il (AP000570) 


EST D15357 (C0514) 




corresponds to a region of the predicted gene.; hypothetica' 




protein [Oryza sativa] 






Seq. No. 


11343 


Seq. ID 


OJ990630_01.9A21.C9 


Gene No. 


24095 


Strand 




O Lain, 


T 1 1 n Q 
1 1 iUo 


lijna 


1 ± O D D 


Na.nie 


vjjyyuDJU u 1 . yAz 1 , uy . 04 . gs 


Method 


p 17 VI Q p A KT 




1 1 iUo 


hna 


i loo b 




none 


Score 






iiino iTO^rri TT>i"7ri iiccc 

1 1 lUo . . llz dU , 114/y..li00D 






Seq. No. 


11344 


beq. iU 


ujyyubou ui.yAzi.oiu 


Gene No. 


24096 


Strand 






381 


End 


1543 


N3ine 


OJ990630 01.9A21.C10.ol.gs 


Method 


GENSCAN 




381 


End 


1499 




none 


Score 


.66 


Exons 


381. .1499 






oeq. NO. 


11344 


Seq. ID 


OJ990630_01.9A21.C10 


I ^ "K^ ^ M ^\ 


24096 


Strand 




o t ax r. 


381 


End 


1543 


Name 


OJ990630 01.9A21.C10.ol.np 


Method 


AAT/NAP 


Start 


384 


End 


1543 


C T 


6630696 


Score 


1927 


L| ' /-\ *^ 


384. .1543 






T /-i o "K" T "r^ 

o± jjesciTxp. 


(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond 




region of the predicted gene. 


; Similar 


to retrovirus-relatei 




poiyprotein from transposon Tnt 1-94. 


(P10978) [Oryza sativ, 


Seq. No. 


11344 


Seq. ID 


OJ990630_01.9A21.C10 


Gene No. 


24096 


Strand 




o L a I. i_ 


381 


End 


1543 


Name 


OJ990630 01.9A21.C10.ol.tw 


Method 


TBLASTX: Wheat 


O La J- L 


520 


End 


995 


P T 


none 


Score 


410 


Exons 


520. .906, 521. .904, 525. .905, 


921. .995, 922. .990, 935. .994 


Seq. No. 


11344 


Seq. ID 


OJ990630_01 . 9A21 . CIO 


Gene No. 


24096 


Strand 




OLaX L 


381 


End 


1543 


Name 


OJ990630 01.9A21.C10.ol.ts 


Method 


TBLASTX: Soybean 


O La X L 


633 


End 


1007 


P T 
u J. 


none 


Score 


58 


Exons 


633. .857, 727. .858, 876. .1001 


, 876. .1007 


Seq. No. 


11344 


Seq. ID 


OJ990630__01.9A21.C10 


Gene No. 


24096 


Strand 




Start 


381 


End 


1543 


Name 


OJ990630 01.9A21.C10.ol.tm 


Method 


TBLASTX: Maize 



11853 




start 


851 




End 


1200 




GI 


none 




Score 


83 






851. .1099, 852. .1190, 853. .1200 






Seq. No. 


11344 




Seq. ID 


OJ990630_01.9A21 


.CIO 


Gene No. 


24096 




Strand 






Start 


381 ' 




End 


15.4 3 




Name 


OJ990630 01.9A21.C10.o2 


. tw 


Method 


TBLASTX • Whp;5t- 






996 




End 


1 S4 1 




GI 


none 




Score 


107 




von ^ 


996. .1049, 1203. .1409, 


1404 . . 


1541 






Seq. No. 


11344 




Seq. ID 


OJ990630_01.9A21 


.CIO 


Gene No. 


24096 




Strand 






Start 


381 




End 


1543 




Vi CtiLlC 


OJ990630 01.9A21.C10.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


1011 




End 


1350 




GI 


none 




Score 


71 




F vnn Q 


1011. .1190, 1018. .1191, 


1209. 


.1349, 1210. .1350 




Seq. No. 


11344 




Seq. ID 


OJ990630_01.9A21 


.CIO 


Gene No. 


24096 




Strand 


- 




Start 


381 




End 


1543 






OJ990630 01.9A21.C10.o2 


.tm 


Method 


TBLASTX: Maize 




O Ldl. L 


1203 




End 


1535 




ox 


none 




Score 


57 




XT' r-^ -r-\ o 


1P03 1535 1399 1497 










O C • LN U • 


11345 




Seq. lb 


OJ990630_01.9A21 


n 1 

. ^ X X 


Gene No. 


24097 




Strand 


- 




Start 


1 




End 


713 




Name 


OJ990630 01.9A21.Cll.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


713 




GI 


6742729 




Score 


533 




P von 

ill A V-/i 1 k3 


1 74 288 713 










W X w k3 ^ i- J. k/ . 


(AF121139) RIM2 protein 


[Oryza sativa] 






Seq. No. 


11345 




Seq. ID 


OJ990630_01.9A21 


.Cll 


Gene No. 


24097 




Strand 






Start 


1 




End 


713 




Name 


OJ990630 01.9A21.Cll.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


274 




End 


545 




GI 


none 




Score 


80 




F. von ^ 


274 366, 304 534, 365 


. .535, 


378. .545, 


413. .535 




O C ^ * LN . 


11345 




Seq. ID 


OJ990630_01.9A21 


. X X 


Gene No. 


24097 




Strand 






Start 


1 




End 


713 




Name 


OJ990630 01.9A21.Cll.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


274 




End 


704 






none 




Score 


74 




Exons 


274. .366, 304. .534, 365 


. .535, 


378. .554, 


540. .644, 540.. 


704, 




541. .696, 669. .704 










Seq. No. 


11345 




Seq. ID 


OJ990630_01.9A21 


.Cll 


Gene No. 


24097 




Strand 






Start 


1 




End 


713 





11854 



Nsms 


OJ990630 01 9A21 Cll ol 


. y s 


Mpt hod 


GENSCAN 




Start 


343 ~ 




End 


510 




GI 


none 




Score 


. 48 




Exons 


343 . . 510 










Seq. No. 


11346 




Seq. ID 


OJ990630_01. 9A21 


.C13 


Gene No, 


24098 




Strand 


+ 




Start 


1253 




End ■ 


1335 




Name 


OJ990630 01 . 9A21 . 013 . ol , 


crs 


Method 


GENSCAN 




Start 


1253 ~ 




End 


1335 




GI 


none 




Score 


. 74 




p, V o n *^ 


1253. . 1335 










Sea No 


11347 




Seq, ID 


OJ990630 01,9A21 


.C14 


Gene No. 


24099 




Strand 


+ ~ 




Start 


1 




End 


566 




Name 


OJ990630 01. 9A21.C14 .ol. 


.np 


Method 


AAT/NAP 




Start 


1 




End 


560 




GI 


1890575 




Score 


199 




Exons 


1..34, 179. .560 










GT DescriD. 

\^ ^ L</ W \^ -i«r ^ « 


(X93174) xyloglucan endotransglycosylase (XET) [Hordeum 


vuloare 1 

V ^ ^ A* W J 


Seq. No. 


11347 




Seq. ID 


OJ990630_01. 9A21 


.C14 


Gene No. 


24099 




Strand 


+ 




Start 


1 




End 


566 




Name 






Mp^I" h 


O Hi iN lJ V-zrlLN 




Start 


179 




End 


566 






none 




Score 


.99 




Exnn '=i 


179. .566 










Seq. No. 


11347 




Seq. ID 


OJ990630_01. 9A21 


,C14 


Gene No. 


24100 




Strand 






Start 


963 




End 


1093 




Name 


OJ990630 01.9A21.C14.ol. 


. tm 


Method 


TBLASTX: Maize 




Start 


182 




End 


527 




GI 


none 




Score 


224 




Exons 


182. .373, 186, .419, 468, 


. .527 








Seq. No. 


11347 




Seq. ID 


6j990630_01. 9A21 


.C14 


Gene No. 


24100 




Strand 






Start 


963 




End 


1093 




Name 


OJ990630 01. 9A21.C14.ol. 


,ts 


Method 


TBLASTX: Soybean 




Start 


186 




End 


557 




GI 


none 




Score 


51 




Exons 


186.. 239, 233,. 352, 234, 


. .467, 


468. .527 


, 537.. 557 




Seq. No. 


11347 




Seq. ID 


OJ990630_01. 9A21 


.C14 


Gene No. 


24100 




Strand 






Start 


963 




End 


1093 




Name 


OJ990630 01. 9A21.C14 .ol. 


, tc 


Method 


TBLASTX: Cress 




Start 


216 




End 


527 




GI 


none 




Score 


205 




Exons 


216. .410, 218. .397, 492. 


.527 








Seq. No. 


11347 




Seq. ID 


OJ990630_01. 9A21 


.C14 


Gene No. 


24100 




Strand 






Start 


963 




End 


1093 





11855 



Name 

Start 

GI 

Exons 



OJ990630_01 . 9A21 . C14 , o2 . gs Method GENSCAN 

963 End 1093 

none Score 1 
963. .1007, 1049. .1093 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11348 Seq. ID OJ990630_01.9A21.C16 

24101 Strand 

1 End 663 

OJ990630_01. 9A21.C16.ol.np Method AAT/NAP 

1 End 663 

6630696 Score 1136 

1. .663 

{AP000969) ESTs D22 114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 11348 

Gene No. 24101 

Start 1 

Name OJ990630_01 . 9A21 . C16 . ol . tm 

Start 1 

GI none 

Exons 1..195, 3.. 242, 63.. 200 

Seq. No. 11348 

Gene No. 24101 

Start 1 

Name OJ990630_01 . 9A21 . C16 . ol . tc 

Start 3 

GI none 

Exons 3. . 155, 10. . 153 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990630_01.9A21.C16 
663 

TBLASTX: Maize 

242 

81 



OJ990630_01.9A21.C16 
663 

TBLASTX: Cress 

155 

98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11348 
24101 
1 

OJ990630_01. 9A21.C16.ol.ts 
3 

5509260 

3. .248, 22. .153 



11348 
24101 
1 

OJ990630_01.9A21.C16.ol.gs 
74 

none 
74 . .542 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990630_01.9A21.C16 
663 

TBLASTX: Soybean 
248 

lor , 



OJ990630_01.9A21.C16 
663 

GENSCAN 

542 

.48 



Seq. No. 11348 Seq. ID 

Gene No. 24101 Strand 

Start 1 End 

Name OJ990630_01 . 9A21 . C16 . ol . tw Method 

Start 168 End 

GI none Score 
Exons 



OJ990630_01.9A21.C16 
663 

TBLASTX: Wheat 
662 
189 

168. .356, 172. .357, 407. .646, 417. .662, 418. .660, 450. .662 



11856 



Seq. No. 11349 Seq. ID 

Gene No. 24102 Strand 

Start 227 End 

Name OJ990630_01 , 9A21 . C17 . ol . gs Method 

Start 227 End 

GI none Score 

Exons 227.. 358 



OJ990630_01.9A21.C17 
+ 

358 

GENSCAN 

358 

.92 



Seq. No. 11349 Seq. ID OJ990630_01.9A21.C17 

Gene No. 24103 Strand 

Start 1 End 1634 

Name OJ990630_01 . 9A21 . C17 . ol . np Method AAT/NAP 

Start 1 End 1634 

GI 6630696 Score 2817 

Exons 1 . . 1634 

GI Descrip. {AP000969) ESTs D22114 {C10364 ) , AU076106 {E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 


11349 




Seq. ID 


OJ990630_01.9A21 


.C17 




24103 




Strand 






O Ldi. L 


1 




End 


1634 




Name 


OJ990630 


01.9A21.C17.o2.gs 


Method 


GENSCAN 




q-K art 

O L. d i. L. 


628 




End 


1634 






none 




Score 


. 95 






628. .776, 


887. .1634 








Seq. No. 


11349 




Seq. ID 


OJ990630_01.9A21 


.C17 




24103 




Strand 








1 




End 


1634 




Name 


OJ990630 


01. 9A21.C17,ol.gp 


Method 


AAT/GAP 






702 




End 


1592 




GI 


101595 1. 


R1084 


Score 


1447 




Exons 


702. .776, 


892. .1592 








GI Descrip. 


'3047066 


3.0e-15 (AF058825) 


contains , 


similarity to 






retrovirus-related POL polyproteins [Arabidopsis thaliana] ' 


Seq. No. 


11349 




Seq. ID 


OJ990630__01.9A21 


.C17 


Gene No. 


• 24104 




Sfxand 






Start 


2024 




End 


2768 




Name 


OJ990630 


01.9A21.C17.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1 




End 


198 




GI 


none 




Score 


228 




Exons 


1..198, 1 


..195, 3. .197 








Seq. No. 


11349 




Seq. ID 


OJ990630_01.9A21 


.C17 


Gene No. 


24104 




Strand 






Start 


2024 




End 


2768 




Name 


. OJ990630 


01.9A21.C17.ol.ts 


Method 


TBLASTX: Soybean 




Start 


63 




End 


443 




GI 


none 




Score 


77 




Exons 


63. .311, 


294 . .443 








Seq. No. 


11349 




Seq. ID 


OJ990630_01.9A21 


.C17 


Gene No. 


24104 




Strand 






Start 


2024 




End 


2768 




Name 


OJ990630 


01.9A21.C17.ol.tm 


Method 


TBLASTX: Maize 





11857 




Qf Pi r1- 

v-> L. Cl i. L. 


417 

*i X / 






PnH 

EjL LvX 


7 fil 

/ U X 




GI 


n on o 






O Vi-UX c 






R V on Q 


417 4Sfi 4f 


[7 7S<5 4ft7 


7 


4Rfl 7fi0 


4ftft 7fi0 4ftQ 


7 fil 

» U X 


Seq. No. 


11349 






Seq. ID 


OJ990630_01.9A21 


.C17 


Gene No. 


24104 






Strand 






Start 


2024 






End 


.2768 




Ma 




QA91 ri7 o9 


. tin 


Method 


TBLASTX: Maize 




O L d i. L, 


1 ^R4 ~ 

X ^ O *i 






End 


1592 




yj ± 


n on o 






Score 


120 




P von c 


1 ?R4 1 SQ? 


1 9P!7 1 4 fi^ 

X^O / . . X*iuO, 


1 ^4 Q 


.1492, 1363. .1545 




Seq. No. 


11349 






Seq. ID 


OJ990630_01.9A21 


.C17 


Gene No. 


24104 






Strand 






O U d i. L. 


2024 






End 


2768 






ux. 


QA91 CM o1 


1- w 


Method 


TBLASTX: Wheat 




O u d J. L. 


114^ ~ 

X O 1 J 






End 


1740 




ox 


none 






Score 


163 




P, vnn s 


1343 1525 


1344 1628 


1363 . 


.1554, 1605. .1739, 1666. .1740 


Seq. No. 


11349 






Seq. ID 


OJ990630_01.9A21 


.C17 


Gene No. 


24104 






Strand 






O L. d J. L. 


2024 






End 


2768 




Na.me 


n.TQQDfi^n ni 

Vkj'UI/I^UUOU ux. 


Qa9 1 n 7 o^ 


. gs 


Method 


GENSCAN 




O LdX L 


9 09 4 ~ 






End 


2768 






none 






Score 


.86 




F V O Tl Q 


9094 91 00 


9 1 fi^ 99 fiR 


974 9 


.2768 






Seq. No. 


11350 






Seq. ID 


OJ990630_01.9A21 


.C18 


Gene No. 


24105 






Strand 


+ 




O L. d i. L. 


30 






End 


1541 




Naine 


OJ990630 01. 


9A21.C18.ol 


. gs 


Method 


GENSCAN 




Start 


30 






End 


1541 




GI 


none 






Score 


.43 




P von Q 

Lit J\\J L 1 ^ 


30. .112, 1072. .1383, 1388. .1541 






Qpry K[r) 

isJ C . LiHJ . 


11351 






Seq. ID 


OJ990630_01. 9A21 


.C19 


r^pnp No 


24106 






Strand 


+ 




Start 


1 






End 


460 




Name 


OJ990630 01. 


9A21.C19.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


460 




\3 J. 


4539424 






Score 


333 




P von Q 


1. .460 












CZT noQOT~i o 


{AL049171) steroid sulfotransf erase-like protein [Arabidops: 




thaliana] 












Seq. No. 


11351 






Seq. ID 


OJ990630_01.9A21 


.C19 


Gene No. 


24106 






Strand 


H- 




Start 


1 






End 


460 




LN dlllC 


OJ990630 01. 


9A21.C19.ol 


.gs 


Method 


GENSCAN 






14 






End 


450 




GI 


none 






Score 


.84 




Exons 


14. .123, 138 


. .450 










Seq. No. 


11351 






Seq. ID 


OJ990630_01.9A21 


.C19 


Gene No. 


24107 






Strand 


+ 




Start 


1934 






End 


2869 





11858 




Name 


OJ990630_01 . 


9 A2 1 . 


019 . o2 


.gs 


Method 


GENSCAN 




Start 


1934 








End 


2869 . 




GI 


none 








Score 


. 61 




Exons 


1934 . . 1990, 


2516 . 


. 2552, 


2748 


. .28 69 






Seq. No. 


11351 








Seq. ID 


OJ990630 01.9A21 


.019 


Gene No. 


'24108 








Strand 


- 




Start 


364 8 








End 


6529 




Name 


OJ990630 01. 


9A21 . 


C19 . ol 


. tc 


Method 


TBLASTX : Oress 




Start 


19 








End 


4079 




GI 


none 








Score 


235 




Exons 


19 . . 294 , 33 . 


.293, 


292 . . 


405, 


322 . .441, 


3657 . . 3776, 3804 . 


.4071 


Seq. No. 


11351 








Seq. ID 


OJ990630 01.9A21 


. 019 


Gene No. 


24108 








Strand 






Start 


3648 








End 


6529 




Name 


OJ990630 01. 


9A21. 


019. o2 


. tm 


Method 


TBLASTX : Maize 




Start 


19 








End 


6052 




GI 


none 








Score 


199 




Exons 


19. .261, 3837. .4079, 3841. .3966, 4107. 


. 4 160, 5972 . . 6007 






6017. .6052 














Seq. No. 


11351 








Seq. ID 


OJ990630_01 . 9A21 


. 019 


Gene No. 


24108 








Strand 






Start 


3648 








End 


6529 




Name 


OJ990630_01 . 


9A21. 


019. o2 


.np 


Method 


AAT/NAP 




Start 


3648 








End 


6456 




GI 


285286 








Score 


414 




Exons 


3648 . . 4143, 


5979. 


.6456 










GI Descrip. 


riavonoi 4 - 


■suifotransf erase 


- Flaveria chloraefolia 




Seq. No. 


11351 








Seq. ID 


OJ990630_01. 9A21 


.019 


Gene No. 


24108 








Strand 






Start 


3648 








End 


6529 




Name 


OJ990630 01. 


9A21. 


019. o3 


.gs 


Method 


GENSOAN 




Start 


3648 








End 


6529 




GI 


none 








Score 


.96 




Exons 


3648. ;-4143, 


5699. 


.5755, 


5979 


. .6529 






Seq. No. 


11351 








Seq. ID 


OJ990630_01. 9A21 


.019 


Gene No. 


24108 








Strand 






Start 


3648 








End 


6529 




Name 


OJ990630 01. 


9A21. 


019. ol 


.tm 


Method 


TBLASTX: Maize 




Start 


6134 








End 


6476 




GI 


none 








Score 


49 




Exons 


6134. .6202, 


6135. 


.6206, 


6185 


..6283, 6186. .6290, 6296. .6475, 




6387. .6476 














Seq. No. 


.11352 








Seq. ID 


OJ990630_01. 9A21 


.020 


Gene No . 


24109 








Strand 






Start 


6348 








End 


6419 




Name 


OJ990630 01. 


9A21. 


C20.O1 


. tw 


Method 


TBLASTX: Wheat 




Start 


5853 








End 


6240 




GI 


none 








Score 


64 




Exons 


5853. .5978, 


5854 . 


.5979, 


5854 


..5991, 5855. .5986, 6024. .6071, 




6025. .6072, 


6032. 


.6070, 


6049 


..6126, 6208.. 6240 





11859 



Seq, No. 11352 Seq. ID 

Gene No. 24109 Strand 

Start 6348 End 

Name OJ990630_01 . 9A21 . C20 . o2 . gs Method 

Start 6348 End 

GI none Score 

Exons 6348.. 6419 



OJ990630_01.9A21.C20 

6419 
GENSCAN 
6419 
.52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



11353 
24110 
2025 

OJ990630_01. 9A21.C21.ol.np 

2025 

5441880 

2025. .3033, 3476. .3525, 3787. 
(AP000367) EST 028 952(062945) 



Seq. ID OJ990630 01.9A21.C21 
Strand 
End 

Method 
End 
Score 
.4238 

corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



OJ990630_01. 
+ 

4238 
AAT/NAP 
4238 
886 



11353 
24110 
2025 

OJ990630_01 . 9A21 .021 . ol . tm 
2594 
none 

2594 . .2716, 
3098. .3124 



Seq. ID OJ990630_01. 9A21.021 

Strand + 

End 4238 

Method TBLASTX : Mai ze 

End 3176 

Score 126 
2595. .2747, 2747. .3052, 2748. .3056, 3096. .3176, 



Seq. No. 11353 

Gene No. 24110 

Start 2025 

Name OJ990630_01 . 9A21 . 021 . ol 

Start 2885 

GI none 

Exons 2885.. 3034, 2886.. 3062, 
3087. .3176, 3109. .3195 

Seq. No. 11354 
Gene No. 24111 
Start 209 

Name OJ990630_01 . 9A21 .022 , ol 

Start 209 
GI none 

Exons 209.. 359, 442.. 865, 108 

1691. .1958, 2213. .2444, 
3893. .3979 



Seq. ID OJ990630_01. 9A21.021 

Strand + 

End 4 238 

.tw Method TBLASTX : Wheat 

End 3272 

Score 192 
2886. .3035, 3075. .3272, 3083. .3130, 



Seq. ID OJ9"90630_01. 9A21.'C22 

Strand + 

End 3979 
.gs Method GENSOAN 

End 3979 

Score . 6 
3. .1208, 1301. .1501, 1525. .1598, 
2510. .2590, 2627. .2747, 3468. .3732, 



Seq. No. 11354 Seq. ID 

Gene No. 24111 Strand 

Start 209 End 

Name OJ990630_01 . 9A21 . 022 . ol . np Method 

Start 242 End 

GI 5441880 Score 

Exons 242.. 378, 485.. 790, 1307.. 1571, 1669. 

2896. .3137 

GI Descrip. {AP000367) EST 028 952(06294 5) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 



OJ990630_01. 9A21.022 
+ 

3979 
AAT/NAP 
3137 
405 

1933, 2340.. 2590, 



11860' 



{AC003981) [Oryza sativa] 



Seq. No. 


11354 




Seq. ID 


OJ990630 


_01,9A21.C22 


Oc:i it? IN w • 


24112 




rand 






Q-l- a -ri- 
ot air L 








3917 




Narns 


n.TQQDfi^n m QA?1 C99 n1 

WU, ^^UDJU \JX. :7ri^ X . • vj X 


. L W 




TBLASTX: 


Wheat 




^ ^ *z 




FnH 


3564 












92 






S?4 S77 S27 S80 S86 


714 

. . / X 1 


S87 715 


749. .784, 821. .853, 




3463 3564 










Seq. No. 


11354 




Seq. ID 


OJ990630 


01 9A21 C22 




24112 




Strand 






O U Ct i. u 


3549 




End 


3917 






OJ990630 01.9A21.C22.o2 


.np 


Method 


AAT/NAP 




O I- Ct I. L. 


3549 




End 


3917 




GI 


5042454 




Score 


298 




Ej A.LJ 1 iO 


3549.. 3917 












{AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


11355 




Seq. ID 


OJ990630 




Gene No. 


24113 




Strand 


+ 






249 




End 


7773 




Name 


OJ990630 01.9A21.C23.ol 


.gs 


Method 


GENSCAN 






249 




End 


7773 




u± 


none 




Score 


.47 




IT* V c? 


249. .340, 392. .520, 662 


. .927 


, 1491.. 1694, 1910. 


.2367, 




2403. .2567, 2955.. 3197, 


4164 


..5306, 5417. .5810, 


6002. .6119, 




6723.. 6904, 7071.. 7200, 


7536 


..7682, 7693. .7773 




O C ^ . LN . 


11355 




Seq. ID 


OJ990630 


_01.9A21.C23 


fienp No . 


24113 




Strand 


+ 




Start 


249 




End 


7773 




Name 


OJ990630 01.9A21.C23.o2 


.np 


Method 


AAT/NAP 




9h3 rt 


1926 




End 


5811 






6539553 




Score 


6106 






1926. .5811 












(AP000836) Similar to Oryza 


australiensis retrotransposon RIREl 




(D85597) [Oryza sativa] 


gi 1 6539590 Idbj | 


BAA88206 


.11 (AP000837) 




Similar to Oryza australiensis retrotransposon 


RIREl {D85597) 




[Oryza sativa] 










Seq. No. 


11355 




Seq. ID 


OJ990630 


_01.9A21.C23 


Q n KT 


24114 




Strand 






O L. d X l_ 


1 




End 


1438 




Name 


OJ990630 01.9A21.C23.ol 


.np 


Method 


AAT/NAP 




O L. d X L. 


1 




End 


1438 




OX 


6815109 




Score 


154 




Exons 


1..225, 1418. .1438 










GI Descrip. 


(AP001081) hypotlietical 


protein [Oryza 


sativa] 




Seq. No. 


11355 




Seq. ID 


OJ990630 


_01.9A21.C23 


Gene No. 


24115 




Strand 






Start 


9659 




End 


10471 




Name 


OJ990630 01.9A21.C23.o3 


.np 


Method 


AAT/NAP 




Start 


9659 




End 


10471 




GI 


4680203 




Score 


651 





11861 




Exons 9659.. 10471 

GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 



oeq . wo . 


1 1 "^RC. 
± 1 O O D 








Ccirr TD 

Ocrt^ • ±LJ 


O.TQQOfi'^O 01 QA91 




vjene ino * 


Z f± X J. D 








Cf r;^ nH 
o t X di ivu 






oT-ar L 


1 n /I HQ 










1 07 S1 

X \J / ^ X 




Name 


UUjj/UD^U ux. 


1 ^rtZ X 


r9^ oR 

. V^Z J . o^ 


• tw 








O Lcir L 


1 Q9n 
X ^z u 














GI 


none 








Score 


323 




Exons 


1920. .2306, 


1931 


. .2305, 


2155. 


.2307 






oeq. LN o . 


X X J o o 








O C U • X LJ 


OlT990630 01 9A21 


. C23 


oene lno . 


Z 4 X X D 








91" t;:^ nH 

OCX Ctl iv^ 






o Lcirt. 


1 nzi Oft 

X U ri U O 








FnH 


10751 




Name 




. 9A21 


. C23 . o3 


. tm 


Mpt h nrJ 


TBLASTX • Mai ze 




o tari. 


9 n R R ~ 

Z U O D 










2360 




GI 


none 








Score 


320 




Exons 


2055. .2360, 


2069 


. .2338, 


2073. 


.2360 






oeq. wo. 


1 -1 o c c 
X X J D O 








Seq. ID 


OJ990630_01.9A21 




Ljene wo . 


Z fi X X D 








Strand 






o tar L 


1 O/l HQ 

1U4 uts 








End 


10751 




Name 


(JU^i^UDOU ux. 


Qa9 1 


r9^ n1 
. V-/Z O . O X 


* till 


Method 


TBLASTX: Maize . 




otart 


9 Q tf; "5 
. Z O D J 








End 


3185 




GI 


none 








Score 


212 




Exons 


2863. .3117, 


2870 


. .3184, 


2890. 


.3183, 3003. .3185 




oeq . wo . 










Seq. ID 


OJ990630_01.9A21 


(^9 ? 


Gene No . 


9 /I 1 1 
Z 4i X 1 D 








Strand 






o tar L 


1 n /I n p 
X u y u cs 








End 


10751 




Name 


\J\J ^ \j 0\J VJX, 


QA91 


P9 ^ n4 




Method 


TBLASTX: Maize 




o tarr 


J -5 0 D 








End 


3820 




GI 


none 








Score 


300 




Exons 


3386. .3820, 


3595 


. .3795 










oeq. wo. 


X X O w) sj 








Seq. ID 


OJ990630_01.9A21 


. C23 


oene wo • 


9 4 1 1 f^ 
Z 4 X X 








Strand 






o t ax L 


X U 4 tf O 








End 


.10751 




Name 


\J\J ID Zf\J \J 0\J U J- < 


QA91 






Method 


TBLASTX: Wheat 




oT- ar L 


O 4 OU 








End 


3655 




GI 


none 








Score 


71 




Exons 


3460. .3552, 


3461 


. .3655, 


3464. 


.3655 






oeq. wo. 


X X O O J 








Seq. ID 


OJ990630_01.9A21 


. C23 


oene wo . 


9 4 1 1 
Z 4 X X D 








Strand 






or art 


1 0 4 Ofl 
X U 4 U O 








End 


10751 




Name 




QA9 1 




• to 


Method 


TBLASTX: Soybean 




o tar t 


n Q 
o o u o 








End 


4006 




GI 


none 








Score 


197 




Exons 


3608. .3832, 


3616 


. .3786, 


3833. 


.4006 






Seq. No. 


11355 








Seq. ID 


OJ990630_01.9A21 


.C23 


Gene No. 


24116 








Strand 






Start 


10408 








End 


10751 




Name 


OJ990630 01. 


. 9A21 


.C23.01 


.tw 


Method 


TBLASTX: Wheat 




Start 


3656 








End 


4411 




GI 


none 








Score 


865 





11862 




p. yon Q 


'^f^^f^ 4411 


J U U 1 


4110 

. • *i X X L/ / 


"^7 1 3 


.4132, 4163. .4393, 4252. .4401 


Sea No 


11355 








Seq. ID 


OJ990630 01 9A21 


. 023 


Gene No. 


24116 








Strand 






Start 


10408 








End 


10751 




Name 




9A21 


C23 ol 


. ts 


Method 


TBLASTX : Soybean 




O Ud-L c 


4 1'^l ~ 

*i O J X 








' End 


4795 






J sj U ^ ^ V U 








Score 


354 




EjXons 


4 ^^1 47QS 


454 9 


. .4 644, 


4717. 


.4776 






yj ±. Lyc o o i. M * 
















Seq. No. 


11355 








Seq. ID 


OJ990630_01.9A21 


.023 


Gene No. 


24116 








Strand 


- 




O L. dX L. 


10408 

X V 1 V o 








End 


10751 






OJQQ0630 01 


9A21 


. C23 . ol 


. tc 


Method 


TBLASTX: Cress 






*± *i U 








End 


4684 






none 








Score 


273 






4402 4596 


4427 


. , 4 684 










Seq. No. 


11355 








Seq. ID 


OJ990630_01.9A21 


.023 


Gene No. 


24116 








Strand 






Start 


104 08 








End 


10751 




iNdlllC 


n.TQQDfi^n 01 

\ju y y\j \j wx. 


^rt^ X 


. ^ ^ • 


. L-lLl 


Method 


TBLASTX: Maize 




o t dX C 


4 4 f^i^l ~ 








End 


4906 






none 








Score 


331 






4 4 4 fi4 7 


4 4 fifi 


4 QOf^ 

• . *i -7 U O / 


4 (^m 

*i D \J X • 


.4783, 4717. .4827 




Seq. No. 


11355 








Seq. ID 


OJ990630_01.9A21 


.023 


Gene No. 


24116 








Strand 






o u d J. u 


104 08 








End 


10751 




Name 




9A21 


r9 ^ o4 


. tw 


Method 


TBLASTX: Wheat 




O U d i. L. 


4 4 fifi ~ 
1 *i u u 








End 


5017 




O J. 


none 








Score 


307 




R von Q 


44fifi 4R10 


4 850 


5017 










Seq. No. 


11355 








Seq. ID 


OJ990630_01. 9A21 


.023 


Gene No. 


24116 








Strand 






Start 


104 08 








End 


10751 




LM diUC 


OJQQ0 630- 01 


^rt^ X 






Method 


TBLASTX : Soybean 




Start 


4861 ~ 








End 


5206 




GI 


none 








Score 


294 




F.5f on *=; 


4861 5061 


4862 


5206 










Seq. No. 


11355 








Seq. ID 


OJ990630_01.9A21 


.023 


Gene No. 


24116 








Strand 






O U d J- L. 


1 04 08 

X L/ 1 VJ o 








End 


10751 




LN dlUC 


O.TQQOfi'^n 01 


Jrt^ X 






Method 


TBLASTX: Maize 




O U d i- L. 


*J W ^ T 








End 


5356 




O -L 


n on ^ 








Score 


290 




R V on ^ 


c;n?4 5356 


J w ^ 1 


S31 4 










Seq. No. 


11355 








Seq. ID 


OJ990630_01.9A21 


.023 


Gene No , 


24116 








Strand 






Start 


10408 








End 


10751 




Name 


OJ990630 01. 


9A21 


.C23.04 


.ts 


Method 


TBLASTX : Soybean 




Start 


5207 








End 


5799 




GI 


none 








Score 


93 





11863 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5207.. 5305, 5386.. 5565, 5644. .5799 

11355 Seq. ID 

24116 Strand 
10408 End 
OJ990630_01. 9A21.C23.o2.tw Method 
5212 End 
none Score 

5212. .5283, 5213. .5287, 5301. .5378, 5302. .5379, 5303. .5380, 

5303.. 5380, 5371.. 5637, 5377.. 5670, 5568.. "5669 



OJ990630_01.9A21.C23 
10751 

TBLASTX: Wheat 

5670 

96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11355 
24116 
10408 

OJ990630_01. 9A21.C23.o3.tw 
9701 
none 

9701.. 9805, 9713.. 9805, 9791 
9915. .10007, -9925. .10029, 9985. .10071, 10008 .. 100 67 , 
10073. .10096, 10074. .10115, 10077 .. 10118 , 10084 .. 10119, 
10098. .10235, 10128. .10235, 10129 .. 1024 5, 1014 4 .. 10242 , 
10287. .10451, 10299. .10472, 10324.. 10452 



Seq. ID OJ990630_01.9A21.C23 
Strand 

10751 

TBLASTX: Wheat 
10472 
34 



End 

Method 

End 

Score 



9874, 9806. .9874, 9912. .10001, 



Seq. No. 11355 Seq. ID OJ990 630_01.9A21.C23 

Gene No. 24116 Strand 

Start 10408 End 10751 

Name OJ990630_01 . 9A21 . C23 . ol . gp Method AAT/GAP 

Start 10408 End 10751 

GI 61605_3.R1084 Score ,343 

Exons 10408.. 10751 

GI Descrip. » 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11356 Seq. ID 

24117 Strand 

1 End 
OJ990630_01. 9A21 .C24.ol.np Method 

1 End 

5852180. Score 
1..29, 847. .1224 

(AL117265) zhbOOOlO.l [Oryza sativa] 



OJ990630_01.9A21.C24 
+ 

1224 
AAT/NAP 
1224 
230 



OJ990630 01.9A21.C24 



11356 Seq. ID 

24118 Strand 
843 End 1245 

OJ990630_01 . 9A21 .C24 . ol .gp Method AAT/GAP 
452 End 1188 

101153_1.R1084 Score 654 

452.. 682, 1005.. 1188 

'5852170/emb|AL117265.1 IOST17804 l.Oe-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone :t 17804' 



Seq. No, 
Gene No. 
Start 
Name 
Start 



11356 Seq. ID 

24118 Strand 

843 End 

OJ990630_01 . 9A21 . C24 . ol . gs Method 

843 End 



OJ990630_01.9A21.C24 

1245 

GENSCAN 

1245 



11864 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 
843. .944, 1005. .1142, 1148. .1245 



,78 



OJ990630_01 . 9A21 . C25 
+ 

4608 
AAT/NAP 
4608 
87 



11357 Seq. ID 

24119 Strand 
2838 , End 

OJ990630_01 . 9A21 . 025 . o2 . np Method 
2838 End 
5922620 Score 
2838. .2976, 4490. .4608 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il {AP000570) EST 015357(00514) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Qprj No 


11357 


Seq. ID 


OJ990630_01.9A21.O25 




24120 


Strand 






1 


End 


7611 


Name 


OJ990630 01. 9A21.025.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3254 


GI 


4680203 


Score 


1832 


R von <^ 


1..150, 294. .1946, 3218. .3254 






^^T Dp "=;p t "i o 


{AF114171) TNP2-like protein 


[Sorghum 


brcolor] 


Qprr No 


11357 


Seq. ID 


OJ990630_01.9A21.O25 




24120 


Strand 




Start 


1 


End 


7611 


Name 


OJ990630 01. 9A21.025.o3.tw 


Method 


TBLASTX: Wheat 


Start 


53 


End 


468 


GI 


none 


Score 


62 


Exons 


53. .193, 53. .124, 119. .298, 201. .281, 


291. .344, 293. .346, 




295. .348, 296. .349, 311. .466, 


322. .468, 323. .466 


Qprr No 


11357 


Seq. ID 


OJ990630_01.9A21.O25 


Gene No. 


24120 


Strand 




Start 


• 1 


End 


7611 


Name 


OJ990630 01. 9A21.025.ol.gs 


Method 


GENSOAN 


Start 


331 


End 


7611 


GI 


none 


Score 


.55 


Exons 


331. .543, 570. .1489, 1526. .1648, 1721. 


.1952, 4486. .4612, 




5531. .5661, 6257. .6439, 7420. 


.7611 




Seq. No. 


11357 


Seq. ID 


OJ990630_01.9A21.O25 


Gene No. 


24120 


Strand 




Start 


1 


End 


7611 


Name 


OJ990630 01.9A21.025.ol.tw 


Method 


TBLASTX: Wheat 


Start 


562 


End 


1028 


GI 


none 


Score 


147 


Exons 


562. .765, 597. .788, 766. .858, 


768. .866, 769. .861, 870. .974, 




874. .975, 972. .1028, 976. .1020 




Seq. No. 


11357 


Seq. ID 


OJ990630_01.9A21.O25 


Gene No. 


24120 


Strand 




Start 


1 


End 


7611 


Name 


OJ990630 01. 9A21.025.ol. tm 


Method 


TBLASTX: Maize 


Start 


603 


End 


981 



11865 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
603. .719, 729. .971, 730, .981 



100 



11357 
24120 
1 

OJ990630_01 . 9A21 . C25 . ol . tc 

816 

none 



Seq. ID OJ990630_01.9A21.C25 
Strand 

End 7611 

Method TBLASTX : Cress 

End 1179 

Score 53 



J16..1157, 835. .963, 1012. .1179 



11357 
24120 
1 

OJ990630_01 . 9A2 1 . C25 . ol . ts 

897 

none 



Seq. ID OJ990630_01.9A21.C25 
Strand 

End 7611 

Method TBLASTX : Soybean 

End 1325 

Score 98 



897. .1166, 910. .1143, 1251. .1325 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11357 
24120 
1 

OJ990630_01. 9A21.C25.o2.tw 

1242 

none 

1242. .1499, 1243. .1500, 1257, 



Seq. ID OJ990630_01.9A21.C25 
Strand 

End 7611 

Method TBLASTX : Wheat 

End 1598 

Score 140 
.1508, 1506.. 1598 



11357 
24120 
1 

OJ990630_01. 9A21.C25.o3.np 
4748 
6630699 
4748. .4831, 6073. .6092 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 I dbj IBAA89566.il {AP001073) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ990630_01.9A21.C25 
Strand 

End 7611 

Method AAT/NAP 

End 6092 

Score 92 



11358 
24121 
1 

OJ990630_01. 9A21.C2 6.ol.np 
1 

6063554 



■ Seq. ID ■OJ990630_01.9A21.C26 

Strand + 

End 1992 

Method AAT/NAP 

End 1992 

Score 144 



1..45, 1139. .1195, 1822. .1992 

{AP000615) ESTs AU075609 {C6334 4 ) , C71850 (E04 64 ) , C98 611 {E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



11358 
24121 
1 

0 J9 90 6 3 0_0 1 . 9A2 1 . C2 6 . o2 . gp 
1377 
2427387 
1377. .1751 

5852170/emb|AL117265.1|OST17804 3.0e-94 Oryza sativa 



Seq. ID OJ990630__01.9A21.C26 

Strand + 

End 1992 

Method AAT/GAP 

End 1751 

Score 618 



11866 



indica (GLA4 ) genomic DNA, chromosome 4, BAG clone :tl7804 





O c . LN O . 


11358 


Seq. ID 






oclltr NO • 


24122 


Strand 






O L. ax L. 


128 


End 


1 P n d 

± O U f± 




Name 


OJ990630 .01 


. 9A21.C26.ol.gs Method 


P T KI Q p a XI 




o Lai L 


128 


End 


1 R 04 




PT 


none 


Score 


. oz 




Exons 


128. .288, 523. .645, 1723. .1804 






o e q . iM o . 


11359 


Seq. ID 






oene lno . 


24123 


Strand 






onaim. 


44 


End 


OZ / / 




Name 


OJ990630 01 


. 9A21.C27.ol.gs Method 






ota J- 1- 


44 


End 


1 DZ O 




P T 


none 


Score 


Q 1 




iLXorio 


44. .210, 1337. .1439, 1540. .1628 






C U ■ IN • 


11359 


Seq. ID 


OJ990630_01.9A21.C27 






24123 


Strand 


+ 




Start 


44 


End 


3277 




Name 


OJ990630 01 


. 9A21.C27.ol.gp Method 


AAT/GAP 




o Tzar t. 


1337 


End 


2957 




P T 


3061021 


Score 


767 




Exons 


1337. .1500, 


2220.. 2409, 2890.. 2957 






GI Descrip, 


2642159 2.0e-20 (AC003000) putative mannose-l-phosphate 


rii 




guanyltransferase [Arabidopsis thaliana] >gi_3598958 {AF076484) 






GDP-mannose 


pyrophosphorylase [Arabidopsis thaliana] >gi_4151925 






(AF108660) 1 


CYTl protein [Arabidopsis thaliana] 




Seq. No. 


11359 


Seq. ID 


OJ990630_01.9A21.C27 


I u 


P ^ £i M 


24123 


Strand 


+ 




o t-arc 


44 


End 


3277 


iE 

,5 Si 


Name 


OJ990630 01 


. 9A2 1 . C27 . ol . tc Method 


TBLASTX: Cress 




o Larc 


2259 


End 


3153 


"- , : 
*: 




none 


Score 


111 




HiXono 


2259. .2408, 


2295. .2402, 2299. .2412, 2299. .2412, 2300. .2413, 






•2887. .2955, 


2889. .2954, 3041. .3145, 3043. .3153, 3047. .3151 




Seq, No. 


11359 


Seq. ID 


6j990630_01 . 9A21 . C27 


:==! 


Gene No. 


24123 


Strand 


+ 




Start 


44 


End 


3277 




Name 


OJ990630 01 


. 9A21.C27,ol.tm Method 


TBLASTX: Maize 




Start 


2261 


End 


3153 




GI 


none 


Score 


102 




Exons 


2261. .2404, 


2262. .2405, 2278. .2412, 2295. .2405, 2887. .2955, 






2887. .2955, 


2889. .2963, 3041. .3151, 3043. .3153, 3047. .3151 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11359 
24123 
44 

OJ990630 
2274 
none 
2274. 
2889. 
3047. 



01.9A21.C27.ol.ts 



2408, 
2954, 
3151 



2287. 
2910. 



.2442, 
.2969, 



2295 
3041 



Seq. ID OJ990630_01.9A21.C27 

Strand + 

End 3277 

Method TBLASTX : Soybean 

End 3153 

Score 91 
.2459, 2296. .2412, 2887. .2955, 
.3151, 3042. .3125, 3043. .3153, 



11867 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11359 
24123 
44 

OJ990630 
2299 
2642159 
2299. .2409, 
{AC003000) 



Seq. ID OJ990630_01.9A21.C27 
Strand + 
End 3277 
Method AAT/NAP 
End 3277 
Score 381 
3044. .3277 

pyrophosphorylase [Arabidopsis thaliana] 
gi 1 3598958- (AF076484) GDP-mannose pyrophosphorylase [Arabidopsis 
thaliana] gi 14151925 {AF108660) CYTl protein [Arabidopsis 
thaliana] 



01.9A21.C27.ol.np 



2890. .2952, 
GDP-mannose 



Seq. No. 11359 Seq-. ID 

Gene No. 24123 Strand 

Start 4 4 End 

Name OJ990630_01 . 9A21 . 027 . o2 .gs Method 

Start 2299 End 

GI ■ none Score 

Exons 2299.. 2409, 2890.. 2952 



OJ990630_01. 9A21.C27 
+ 

3277 
GENSCAN 
2952 
.9 



Seq. No. 11360 Seq. ID 

Gene No. 24124 Strand 

Start 431 End 

Name OJ990510_05 . 9A14 . C3 . ol . gs Method 

Start 431 End 

GI none Score 

Exons 431.. 578 



OJ990510_05. 9A14.C3 
+ 

578 

GENSCAN 

578 

.9 



Seq. No. 11361 Seq. ID 

Gene No. 24125 Strand 

Start 8 6 End 

Name OJ990510_05 . 9A14 . C4 . ol . gs Method 

Start 8 6 End 

GI none Score 

Exons 86.. 318, 567.. 660 



OJ990510_05.9A14.C4 
660 

GENSCAN 

660 

.51 



Seq. No. 11362 Seq. ID 

Gene No. 24126 Strand 

Start 557 End 

Name OJ990510_05 . 9A14 . C8 . ol . gs Method 

Start 557 End 

GI none Score 

Exons 557 . . 663 



OJ990510_05.9A14.C8 
+ 

663 

GENSCAN 

663 

.67 



Seq. No. 11363 

Gene No. 24127 

Start 82 

Name OJ990510_05 . 9A14 . C9 . ol . gs' 

Start 82 

GI none 

Exons 82.. 193, 342.. 399 

Seq. No. 11364 

Gene No. 24128 

Start 150 

Name OJ990510_05 . 9A14 . Cll . ol . gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ990510_05.9A14.C9 
+ 

399 

GENSCAN 

399 

.98 



OJ990510_05.9A14.C11 
+ 

419 

GENSCAN 



11868 




O U d 1. L 


1 ^Ci 




4 1 Q 






ox 


none 


o I— (J X t; 








p. von Q 


ISO 229 107 419 










Seq, No. 


11365 


Seq. ID 


OJ990510_ 


_05.9A14 


.C13 


Gene No. 


24129 


Strand 








O L. d I. L 


fi7 4 




1680 






Nsme 


n.TQQnsin ns 9ai4 n i ni n^? 




GENSCAN 






o L. d i. L. 


R7 4 ~ 


FnH 


1585 






Vj J. 


none 


O ^^\J X C 


.56 








ft74 9ft2 1017 1124 1 12fi 


1171 1 lft7 


. .1486, 1560. .1585 


O ^ • (J • 


1 116S 

X X J vj 


O ^ . X 


OJ990510_ 


_05.9A14 


.C13 


Gene No. 


24129 


Strand 








Start 


874 


End 


1680 






In dillt::; 


OJ990510 05.9A14.C13.ol.np 


Method 


AAT/NAP 






O L. d I. L. 


1284 


End 


1680 






O J. 


4680183 


Score 


130 








1284. .1408, 1630.. 1680 












(AF111709) gag-pol protein [Oryza sativa subsp. 


indica] 




Seq. No. 


11366 


Seq. ID 


OJ990510_ 


_05.9A14 


.C14 


Gene No. 


24130 


Strand 


+ 






O L d i. u 


193 


End 


907 






Nsine 


OJ990510 05.9A14.G14.ol.gs 


Method 


GENSCAN 






O LdJ. U 


193 


End 


907 








none 


Score 


.89 






Exons 


193. .444, 479. .603, 694 .. 907 










Q o rr M o 
O c . LN U . 


11366 


Seq. ID 


OJ990510_ 


_05.9A14 


.C14 




24131 ■ 


Strand 








Start 


966 


End 


1328 






Name 


OJ990510 05.9A14.C14.ol.gp 


Method 


AAT/GAP 






O L. d i. L. 


966 


End 


1328 






O J. 


5816516 


Score 


346 






Exons 


966. .1119, 1163. .1328 












6006895/gb|AAF00670.1|AC008153 22 3 . Oe- 


-20 (AC008153) 






hypothetical -protein [Arabidopsis thaliana] 






Seq. No. 


11366 


Seq. ID 


OJ990510_ 


_05.9A14 


.C14 


Gene No. 


24132 


Strand 








Start 


4456 


End 


5391 






IN diiic 


OJ990510 05.9A14.C14.o2.gs 


Method 


GENSCAN 






O U d i. L. 


4456 


End 


5391 








none 


Score 


.81 








4456. .4469, 4739. .4851, 4929 


. .5391 








Seq. No. 


11367 


Seq. ID 


OJ990510_ 


_05.9A14 


.C15 


Gene No, 


24133 


Strand 


•+ 






O L. d X L. 


197 


End 


415 






Name 


OJ990510 05.9A14.C15.ol.gs 


Method 


GENSCAN 






Start 


197 


End 


415 






GI 


none 


Score 


.51 






Exons 


197. .254, 373. .415 










Seq. No. 


11368 


Seq. ID 


OJ990510_ 


_05.9A14 


.C17 


Gene No. 


24134 


Strand 









11869 




start 


1 








End 


701 


Name 




. 9A14 . 


017. ol 


.np 


Method 


AAT /NAP 


q-}- a rt 


1 ~ 

X 








End 


701 


\D J. 


\J / ^ X ^ X ^ 








Score 


70 




1 ?^ S92 

X. • -J f ■J Zf ^ » 


.701 












^ APOm 077 ^ 

^r^iTWWXW 1^1 


hypothetical 


protein. ,:[Oryza 


Q 3 "h 1 1 

O Cl U J- V Cl J 


Con Mr» 


X X O vj O 








Seq. ID 


OJ990510_05.9A14.C17 


Gene No. 


24135 








Strand ■ 




Start 


2474 








End 


4035 


Name 


OJ990S1 0 05 


QAI 4 


n 7 n1 

X / ■ ^ X 




Method 


TBLASTX: Maize 




2454 ~~ 








End 


2933 




none 








Score 


333 




^'a^'a. » ^ \J ^ ^ f 


2454. 


.2690, 


2471. 


.2719, 2471. .2692, 2847. .2921, 




2849 2920 


2850. 


.2933, 


2857. 


.2928 




Seq. No. 


11368 








Seq. ID 


OJ990510_05.9A14.C17 


Gene No. 


24135 








Strand 




q-f- a rt 


2474 








End 


4035 


IN dlllC 


OJ990510 05 




± / .ox 




Method 


TBLASTX: Cress 


q+- o 


^ *i *J O 








End 


2933 


vjr X 


none 








Score 


245 




* ^ \J -J ^ f 


2471. 


.2692, 


2472, 


.2687, 28^ 


55.-2928, 2850. .2933 


O c q . IN (J . 


X X O DO 








Seq. ID 


OJ990510_05.9A14.C17 


Gene No. 


24135 








Strand 




Start 


2474 








End 


4035 


Name 


n.TQQO SI 0 OS 


.9A14. 


C17.01 


. ts 


Method 


TBLASTX: Soybean 




^ *i D / 








End 


2933 


w X 


none 








Score 


275 




^rt \J 1 • * c. ■~J \J ^ f 


2468. 


.2692, 


2472. 


.2693, 2473. .2700, 2570. .2647, 






2851. 


.2928 








O C • LN u . 


X X ^ \J o 








Seq. ID 


OJ990510_05.9A14.C17 




24135 








Strand 




Start 


2474 








End 


4035 


Name 


OJ990510 05 


. 9A14 . 


C17.02 


.np 


Method 


AAT /NAP 


Start 


2474 








End 


4035 


GI 


5032159 








Score 


280 


P von ^ 


2474 2690 


2851. 


.2937, 


3986. 


.4035 




-L O J- J. . 


1^ i- alio \JL, u wu. 1 1 


(beta) 


-like 


1 gi|3021409|emb|CAA73319.1| (Y12781 




IvX ClllOV-XLl^X.lX 


(beta) 


like 


1 protein [Homo 


sapiens] 


Seq. No. 


11369 








Seq. ID 


OJ990510 05.9A14.C18 


Gene No. 


24136 








Strand 


+ 


Start 


1 








End 


4577 


Name 


OJ990510 05 


. 9A14. 


C18.01 


.np 


Method 


AAT /NAP 


Start 


1 








End 


4577 


GI 


6069646 








Score 


674 


Exons 


1..594, 3595.. 4577 









GI Descrip. {AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 

Seq. No, 11369 Seq. ID OJ990510_05 . 9A14 . CIS 



11870 




Gene No. 24137 

Start 1103 

Name OJ990510_05 . 9A14 . C18 . o3 

Start 176 

GI none 

Exons 176.. 259, 264.. 320, 265 
631. ,765 

Seq. No. 11369 
Gene No. 24137 
Start 1103 

Name OJ990510_05 . 9A14 . C18 . ol 

Start 1103 
GI none 

Exons 1103.. 1273, 1367.. 1575, 

2774.-3249, 5543. .5688, 
7322. .7472, 7717. .7794, 




Strand 

End 11133 
.tm Method TBLASTX : Maize 

End 7 66 

Score 45 
..369, 420.. 548, 547.. 600, 629. .766, 



Seq. ID OJ990510_05.9A14.C18 
Strand 

End 11133 
. gs Method GENSCAN 
End 10315 
Score .43 
1590.. 1812, 1892.. 2106, 2481.. 2594, 
6539. .6660, 6774. .6932, 7109. .7172, 
9878. . 9953, 10210. .10315 



Seq. No. 11369 

Gene No. 24137 

Start 1103 

Name OJ990510_05 . 9A14 . C18 . o2 . np 

Start 2237 

GI 5032159 

Exons 2237.. 2276, 4830.. 4874, 5523. 

7109. .7172, 7322. .7472, 9048. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990510 05.9A14.C18 



11133 
AAT/NAP 
11133 
498 

5617, 6539.. 6660, 6774.. 6932, 
9094, 9194.. 9269, 11102.. 11133 



GI Descrip. transducin (beta)-like 1 gi | 30214 09 | emb | CAA73319 . 1 | (Y12781) 
transducin (beta) like 1 protein [Homo sapiens] 



Seq. No. 11369 Seq. ID 

Gene No. 24137 Strand 

Start 1103 End 

Name OJ990510_05 . 9A14 . C18 . ol . tm Method 

Start 3965 End 

GI none Score 
Exons 



OJ990510_05 . 9A14 . 018 
11133 

TBLASTX: Maize 

4562 

98 



3965. .4102, 4097. .4147, 4105. .4149, 4155. .4238, 4255. .4377, 
4305. .4562 



Seq. No. 11369 

Gene No. 24137 

Start 1103 

Name OJ990510_05 . 9A14 . C18 . ol . tc 

Start 5525 

GI none 

Exons 5525.. 5620, 5526.. 5615, 6537. 

6772. .6876, 6773. .6877, 6811. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6668, 6539 
. 6921 



OJ990510 05.9A14.C18 



11133 

TBLASTX: Cress 
6921 
93 

6700, 6539.. 6670, 



Seq. No. - 11369 
Gene No. 24137 
Start 1103 

Name OJ990510_05 . 9A14 . C18 . ol . ts 

Start 5525 
GI none 

Exons 5525.. 5617, 5576.. 5620, 6537. 

6771. .6911, 6772. .6948, 6773. 
7093. .7173, 7104. .7172, 7322. 
9048. .9095, 9191. .9238, 9191. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



-OJ990510 05.9A14.C18 



11133 

TBLASTX : Soybean 
9277 
109 

6668, 6539.. 6670, 6546.. 6659, 
6970, 6796.. 6906, 7090.. 7170, 
7468, 7322.. 7471, 9047.. 9094, 
9238, 9245.. 9277 



11871 



Seq. No. 11369 

Gene No. 24137 

Start 1103 

Name OJ990510_05 . 9A14 . C18 . o2 . tm 

Start 5531 

GI none 
Exons 



Seq. ID OJ990510_05.9A14.C18 
Strand 

End 11133 

Method TBLASTX:Maize 

End 9095 

Score 174 

5531. .5611/ 6775. .6894, 7322. .7480, 7322. .7480, 9047. .9094V- 
9048.. 9095 



Seq. No. 11370 

Gene No. 24138 

Start 1 

Name OJ990510_05 . 9A14 . CI 9 . o2 . np 

Start 1 

GI 5032159 

Exons 1..78, 1251.. 1399, 2557.. 2610 

GI Descrip. transducin (beta)-like 1 gi | 3021409 | emb | CAA73319 . 1 | (Y12781) 
transducin (beta) like 1 protein [Homo sapiens] 



Seq. ID OJ990510_05.9A14.C19 
Strand 

End 2610 

Method AAT/NAP 

End 2610 

Score 92 



Sen No 


11370 






Seq. ID 


OJ990510_05. 9A14 


.C19 


flpnp No 


24138 






Strand 






Start 


1 






End 


2610 




Name 


OJ990510 05 9A14 


.C19.01 


. y ^ 


Method 


GENSCAN 




Start 


840 






End 


2570 




GI 


none 






Score 


.8 




Exons 


840. . 1176, 1251. 


. 1396, 


2486. . 


2570 






Sea No 


11370 






Seq. ID 


OJ990510_05. 9A14 


.C19 


Gene No . 


24138 






Strand 






Start 


1 






End 


2610 




Name 


OJ990510 05.9A14 


.C19.01 


. tc 


Method 


TBLASTX: Cress 




Start 


1090 






End 


1399 




GI 


none 






Score 


105 




Exons 


1090.. 1185, 1257 


. .1388, 


1260. 


.1397, 1264. .1398, 1277. .1399 


Seq. No. 


11370 






Seq. ID 


OJ990510_05.9A14 


.C19 


Gene No. 


24138 






Strand 






Start 


1 






End 


2610 




Name 


OJ990510 05.9A14 


.C19.01 


.ts 


Method 


TBLASTX: Soybean 




Start 


1105 






End 


1398 




GI 


none 






Score 


115 




Exons 


1105.. 1173, 1260 


. .1397, 


1264 . 


.1398 






Seq. No. 


11371 






Seq. ID 


OJ990510_05.9A14 


.C20 


Gene No. 


24139 






Strand 






Start 


237 






End 


1844 




Name 


OJ990510 05.9A14 


.C20.O1 


.gs 


Method 


GENSCAN 




Start 


237 






End 


1703 




GI 


none 






Score 


.56 




Exons 


237. .341, 1569.. 


1703 










Seq. No. 


11371 






Seq. ID 


OJ990510_05.9A14 


.C20 


Gene No. 


24139 






Strand 






Start 


237 






End 


1844 




Name 


OJ990510 05.9A14 


.C20.O1 


.np 


Method 


AAT/NAP 




Start 


1064 






End 


1844 





11872 








4585985 


Score 


61 










Exons 


1064. .1272, 1763. .1844 
















(AC005287) Hypothetical protein [Arabidopsis 


thaliana] 






Seq. No. 


11372 


Seq. ID 


OJ990510 


_05. 


9A14 . 


C21 




Gene No. 


24140 


Strand 


- 












205.. 


' End 


387 










NBine 


OJ990510 05.9A14.C21.ol.gs 


Method 


GENSCAN 










o La.r t 


205 


End 


387 












none 


Score 


.ox 










Exons 


205. .387 














Seq. No. 


11373 


Seq. ID 


OJ990510 


_05. 


9A14 . 


C22 




Gene No. 


24141 


Strand 


- 












13 


End 


1101 










N3.rn.e 


OJ990510 05.9A14.C22.ol.gs 


Method 


GENSCAN 










O Ldi L 


13 


End 


1101 










PT 


none 


Score 


.DO 












13. .316, 506. .913, 1001. .1101 












Seq. No. 


11374 


Seq. ID 


OJ990510 


_05. 


9A14. 


C23 




Gene No. 


24142 . 


Strand 


+ 












179 


End 


544 










N3.iue 


OJ990510 05.9A14.C23.ol.gs 


Method 


GENSCAN 








:. { 




179 


End 


544 










LiX 


none 


Score 


. 62 








i i 

:=i i 

i -f 


Exons 


179. .285, 452. .544 














o e q . IN o . 


11374 


Seq. ID 


OJ990510 


_05. 


9A14 . 


P9 


i . I 


Gene No. 


24143 


Strand 


+ 










Start 


863 


End 


2731 








Name 


OJ990510 05.9A14.C23.o2.np 


Method 


AAT/NAP 








i M 


Q-H a r--|- 

O L aXTX 


863 


End 


2731 










PT 
VjX 


5852175 


Score 


65 








.a 


iijXonb 


863. .958, 1386. .1542, 2577.. 


.2731 












p T c? v T 1^ 

\j L UcoCXXp. 


(AL117265) zhb0005.1 [Oryza 


sativa] 












O c . In O . 


11374 


Seq.. ID. 


OJ990510 


_05. 


9A14.. 


C23 


.SSi 


Gene No. 


24144 


- Strand 












Start 


1 


End 


2685 








~; 


Naine 


OJ990510 05.9A14.C23.ol.np 


Method 


AAT/NAP 












1 


End 


2624 










oX 


5852179 


Score 


272 










Exons 


1..62, 1342. .1519, 1577. .1777, 2604. .2624 












(AL117265) zhb0009.1 [Oryza 


sativa] 












Seq. No. 


11374 


Seq. ID 


OJ990510 


__05. 


9A14. 


C23 




Gene No. 


24144 


Strand 












O UdX L 


1 


End 


2685 










Naine 


OJ990510 05.9A14.C23.o2.gs 


Method 


GENSCAN 










o L.ar L 


962 


End 


2685 










GI 


none 


Score 


.4 










Exons 


962. .1184, 1327. .1822, 2604, 


, .2685 












Seq. No. 


11375 


Seq. ID 


OJ990510 


_05. 


9A14 . 


C24 




Gene No. 


24145 


Strand 


+ 










Start 


1314 


End 


4657 









11873 



Name 

Start 

GI 

Exons 



OJ990510_05.9A14.C24.ol.gs Method GENSCAN 
1314 End 4657 

none Score . 66 

1314. .1520, 2053. .2162, 2576. .2740, 3471. .3763, 4068. .4474, 
4538. .4657 



C ^ * i\ (J . 


11375 




Seq. ID 


OJ990510 


_05. 9A1.4 


■..C24 




24146 




Strand 








Start 


6854 




End 


8719 






Name 


OJ990510 05, 


.9A14.C24.ol.tm 


Method 


TBLASTX: 


Maize 






6718 




End 


7602 






GI 


none 




Score 


68 






von C3 


6718 6834 


6980 7120 7181 


.7375, 7182.. 7265, 


7363. .7602 


O C ^.^ . Vi\J m 


1 1375 




Seq. ID 


OJ990510 


_05.9A14 


.C24 


OCiiC LN ^^ . 


2414 6 




Strand 


- 






start 


6854 




End 


8719 






Name 


OJ990510 05, 


, 9A14 .C24.o2.gs 


Method 


GENSCAN 






Start 


6854 




End 


O / X ^ 






V3 J. 


none 




Score 


.47 






Exons 


6854. .7198, 


7660. .7950, 8590.. 


,8719 








Q <T M 
O . LN U . 


11375 




Seq. ID 


OJ990510 


_05.9A14 


.C24 




24146 




Strand 


- 






oUdrt. 


6854 




End 


8719 






Name 


OJ990510 05. 


. 9A14.C24.ol.np 


Method 


AAT/NAP 






Start 


7235 




End 


7638 








2462640 




Score 


503 








7235. .7638 














(Y13370) reverse transcriptase [Oryza 


sativa] 






O C ^ • ViKJ t 


11375 




Seq. ID 


OJ990510 


_05. 9A14 


.C24 




24146 




Strand 


- 






Start 


6854 




End 


8719 






Name 


OJ990510 05. 


, 9A14 .C24.ol.tw 


Method 


TBLASTX 


Wheat 




Start 


8384 




End 


8629 






GI 


none 




Score 


92 






F!xDn <=i 


8384. .8629, 


8385. .8576 










C • LN • 


11376 




Seq. ID 


OJ990510 


_05.9A14 


.C25 




24147 




Strand 








start 


486 




End 


1308 






Name 


OJ990510 05. 


, 9A14.C25.ol.gs 


Method 


GENSCAN 






Start 


486 




End 


1308 






(21 


none 




Score 


.82 






Exons 


486. .589, 741. .910, 1259. .1308 








Seq. No. 


11377 




Seq. ID 


OJ990510 


_05.9A14 


.C26 


Gene No. 


24148 




Strand 








Start 


329 




End 


2921 






Name 


OJ990510 05. 


9A14.C26.ol.gs 


Method 


GENSCAN 






Start 


329 




End 


2921 






GI 


none 




Score 


.65 






Exons 


329. .497, 992. .1191, 2774. .2921 








Seq. No. 


11378 




Seq. ID 


OJ990510 


_05.9A14 


.C28 


Gene No. 


24149 




Strand 









11874 






Start 


587 


End 


1040 




Naine 


OJ990510 05.9A14.C28.ol.gs 


Method 


V3 Cj IN 0 IN 




Start 


587 


End 


104 0 




GI 


none 


Score 


. 76 




R von Q 


587. .671, 743. .872, 914. .1040 






Spa No 


11379 


Seq. ID 


OJ990510 05 9A14 C29 




Gene No. 


24150 


Strand 


+ ~ 




Start 


5026 


End 


5117 




Name 


OJ990510 05.9A14.C29.o3.np 


■ Method 


AAT/NAP 




Start 


5026 


End 


5117 




GI 


4680183 


Score 


129 




F*. V 0 n ^ 


5026. .5117 










(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Spa No 


11379 


Seq. ID 


OJ990510_05.9A14.C29 




Gene No. 


24151 


Strand 






Start 


1 


End. 


4995 




Name 


OJ990510 05.9A14.C29.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1562 




GI 


5295955 


Score 


101 




von ^ 


1..82, 841. .954, 1494. .1562 










(AB026295) Similar to Epstein-Barr virus (EBV) genome. {V01555) 






[Oryza sativa] 






r \t 


Seq. No. 


11379 


Seq. ID 


OJ990510_05 . 9A14 . C29 




Gene No, 


24151 


Strand 




\U 




1 


End 


4995 


^; 




OJ990510 05.9A14.C29.ol.gs 


Method 


GENSCAN 


1 3 

: : S 


0 U CL J- U 


454 


End 


4995 


. =r 


GI 


none 


Score 


.49 


ru 


P von Q 


454. .555, 900. .1018, 1426.. 


1562, 4905. 


.4995 


!! 


Sprr Mn 

0 C ^-j^ • ViKJ t 


11379 


Seq. ID 


OJ990510_05.9A14.C29 


•3 


flpnp NJn 


24151 


Strand 




""'hI 


start 


1 


End 


4995 


L J, 


Naine 


OJ990510 05. 9A14.C29.o2.np 


Method 


AAT/NAP 


i. "1 


Start ■ 


2934 


End 


4995 




GI 


6721561 


Score 


135 




Exons 


2934. .2958, 4367. .4438, 4905. .4995 






GT Dp rr 1 d 


(AP001073) EST AU082058 (C12976) corresponds to a region of the 






predicted gene.; hypothetical protein 


[Oryza sativa] 






gi 1 681508 6 | dbj | BAA90372 . 1 1 


(AP001081) 


EST AU082058 (C12976) 






corresponds to a region of 


the predicted gene.; hypothetical 






protein [Oryza sativa] 








Spa Nn 


11379 


Seq. ID 


OJ990510_05.9A14.C29 




Gene- No . 


24151 


Strand 






Start 


1 


End 


4995 




Name 


OJ990510 05. 9A14.C29.ol.gp 


Method 


AAT/GAP 




Start 


4289 


End 


4396 




GI 


uC-osflcyp088bl2bl 


Score 


148 




Exons 


4289. .4396 








GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 3 . Oe- 


36 Oryza sativa genomic 






DNA, chromosome 8, clone : P0026F07 ' 






Seq. No. 


11380 


Seq. ID 


OJ990510_05.9A14.C30 



11875 




Gene No. 


24152 


Strand 


+ 






Start 


365 


End 


24 92 






Name 


n.TQQO'sin PI'S QA1 4 r?n n1 ac? 




O Cj Ln O V-^rilN 






Start 


J U *J 


End 


94 






GI 






■ R 






F" V on Q 

LjJ\.\J I 


^U'K./. » \J O f O \J \J * m J. \J ^ ^ f J. fj \J 1 . .XL 




* ^ *± Z> 






O ^ • LN ^ ■ ■ 


X X J O w 


Seq. ID 






QAI 4 P^O 

X *1 . ^ J u 




24153 


Strand 








Start 


250 


End 


357 






Name 


OJ990510 05.9A14.C30.ol.gp 


Method. 


AAT/GAP 






o u d i. u 


250 


End 


^S7 






\j J. 


uC-osflcyp088bl2bl 


Score 


1 SR 

X -.J o 








250. .357 












'5257255/dbj IAP000364.1IAP000364 3.0e- 




sativa genomic 




DNA, chromosome 8, clone : P0026F07 ' 








kJ C ■ Vi\J t 


11380 


Seq. ID 


OJ990510 


_05. 


9A14 .030 


Gene No , 


24154 


Strand 








Start 


1945 


End 


3207 






Name 


OJ990510 05.9A14 .C30.ol.np 


Method 


AAT/NAP 






Start 


1945 


End 


3207 








6523547 


Score 


376 






Exons 


1945. .3207 












(AJ242540) hydroxyproline-rich glycoprotein DZ- 


HRGP [Volvox 




carteri f. nagariensis] 










Seq. No. 


11380 


Seq. ID 


OJ990510 


_05. 


9A14 .C30 


Gene No . - 


24154 


Strand 








O U d -L L. 


1945 


End 


3207 






Name 


OJ990510 05. 9A14 .C30.O2 .gs 


Method 


GENSCAN 








2872 


End 


3066 






GI 


none 


Score 


.99 








2872. .3066 










^p>n Nn 


11381 


Seq. ID 


OJ990510 


__05. 


9A14.C31 


Gene No . 


24155 


Strand 


4- 






Start 


1653- 


End 


1760 






Name 


OJ990510 05.9A14.C31.ol.gp 


Method 


AAT/GAP 






Start 


1653 


End 


1760 








uC-osflcyp088bl2bl 


Score 


155 






P vnn Q 


1653. .1760 












'5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza 


sativa genomic 




DNA, chromosome 8, clone : P0026F07 ' 








Seq. No. 


11381 


Seq. ID 


OJ990510 


_05. 


9A14 .031 


Gene No. 


24156 


Strand 








Start 


563 


End 


1334 






Name 


OJ990510 05.9A14*\C31.ol.gs 


Method 


GENSCAN 






O L. dX L. 


563 


End 


1334 






GI 


none 


Score 


.4 






Exons 


563. .693, 1149. .1334 










Seq. No. 


11382 


Seq. ID 


OJ990510 


_05. 


9A14 .034 


Gene No. 


24157 


Strand 


+ 






Start 


1 


End 


387 






Name 


OJ990510 05.9A14 .C34 .ol.np 


Method 


AAT/NAP 







11876 




start ' 1 End 387 

GI 5032159 Score 229 

Exons 1..55, 171.. 387 

GI Descrip. transducin (beta)-like 1 gi | 3021409 | eitib | CAA73319 . 1 1 (Y12781) 

transducin (beta) like 1 protein [Homo sapiens] 



O C . LN O . 


1 1 ^ft 9 












OR Qai 4 

U D . X 4 


. L^sj4 


osne iNo . 










C-t- r-o T-»/-^ 

o L X ana 








Start 


286 








End 


592 






Name 


OJ990510 


05. 9A14 .034 


.ol 


.tm 


Method 


TBLASTX: 


Maize 




O La J- T_ 


± *i ^ 










4 07 








none 










J 0 J 






Exons 




1 fift 407 


1 f^Q 

X U 17 




171 4 07 

X/X. .4VJ/ 








O e . LN O . 


1 1 

X X J o ^ 








Cc^rr T n 
o trLj^ . X 


n.TQQO R 1 0 


OR Qai 4 


. L^O 4 




Z 4 X J O 








o LX ana 








Start 


286 








End 


592 






Name 


OJ990510 


05.9A14.C34 


.Ol 


.ts 


Method 


TBLASTX: 


Soybean 




o t- ar L. 


1 fii 

X D X 








PnH 
njiia 


0 ^ -J 






n T 


none 








Score 


J J u 






Exons 


1 *=;i '^flp 

1 D X . .000/ 


X DO . . JO i?/ 


1 f^Q 
X D y 


. . o y J 










oeq . LNO . 


1 1 ^ft 9 

X X O 0 ^ 








Qorr T n 
. X IJ 


n TQQO R1 0 


0 R Qa 1 4 


P "^4 


Gene No . 


Z ft X Do 








Strand 








Start 


286 • 








End 


592 






Name 


OJ990510 


05. 9A14.C34 


.ol 


.tc 


Method 


TBLASTX: 


Cress 




ar u 


X D y 








Cjna 


4 0*^ 

u 0 






n T 


none 








Score 


0 X D 






Exons 


X . . O i3U / 


X / 4i , . OO y / 


9 n Q 

z U 


. . fi U J 










O e CJ . IN O . 


1 1 ^R9 
X X J 0 z 








oeq . ±u 


n TQQO R 1 0 


0 R Qn 1 4 


C^A 
. j4 




9 4 1 Sfi 

Z 4 X J O 








-ra nH 
0 L X alia 








Start 


286 








End 


592 






Name 


OJ990510 


05.9A14.C34 


.ol 


. gs 


Method 


GENS CAN 






o Lai L 


z o u 








Cjiia 


^ Q9 

0 j/Z 








none 








Score 


4 

.40 






Exons 


zoo* .400/ 


ROD RQ9 
o u u . . o ;?z 














OCL^ • Ln\J • 


1 1 ^ft ^ 








0 cr . X u 


n.TQQO^^I 0 


n R qn 1 4 






941 

Z 4 X O -7 








DUX ana 


_L 

T 






start 


254 








End 


448 






Name 


OJ990510 


05.9A14.C36 


.ol 


. gs 


Method 


GENSCAN 








9 S4 










4 4ft 
4 4 0 








none 








Score 


Q^ 






Exons 


9 R4 4 4ft 
Z 04 . , 4 4 O 
















Seq. No. 


11384 








Seq. ID 


OJ990510 


_05.9A14 


.C37 


Gene No. 


24160 








Strand 








Start 


230 








End 


412 






Name 


OJ990510 


05.9A14.C37 


.ol 


.gs 


Method 


GENSCAN 






Start 


230 








End 


412 






GI 


none 








Score 


.44 






Exons 


230. .412 
















Seq. No. 


11385 








Seq. ID 


OJ990510 


_05.9A14 


.C38 


Gene No. 


24161 








Strand 


+ 






Start 


1 








End 


733 







11877 





OJ990510 05.9A14,C38.ol.np 


Method 


n 7\ T /\!n D 

r\r\L / LNriir 




1 


End 


T Q T 

/Jo 




6815052 


Score 




Exons 


1..42, 393. .491, 641. .733 






kdl uescj-ip. 


(AP001080) hypothetical protein [Oryza 


sat iva ] 


Seq. No. 


11386 


Seq. ID 


OJ990510_05.9A14 .042 


Gene No. 


24162 


Strand 


+ 


OLalTT- 


97 


End 




Name 


ujyyuoiu uo. .c_4z:.oi.gs 


Method 


17 VT c 7\ M 


otart 


97 


End 






none 


Score 




Exons 


97. .348 






Seq. No. 


11387 


Seq. ID 


OJ990510_05.9A14 .043 


Gene No. 


24163 


Strand 




oT- a it 


179 


End 


Z 0 0 


Name 


OJ990510 05. 9A14 .C43.ol.gs 


Method 




o iiart. 


179 


End 


Z 0 D 




none 


Score 


n 
. / 


Exons 


179. .285 






beq . iNo . 


11388 


Seq. ID 




Gene No . 


24164 


Strand 


+ ~ 


Start 


925 


End 


1274 


Name 


OJ990510 05.9A14.C45.o2.np 


Method 


AAT/NAP 


btar L 


925 


End 


1274 




4926870 


Score 


127 


Exons 


925. .1274 






GI Descrip. 


(AC007509) putative non-LTR retroelement reverse transcript 




[Arabidopsis thaliana] 






beq . JNO . 


11388 


Seq. ID 


OJ990510_05.9A14 ,045 


Gene No. 


24165 


Strand 




Start 


1 


End 


1274 


Name 


OJ990510 05. 9A14 .C45.ol.np 


Method 


AAT/NAP 


buaru. 


1 


End 


1274 




4973280 


Score 


93 


Exons 


1..46, 495. .568, 649. .702, 


1161. .1274 




X 0 0 >~ T r*\ 

o± uescnp. 


(AF146345) Ebi [Drosophila 


melanogaster] 


Seq. No. 


11388 


Seq. ID 


OJ990510_05. 9A14 .045 


Gene No. 


24165 


Strand 




b L. ar L 


1 


End 


1274 


Name 


OJ990510 05.9A14.C45.ol.gs 


Method 


GENSOAN 


btar u 


495 


End 


1166 




none 


Score 


.65 


XT' y*\ iTi 

HjXons 


495. .568, 649. .702, 1095. .1166 




beq . INO . 


11388 


Seq. ID 


OJ990510_05.9A14 .045 




24165 


Strand 




Start 


1 


End 


1274 


Name 


OJ990510 05. 9A14 .045.01. tm 


Method 


TBLASTX: Maize 


Start 


495 


End 


705 


GI 


none 


Score 


120 


Exons 


495. .569, 497. .571, 500. .586, 647. .703, 


647. .703, 648. .704, 




649. .705, 649. .705 







11878 





Seq. No. 


11389 




Seq. ID 


OJ990510_05 


9A14 


.C46 




Gene No . 


Z ^ 1 D D 




b trana 


+ 








Start 


1 Q 




bna 










Name 


ujyyuolu uo. yAi4 .b4b,oi 


.gs 


Method 


bENSCAN 








C -f- 1 ■kM4- 


T Q 

1 y 




.bna 


^ A A 

04 4 










none 




Score 


. / / 








Exons 


1Q 01 '^O C ^ A A 














beg. NO, 


1 X o y u 




Seq. ID 


ujyyuoiu uo 


Q m /I 
yAX 4 


. b4 y 




Cjene no . 


Z 4 1 O / 




Strand 










Start 


1 




End 


1289 








Name 


OJ990510__05.9A14 .C4 9.01 


.np 


Method 


AAT/NAP 








bt ar L 


1 




End 


1 0 Q Q 
IZOO 








GI 


o yzz bj 4 




Score 










Exons 


1 IHQ T10Q 10DQ 














GI Descrip. 


tAruuufiyzj nyporneTiicax 


protein [Oryza 


sat 1 va ] 










gl 1 DUlDOD / 1 OD J 1 D A/iO D Z 1 U 


1 1 


(AP000570 ) 


nypo mencax 


protein 






[Oryza sativa] 














Seq. No. 


11390 




Seq. ID 


OJ990510_05 


9A14 


.049 




bene no . 


Z 41 1 D / 




Strand 








he} 


Start 


i 




End 


Izo y 








Name 


ujyyUDiu Do . yA14 . C4 y . Ol. 


gs 


Method 


bENSCAN 






v\ 


Start 


/I/O 

4 4 0 




End 


12oy 








GI 


none 




Score 


. /o 






fli 


Exons 


/I/O CO/T TOOC loon 

44o..^^^D/ lzzo..lzoy 














Seq. No. 


11391 




Seq. ID 


OJ990510_05 


9A14 


.050 




Gene No.. 


z 4 1 bo 




Strand 


+ 






; : 


Start 


loo 




End 


con 

oz y 






1 is? 


Name 


r\TQQnc:Tn Q7\i/i oc;n ^-.1 

ujyyuolu uo . yAi4 . bou . 01 


gs 


Method 


T7 KT 0 TV "NT 

bbNbbAN 








buar L 


1 "3 '3 
1 J J 




End 


c; 0 Q 

oz y 








bi 


none 




Score 


. bz 






' ''I 


Exons 


ITT l^tQ /OC CLOQ 












Mi 


Seq. No. 


11392 




Seq. ID 


OJ990510_05 


9A14 


.051 


'is a? 


Gene No. 


24169 . 




Strand 








L A 


otarr 


1 




End 


QQQ 

yo y 






r=| 


Name 


ujyyuoiu uo. yAi4 .boi.ox 


np 


Method 


AAi / NAr 








brari: 


1 




End 


yy y 








C T 
bi 


bo i 0 1 u y 




Score 


TOO 

XzZ 








Exons 


l..blb, b4b..yoy 














GI Descrip. 


tArUUiuoij nypo unericai 


protein [Oryza 


sat 1 va J 








Seq. No. 


11393 




Seq. ID 


OJ990510_05 


9A14 


.052 




bene no . 


1 f u 




Strand 










btart 


Z b 




End 


R Q C 

oyo 








Name 


(jjyyuoiu ud . yAi4i , bDz . 01 


gs 


Method 


bhNbbAN 








Start 


2 6 




End 


576 








GI 


none 




Score 


.46 








Exons 


26. .576 














Seq. No. 


11393 




Seq. ID 


OJ990510_05. 


9A14 


.052 




Gene No. 


24170 




Strand 


+ 








Start 


26 




End 


595 








Name 


OJ990510 05. 9A14 ,C52.ol. 


tm 


Method 


TBLASTX: Maize 





11879 



start 
GI 

Exons 



242 
none 

242. .595 



End 
Score 



595 
185 



Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11394 
24171 
43 

OJ990510_05 . 9A14 . C53 . ol .gs 
43 

none 

43. .262, 306. .418 

11395 
24172 
1 

OJ990510_05 . 9A14 . 055 . ol . np 
1 

5852176 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990510_05.9A14.C53 
418 

GENSCAN 

418 

.84 



Seq. ID OJ990510_05.9A14.C55 

Strand + 

End 1254 

Method AAT/NAP 

End 1254 

Score 740 



1..417, 709. .874, 972. .1002, 1188. .1254 
(AL117265) zhb0006.1 [Oryza sativa] 



11395 
24172 

1 :■ 

OJ990510_05,.9A14.C55.ol.tm 

915 

none 



Seq. ID OJ990510_05.9A14.C55 
Strand 
End 

Method 
End 
Score 



+ 

1254 

TBLASTX: Maize 

1091 

197 



915. .1091, 921. .953, 977. .1078, 1062. .1088 



11396 
24173 
1 

OJ990510_05. 9A14 .C56.ol.np 
1 

5852176 



Seq. ID OJ990510_05.9A14.C56 



Strand 
End 

Method 

End 

Score 



2558 
AAT/NAP 
2558 
418 



1..151, 249. .273, 706. .829, 2487. .2558 
(AL117265) zhb0006.1 [Oryza sativa] 



11396 ■ Seq. .ID 

24174 Strand 
11593 End 
OJ990510_05. 9A14 .C56.01 .gp Method 
11593 End 
uC-osflcypl69f03bl Score 
11593. .11876 

'5441872/dbj IAP000366.1IAP000366 l.Oe-17 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig a)' 



OJ990510_05.9A14.C56 
+ 

11876 
AAT/GAP 
11876 
355 



11396 Seq. ID 

24175 Strand 
12552 End 
OJ990510_05.9A14 .C56.o2.np Method 
12552 End 
2129618 Score 
12552. . 13073, 16092.. 16134 

hypothetical protein 1 - Arabidopsis thaliana . retrotransposon 
Athila gi|806535|emb|CAA57397 I (X81801) Athila ORE 1 



OJ990510_05.9A14.C56 
+ 

16134 
AAT/NAP 
16134 
222 



11880 






[Arabidopsis thaliana] 










Seq. No. 


11396 




Seq. ID 


OJ990510_ 


05.9A14 


.C56 


Gene No. 


24176 




Strand 


+ 






Start 


23444 




End 


25123 






Name 


OJ990510" 05.9A14.C56 


.o3.gs 


Method 


GENSCAN 






Start 


23444 




End 


25123 






GI 


none ' 




Score 


.45 






Exons 


23444. .23465, 23782. 


.23820, 


24478.-24889, 24979. 


. ZD iZ J 




Seq. No. 


11396 




Seq. ID 


OJ990510_ 


Ob . 9A14 


. Cod 


Gene No . 


24177 




Strand 








Start 


lUoo D 




End 


21213 






Name 


OJ990510 05.9A14.C56 


.o2.gs 


Method 


GENSCAN 






Start 


10386 




End 


21213 








none 




Score 


.47 






Exons 


10386. .10692, 12291. 


.12448, 


12463. .12660, 12987. 


. I O I- 1 0 , 






16025. .16172, 16687. 


. 16845, 


17415. .17762, 17819. 


, lo lu4 , 






18251. .18457, 18533. 


.18697, 


19811. . 19989, 20140. 


.20258, 






21115. .21213 












Seq, No. 


11396 




Seq. ID 


OJ990510_ 


05.9A14 


.C56 


Gene No. 


24178 




Strand 








Start 


24639 




End 


28472 






Name 


OJ990510 05.9A14.C56 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


192 




End 


368 






GI 


none 




Score 


197 






Exons 


192. .368, 198. .230, 


254. .355, 339. .365 








Seq. No. 


11396 




Seq. ID 


OJ990510_ 


05. 9A14 


. C56 


Gene No . 


24178 




Strand 








Start 






End 


28472 






Name 


OJ990510 05.9A14.C56 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


904 




End 


17042 






GI 


none 




Score 


48 






Exons 


904. .930, 912. .986, 


991. .1086, 991. .1074, 16519. 


.16836, 






16521. .16835, 16583. 


.16843, 


16751. .16852, 16845'. 


.16901, 






16845. .16901, 16849. 


.16950, 


16850. . 16906, 16889. 


.17029, 






16891. .17010, 16905. 


.17042, 


16943. .17041 






Seq. No. 


•11396 




Seq. ID 


OJ990510_ 


05. 9A14 


.C56 


Gene No. 


24178 




Strand 








Start 


24639 




End 


28472 






Name 


OJ990510 05.9A14.C56 


. ol , tw 


Method 


TBLASTX: Wheat 




Start 


12638 




End 


12984 






GI 


none 




Score 


81 






Exons 


12638. . 12730, 12772. 


.12984 










Seq. No. 


11396 




Seq, ID 


OJ990510_ 


05. 9A14 


. C56 




24178 




Strand 








Start 


24639 




End 


28472 






Name 


OJ990510 05.9A14.C56 


. o3 . np 


Method 


AAT/NAP 






Start 


24639 




End 


28472 






GI 


99899 




Score 


85 






Exons 


24639. .25083, 28081. 


.28472 










GI Descrip. 


DNA-directed RNA polymerase 


(EC 2.7.7. 


6) largest 


chain 


(iso; 



C) - soybean (fragment) gi | 18736 | emb I CAA36736 | (X52495) 



11881 




DNA-directed RNA polymerase [Glycine max] 



O (4 . LN U . 


1 1 ^Q7 
± ± J ^ f 




Seq. ID 


OJ990510 


05 . 


, 9A14 


.C57 


osne LNO . 


94 1 7Q 




St rand 










0 L ar L 


0 u / 




End 


404 








Name 




QA1 4 rS7 ol rr<? 




GENSCAN 














End 


404 














Score 


. 95 








17 V n c 


307 , . 404 














Seq. No. 


11398 




Seq. ID 


OJ990510_ 


_05, 


. 9A14 


.C58 


Vjtrilc IN (J. 


24180 




Strand 










0 Ud. J- L 


1 




End 


720 








Name 




.9A14. 058. ol.np 


Method 


AAT /NAP 








0 UciX L 


1 ~ 

X 




End 


720 










6fil SOS? 

U (J X '.J U '.J ^ 




Score 


102 










1 fiO 1 ft7 


.285, 636. .720 














/APOOlOfiO^ 


hypothetical protein [Oryza 


sat iva ] 








Seq. No. 


11399 




Seq. ID 


OJ990510_ 


_05. 


. 9A14 


.060 


Gene No. 


24181 




Strand 


+ 








Start 


1 




End 


607 








Name 


OJ990510 05 


.9A14.C60. ol.np 


Method 


AAT /NAP 








Start 


1 




End 


607 








GI 


2119980 




Score 


943 








Exons 


1..607 














GI Descrip. 


transposase 


( transposons) - 


Escherichia coli 









gi|43089|emb|CAA42760| (X60200) transposase [Escherichia coli] 
gi I 303566 I dbj I BAA03914 I (016449) transposase [Escherichia coli] 



Seq. No. 


11399 




Seq. ID 


OJ990510 


_05, 


, 9A14 


.060 


Gene No. 


24181 




Strand 


+ 








Start 


1 




End 


607 








Name 


OJ990510 05.9A14.O60. 


ol . gs 


Method 


GENSCAN 








Start 


85 




End 


574 








GI 


none 




Score 


.46 








Exons 


85.-364, 437. .574 














Seq. No. 


11400 




Seq. ID 


OJ990510_ 


_05. 


. 9A14 


.062 


Gene No. 


24182 




Strand 


+ 








Start 


148 




End 


631 








Name 


OJ990510 05.9A14.O62. 


ol .gs 


Method 


GENSOAN 








Start 


148 




End 


560 








GI 


none 




Score 


.6 








Exons 


148. .560 














Seq. No. 


11400 




Seq. ID 


OJ990510_ 


_05, 


. 9A14 


.062 


Gene No. 


24182 




Strand 


+ 








Start 


148 




End 


631 








Name 


OJ990510 05.9A14.062. 


ol.np 


Method 


AAT /NAP 








Start 


192 




End 


631 








GI 


5852179 




Score 


240 








Exons 


192. .412, 470. .631 














GI Descrip. 


(AL117265) zhb0009.1 


[Oryza 


sativa] 










Seq. No. 


11401 




Seq. ID 


OJ990510_ 


_05, 


. 9A14 


.063 


Gene No. 


24183 




Strand 


+ 









11882 




C 4- v4- 

otart 


1 Qn 

1 yu 




bna 


o / 0 


Name 


ojyyo5io ub . yAi4 . cd J . oi 


.gs 


Method 




Start 


190 




End 


C7 C 

D / b 


T 

01 


none 




Score 


, y / 


Exons 


ion cn 








Seq. No. 


1 14 Oz 




beq. lu 


/^TOQACIA AC Q7\1^ /^C/I 

vjjyyubiu ub,yAi4.obfi 


Gene No. 


z4 lo4 




Strand 


+ 


Start 


1 




End 


595 


Name 


OJ990510_05 . 9A14 . C64 . ol 


. np 


Method 


AAT/NAP 


Start 


1 




End 


595 


GI 


oOi^ loy 




Score 


96 


Exons 


T TOO "DOT COC 

1 , . lUz , jy 1 . . b yo 








GI Descrip. 


transducin (beta) -like 


1 gi|3021409|emb|CAA73319.1| (Y12781) 




trans ducin (beta ) like 


1 protein [Homo 


sapiens ] 


Seq. No. 


11402 




Seq. ID 


ujyyuoiu uo.yAi4i.UD4i 


Gene No. 


24184 




Strand 


+ 


Start 


1 




End 


595 


Name 


ojyyuolu ub . yAi4 . Lo4 . oi 


.tc 


Method 


TBLASTX: Cress 


Start 


"3 0 0 

jyy 




End 


C "3 1 

bol 


GI 


none 




Score 


lyj 


Exons 


ooy,.bii, oyu..bz4, jyi 


. .528, 


400. .531 




Seq. No. 


11402 




Seq. ID 


ujyyubiu ub.yAi4,Lb4 


Gene No, 


24184 




Strand 


+ 


Start 


1 




End 


595 


Name 


/^tOOOCIO OC 07\Tyl t~ A «T 

OjyyOolO Ob . 9A14 . C64 . ol 


.tm 


Method 


TBLASTX: Maize 


Start 


390 




End 


4 y / 


GI 


none 




Score 


1/0 


Exons 


"300 /JOT 001 ylOC 

jyu.,4y/, jyi..4yb 








Seq. No. 


11402 




Seq. ID 


ujyyuolu uo.yAi4,UD4i 


Gene No. 


24184 




Strand 




Start 


1 




End 


Q R 

oyo 


Name 


/^tOOACTA AC n7\T/t C A «T 

ujyyubiu ub . yAi4 . cb4 . ol 


. ts 


Method 


TRT.ASTX • ^nvbp;^n 


Start 


jyu 




End 


528 • 


GI 


none 




Score 


188 


Exons 


jyu..b^fi, oyi..b^o 








Seq. No. 


11403 




Seq. ID 


OJ990510_05.9A14.C68 


Gene No. 


24185 




Strand 


+ 


Start 


z4 ^ 




End 


301 


Name 


ojyyobiu Ob . yAi4 . cdo . ol 


.gs 


Method 


GENSCAN 


Start 


242 




End 


301 


GI 


none 




Score 


.79 


Exons 


O / O "3 A 1 

Z4 ^ . .301 








Seq. No. 


114 03 




Seq, ID 


OJ99'0510_05.9A14.C68 




24186 




Strand 


+ 


Start 


267 




End 


374 


Name 


OJ990510 05.9A14.C68.ol 


.gp 


Method 


AAT/GAP 


Start 


267 




End 


374 


GI 


uC-osflcyp088bl2bl 




Score 


151 


Exons 


267. .374 








GI Descrip. 


'5257255/dbj I AP000364 . 1 | AP000364 3.0e- 


36 Oryza sativa genomic 



DNA, chromosome 8, clone : P0026F07 ' 



11883 



Seq. No. 


11404 


Seq. ID 


OJ990510_05. 9A14 


.C71 


Gene No. 


24187 


Strand 






O to. ITT, 


L 




74 ? 




Naine 


r»TQQni^in ri R oni /i pti /-^^ r^r^ 

UU yyUOlU U3. J. .V^/l.Ol. Dp 


iYie tnoQ 


ZV 2i T / M a D 




o car L 


1 
1 


Hina 


7 4^ 




n T 


c; Q c; o 1 n c. 


Score 


D 0 4 




Exons 


X. . .X. / w / ZOU. .ODU^ DXO. • /40 








GI Descrip . 


^HLiXX/^DO; ZflDUUUD.X [vJiyZa 


sat 1 va J 






Seq. No. 


11404 


Seq. ID 


OJ990510_05. 9A14 


.C71 


Gene No . 


^. fl X O / 


C -h V 0 W 








X 




7 4^ 




Name 


nTQQfimn rm Qni4 r7i r»i -1-1*7 


LYle t-IlOu. 








0 ft o 


rjIiCl 


7 4 9 




P T 


none 


S core 


ft ft 




TT* V c» 


749 71fi 








Seq. No. 


11404 


Seq. ID 


OJ990510_05.9A14 


.C71 


Gene No. 


24187 


Strand 






Start 


1 


End 


743 




Name 


OJ990510 05.9A14.C71.ol.tc 


Method 


TBLASTX: Cress 




''\ Start 


587 


End 


742 




GI 


none 


Score 


181 




^: Exons 


587. .742 









Seq. No. 11404 

Gene No. 24187 

Start 1 

Name OJ990510__05 . 9A14 . C71 . ol . tm 

Start 587 

GI none 

Exons 587.. 742 

Seq. No. 11405 

Gene No. 24188 

Start 546 

Name OJ990510_05 . 9A14 . C72 . ol . gs 

Start 546 

GI none 

Exons 546.. 627, 1089.. 1207 



Seq. ID OJ990510_05.9A14.C71 
Strand 

End 743 

Method TBLASTX : Maize 

End 742 

Score 185 



Seq. ID OJ990510_05.9A14.C72 

Strand + 

End 1207 

Method GENSCAN 

End 1207 

Score . 65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11405 Seq. ID OJ990510_05.9A14.C72 

24189 Strand 

358 End 1365 

OJ990510_05. 9A14.C72.ol.np Method AAT/NAP 

358 End 1365 

6063554 Score 134 

358.. 531, 1287.. 1365 

{AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 11406 

Gene No. 24190 

Start 118 

Name OJ990510 05 . 9A14 . C73 . ol . gs 



Seq. ID OJ990510_05.9A14.C73 

Strand + 

End 1887 

Method GENSCAN 



11884 




start 


1 T O 
lib 




End 


1887 




GI 


none 




Score 


.7 




Exons 


110..Z44, Dff,,K)fH, loo 


can 

, . 1 DO / 


, 1755. .1887 




Seq. No. 


11407 




Seq. ID 


OJ990510_05. 


9A14.C74 


Gene No. 


24191 




Strand 


+ 




Start 


O O '3 




End 


1720 




Name 


OJ990510 05 . yAl 4 . C / 4 . ol 


.gs , 


Method 


GENSCAN 




Start 


223 




End 


1720 




GI 


none 




Score 


.7 




Exons 


223. ,41/, 44b. .DO/, /33 


. .792, 


861. . 974 


, lUOo. .izil, 


1235 . . 1720 


Seq. No. 


1140 / 




Seq. ID 


OJ990510_05. 


A 7\ 1 A ""J A 

9A14 . C74 


Gene No. 


24192 




Strand 


+ 




Start 


3674 




End 


4410 




Name 


ujyyuoiu uo. yAi4 .oz 


.np 


Method 


AAT/NAP 




Start 


3b / ^ 




End 


4410 




GI 






Score 


389 




Exons 


3b/^,,3o2b, oyUo..oyoo, 


4265. 


.4410 






GI Descrip. 


(ArUUiUoU) nypouneuicai 


protein [Oryza 


sativa] 




Seq. No. 


11407 




Seq. ID 


OJ990510_05. 


9A14.C74 


Gene No, 


24192 




Strand 


+ 




Start 


OD /4 




End 


4410 




Name 


ojyyoolo 05 . yAi4 . c /4 . oo 


. gs 


Method 


GENSCAN 




Start 


3674 




End 


4343 




GI 


none 




Score 


. 75 




Exons 


o^"tji "onoo /ir>/"c /to/io 

3674. .3983, 4265. .4343 










Seq. No. 


11407 




Seq. ID 


OJ990510_05. 


9A14 .C74 


Gene No. 


24193 




Strand 






Start 


zlol 




End 


4410 




Name 


OJ9y0510 05 . yA14 . C74 . oz 


.gs 


Method 


GENSCAN 




Start 


2151 




End 


2840 




GI 


none 




Score 


.61 




Exons 


zlol . . Zo4U 










Seq. No. 


11407 




Seq. ID 


OJ990510_05. 


9A14 .C74 


Gene No. 


24193 




Strand 






Start 


zlol 




End 


4410 




Name 


/^TnnACIA AC A7\T/I C^l A 

ojyyuolu uo . yAi4 . c / 4 . ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


zIdd 




End 


2411 




bl 


none 




Score 


45 




Exons 


01^^ OyiTI OTTA OIAA 

z1dd..z411, 2170. .2199, 


2272. 


.2409 






Seq. No. 


1 1 y1 A T 
114 0/ 




Seq. ID 


OJ990510_05. 


9A14.C74 


bene no . 


24193 




Strand 






Start 


2151 




End 


4410 




Name 


OJ990510 05.9A14.C74.ol 


.np 


Method 


AAT/NAP 




Start 


2172 




End 


4410 




GI 


4544372 




Score 


557 




Exons 


2172. .3372, 4304. .4410 










GI Descrip. 


{AC006920) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 










Seq. No. 


11407 




Seq. ID 


OJ990510_05. 


9A14.C74 


Gene No. 


24193 




Strand 







11885 




91-;^ ri- 


91 SI 

^ X ^ X 








4 4 1 n 

T rt X U 




Ma mo 


O.TQQDSin OS QAl 4 


r74 n1 




l ie L. IIUU. 


TRT.A9TY • Whpp-I- 




C-l- a v--}- 


9 1 R7 ~ 

^ X o / 








9SQ4 




VJ J- 


none 






^ OO T"0 






von Q 


91R7 9S<54 9991 


2586 










Seq. 'No.. 


11407 






Seq. ID 


OJ990510_05.9A14 


.074 


Gene No. 


24193 






Strand 






o I, d I. i_ 


91 SI 

^ X ^ X 






End 


4410 




Nsine 


O.TQQDSin OS QAI 4 


r7 4 o9 










Q-i- 3 T~+- 
O LdX L. 


97S4 ~ 






PnH 


^1 S9 

O 2. -J £. 






none 






Score 


74 




P" von Q 


27S4 31S9 2939 


3048 










Seq. No. 


11407 






Seq. ID 


OJ990510_05.9A14 


.074 


Gene No. 


24193 






Strand 






O L d i- L. 


2151 






End 


4410 




KIsTn & 
Ln diiLc; 




. C74 . ol 


. tm 


Mo"h h oH 


JL OXl/^O X /\ . L id X ^ C 




O L d I. L 


977 S ~ 








?1 ss 




KJ J. 


none 






Score 


63 




Exons 


977S 9QQQ 9QQ7 


^1 SS 












1 1 4 nft 

X X ft u o 






O Cv^ . X 1^ 


n.TQQDSin OS QAl 4 


P7 S 




94 1 Q4 

fi X -7 4 






1" Ta nH 

O L. X dl iU 






Start 


1 






. End 


4279 




;'fi Name 


OJ990510 05.9A14 


..C75.01 


.np 


Method 


AAT/NAP 




3 O Ld-L l_ 


1 






End 


497 Q 




; \J ± 


6815052 






Score 


X ^ J 




- Th' V C! 


1..144, 226. .301 


, 583.. 


700, 


999. .1098, 


1 Qf^*^ 9nSP 9P4 1 






3025.. 3722, 3804 


. .3879, 


4161 


. .4279 






, '^l CIT PlOCOT*T o 

" : 1 


(AP001080) hypothetical 


protein [Oryza 


o a u X V d J 




Seq. No. 


11408 






Seq. ID 


OJ990510_05.9A14 


.075 


Gene No. 


24195 






Strand 






o Cd I. u. 


4112 






End 


4 4 9Q 

1 M 3? ^ 




Ma mo 


OJ990510 05.9A14 


.075. ol 


. tw 


Method 


i. O i_irlO 1^. VVilt:;dL- 




— ' O L. d i. L. 


2292 






End 


97ft 






none 






Score 


y X O 






2292.. 2786, 2309 


. .2686 










=^ Seq. No. 


11408 






Seq. ID 


OJ990510_05.9A14 


.075 


Gene No. 


24195 






Strand 






Start 


4112 






End 


44 99 




Mamo 


OJ990510 05.9A14 


.075. o2 


.gs 


Method 






O L. dJL L. 


4112 






End 


4 4 QQ 

*3 1 _7 _7 






none 






Score 


4 Q 




P von <5 


4112. .4217, 4297 


. .4499 










9prT Mo 


11409 






Seq. ID 


OJQQDSin OS QAl 4 


r7 


Gene No . 


24196 






Strand 






Start 


1 






End 


3389 




Name 


OJ990510 05.9A14 


.076.01 


.np 


Method 


AAT/NAP 




Start 


1 






End 


3389 




GI 


4206306 






Score 


824 




Exons 


1..1604, 3346.-3389 










GI Descrip. 


(AF049110) prpol 


[Zea mays] 









11886 



Seq. No. 11409 Seq. ID 

Gene No. 24196 Strand 

Start 1 End 

Name OJ990510_05 . 9A14 , C76 . o2 . ts Method 

Start 1 End 

GI none Score 

Exons.v • 1..141, 6. .146, 191. .328, 195. .320- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.set Exons 

Seq. No. 
l-H Gene No. 
rU Start 
1*=^: Name 
I"; Start 

'i; GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11409 Seq. ID 

24196 Strand 

1 End 
OJ990510_05.9A14 .C76.o3.tw Method 

12 End 

none Score 

12. .146, 76. .147, 194. .295, 195. .296 

11409 Seq. ID 

24196 Strand 

1 End 
OJ990510_05. 9A14 .C76.ol.ts Method 

47 9 End 

none Score 



OJ990510_05.9A14.C76 
3389 

TBLASTX : Soybean 

328 

79 



OJ990510_05.9A14.C76 
,3389 

TBLASTX: Wheat 

296 

53 



OJ990510_05.9A14.C76 
3389 

TBLASTX : Soybean 

949 

82 



479. .667, 492. .623, 668. .949, 687. .911 



11409 Seq. ID 

24196 Strand 

1 End 

OJ990510_05 . 9A14 . C7 6 . o2 . tw Method 

566 End 

none Score 
566. .667, 629. .946, 633. .947 

11409 Seq. ID 

24196 Strand 

1 End 

OJ990510_05. 9A14 .C76.ol.tm Method 

635 End 

none Score-' - 
635. .1096, 636. .947, 791. .1096 

11409 Seq. ID 

24196 Strand 

1 End 

OJ990510_05. 9A14 .C76.ol.tw Method 

984 End 

none Score 
984.. 1079, 986.. 1318, 1008.. 1310, 1216 
1323.. 1364 



Seq. No. 11409 Seq. ID 

Gene No. 24196 Strand 

Start 1 End 

Name OJ990510_05 . 9A14 . C76 . o2 . tm Method 

Start 1097 End 

GI none Score 

Exons 1097.. 1315, 1098.. 1310 



OJ990510__05.9A14.C76 
3389 

TBLASTX: Wheat 

947 

114 



OJ990510_05.9A14.C76 
3389 

TBLASTX: Maize 

1096 

225 



OJ990510_05.9A14.C76 
3389 

TBLASTX: Wheat 

1369 

288 

. .1320, 1313. .1369, 



OJ990510_05.9A14.C76 
3389 

TBLASTX: Maize 

1315 

207 



11887 






Seq. No. 


11409 




Seq. ID 


OJ990510_05.9A14 


.C76 




Gene No. 


24196 




Strand 














End 


3389 






Nsine 


n.TQQDSID QA1 4 CI f> 












C-J- a v--|- 

O Ldl. U 


1 77f^ ~ 






2267 








none 






181 

X O X 








X / f \J m * ^ £^ \J 1 












Seq. No. 


11410 




Seq. ID 


OJ990510_05.9A14 


.C77 




Gene No. 


24197 




Strand 








c-f- p -rt 


1 97 




End 


1231 






Nsine 








O LJ LN ^r^IN 






D L a. J- I, 


1 Q7 ~ 






X ^ O X 








none 




Score 


, 7 






T^" V o n Q 


1 97 407 1231 












O ^ ■ 1. V . 


X X 'a X X 




Seq. ID 


OJ990510 05 9A14 


. C78 




Gene No. 


24198 




Strand 








Start 


2130 




End 


2921 






Nsme 


OJ990510 05. 9A14 .078.01. 


np 


Method 


AAT/NAP 








2130 




End 


2921 








6175155 




Score 


131 






IT" V /~\ r*\ C" 


2130. .2622, 2747. .2921 










•I 




(AC010796) putative protein 


kinase [Arabidopsis thaliana] 




Seq. No. 


11411 




Seq. ID 


OJ990510_05.9A14 


.C78 


:=! I 

i U 


Gene No. 


24199 




Strand 








C -1- -1 r-i- 


593 




End 


3671 






Nsirie 


OJ990510 05. 9A14 .C78.01. 


gs 


Method 


GENSCAN 






OT-dJ- L 


593 




End 


3671 






o J. 


none 




Score 


.71 




r!i 

1 s? 




593. .626, 993. .1208, 2129. .2204, 2722.. 


2973, 3547.. 3671 




^: 


Seq. No. 


11412 




Seq. ID 


OJ990510_05.9A14 


.C82 


'jar 
=i i 


Gene No. 


24200 




Strand 


+ 






O L. d i. u 


260 




End 


680 




i: it 


Name 


OJ990510 05.9A14.C82.ol. 


gs 


Method 


GENSCAN 




F "t 

'is? 


O U d J. L. 


260 




End 


680 






o ± 


none 




Score 


.85 




tg 

;* 


R von Q 


260. .318, 631. .680 












O C . LN (J • 


. 11413 




Seq. ID 


OJ990510_05.9A14 


.C83 




Gene No. 


24201 




Strand 








Start 


103 




End 


605 






ln diiic 


OJ990510 05.9A14.C83.ol. 


tm 


Method 


TBLASTX: Maize 






O Ldi- t- 


103 




End 


605 






\3 ± 


none 




Score 


194 






EjXons 


103. .420, 105. .419, 167. 


.427 


, 335. .436, 


429. .485, 429.. 


485, 






433. .534, 434. .490, 473. 


.,598 


, 475. .594, 


489. .605, 527.. 


604 




O e q . IN (J . 


11414 




Seq. ID 


OJ990510 05.9A14 


.C86 




Gene No. 


24202 




Strand 


+ 






Start 


80 




End 


216 






Name 


OJ990510 05. 9A14 .C86.01. 


gs 


Method 


GENSCAN 






Start 


80 




End 


216 






GI 


none 




Score 


.87 






Exons 


80. .216 











11888 



Seq. No. 11415 Seq. ID 

Gene No. 24203 Strand 

Start 297 End 

Name OJ990520_04 . 9A15 . CI . ol . np Method 

Start 297 End 

GI 4914452 Score 

Exons 297. .448 

GI Descrip. (AL050398) putative protein [Arabidopsis thaliana] 



OJ990520_04.9A15.C1 
448 

AAT/NAP 
448 
92 



Seq. No. 11416 Seq. ID 

Gene No. 24204 Strand 

Start 1 End 

Name O J990520_04 . 9A15 . C2 . ol . np Method 

Start 1 End 

GI 5852093 Score 

Exons 1..41, 227.. 335, 2060.. 2082 
GI Descrip. {AL117264) zwhl6.1 [Oryza sativa] 



OJ990520_04 . 9A15.C2 
+ 

12248 
AAT/NAP 
2082 
52 



Seq. No. 11416 Seq. ID 

Gene No. 24204 Strand 

Start 1 End 

Name OJ990520_04 . 9A15 . C2 . ol . gs Method 

Start 624 End 

GI none Score 

Exons 624.. 705, 3472.. 3586, 4208.. 4315, 5042, 



OJ990520_04 . 9A15.C2 
+ 

12248 
GENSCAN 
12248 
.66 

.5139, 5255.. 5313, 



6287. .6640, 6722. .6810, 7271. .7358, 7801, 
8855. .9094, 9240. .9351, 9697. .9809, 9931. 
11059. .11175, 11529. .11609, 12108. .12248 



.8109, 8572. .8751, 
.10080, 10547. .10702, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11416 
24204 
1 

OJ990520_04 . 9A15 .C2 . o2 . np 
4284 
4914452 



Seq. ID OJ990520_04 . 9A15.C2 
Strand + 

12248 
AAT/NAP 
12245 
2075 



End 

Method 
End 
Score 

4284. .4333, 5039. .5139, 5490. .5632, 6188. .6640, 6725. .6810, 
7271. .7358, 7428. .7503, 7627. .7676, 7801. .8122, 8546. .8751, 
8855. .9094, 9240. .9351, 9700. .9809, 9931. .10056, 1054 7 .. 10702 , 
11059. .11175, 11529. .11735, 12108.. 12245 - 
(AL050398) putative protein [Arabidopsis thaliana] 



11416 Seq. ID 

24204 Strand 

1 End 

OJ990520_04 .9A15.C2.ol.gp Method 

9726 End 

3107449 Score 



OJ990520_04.9A15.C2 
+ 

12248 
AAT/GAP 
10691 
525 



9726.:9809, 9931. .10080, 10547. .10691 

2914703 l.Oe-25 (AC003974) unknown protein [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 
Start 
Name 
Start 



11416 

24205 

14541 

OJ990520_ 

5004 



04.9A15.C2.o5.tm 



Seq. ID OJ990520_04 . 9A15.C2 

Strand + 

End 18159 

Method TBLASTX: Maize 

End 5602 



11889 




GI 


none 


Score 


144' 




Exons 


^c\f\ A RiTQ c^noi ciiQT cin/'S 


..5138, 5044. .5163, 5461. .5601, 












Seq. No. 


11416 


oeq. lu 


ujyyuozu u^.y/iio 


no 
, uz 


Gene No, 


24205 


o Lrana 


+ 




Start 


14 041 


Hina 


1 Q 1 R Q 

lo loy 




Name 


(jjyyuozu U4 . yAio , Gz , o J . ts 


Method 


1 oLi/io i A : boyoean 




Start 


C /I O A 

04 oU 


Cjna 


o oz u 




GI 


none 


Score 


9 n 1 
z U 1 




Exons 


04ou..oDzU/ 0400. .ooyo, 04y^ 


. .5599 






Seq, No. 


11416 


oeq . 1 u 


vjjyyuozu u4.yHio 


. L-Z 


Gene No. 


24205 


O 4- ■= in 

b rrana 


X 




Start 


1 / R /I 1 
14 04 1 


Ejno. 


1 0 1 0 y 




Name 


(jjyyuo^u U4 , yAio . Gz . 04 , tc 


ixie unoa 


i D ijH.o i A . u r e s s 




btart 


R /I Q Q 

04 oo 




0 D ± / 






none 


Score 


1 Q 

1 y D 




Exons 


R/IQQ c;c:qq R/QQ ^C^'SI c;/IQO 

04oo. .ooyo, 04oy. .001// 04yz 


. .5617 






Seq. No. 


114 Id 


Seq. ID 


OJ990520_04.9A15 


.02 


Gene No. 


24205 


Strand 


+ 




Start 


14541 


End 


18159 




Name 


ojyyuozu U4 . yAio . Gz . oo . tc 


Method 


TBLASTX: Cress 




Start 


9234 


End 


10675 




GI 


none • 


.. Score 


73 




Exons 


AO'^yl mAO ATAA AOTO ATA/I 

9234., 9302, 9702.. 9812, 9704 


..9811, 9928. .10080, 9930., 


T A A T Q 

lUU /o. 




lACyiA TAiT^rC 1ACCA lA/nc 

10o4 9 . . IUddo , 1UooU,.1Ud/o 








Seq. No. 


11416 


Seq. ID 


OJ990520_04.9A15 


,C2 


Gene No. 


24205 


Strand 


+ 




Start 


14541 


End 


18159 




Name 


ujyyuozu U4 , yAio ,Gz , oi . rm 


Method 


TBLASTX: Maize 




Start 


y Do4 


End 


10080 




GI 


none 


Score 


177 




Exons 


CkdCA QQIA QCTO Q010 ddOCl 

yDD4,.ybiu, yD/o,.yoiz, yoo9 


.,9811, 9866. .10075, 9900.. 


luu / y , 




yyzo . .luuou, yyzo, .luuou 








Seq. No. 


11416 


Seq. ID 


OJ990520_04.9A15 


.C2 


Gene No . 


24205 


Strand 


+ 




Start 


14541 


End 


18159 




Name 


OJ990520 04.9A15.C2.ol.ts 


Method 


TBLASTX: Soybean 




O 4- -4 v-l- 

otarr 


9973 


End 


12170 




GI 


none 


Score 


171 




Exons 


9973.. 10080, 9975.. 10079, 10528.. 10701 


, 10550. . 10702, 






10553. .10708, 11058. .11162, 


11059. .11160, 11517. .11753, 






11522. .11734, 12105.. 12170 








Seq. No. 


11416 


Seq. ID 


OJ990520_04.9A15 


.C2 


Gene jno . 


24205 


Strand 


+ 




Start 


14541 


End 


18159 




Name 


OJ990520 04.9A15.C2.o4.tm 


Method 


TBLASTX: Maize 




Start 


10528 


End 


12262 




GI 


none 


Score 


71 




Exons 


10528. ,10704, 10552. .10680, 


10553. .10705, 10553. .10711, 






11062. .11166, 11076. .11168, 


11523. . 11750, 11525. .11731, 





12105. .12149, 12130, .12216, 12134 .. 12193, 12197 .. 12262 , 



11890 



12219. .12248 



Seq. No. 11416 

Gene No. 24205 

Start 14541 

Name OJ990520_04 . 9A15 . C2 . 

Start 11086 

GI none 

Exons 11086. .11157, 11523. 
12107. . 12193 



o2. tc 



Seq. ID OJ990520_04.9A15.C2 

Strand + 

End 18159 

Method TBLASTX : Cress 

End ■ 12193 

Score ■ 78 



11753, 11525. . 11734, 12105 .. 12173, 



Seq. No. 11416 
Gene No. 24205 
Start 14541 

Name OJ990520_04 . 9A15 . C2 . o3 . tm 

Start 14511 
GI none. 
Exons 14511. 

14722, 

14870. 



,14564, 
,14844, 
.14920, 
15621. .15743, 



14512. . 14547, 
14723. .14872, 
15429. .15551, 
15621. .15743 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14541. . 14636, 
14735. .14872, 
15434. .15553, 



OJ990520_04.9A15.C2 
+ 

18159 

TBLASTX: Maize 
15743 
41 

14555. . 14635, 
14843. . 14920, 
15434. .15550, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



OJ9?0520_04.9A15.C2 
+ 



11416 Seq. ID 

24205 . Strand 

14541 End 
9J990520_04 . 9A15 . 02 . o3 . np' Method 
14526 End 
3024764 Score 
14526. . 14636, 14735 .. 14 915 , 15438 
16787. . 16886, 17100 .. 17233, 17318 
18103. . 18157 

UBIQUITIN CARBOXYL-TERMINAL HYDROLASE 5 (UBIQUITIN THIOLESTERASE 
5) (UBIQUITIN-SPEOIFIO PROCESSING PROTEASE 5) ( DEUBIQUITINATING 



18159 
AAT/NAP 
18157 
769 - 
15556, 15618. 
17381, 17494. 



,15949, 
,17558, 





ENZYME 


5) (ISOPEPTIDASE T) 


gi|3287373 


(AC002397) ISOT [Mus 




musculus] 








Seq. No. 


11416 






Seq. ID 


OJ990520_04 .9A15.C2 


Gene No. 


24205 






Strand 


+ 


Start 


14541 






End 


18159 


Name 


OJ990520 04.9A15.C2 


.o2 . ts 


Method 


TBLASTX : Soybean 


Start 


14538 






End 


14872 


GI 


none 






Score 


77 


Exons 


14538. . 


14618, 14723 


. .14872, 


14734. .14847 


Seq. No. 


11416 






Seq. ID 


OJ990520_04.9A15.C2 


Gene No. 


24205 






Strand 


+ 


Start 


14541 






End 


18159 


Name 


OJ990520 04.9A15.C2 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


14541 






End 


15496 


GI 


none 






Score 


124 


Exons 


14541. . 


14636, 14567 


. .14635, 


14722. .14847, 14723 .. 14872, 




14750. . 


14878, 14879 


. .14920, 


15434 . . 15496 


Seq. No. 


11416 






Seq. ID 


OJ990520_04 .9A15.C2 


Gene No. 


24205 






Strand 


+ 


Start 


14541 






End 


18159 


Name 


OJ990520_04.9A15.C2 


. o2.gs 


Method 


GENSCAN 



11891 



start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14541 End 18157 

none Score .95 

14541. .14636, 14708 .. 14915, 15438 15550, 15624, 

16810. . 16886, 17100. .17233, 174 81 17558 , 18103, 



,15960, 
,18157 



11416 Seq. ID 

24205 Strand 

14541 End 

■OJ990520_04 . 9A15 . C2 . o2 . gp Method 

15641 End 

65628 1,R1084 Score 



OJ990520_04 . 9A15.C2 
+ 

18159 
AAT/GAP 
17147 
854 



15641. .15960, 16792. .16886, 17100.. 17147 
'3024764/sp|P56399|UBPl_MOUSE l.Oe-45 UBIQUITIN 
CARBOXYL-TERMINAL HYDROLASE T (UBIQUITIN THIOLESTERASE T) 
(UBIQUITIN-SPECIFIC PROCESSING PROTEASE T) { DEUBIQUITINATING 
ENZYME T) (ISOPEPTIDASE T) >gi_3287373 (AC002397) ISOT [Mus 
musculus] * 



11416 
24205 
14541 

OJ990520_04 . 9A15 . 02 . o2 . tm 
16822 



none 

16822. 

17097. 

17317, 

18089, 



16884, 16827 

17231, 17150 

17376, 17317 

18157, 18094. .18159 



Seq. ID 
Strand 
End 

Method 
End 

Score .:104 
16886, 16835. .16906, 17097 
17233, 17307. .17375, 17316 
17376, 17482. .17559, 17482 



OJ990520_04.9A15.C2 
+ 

18159 

TBLASTX: Maize 
18159 



,17231, 
,17375, 
,17556, 



9A15.C3.ol.np 



Seq. ID OJ990520_04 . 9A15.C3 
Strand + 
End 5070 
Method AAT/NAP 
End 3559 
Score 566 

.261, 338. .450, 998. .1086, 2008. .2092, 2169. .2350, 
2804.. 2905, 3267.. 3309, 3375.. 3559 
Ubiquitin isopeptidase T gi 11008542 {U35116) ubiquitin 
isopeptidase T [Homo sapiens] 



11417 
24206 
1 

OJ990520_04 
1 

4507855 
1..125, 200 
2442. .2593, 



11417 
24206 
1 

OJ990520_04 . 9A15 . 03 . ol . gs 

163 

none 



Seq. ID OJ990520_04. 9A15.03 



Strand 
End 

Method 

End 

Score 



+ 

5070 
GENSCAN 
5070 
.92 



163. .257, 998. .1086, 2008. .2097, 2177. .2350, 2469. .2593, 
2804. .2930, 3384. .3468, 3920. .4009, 4887. .5070 



11417 Seq. ID 

24206 Strand 

1 End 

OJ990520_04 . 9A15 . 03 . ol . gp Method 

2562 End 

26501 1.R1084 Score 



OJ990520_04.9A15.O3 
+ 

5070 
AAT/GAP 
3915 
1244 



2562. .2593, 2804. .2930, 3384. .3915 

' 3024764/spi P56399|UBP1_M0USE 8.0e-16 UBIQUITIN 



11892 




CARBOXYL-TERMINAL HYDROLASE T (UBIQUITIN THIOLESTERASE T) 
(UBIQUITIN-SPECIFIC PROCESSING PROTEASE T) { DEUBIQUITINATING 





ENZYME T) (ISOPEPTIDASE 


: T) >gi 3287373 






musculus] ' 












1 1 il 1 7 
1 1 4i 1 / 






Seq. ID 


OJ990520_04.9A15.C3 










Strand 






Ohio 






End 


9146 


Name 




QAI S P^ o9 


gs 


Method 


GENSCAN 


o taXr L. 


^ zl 7 
Ohio 






End 


9146 




none 






Score 


.52 


Exons 


5473. .5521, 


5609. .5804, 


D OZ ^ . 


.6696, 9067.. 9146 


o e q . IN o . 


11417 






Seq. ID 


OJ990520_04.9A15.C3 


oene lno ■ 


24208 






Strand 




Start 


12217 






End 


12855 


Name 


OJ990520 04 


. 9A15.C3.ol. 




Method 


TBLASTX: Maize 


O LdX U 


1 






End 


3558 


P T 
o J. 


none 






Score 


192 


TT' V O 


1..141, 2.. 


142, 2. .142, 


MO 


258, 194. 


.271, 199. .258, 321.. 




327. .437, 329. .457, 367 


. . 4 0 D , 


989. .108 


4, 990. .1085, 2007. .21 




2008. .2100, 


2176. .2358, 


9 1 7 Q 


.2349, 2467. .2592, 2468. .2593, 




2788. .2931, 


2798. .2935., 


2804. 


.2929, 28 


06. .2931, 3362. .3544, 




3377. .3553, 


3385. .3558 








Seq. No. 


11417 






Seq. ID 


OJ990520_04.9A15.C3 


bene csio . 


24208 






Strand 






12217 






End 


12855 


Naine 


OJ990520 04 


. 9A15.C3.ol. 


tw 


Method 


TBLASTX: Wheat 




85 






End 


1070 


PT 


none 






Score 


66 


Exons 


85. .123, 86 


..142, 172.. 


258, 197. .259, 


199. .258, 321. .455, 




327. .452, 329. .457, 994 


. .1068 


, 996. .1070, 999. .1070 


Seq. No. 


11417 






Seq. ID 


OJ990520_04.9A15.C3 


Gene No. 


24208 






Strand 






12217 






End 


12855 


Name 


OJ990520 04 


. 9A15.C3.ol. 


tc 


Method 


TBLASTX: Cress 


o ua J- u 


995 






End 


3553 


Kj ± 


none 






Score 


127 




995. .1084, 


996.. 1085, 2007.. 2078, 2043 


..2096, 2197. .2349, 




2208. .2348, 


2217. .2351, 


2219. 


.2350, 2248. .2361, 2249. .2359, 




3385. .3546, 


3386. .3553 








Seq. No. 


11417 






Seq. ID 


OJ990520_04 .9A15.C3 




24208 






Strand 




O U ciX L 


12217 






End 


12855 


Name 


OJ990520 04 


. 9A15.C3.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


996 






End 


2350 


GI 


none 






Score 


126 


Exons 


996. .1085, 


998. .1084, 2007. .2105, 2008 


..2091, 2043. .2096, 




2214. .2348, 


2215. .2349, 


2216. 


.2350, 2216.. 2350 


Seq. No. 


11417 






Seq. ID 


OJ990520_04.9A15.C3 


Gene No. 


24208 






Strand 




Start 


12217 






End 


12855 


Name 


OJ990520 04 


. 9A15.C3.o3. 


gs 


Method 


GENSCAN 



11893 





19917 






1 9ft ^7 






none 




o X c 






Exon s 


T9917 19fl^7 

X / . , X ^ O O f 










o c 4 . IN U . 


± X 4 X / 




OC Lj^ • XL/ 


OlT990S20 04 9A15 




Gene No. 


24208 




Strand 






Start 


12217 




End 


12855 




Name 


OJ990520 04,9A15.C3. 


. o2 . np 


Method 


AAT/NAP . 






12235 




End 


12855 






6691485 




Score 


421 






12235, .12855 












(AB032198) gibberellin 3beta 


-hydroxylase [Nicotiana tabacum] 




11417 




Seq. ID 


OJ990520_04 . 9A15, 


.03 


Gene No. 


24208 




Strand 






Start 


12217 




End 


12855 




Naine 


OJ990520 04.9A15.C3, 


,o2 . ts 


Method 


TBLASTX: Soybean 




q-(- a y--}- 


12289 




End 


12738 






none 




Score 


77 




Exons 


12289. .12378, 12430. 


, .12534, 


12431. .12580, 12589. .12738, 






12590. .12727 










Q d *-T M Oi 

o e q . IN o . 


11417 




Seq. ID 


OJ990520_04 . 9A15, 


.03 


Gene No. 


24208 




Strand 






Start 


12217 




End 


12855 




Naine 


OJ990520 04.9A15.C3, 


,o2.tc 


Method 


TBLASTX: Cress 




o L arr. 


12316 




End 


12726 






none 




Score 


80 




Exons 


12316. . 12378, 12430, 


. .12534, 


12431. . 12535, 12595 .. 1272 6, 






12596. .12703 










O c 4 . IN U . 


11418 




Seq. ID 


OJ990520_04.9A15, 


.06 


Gene No . 


24209 




Strand 


+ • 




Start 


242 




End 


563 




Name 


OJ990520 04.9A15.C6, 


.ol.gp 


Method 


AAT/GAP 




Start 


242 




End 


563 




G'l" 


4715376 




Score 


590 




Exons 


242. .563 










GI Descrip. 


2618723^ 5. Oe-15 (U49073) IAA17 [Arabidopsis thaliana] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



>gi_2921756 (AF040631) IAA17/7\XR3 protein [Arabidopsis thaliana] 
>gi_4389514_gb_AAB70451_ (AO000104) Identical to Arabidopsis 
gb_AF040632 and gb_U49073 IAA17/AXR3 gene. ESTs gb_H36782 and 
gb_F14074 come from this gene. [Arabidopsis thaliana] 



11418 Seq. ID 

24210 Strand 

664 End 

OJ990520_04. 9A15.C6.ol.gs Method 

664 End 

none Score 

664. .753, 915. .1043, 1079. .1141 



OJ990520_04 .9A15.06 

1141 
GENSOAN 
1141 
.84 



Seq. No. 11419 Seq. ID 

Gene No. 24211 Strand 

Start 1 End 

Name OJ990520_04 . 9A15 . 07 . ol . np Method 

Start 1 End 



OJ990520_04 . 9A15.07 
+ 

2169 

AAT/NAP 

2169 



11894 



GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2160694 Score 1209 

1..944, 1796. .2169 

(U73528) B' regulatory subunit of PP2A [Arabidopsis thaliana] 



11419 Seq. ID 

242L2 . Strand 

12039 End 22237 

OJ990520_Q4 . 9A15 . 07 . o3 . gs Method GENSCAN 

12039 End 22237 

none Score .52 

12039. .12097, 12 665 .. 12723, 12831 .. 12897 , 13753 . 

13971. .14018, 14521. .14649, 15876. . 15935, 16178. 

16600. .16752, 17132 .. 17183, 17970 18078 , 18375, 

20766. .21053, 21828 .. 22077 , 22131.. 22237 



OJ990520_04.9A15.C7 
+ 



,13792, 
■16334, 
18779, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11419 Seq. ID OJ990520_04 . 9A15 . 07 

24212 Strand + 

12039 End 22237 

OJ990520_04 . 9A15 . 07 . o5 . gp Method AAT/GAP 

12303 End 12590 

3761679 Score 288 

12303. .12420, 12512.. 12590 

5042437/gbl AO007789.1 I AO007789 l.Oe-29 Oryza sativa BAG T49B20 
genomic sequence, complete sequence 



Seq. ID OJ990520_04.9A15.O7 
Strand + 
End 22237 
Method 7U\T/NAP 
End 18785 
Score 1247 
15876. . 15935, 16178 .. 16334 , 
17970. .18078, 18336.. 18785 
(AO018848) putative aspartate aminotransferase [Arabidopsis 
thaliana] 



11419 
24212 
12039 

OJ990520_04 . 9A15 . 07 . o2 . np 

13798 

6751711 

13798. .13905, 14 518 .. 14 64 9, 
16600. .16706, 16793. . 16851, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11419 
24213 
3752 

OJ990520_04 . 9A15 . 07 . o2 . gs 

3752 

none 



Seq. ID OJ990520_04.9A15.O7 
Strand 

End ' 11533 
Method GENSCAN 
End 11533 
Score .44 



3752. .3944, 4319. .4426, 5050. .5162, 5271. .5519, 5605. .5827, 
6598. .6711, 6811. .7318, 8116. .8262, 8415. .8690, 8770. .8919, 
9493.. 9739, 10393 .. 10560, 11167 .. 11292 , 11366.. 11533 



Seq. No. 

Gene N^.. 

Start 

Name 

Start 

GI 

Exons 



11419 Seq. ID 

24213. Strand 

3752 End 

OJ990520_04 . 9A15 . 07 . o2 . gp Method 

4786 End 

none Score 
4786. .5166 



OJ990520_04.9A15.O7 

11533 
AAT/GAP 
5166 
713 



Seq. No. 
Gene No. 
Start 



11419 
24213 
3752 



Seq. ID 

Strand 

End 



OJ990520 04.9A15.C7 



11533 



11895 




Name 


UjyyuDzu U4 . yAio . c / . oo . gp wetnoa 




btart 


TOOT C« ^ 

/oo / bna 


o D4 y 




none Score 


1 n c: "7 


Exons 


TOQ"? QTIQ Q^1Q Qt:/|Q 




beq. NO, 


1 14 i y beq . lu 


ujyyuoiiU u^.yAiD.c/ 




24213 Strand 




Start 


3752 End 


11533 


Name 


OJ990520 04.9A15.C7.o4.gp Method 


AAT/GAP 


btart 


9669 End 


11448 


GI 


uC-osflm202099g04bI Score 


919 


Exons 


9669.-9739, 10393 .. 10560, 11167. .11448 




GI Descrip, 


»5042437/gb|AC007789. 1 IAC007789 l.Oe-29 Oryza sativa BAG T49B20 




genomic sequence, complete sequence' 




Seq. No. 


11419 Seq. ID 


OJ990520_04 . 9A15.07 


Gene No. 


24214 Strand 




Start 


18804 End 


19147 


Name 


OJ990520_04 . 9A15 . 07 . ol . tm Method 


TBLASTX: Maize 


btart 


35 End 


2086 


GI 


none Score 


181 


Exons 


35. .292, 46. .261, 275. .568, 292. .567, 


567. .950, 568. .741, 




575. .820, 884. .946, 1787. .1990, 1793.. 


2086 


Seq. No. 


11419 Seq. ID 


OJ990520_04 . 9A15.07 


Gene No. 


242.14 Strand 




Start 


18804 End 


19147 


Name 


OJ990520 04 . 9A15 . 07 . ol . tc Method 


TBLASTX :Oress 


Start 


4 6 ■ End 


2089 


GI 


none Score 


142 


Exons 


46. .243, 47. .244, 265. .567, 275. .568, 


392. .568, 573. .950, 




575. .691, 716. .946, 1793. .2089, 1793.. 


1987 , 1864 . . 2010 


Seq. No, 


11419 Seq. ID 


OJ990520 04.9A15.O7 


Gene No, 


24214 Strand 




btart 


lool)4 End 


19147 


Name 


OJ990520 04 . 9A15 . 07 . o3 . ts Method 


TBLASTX : Soybean 


btart 


Lna 


A r\f\ 
4 UU 




none Score 


266 


Exons 


104. .400, 106... 246 




C « TS.T 

beq. No. 


11419 Seq. ID 


OJ990520_04.9A15.O7 


Gene No. 


24214 Strand 




Start 


18804 End 


19147 


Name 


OJ990520 04 .9A15.07.ol.ts Method 


TBLASTX: Soybean 


Start 


407 End 


1837 


GI 


none Score 


228 


Exons 


407. .568, 466. .567, 573. .950, 575. .808 


, 588. .812, 890. .955, 




1793. .1837 




o e q . LN o . 


11419 Seq. ID 


OJ990520_04.9A15.O7 


Gene No. 


24214 Strand 




Start 


18804 End 


19147 


Name 


OJ990520 04 .9A15.07.ol. tw Method 


TBLASTX: Wheat 


Start 


449 End 


890 


GI 


none Score 


182 


Exons 


449. .568, 484. .567, 573. .821, 575. .814 


, 834. .890 



11896 




Seq. No. 


11419 






Seq. ID 


OJ990520 


_04 .9A15 


.C7 


Gene No . 


24214 






Strand 








Start 


18804 






End 


19147 






Name 


OJ990520 04.9A15.C7 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1798 






End 


2074 






GI 


none 






Score 


239 






Exons 


1798. . 


2001, 1799.. 2074 










Seq. No. 


11419 






Seq. ID 


OJ990520 


_04 .9A15 


.C7 


Gene No. 


24214 






Strand 








Start 


18804 






End 


19147 






Name 


OJ990520 04.9A15.C7 


. o4 . tm 


Method 


TBLASTX:! 


Maize 




Start 


5364 






End 


5719 






GI 


none 






Score 


99 






Exons 


5364 . . 


5468, 5365.. 5496, 5365 


..5466, 5451. .5519, 


5460.*. 5564 




5461. . 


5520, 5605.. 5718, 5605 


. .5718,' 5606. .5719 






Seq. No. 


11419 






Seq. ID 


OJ990520 


_04 .9A15 


.C7 


Gene No. 


24214 






Strand 








Start 


18804 






End 


19147 






Name 


OJ990520 04.9A15.C7 


. o3 . tm 


Method 


TBLASTX:] 


Maize 




Start 


8406 






End 


8631 






GI 


none 






Score 


136 






Exons 


8406. . 


8615, 8410. .8631, 8492 


. .8626 








Seq. No. 


11419 






Seq. ID 


OJ990520 




. C7 


Gene No. 


24214 






Strand 








Start 


18804 






End 


19147 






Name 


OJ990520 04.9A15.C7 


.o2.tm 


Method 


TBLASTX:! 


Mai ze 




Start 


13676 






End 


18904 






GI 


none 






Score 


70 






Exons 


13676. 


.13750, 13681 


. . 13764, 


13682. .13759, 13750 


T o Q o T 






13819. 


.13869, 13827 


, . 13868, 


13947. .14018, 13954 


1 /I m Q 






13969. 


.14022, 14509 


. . 14652, 


14509. .14649, 14516 


1 /I /" c o 

. . 14 DO^, 






15859. 


.15933, 15861 


. .15935, 


15875. .15934, 16121 


. .16333, 






16177. 


.16332, 16182 


. .16337, 


16544. .16714, 16593 


. .16706, 






16781. 


.16852, 16787 


. .16849, 


16791. .16853, 16792 


. .16854, 






17963. 


.18076, 17970 


. .18077, 


17970. .18089, 17971 


. .18081, 






18333. 


.18785, 18335 


. ,18811, 


18336. .18806, 18830 


. .18904 




Seq. No. 


11419 






Seq. ID 


OJ990520 


_04.9A15 


.C7 


Gene No. 


24214 






Strand 








Start 


18804 






End 


19147 






Name 


OJ990520 04.9A15.C7 


.o2.ts 


Method 


TBLASTX : 


Soybean 




Start 


13819 






End 


18779 






GI 


none 






Score 


57 






Exons 


13819. 


.13869, 13968 


. .14018, 


14509. .14652, 14509 


. .14649, 






15861. 


.15935, 16150 


. .16299, 


16175. .16330, 16177 


.716329, 






16593. 


.16706, 16593 


. .16694, 


16595. .16711, 16595 


. .16696, 






16777. 


.16860, 16781 


. .16852, 


17964. .18068, 17969 


. .18082, 






17970. 


.18089, 17971 


. .18081, 


18335. .18634, 18336 


. .18605, 






18599. 


.18775, 18600 


. .18779 










Seq. No. 


11419 






Seq. ID 


OJ990520 


_04 .9A15 


.C7 


Gene No. 


24214 






Strand 








Start 


18804 






End 


19147 







11897 



Name 

Start 

GI 

Exons 



OJ990520_04 . 9A15 . C7 . o2 . tc 

14509 

none 



Method TBLASTX : Cress 



End 
Score 



18084 
181 



14509. .14652, 158 61 .. 15935, 16142 .. 16330, 16151 .. 16330, 
16206. .16343, 1 6593 .. 16706, 16595 .. 16702, 1678 1 16852 , 
17 970. .18077, 17 971. .18081, 17 971. .18084 



Seq. No. 11419 Seq. ID OJ990520_04 . 9A15 . C7 

Gene No. 24214 Strand 

Start 18804 End 19147 

Name OJ990520_04 . 9A15 . C7 . o6 . gp Method AAT/GAP 

Start 18804 End 19147 

GI LIB3431-011-P1-N1-E2 Score 672 

Exons 18804. .19147 

GI Descrip. ' 60068 95/gb | AAF00670 . 1 | AC008153_22 3.0e-20 (AC008153) 
hypothetical protein [Arabidopsis thaliana] ' 



Seq. No. 11420 

Gene No. 24215 

Start 529 

Name OJ990520_04 . 9A15 . C8 . ol . gs 

Start 529 

GI none 
Exons 



Seq. ID OJ990520_04.9A15.C8 
Strand 
End 

Method 
End 
Score 



529.:573, 847. .936, 1540..1671, 1843. 
3863. .4056 



4056 
GENSCAN 
4056 
.78 

1943, 2676. .2802, 



'it 



U 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11421 
24216 
1 

OJ990520_04 . 
1 

3426037 
1..78, 106.. 
1911. .1987, 
4402. .4718, 
5883. .5963, 
7511. .7738, 



9A15.C9.ol.np 



760. .880, 



Seq. ID OJ990520_04 . 9A15.C9 

Strand + 

End 9035 

Method AAT/NAP 

End 9035 

Score 4336 

1088. .1176, 1262. .1346, 1670. .1829, 



218, 

2074. .2127, 2811. .2901, 3033. .3334, 3418. .3699, 

4811. .4971, 5075. .5196, 5435. .5576, 5665. .5795, 

6051. .6383, 6473. .6763, 7103. .7186, 7299. .7432, 

7821. .7992, 8093. .8347, 9005. .9035 



GI Descrip. {AC005168) putative ABC transporter [Arabidopsis thaliana] 



Seq. No. 11421 Seq. ID 

Gene No. 24216 Strand 

Start 1 End 

Name OJ990520_04 . 9A15 . C9 . ol . gs Method 

Start 73 End 

GI none Score 
Exons 



OJ990520_04.9A15.C9 
+ 

9035 
GENSCAN 
8347 
. 67 



73. .218, 760. .880, 1088. .1176, 1262. .1346, 1670. .1987, 
2074. .2127, 2811. .2901, 3033. .3334, 3418. .3699, 4402. .4718, 
5404. .5576, 5665.-5784, 5869. .5963, 6051. .6383, 6473. .6654, 
7511.. -7738, 7821. .7992, 8093. ,8347 



Seq. No. 11421 

Gene No. 24216 

Start 1 

Name OJ990520_04 . 9A15 . C9 . o4 . ts 

Start 754 

GI none 

Exons 754.. 879, 755.. 880, 1082.. 



Seq. ID OJ990520_04. 9A15.C9 



Strand 
End 

Method 
End 
Score 



9035 

TBLASTX: Soybean 
1342 
195 

1177, 1097. .1183, 1256.. 1342, 



11898 



1260. .1292 



Seq. No. 11421 

Gene No. 24216 

Start 1 

Name OJ990520_04 . 9A15 . C9 . o5 . tm 

Start 2808 

GI none 

Exons 2808.. 2903, 2810.. 2902, 3031. 



Seq. ID OJ990520_04 .9A15.C9 

Strand + 

End 9035 

Method TBLASTX: Maize 

End 3196 

Score 144 
.3192, 3032.. 3196 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11421 
24216 
1 

OJ990520_04 , 
3041 
none 
3041. 
5080. 
5886. 
6493. 
7112. 
7581. 
8240. 



,3136, 
,5172, 
,5960, 
, 6747, 
,7186, 
,7736, 
,8344, 



9A15.C9.ol.ts 



3155, 
5080, 
6029, 
6508, 
7272, 
7819, 



.3232, 4678, 

.5157, 5088, 

.6376, 6048, 

.6765, 6509, 

.7433, 7307, 

.8007, 7833, 



Seq. I 
Strand 
End 

Method 

End 

Score 
.4719, 
.5171, 
.6386, 
.6766, 
.7405, 
.7994, 



D OJ990520_04 . 9A15 . C9 
+ 

9035 

TBLASTX : Soybean 
9034 



56 
4808. . 
5089. . 
6048. . 
7100. . 
7509. . 
8089. . 



4954, 4848. 

5178, 5429. 

6380, 6470. 

7186, 7102. 

7739, 7556. 

8343, 8090. 



.4970, 
.5536, 
.6763, 
.7161, 
.7729, 
.8185, 



8996. .9034 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11421 
24216 

1 

OJ990520_04 , 
3065 
none 
3065. 
6622. 
7509. 
8239. 



,3136, 
,6768, 
,7739, 
,8343, 



9A15.C9.ol.tc 



3155, 
7100. 
7619. 
8240. 



,3232, 
.7186, 
.7738, 
.8344 



. Seq. ID OJ990520_04 .9A15.C9 
Strand + 
End 9035 
Method TBLASTX : Cress 
End 8344 
Score 47 
4378. .4 554, 5080. .5157, 6620. .67 66, 
7108. .7185, 7296. .7433, 7304. .7405, 
7816. .7995, 7842. .8006, 8090. .8185, 



Seq. No. 11421 

Gene No. 24216 

Start- 1 

Name OJ990520_04 . 9A15 . C9 . o3 . tm 

Start 3197 

GI none 

Exons 3197.. 3229, 3199.. 3228, 3224, 
3410. .3535, 3415. .3543, 3417, 



■Seq. ID OJ990520_04,9A15.C9 

Strand + 

End 9035 

Method TBLASTX: Maize 

End 354 6 

Score 49 

.3343, 3233.. 3334, 3235.. 3336, 
.3479, 3418. .3546 



Seq. No. 11421 

Gene No. 24216 

Start 1 

Name OJ990520_04 . 9A15 . C9 . o2 . ts 

Start 3233 

GI none 

Exons 3233.. 3337, 3233.. 3325, 3235, 



Seq. ID OJ990520_04.9A15.C9 

Strand + 

End 9035 

Method TBLASTX : Soybean 

End 3711 

Score 141 

.3336, 3415. .3711, 3415. .3588 



Seq. No. 11421 

Gene No. 24216 

Start 1 

Name OJ990520_04 . 9A15 . C9 . o3 . tc 

Start 3233 



Seq. ID OJ990520_04.9A15.C9 

Strand + 

End 9035 

Method TBLASTX : Cress 

End 3543 



11899 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 138 

3233. .3343, 3235. .3336, 3415. .3543, 3415. .3495 



11421 
24216 
1 

OJ990520_04 . 9A15 . C9 . o3 . ts 
4 428 
none 

4428. .4622, 4429. .4638, 4615. .4674 



Seq. ID OJ990520_04.9A15.C9 



Strand 
End 

Method 
End 
Score 



+ 

9035 

TBLASTX : Soybean 

4674 

199 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11421 
24216 
1 

OJ990520_04. 

4548 

none 

4548. .4718, 
4808. .4969, 



9A15.C9.o2.tw 



4552. .4719, 
5080. .5112, 



4552 
5089 



Seq. ID OJ990520_04.9A15.C9 

Strand + 

End 9035 

Method TBLASTX : Wheat 

End 5112 

Score 197 
.4719, 4788. .4937, 4803. .4970, 
,5112 



Seq. No. 11421 
Gene No. 24216 
Start 1 

Name 0 J9 9 0 5 2 0_0 4 . 9A1 5 . C 9 . o 1 . tm 

Start 5080 
GI none 

Exons 5080.. 5157, 7088.. 7186, 7090, 

7296. .7436, 7297. .7452, 7496. 
7513. .7740, 7818. .7997, 7819. 
8093. .8185, 8240. .8347, 9002, 



Seq. ID OJ990520_04 . 9A15.C9 

Strand + 

End 9035 

Method ■ TBLASTX : Mai ze 

End ■ 9034 

Score 70 

.7188, 7090. .7185, 7296. .7442, 
.7726, 7509. .7739, 7511. .7747, 
.7995, 8091. .8159, 8092. .8346, 
.9034 



Seq. No. 11421 

Gene No. 24216 

Start 1 

Name OJ990520_04 . 9A15 . C9 . o2 . tm 

Start 5754 

GI none 

Exons 5754.. 5795, 5874.. 5960, 5874. 

6051.. 6392, 6052.. 6393, 6160. 



•Seq. ID OJ990520_04 . 9A15.C9 

Strand + 

End 9035 

Method TBLASTX : Mai ze 

End 6405 

Score 37 

.5966, 6050. ,6385, 6051, ,6386, 
.6405 



Seq. No. 11421 

Gene No. 24216 

Start 1 

Name OJ990520_04 . 9A15 . C9 . o2 . tc 

Start 5883 

GI none 

Exons 5883.. 5960, 
6517. .6615 



Seq. ID OJ990520_04.9A15.C9 

Strand + 

End 9035 

Method TBLASTX : Cress 

End 6619 

Score 91 

6051.. 6365, 6051.. 6182, 6065.. 6355, 6509.. 6619, 



Seq. No. 11421 - Seq. ID 

Gene No. 24216 Strand 

Start 1 ■ End 

Name OJ990520_04 . 9A15 . C9 . ol . gp Method 

Start 6167 End 

GI 28016_1.R1084 Score 

Exons 6167.. 6383, 6473.. 6629 

GI Descrip. '3426037 2.0e-46 {AC005168) putative ABC transporter protein 



OJ990520_04.9A15.C9 
+ 

9035 
AAT/GAP 
6629 
647 



11900 





[Arabidopsis thaliana] ' 






Seq. No. 


11421 


Seq. ID 


OJ990520_04 .9A15.C9 


Gene No. 


24216 


Strand 


+ 


otart 


1 


bna 


Q n "3 c: 


Name 


ojyyubzU 04 . yAio . cy . o4 . tm 


Method 


TBLASTX : Ma i ze 


Start 


bolo 


hna 


D / 15 


GI 


none 


Score 


o o o 
Zoo 


Exons 


do1o..d/1D/ bOl/..D/14 






Seq. No. 


11421 


Seq. ID 


OJ990520_04.9A15.C9 


Gene No. 


24216 


Strand 


+ 


Start 


1 


End 


9035 


Name 


(jjyyuozu U4 . yAio . uy . oi . tw 


Method 


TBLASTX: Wheat 


Start 


DO o4 


End 


7733 


GI 


none 


Score 


199 


Exons 


DDJ4..D/DZ, DDJO-.D/DD, /iUU 


..7186, 7296. .7433, 7298. .7405 




/ 0 u y - . / /Jo 






beq. No. 


T 1 /I O T 


Seq. ID 


OJ990520_04 .9A15.C9 


Gene No . 


Z 4 Z 1 D 


Strand 


+ 


Start 


1 


End 


9035 


Name 


OJ990520_04 . 9A15 . C9 . o2 . gp 


Method 


AAT/GAP 


Start 


T O O 


End • 


7990 


GI 


uC-osf Icypl01a04bl 


Score 


769 


Exons 


T-^OO T/'^O TCTI TTTO TDOI 

7383. .7432, ,7511. .7738, 7821 


. .7990 




GI Descrip. 


3426037 7 . Oe-37 {AC00d168) 


putative ABC transporter prote. 




[Arabidopsis thaliana] * 






Seq. No. 


11421 


Seq. ID 


OJ990520_04 .9A15.C9 


Gene No. 


24216 


Strand 


+ 


Start 


1 


End 


9035 


Name 


OJyyOoZO U4 . yAlo . C9 . o3 . tw 


Method 


TBLASTX: Wheat 


Start 


/ 830 


End 


8170 


T 

bl 


none 


Score 


200 


Exons 


TOon Tnn>i too/i Tnnc onnn 

/830, . /yy4, /834. . /yyb, 8oyo 


. .8170 




beq. No. 




Seq. ID 


OJ990520_04 . 9A15.C9 


Gene No . 


9 /I 9 1 ^; 

Z 41 Z 1 o 


Strand 


+ • 


Start 


1 


End 


9035 


Name 


OJ990520_04 . 9A15 . C9 . o3 . gp 


Method 


AAT/GAP 


btar t 


0 loo 


End 


9035 


01 


Llb34 / /-UUz-rl-Kl-bo 


Score 


364 


Exons 


oioc o'D>iT nnnc nriTc 
oloo..834/, y00o..y03o 






GI Descrip. 


34zdOJ/ O.Oe-34 ( AC U 0 0 1 0 o ) 


putative ABC transporter prote. 




[Arabidopsis thaliana] * 






beq. NO. 


1 1 /I o o 
1 14ZZ 


Seq. ID 


OJ990520_04.9A15.Cli 


Gene No..j 


24217 


Strand 


-f 


Start 


1 


End 


545 


Name 


OJ990520 04.9A15.C10.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


286 


GI 


6539570 


Score 


74 


Exons 


1..62, 220. .286 






GI Descrip. 


{AP000836) hypothetical protein [Oryza 


sativa] 


Seq. No. 


11422 


Seq. ID 


OJ990520_04 . 9A15.C1( 



11901 



Gene No. 24217 Strand + 

Start 1 End 545 

Name OJ990520_04 . 9A15 . CIO . ol . gs Method GENSCAN 

Start 123 End 545 

GI none Score . 6 

Exons 123.. 286, 374.. 545 



Seq. No. 11422 Seq. ID 

Gene No. ' 24218 Strand 

Start 1025 End 

Name OJ990520_04 . 9A15 . CIO . o2 . gs Method 

Start 1025 End 

GI none Score 

Exons 1025.. 1100 



OJ990520_04 . 9A15 .'ClO 

1100 
GENSCAN 
1100 
. 67 



Seq. No. 11423 Seq. ID 

Gene No. 24219 Strand 

Start 220 End 

Name OJ990520_04 . 9A15 . Cll . ol . gs Method 

Start 220 End 

GI none Score 

Exons 220.. 267, 432.. 485 



OJ990520_04 . 9A15,C11 
+ 

485 

GENSCAN 

485 

.49 



fil 

,' ST 

SI. 

U 
Id 

m 

Q 

"'"'4 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



start 
Name 
Start 



GI 

Exons 

GI Descrip. 



11423 Seq. ID OJ990520_04 . 9A15 . Cll 

24220 Strand 

400 End 551 

O'J990520_04 . 9A15 . Cll . ol . np Method AAT/NAP 

400 End 551 

3024764 Score 64 

400. .551 

UBIQUITIN CARBOXYL-TERMINAL HYDROLASE 5 (UBIQUITIN THIOLESTERASE 
5) (UBIQUITIN-SPECIFIC PROCESSING PROTEASE 5) ( DEUBIQUITINATING 

ENZYME 5) (ISOPEPTIDASE T) gi 13287373 (AC002397) ISOT [Mus 
musculus] 



11424 Seq. ID 

24221 Strand 

1 End 

OJ990520_04 . 9A15 . C12 . ol . np Method 

1 End 

4507849 Score 



OJ990520_04.9A15.C12 
+ 

1366 
AAT/NAP 
1366 
191 



1..71, 567. .644, 774. .1020, 1170. .1366 
ubiquitin specific protease 13 (isopeptidase T-3) 
gi|2501459|sp|Q92995|UBPD_HUMAN UBIQUITIN CARBOXYL-TERMINAL 
HYDROLASE 13 (UBIQUITIN THIOLESTERASE 13) (UBIQUITIN-SPECIFIC 
PROCESSING PROTEASE 13) (DEUBIQUITINATING ENZYME 13) 
(ISOPEPTIDASE T-3) (ISOT-3) gi 11658463 (U75362) isopeptidase T-3 
[Homo sapiens] 



Seq. No. 11424 Seq. ID 

Gene No. 24221 Strand 

Start 1 End 

Name OJ990520_04 . 9A15 . C12 . ol . tm Method 

Start 563 End 

GI none Score 
Exons 



OJ990520_04 . 9A15 . C12 
+ 

1366 

TBLASTX: Maize 

1304 

113 



563. .652, 564. .644, 771. .989, 773. .988, 1019. .1105, 1041. .1118, 
1046. .1105, 1168. .1296, 1174. . 1284, 1176. .1304, 1214. .1303 



11902 



Seq. No. 11424 

Gene No. 24221 

Start 1 

Name OJ990520_04 . 9A15 . C12 . ol . gs 

Start 564 

GI none.-... 

Exons 564;V644, 774.. 972, 1014.. 1104 

Seq. No. 11424 

Gene No. 24221 

Start 1 

Name OJ990520_04 , 9A15 . C12 . ol . ts 
Start - 566 

GI none 
Exons 



Seq. ID OJ990520_04.9A15.C12 

Strand + 

End 1366 

Method GENSCAN 

End 1104 

Score .89 



Seq. ID OJ990520_04.9A15.C12 
Strand + 

1366 

TBLASTX: Soybean 
1280 
107 



End 

Method 
End 
Score 

566. .652, 567. .644, 771. .989, 773.-976, 859. .993, 1013. .1105, 
1185. .1280 



Seq. No. 11424 

Gene No. 24221 

Start 1 

Name OJ990520_04 . 9A15 . C12 . ol . tw 

Start 932 

GI none 

Exons 932.. 970, 933.. 989, 1019.. 1105, 1044.. 1106, 1046.. 1105, 
1174.. 1299, 1176.. 1304 



Seq. ID OJ990520_04.9A15.C12 

Strand + 

End 1366 

Method TBLASTX : Wheat 

End 1304 

Score 66 



Uf 



Seq. No. 11425 

Gene No. 24222 

Start 1011 

Name OJ990520_04 . 9A15 . C13 . ol . gs 

Start 1011 

GI none 

Exons 1011.. 1112, 1639.. 1733, 1886, 



Seq. ID OJ990520_04.9A15.C13 

Strand + 

End 2198 

Method GENSCAN 

End 2198 

Score .51 
.2198 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



11425 
24223 
11539 

OJ990520_04 . 9A15 . C13 . o4 . gs 

11539 

none 



Seq. ID OJ990520_04.9A15.C13 

Strand + 

End ' 13517 

Method GENSCAN ' 

End 13517 

Score .49 



11539. .11617, 12867. .12973, 13257. .13517 



11425 
24224 
9008 

OJ990520_04 . 9A15 . C13 . o3 . gs 

9008 

none 

9008.. 9161, 9279.. 9349 



Seq. ID OJ990520_04.9A15.C13 
Strand 

End 9349 

Method GENSCAN 

End 9349 

Score .89 



Seq. No. 11425 

Gene No. 24225 

Start 15461 

Name OJ990520_04 . 9A15 . C13 . o5 . gs 

Start 15461 

GI none 



Seq. ID OJ990520_04.9A15.C13 
Strand 

End 15593 

Method GENSCAN 

End 15593 

Score .47 



11903 




Exons 15461. .15593 



O c . IMtJ . 


1 1 d 9 

X X *i ^ D 


O C . XL/ 


n.TQQ0S9n 04 


QA1 S 


PI 4 

. X 4 




^ *i ^ ^ U 


'^t 7"^ nH 

O L X dilLi. 










4 fi 
J 4 0 




R4 1 


















C4- -a y~i- 
■ O Lai L 


^4 ft ~~ 

J T 0 


CjLlKJt 


S4 1 

J 1 X 








none 




Q7 






17" "V /"* n o 


^4R '^Q'^ ^QQ S41 










Seq. No. 


11426 


Seq. ID 


OJ990520_04 


. 9A15 


.C14 




24227 


strand 










124 


End 


S4 1 

J 1 X 








OJ990520 04.9A15.C14.ol.np 


Method 


naT /MAP 






a 7-1- 


124 


End 


S4 1 

J 1 X 








6539570 


Score 


227 






Exons 


124. .190, 348. .541 










ox ut^o^x x^ • 


(AP000836) hypothetical protein [Oryza 


Q ^ "1" "i v;^ 1 
o a L. X V a J 






O C • L\\J t 


11426 


Seq. ID 


OJ990520 04 


. 9A15 


.014 


Gene No. 


24228 


Strand 








Start 


1048 


End 


2584 






Naiue 


OJ990520 04.9A15.C14.o2.np 


Method 


naT /MAP 








678 


End 








P T 


6630699 


Score 








HiXons 


678. .775, 1117. .1353 










"X ^ c V* 1 1^ 
Kj± uescx ip . 


(AP000969) hypothetical protein [Oryza 


sativa J 








gil 6721536 Idbj IBAA89566.1 | 


(AP001073) : 


nypo Ln6 L xcdx 


protein 




[Oryza sativa] 










O c . IN U . 


11426 


Seq. ID 


n.TQQns9n 04 


. 9A15 


.014 




24228 


Strand 








O uax U 


1048 


End 


<^ O O I 








OJ990520 04.9A15.C14.o2.gs 


Method 


vj Cj Ln O k-'rlLN 






O U dX L. 


1048 


End 


<i. J O rt 






\JX 


none 


Score 








Exons 


1048. .1344, 2405. .2584 












11427 


Seq. ID 


OiTQQ0S90 04 


. 9A15 


.015 




24229 


Strand 








O Lax L 


275 


End 


4 4 fi^ 

*3 *1 D O 






Nsme 


OJ990520 04. 9A15.C15.ol.gs 


Method 


PPM^P AM 






o LaX L 


275 


End 


4^9^ 






PT 
oX 


none 


Score 


4 1 

. 4 X 






iiiXorib 


275. .394, 1514. .2228, 2581. 


.3091, 3408 


. .4323 






Seq. No. 


11427 


Seq. ID 


OJ990520_04 


.9A15 


.015 




24229 


Strand 








oLar L 


275 


End 


4466 






Name 


OJ990520 04. 9A15.C15.ol.np 


Method 


AAT/NAP 






Start 


503 


End 


4466 






GI 


4539357 


Score 


1507 






Exons 


503.. 3300, 3393.. 3699, 3803 


..3935, 4146. .4466 






GI Descrip. 


(AL049525) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


11427 


Seq. ID 


OJ990520_04 


. 9A15 


.015 


Gene No. 


24229 


Strand 









11904 












4 4 fifi 

*j 4 D D 




Na.iu© 






Mo "t" 












HjIIvJ, 


1 0 

X U J X 




PT 


none 




Score 


fiO 

DU 




Exons 


<^'^9 ft'^9 709 fl'^'^ 


1 0^1 
. . X U O X 








Seq. No. 


11427 




Seq. ID 


OJ990520_04.9A15. 


C15 


Gene No. 


24229 




Strand 








97 S 




FnH 


4 4 fif^ 




Name 






L^J fc; L, 1 1 0 


1 DJ_i/-i.O i A. . WilCd U 




o cart. 


DO / 






1 04 

X U *a D 






none 




Score 


9 (^9 

Z DZ 
















o e cj . IN u . 


11427 




Seq. ID 


O.TQQ0R90 0 4 QA1 S 


n s 

V>-/ X *J 


Gene No. 


24229 




Strand 






Start 


275 




End 


4466 




Name 


OJ990520 04 .9A15.C15.ol, 


.tm 


Method 






ocari. 


776 




End 


1 7 fiR 




PT 


none 




Score 


D O 




Exons 


776. .802, 866. .1102, 1166. .1276, 1298 


1S7Q 1^9(^ 140Q 






14Q4 1 R77 1 f^l 17^^R 










Seq. No. 


X X fi Z / 




Seq. ID 


OJ990520_Q4 . 9A15. 


C15 


Gene' No. 


9 4 9 9 Q 

Z fi Z Z J 




Strand 






o rar L 


^ t D 




End 


4 1 D D 




Name 


nTQQ0S9n 04 QZil R PI R r^"?. 


t US 


Method 


i DXi/io i A . ooyjDean 






1292 




End 


1 R 7 Q 
X O / 






none 




Score 


1 n 0 

X o u 






1292. .1579 










Seq. No. 


11427 




Seq. ID 


OJ990520_04 . 9A15. 


C15 


Gene No. 


24229 




Strand 








275 




End 


4466 




Name 


OJ990520 04 .9A15.C15.ol, 


.tw 


Method 


TBLASTX: Wheat 




ouai u 


1343 




End 


1723 






none 




Score 


121 




Exons 


1343. .1510, 1344. .1517, 


1505. , 


.1723, 1632.. ,1709 




Seq. No. 


11427 




Seq. ID 


OJ990520_04.9A15. 


C15 


Gene No. 


24229 




Strand 






O Let I. U 


275 




End 


4466 




Name 


OJ990520 04.9A15.C15.o2, 


.ts 


Method 


TBLASTX : Soybean 






1943 




End 


2317 




P T 


none 




Score 


87 




T* V c 


1943.. 2239, 2225.. 2317 










oeq . lno . 


11428 




Seq. ID 


OJ990520_04.9A15. 


PI 


Gene No . 


24230 




Strand 


+ 




Start 


4335 




End 


4499 




Name 


OJ990520 04 .9A15.C16.ol. 




Method 


AAT/GAP 




Start 


4335 




End 


4499 




GI 


uC-osflcyp084c07al 




Score 


220 




Exons 


4335. .4499 










GI Descrip. 


'5042437/gb|AC007789.1|AC007789 l.Oe-29 Oryza sativa BAG 


; T49B20 



genomic sequence, complete sequence' 



11905 



Seq. No. 11428 

Gene No. 24231 

Start 120 

Name OJ990520_04 . 9A15 . C16 . ol . gs 

Start ' 120 

GI none 

Exons 120.. 975 



Seq. ID OJ990520_04.9A15.C16 
Strand 

End 975 

Method GENSCAN 

End 975 

Score .64 



Seq. No. 11428 

Gene No. 24232 

Start ^ 2201 

Name OJ990520_04 . 9A15 . C16 . o2 . gs 

Start 2201 

GI none 
Exons 



Seq. ID OJ990520_04.9A15.C16 
Strand 

End 4302 

Method GENSCAN 

End 4302 

Score .55 



2201. .2399, 3713. .3861, 3880. .3997, 4160. .4302 



Seq. No. 
Gene No. 
Start 
Name 
Start 

i 

: Exons 

• GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990520_04.9A15.C19 
Strand + 

552 

AAT/GAP 
552 
68 



11429 
24233 
478 

OJ990520_04 . 9A15 . C19 . ol . gp 
478 

LIB34 32-029-P1-K1-E3 
478. .552 

»5803269/dbj IBAA83579.il l.Oe-18 (AP000399) hypothetical protein 
[Oryza sativa] ' 



End 

Method 

End 

Score 



11429 
24234 
450 

OJ990520_04 . 9A15 . C19 . ol . gs 

450 

none 

450. .549 



Seq. ID OJ990520_04.9A15.C19 
Strand 

End 54 9 

Method GENSCAN 

End 54 9 

Score .71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



11430 
24235 . 
1 

OJ990520_04 . 9A15 . C21 . ol . np 
1 

4914452 
1..171, 275. .398 

{AL050398) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990520_04.9A15.C21 
Strand 

End 398 

Method AAT/NAP 

End ' 398 

Score 228 



11431 
24236 
1 

OJ990510_03. 9A14.Cl.ol.np 
1 

6539586 
1. .709 

{AP000837) hypothetical protein [Oryza sativa] 



Seq. ID OJ990510_03.9A14.C1 
Strand 

End 709 

Method AAT/NAP 

End 709 

Score 8 60 



11431 
24236 
1 

OJ990510_03.9A14.Cl.ol.gs 
70 



Seq. ID OJ990510_03. 9A14 .CI 
Strand 

End 709 

Method GENSCAN 

End 68 6 



11906 




GI 


none 




Score 


. 52 


Exons 


70. . 686 








Seq. No. 


11432 




Seq. ID 


OJ990510_03.9A14 .C2 


Gene No. 


24237 




Strand 


+ 


Start 


481 




End 


840 


Name 


OJ990510_03. 9A14 .C2. 


ol . gp 


Method 


AAT/GAP 


Start 


481 




End 


689 


GI 


569440 




Score 


326 


Exons 


481 . . 689 








Seq. No. 


* 11432 




Seq. ID 


OJ990510_03. 9A14 .C2 


Gene • No. 


24237 




Strand 


+ 


Start 


481 




End 


840 


Name 


OJ990510_03 , 9A14 . C2 . 


ol . gs 


Method 


GENSCAN 


Start 


518 




End 


796 


GI 


none 




Score 


. 64 


Exons 


518, .796 








Seq. No. 


11432 




Seq. ID 


OJ990510_03. 9A14 .C2 


Gene No. 


24237 




Strand 


+ 


Start 


481 




End 


840 


Name 


OJ990510_03.9A14.C2. 


ol.np 


Method 


AAT/NAP 


Start 


54 2 




End 


840 


GI 


629800 




Score 


234 


Exons 


542. .840 








GI Descrip. 


pir7b protein?'- rice 


! gi|4987 


47 |emb|CAA84024 1 (Z34270) Pir7b 




[Oryza sativa] 








Seq. No. 


11433 




Seq. ID 


OJ990510_03.9A14.C3 


Gene No. 


24238 




Strand 


+ 


Start 


1 




End 


314 


Name 


OJ990510_03.9A14.C3. 


ol . np 


Method 


AAT/NAP 


Start 


1 




End 


314 


GI 


3242730 




Score 


176 


Exons 


1 . . 314 








GI Descrip. 


{AC003040) putative 


acetone- 


cyanohydrin lyase [Arabidopsis 




thaliana] 








Seq. No. 


11433 




Seq. ID 


OJ990510_03.9A14 .C3 


Gene No. 


24238 




Strand 


+ 


Start 


1 




End 


314 


Name 


OJ990510_03. 9A14 .03. 


ol .gs 


Method 


GENSCAN 


Start 


159 




End 


311 


GI 


none 




Score 


.57 


Exons 


159. . 311 








Seq. No. 


11433 




Seq. ID 


OJ990510_03. 9A14 .C3 


Gene No. 


24239 




Strand 


+ .. 


Start 


4979 




End 


5989 


Name 


OJ990510 03.9A14.C3. 


ol.gp 


Method 


AAT/GAP 


Start 


4979 




End 


5334 


GI 


2801069 




Score 


506 


Exons 


4979. .5334 









GI Descrip. 24 98779/sp | Q4 3360 | PI7B_0RYSA 5.0e-10 PIR7B PROTEIN 

>gi_629801_pir S47087 pir7b protein - rice 

>gi_498745_emb_CAA84026__ (Z34271) Pir7b [Oryza sativa] 



11907 



Seq. No. 11433 

Gene No. 24239 

Start 4979 

Name OJ990510_03 . 9A14 . C3 . o2 . np 

Start 5094 

GI 3242731 

Exons 5094.. 5484, 5597.. 5989 

GI Descrip. {AC00304 0) putative acetone-cyanohydrin lyase [Arabidopsis 
thaliana] 



Seq. ID OJ990510_03.9A14.C3 

Strand + 

End 5989 

Method AAT/NAP 

End 5989 

Score 4 67 



Seq. No. 11433 

Gene No. 24240 

Start 765 

Name OJ990510_03 . 9A14 . C3 . o2 . gs 

Start 765 

GI none 

Exons 765.. 992, 1039.. 1098 



Seq. ID OJ990510_03.9A14.C3 
Strand 

End 1098 

Method GENSCAN 

End 1098 

Score .45 



Seq. No. 
Gene No. 
Start 
Name 
l\ Start 
fl GI 



r\l Exons 

; a? 



11433 
24241 
5046 

OJ990510_03. 9A14 .C3.ol.tm 
27 

none 



Seq. ID OJ990510_03.9A14.C3 
Strand 

End 8395 • 

Method TBLASTX : Mai ze 

End 5872 

Score 141 



27. .191, 27. .191, 5587. .5724, 5588. .5872, 5774. .5872 



'r: Seq. No. 11433 

4' Gene No. 24241 

h-l Start 504 6 

ry Name OJ990510_03 . 9A14 . 03 . o2 . tc 

Start 27 

GI none 
Exons 



Seq. ID OJ990510__03.9A14.C3 
Strand 

End 8395 

Method TBLASTX : Cress 

End 5971 

Score 158 



27. ,290, 5657. .5971, 5662. .5712, 5783. .5950, 5788. .5970 



h= Seq. No, 
ill Gene No. 
n Start 
'111 Name 

Start 

GI 

Exons 



11433 
24241 
5046 

OJ990510_03. 9A14 .C3.o3.gs 

5046 

none 



Seq. ID OJ990510_03.9A14.C3 
Strand 

End . 8395 

Method GENSCAN 
End 8395 
Score . 67 



5046. .5438, 5527. .5748, 5756. .5826, 5861. .5982, 6836. .7131, 
8005. .8295, 8336. .8395 



Seq. No. 11433 

Gene No. 24241 

Start 5046 

Name OJ990510_03 . 9A14 . C3 . o2 . tm 

Start 5118 

GI none 
Exons 



Seq. ID OJ990510__03. 9A14 .C3 
Strand 

End 8395 

Method TBLASTX : Maize 

End.. 5468 

Score 7 6 



5118. .5183, 5289. .5354, 5343. .5468, 5344. .5448 



Seq. No. 11433 

Gene No. 24241 

Start 5046 

Name OJ990510_03 . 9A14 . C3 . ol . tc 

Start 5121 



Seq. ID OJ990510_03. 9A14 .C3 
Strand 

End 8395 

Method TBLASTX : Cress 

End 5472 



11908 




\j ± 


none 






Score 


139 




*J J. . . U ^ ^ O f 


SI 9fi S9nn 


S9R Q 


..5345, 5343. .5471, 5344. .5472 


Seq. No. 


11433 






Seq. ID 


OJ990510_03.9A14.C3 


Gene No. 


24241 






Strand 






J U U 






End 


8395 


Nsine 








Method 


TBLASTX : Soybean 




SI 91 ~ " 






End 


5704 




none . 






Score 


125 




S191 S99ft 


SI 9? S9nn 


S9ft Q 


..5354, 5344. .5472, 5594. .5704 


Seq. No. 


11433 






Seq. ID 


OJ990510_03.9A14 .C3 


Gene No. 


24241 






Strand 






O U *i \J 






End 


8395 


N3rne 




Qai 4 n1 


w 


Method 


TBLASTX: Wheat 




SI 7fi ~ 
X J o 






End 


5451 


CI 








Score 


110 


Hi iO 


Sl^fi S99ft 


SI 4 4 S9nn 


S9ft 

^ ^1 o u * 


.5342, 5346. .5450, 5347. .5451 


O ^ L]^ . LNO . 


X X *1 sJ 






Seq. ID 


OJ990510_03. 9A14 .C3 




24241 






Strand 




Start 


5046 






End 


8395 


Name 


OJ990510 03. 


9A14.C3.o2. 


gp 


Method 


AAT/GAP 


o La J- L 


5531 






End 


5585 




LIB3434-051- 


■P1-K1-G8 




Score 


67 


Exons 


5531. .5585 










KjI uesciTip. 


'5670155/gb|AF161269.1 IAF161269 4.0e-86 Oryza sativa subsp 




japonica BAG 


: clone 34K24, complete sequence' 


O c q . LN O . 


11434 






Seq. ID 


OJ990510_03. 9A14 .C4 


Gene No. 


24242 






Strand 


+ 


Start 


1866 






End 


6035 




OJ990510 03. 


9A14.C4.ol. 


np 


Method 


AAT/NAP 


O L d I. L 


1866 






End 


6035 




4234852 






Score 


4442 


Exons 


1866. .2026, 


2069. .6035 










{AF082133) gag-pol polyprotein [Zea mays] 




11434 






Seq. ID 


OJ990510_03.9A14 .C4 


Gene No. 


24242 






Strand 


+ 


Start 


1866 






End 


6035 


Name 


OJ990510 03. 


9A14.C4.ol. 


tm 


Method 


TBLASTX: Maize 


O L. d J. L 


1958 






End 


2969 




none 






Score 


588 




1958. .2536, 


1959. .2567, 


2577. 


.2708, 2648.. 2689, 2813.. 2863. 




2904. .2969 










Sea No 


11434 






Seq. ID 


OJ990510_03.9A14 .C4 


Gene No. 


24242 






Strand 


+ 


Start 


1866' 






End 


6035 


Name 


OJ990510 03. 


9A14.C4.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


2889 






End 


3326 


GI 


none 






Score 


115 


Exons 


2889. .3086, 


3156. .3326, 


3188. 


.3310 





Seq. No. 11434 Seq. ID OJ990510_03 . 9A14 . C4 

Gene No. 24242 Strand + 



11909 



start 1866 

Name " OJ990510_03 . 9A14 .C4 . o2 . ts 

Start 3183 

GI none 

Exons 3183.. 3569, 3194.. 3400 

Seq. No. 11434 

Gene No. 24242 

Start 1866 

Name OJ990510_03 . 9A14 . C4 . o2 . tw 

Start 3345 

GI none 

Exons 3345.. 3584, 3359.-3583, 3373. 

3908.. 3982, 3909.. 4007 



End 6035 

Method TBLASTX : Soybean 

End 3569 

Score 344 



Seq. .ID . OJ990510_03.9A14 .C4 

Strand + 

End . 6035 

Method TBLASTX : Wheat 

End 4007 

Score 252 

.3591, 3624. .3929, 3647. .3907, 



Seq. No. 11434 Seq. ID 

Gene No. 24242 Strand 

Start 1866 End 

Name OJ990510_03 . 9A14 . C4 . o4 . tm Method 

Start 3360 End. 

GI none Score 

Exons 3360.. 3584, 3633.. 3818, 3635.. 3796 



OJ990510_03. 9A14 .04 
+ 

6035 

TBLASTX: Maize 

3818 

128 



Seq. No. 11434 Seq. ID 

Gene No. 24242 . . Strand 

Start 1866 End 

Name OJ990510_03 9A14 . C4 . o2 . tc Method 

Start 3624 End 

GI none Score 

Exons 3624.. 3824, 3837.. 4004 



OJ990510_03.9A14 .C4 
+ 

6035 

TBLASTX: Cress 

4004 

123 



Seq. No. 11434 Seq. ID 

Gene No. 24242 Strand 

Start 1866 End 

Name OJ990510_03 . 9A14 . C4 . o4 ; ts Method 

Start 3624 End 

GI none Score 

Exons 3624.. 3833, 3626.. 3805, 3837.. 4010 



OJ990510_03.9A14 .04 
+ 

6035 

TBLASTX : Soybean 

4010 

186 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11434 
24242 
1866 

OJ990510_03.9A14.04.ol.ts 

4521 

5509260 

4521. .4958, 4610. .4882, 4925, 



11434. 
24242 
1866 

OJ990510 03.9A14.04.ol.tc 



4608 
none 
4608. 



Seq. ID 

Strand 
End 

Method 
End 
Score 
.4957 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990510_03.9A14.O4 
+ 

6035 

TBLASTX : Soybean 

4958 

365 



OJ990510_03.9A14.C4 
+ 

6035 

TBLASTX: Cress 

4868 

249 



4868, 4610. .4846 



Seq. No. 



11434 



Seq. ID OJ990510_03.9A14 .04 



11910 




Gene No. 


24242 








Strand 


+ 




Start 


1866 








End 


6035 




Name 


OJ990510 03 . 


9A14 


. C4 . ol . 


t w 


Method 


TBLASTX: Wheat 




Start 


4649 ~ 








End 


5429 




GI 


none 








Score 


364 




Exons 


4649. .4996, 


4650 


. . 4 994, 


4650. 


.5003, 4979. .5425, 4980. .5429 


Seq. No. 


11434 








Seq. ID 


OJ990510_03.9A14 


.04 


Gene No. 


24242 








Strand 


+ 




Start 


1866 








End 


6035 




Name 


OJ990510 03. 


9A14 


. C4 . o3 . 


tm 


Method 


TBLASTX: Maize 




Start 


4650 ~ 








End 


5093 




GI 


none 








Score 


275 




Exons 


4650. .4958, 


4667 


. .4957, 


4992. 


.5093 






Seq. No. 


11434 








Seq. ID 


OJ990510 03.9A14 


.04 


Gene No. 


24242 








Strand 


+ 




Start 


1866 








End 


6035 




Name 


OJ990510 03. 


9A14 


.04 .o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


5094 ~ 








End 


5525 




GI 


none 








Score 


81 




Exons 


5094 . . 5255, 


5229 


. . 5525, 


5369 . 


.5524 






Seq. No. 


11434 








Seq. ID 


OJ990510_03.9A14 


.04 


Gene No. 


24242 








, Strand 


+ 




Start 


1866 








End 


6035 






OJ990510 03 


9A14 


. C4 . o3 . 


ts 


Method 


TBLASTX : Soybean 




Start 


5415 ~ 








End 


5981 




GI 


none 








Score 


131 




Exons 


5415 . . 5597, 


5606 


. . 5707, 


5610 . 


.5801, 5790.. 5981 




Seq. No. 


11434 








Seq. ID 


OJ990510_03.9A14 


.04 


Gene No. 


24242 








Strand 


+ 




Start 


1866 








End 


6035 




Name 


OJ990510 03 


9A14 


. C4 . o5 . 


tm 


Method 


TBLASTX: Maize 




Start 


5538 ~ 








End 


5996 




GI 


none 








Score 


55 




Exons 


5538 . . 5597, 


5580 


. . 5756, 


5805. 


.5996 






Seq. No. 


11434 








Seq. ID 


OJ990510_03.9A14 


.04 


Gene No. 


24242 








Strand 


+ 




Start 


1866 








End 


6035 




Name 


OJ990510 03. 


9A14 


.C4 .o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


5581 ~ 








End 


5984 




GI 


none 








Score 


51 




Exons 


5581. .5694, 


5585 


. . 5818, 


5589. 


.5984 






Seq. No. 


11435 








Seq. ID 


OJ990510_03.9A14 


.05 


Gene No. 


^.24243 








Strand 


+ 




Start 


460 








End 


1056 




Name 


OJ990510 03. 


9A14 


.05. ol . 


y ^ 


Method 


GENSOAN 




Start 


4 60 








End 


1056 




GI 


none 








Score 


.46 




Exons 


460. .608, 614. .706, 985 


. .1056 








Seq. No. 


11436 








Seq. ID 


OJ990510_03.9A14 


.06 


Gene No. 


24244 








Strand 


+ 





11911 



start 
Name 
Start 
GI 

Exons 



OJ990510_03 . 9A14 . C6 . ol . gs 
66 



66 End 

Method 
End 

none Score 
66. .513, 1788. .2098, 3252. .3419, 3503. 
3830. .3899, 4523. .4921 



4921 
GENSCAN 
4921 
.62 

.3542, 3646.. 3757, 



Seq. No. 11436 Seq. ID OJ990510_03 . 9A14 . C6 

Gene No. 24245 Strand + 

Start 5700 End 6412 

Name OJ990510_03 . 9A14 . C6 . ol . gp Method AAT/GAP 

Start 5700 End 6412 

GI 4219_1.R1084 Score 1131 

Exons 5700. . 6412 

GI Descrip. M 4 90321/emb | CAB38705 . 1 | 2.0e-09 (AJ011604) nitrate transporter 
[Arabidopsis thaliana] ' 



O c q . LN U . 


1 1 4 ? 

X X *J o o 








Seq. ID 


OJ990510_03.9A14.C6 




*! ^ *1 O 








Strand 




start 


5970 








End 


7182 


Name 


OJ990510_03 


. 9A14 , 


.C6.02. 


gs 


Method 


GENSCAN 


q-t- -rf- 

O L.CLJ- L, 










End- 


7171 












Score 


.98 


£j2\.\J Li^ 




6696, 


. .7171 








o . IN . 


1 1 4 ^fi 

J. X *i J U 








Seq. ID 


OJ990510_03.9A14.C6 




94 9 4 

^ '1 Z. rl D 








Strand 














End 


7182 


JLN dilLC 




.9A14, 


.C6.02. 


np 


Method 


AAT/NAP 


Start 


5979 








End 


7182 


GI 


4490321 








Score 


1130 


F. vr>n <^ 


5979 7182 












\D ±, L/C? O V^l. X . 


^ AJm 1 604 1 


nitrate transporter [Arabidopsis thaliana] 


Seq. No. 


11436 








Seq. ID 


OJ990510_03. 9A14 .06 


Gene No. 


24246 








Strand 




Start 


5970 








End 


7182 


Name 


OJ,990510 03 


. 9A14. 


.C6.01. 


tc 


Method 


TBLASTX: Cress 


Start 


6048 








End 


7180 


GI 


none 








Score 


242 


Exons 


6048. . 6152, 


6157. 


. .6366, 


6237. 


.6422, 6372. .6566, 6460. .6564, 




6565. . 6615, 


6601. 


. .6675, 


6605. 


.6676, 6i 


675. . 6755, 6680. . 6763, 




6881. .6952, 


6929. 


■ .7180, 


6933. 


.7082 




Seq. No. 


11436 








Seq. ID 


OJ990510_03.9A14.C6 


Gene No. 


24246 








Strand 




Start 


5970 








End 


7182 


Name 


OJ990510 03 


. 9A14. 


.C6.01. 


tm 


Method 


TBLASTX: Maize 


Start 


6048 








End 


6758 


GI 


none 








Score 


187 


Exons 


6048. .6152, 


6169. 


, .6369, 


6220. 


.6255, 6237.. 6377, 6384.. 6503, 




6487. .6567, 


6489. 


, .6566, 


6565. 


.6675, 6566.. 6673, 6680.. 6757, 




6681. .6758 












Seq. No. 


11436 








Seq. ID 


OJ990510_03.9A14.C6 


Gene No. 


24246 








Strand 




Start 


5970 








End 


7182 



11912 



Name 


OJ990510 03. 


9A14.C6.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


6108 






End 


6863 


GI 


none 






Score 


228 


P. V n T-| o 


6108 61S2 


6166 6357 


6237 


..6356, 6246.. 6359, 6363.. 6566, 




6460 6567 


6565 6597 


6566 


..6598, 6601.. 6675, 6605.. 6673, 




6680 6763 


6681 6758 


6831 

Vj O J X 


. .6863 




O C VJ ■ LM • 


114 36 






Seq. ID 


OJ990510_03.9A14.C6 


(^pnp No 


24246 






Strand 




Start 


5970 






End 


7182 


Name 


OJ990510 03. 


9A14 .C6.o2 . 


gp 


Method 


AAT/GAP 


Start 


6340 






• End 


6831 


GI 


LIB3431-054- 


■Pl-Kl-Fll 




Score 


912 


P von 

i_J ^ \J 1 1 ^ 


6340. .6831 












•2760834/gbl AAB95302. 1 | 


2.0e 


-41 (AC003105) putative nitrate 






[Arabidopsis thaliana] ' 




Seq. No. 


114^6 
± ± 1 o o 






o eq . ± u 




Gene No. 


24246 






Strand 




Start 


5970 






End 


7182 


Name 


OJ990510 03. 


9A14.C6.o2. 


tm 


Method 




Start 


6929 






End 


71 

f X OO 


GI 


none 






Score 


217 




6929. .7138 










Seq. No. 


11436 






Seq. ID 




Gene No. 


24246 






Strand 




O I. Ct J. L. 


5970 






End 


7182 


Name 


OJ990510 03. 


9A14.C6.o2. 


ts 


Method 


TBLASTX: Soybean 


o d J. L, 


6962 






End 


7138 


GI 


none 






Score 


78 


P. von 


6962. .7138, 


6975. .7082 








Seq. No. 


11437 






Seq. ID 


OJ990510_03.9A14 .C7 


Gene No. 


24247 






Strand 


+ 


Start 


624 






End 


1298 


Name 


OJ990510 03. 


9A14.C7.ol. 


gs 


Method 


GENSCAN 


Start 


624 






End 


1298 


GI 


none 






Score 


.91 


P y o n s 


624. .695, 1275. .1298 








fcj C » LN V_/ • 


11437 






Seq. ID 


OJ990510_03.9A14.C7 


Gene No. 


24248 






Strand 




Start 


200 






End 


288 


Name 


OJ990510 03. 


9A14.C7.ol. 


gp 


Method 


AAT/GAP 


Start 


200 






End 


288 


GI 


3761683 






Score 


145 


P. vnn 


200. .288 












2760834 /gb | AAB95302 . 1 | 


l.Oe-: 


12 (AC003105) putative nitrate 




transporter 


[Arabidopsis thaliana] 




Seq. No. 


11437 






Seq. ID 


OJ990510_03.9A14 .C7 


Gene No. 


24249 






Strand 




Start 


4070 






End 


4510 


Name 


OJ990510 03. 


9A14.C7.ol. 


np 


Method 


AAT/NAP 


Start 


4070 






End 


4510 


GI 


1085679 






Score 


257 



11913 




Exons 4070.. 4510 

GI Descrip. calmodulin - Macrocystis pyrifera gi | 728 609 | emb | CAA594 18 | 
(X85091) calmodulin [Macrocystis pyrifera] 



O C . IN ^J . 


J. J. rt J / 






Seq. ID 


OJ990510 


03 9A14 Cl 


oclic LNU > 


^ *i ^ U \J 






Strand 






O LdJ. L. 


O ^ ^ J 






End - 


12498 • 




Name 




QA1 4 


CI nl 


Method 


TBLASTX: 


Ma i z e 




4 088 "~ 






End 


4 450 




Kj L 


none 






Score 


35 






4nRfi 


40Q1 

*i V ^ X • 


4193 4109 


.4168, 4115. .4168, 


4176 4223 




4111 , .4260, 


4221. 


.4286, . 4222. 


.4290, 4342. .4449, 


4343. .4450, 




4356. .4421 












O C . LN U . 


J. X 1 J / 






Seq. ID 


OJ990510 


03 9A14 C7 




?4? SO 






Strand 






D L a J- 1 


o O ^ J 






End 


12498 






OJ990510 03 


9A14 . 


C7 . ol . ts 


Method 


TBLASTX: 


S o vb e a n 




4nftft ~ 

*a U O O 






End 


4450 




PT 


none 






Score 


35 




Exons 


4088. .4129, 


4114. 


.4170, 4115. 


.4168, 4176. .4223, 


4221. .4286, 




4222. .4290, 


4342. 


.4449, 4346. 


.4450 






o e q . LN o . 


1 1 4 "^7 






Seq. ID 


OJ990510 


Qfil 4 Cl 


oene lno . 


^ 4 z o u 






Strand 






o uari. 


ft T9 ^ 

O O Z J 






End 


12498 




Name 




QAl 4 


Cl ■ ol tw 


Method 


TBLASTX: 


Wheat 


o uar u 


4 Oft ft ~ 
*J u O 0 






End 


4450 




GI 


none 






Score 


42 




Exons 


4088. .4132, 


4088. 


.4129, 4115. 


.4168, 4176. .4223, 


4177. .4260, 




4991 49ftfi 


4992 


.4287, 4342. 


.4449, 4343. .4450 




O . LN . 


X X *1 J / 






Seq. ID 


OJ990510 


03 9A14 C7 




94 2 "SO 






Strand 






start 


8323 






End 


12498 




Name 




9A14 . 


C7 . o3 . gs 


Method 


GENSCAN 




Start 


8323 






End 


12498 




GI 


none 






Score 


.56 




T** von Q 


8393 8393 


11401 


...11525, 12449. .12498 






Corr Mo 


114 38 






Seq. ID 


OJ990510 


03 9A14 CIO 




^ 'i ^ ^ X 






Strand 






C-|- -1 y-J- 


4 S4 






End 


497 




Name 


n.T990S10 03 




ClO.ol.gs 


Method 


GENSCAN 




Start 


454 ~ 






End 


497 




GI 


none 






Score 


.8 




Exons 


454. .497 












Seq. No. 


11439 






Seq. ID 


OJ990510 


_03.9A14.C12 


Gene No. 


24252 






Strand 






Start 


1 






End 


636 




Name 


OJ990510 03. 


9A14 . 


C12.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


378 




GI 


4105186 






Score 


39 




Exons 


1..166, 269. 


.378 











GI Descrip. {AF044128) protoporphyrinogen oxidase PX-1 [Nicotiana tabacum] 



11914 




Seq. No. 


11439 






Seq. ID 


OJ990510_ 


_03. 


. 9A14 


.C12 


Gene No. 


24252 






Strand 










Start 


1 






End 


636 








Name 


OJ990510 


03.9A14.C12.ol. 


. as 


Method 


GENSCAN 








Start 


24 






End 


636 










none 






Score 


. 55 








Exon55 


24. .260, 


269.. 464, 571.. 


. 636 












^f^n No 


11440 






Seq. ID 


OJ990510_ 


_03. 


. 9A14 


.C13 


Gene No. 


24253 






Strand 


+ 








Start 


194 






End 


324 








Name 


OJ990510 


_03.9A14.C13.ol. 


.gs 


Method 


GENSCAN 








Start 


194 






End 


324 








GI 


none 






Score 


.51 








Exons 


194. .324 

















a 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 
ril Start 

Name 
i% Start 

GI 

''I'l Exons 

\^ GI Descrip. 



, / Seq. No. 

Gene No. 

Start 
Q Name 
r\ Start 

GI 

Exons 



11441 Seq. ID 

24254 Strand 

192 End 
OJ990510_03 . 9A14 . C14 . ol . gs Method 

192 End 

none Score 
192.. 333 



OJ990510_03.9A14.C14 
333 

GENSCAN 

333 

.7 



OJ990510 03.9A14.C16 



11442 . Seq. ID 

24255 Strand 
1 End 900 

OJ990510_03.9A14.C16.ol.np Method AAT/NAP 
1 End 900 

6498441 Score 747 

1..394, 586. .900 

(AP000815) EST C7278 6 {E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. {AF098806) [Oryza sativa] 



11442 Seq. ID 

24255 Strand 

1 End 
OJ990510_d3 . 9A14 . C16 . ol . gs Method 

110 End 

none Score 

110. .432, 472. .559, 736. .826 



OJ990510_03.9A14.C16 
900 

GENSCAN 

826 

.67 



Seq. No.- 11442 Seq. ID 

Gene No. 24255 Strand 

Start 1 End 

Name OJ990510_03 . 9A14 . C16 . ol . tw Method 

Start 610 End 

GI none Score 

Exons 610. .834, "611. .826 

Seq. No. 11443 Seq. ID 

Gene No. 24256 Strand 

Start 288 End 

Name OJ990510_03 . 9A14 . C19 . ol . gp Method 

Start 288 End 

GI LIB3479-006-Q6-K1-B11 Score 



OJ990510_03.9A14.C16 
900 

TBLASTX: Wheat 

834 

102 



OJ990510_03.9A14.C19 
+ 

716 . 
AAT/GAP 
716 
615 



11915 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



288. .716 

' 5734616/dbj I AP000391 . II AP000391 l.Oe-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



11443 Seq. ID 

24256 Strand 

288 - End 
OJ990510_03. 9A14 .C19.ol.gs Method . 

383 End 

none Score 
383. .497 



11443 Seq. ID 

24257 Strand 

1 End 4 97 

OJ990510_03. 9A14 .C19.ol.np Method AAT/NAP 

1 End 4 97 

6539570 Score 199 
1..111, 303. .497 

(AP000836) hypothetical protein [Oryza sativa] 



OJ990510_03 . 9A14 .C19 
+ 

716 . 
GENSCAN 
497 
.75 



OJ990510 03.9A14.C19 



11443 
24258 
633 

OJ990510_03 . 9A14 .C19.. o2 .np 
633 

6630699 
633. .707 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 I dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ990510_03.9A14.C19 
Strand 

End 707 

Method AAT/NAP 

End 707 

Score 85 



Seq. No. 


11444 




Seq. ID 


OJ990510_ 


_03. 


, 9A14 


.C21 


Gene No. 


24259 




Strand 


-f 








'^i Start 


7 




End 


103 








Name 


OJ990510 03.9A14.C21.ol, 


.gs 


Method 


GENSCAN 








~\ Start 


7 




End 


103 








"«j GI 


none 




Score 


.97 








c- Exons 


^ 7. .103 














Seq. No. 


11445 




Seq. ID 


OJ990510_ 


_03. 


. 9A14 


.C24 


Gene No. 


24260 




Strand 










Start 


2531 




End 


4134 








Name 


OJ990510 03. 9A14 .C24 .ol, 


.np 


Method 


AAT/NAP 








Start 


2531 




End 


4134 








GI 


5091513 




Score 


311 








Exons 


2531. .2881, 2934. .3012, 


3600. 


.4134 










GI Descrip. 


(AB023482 ) Hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


11445 




Seq. ID 


OJ990510_ 


_03, 


. 9A14 


.C24 


Gene No. 


24260 




Strand 










Start 


2531 




End 


4134 








Name 


OJ990510 03.9A14.C24.o3, 


.gs 


Method 


GENSCAN 








Start 


3475 




End 


4057 








GI 


none 




Score 


.66 








Exons 


3475.. 3732, 3779.. 4057 















11916 



oeq. INO. 


11446 






Seq. ID 


\JiJ ^y\JD±U 


Gene No. 


24261 






Strand 




Start 


1 






End 


7303 


Name 


OJ990510 03 


.9A14.C25.ol. 


np 


Method 


n AT /KIAP 


o uar L 


1 






End 




bi 


5091513 






S.core 




Exons 


1..675, 1331.. 2772, 4581 


.4612 




GI Descrip . 


(AB023482) 


Hypothetical 


protein [Oryza 


sat 1 va J 


Seq. No. 


11446 






Seq. ID 


OJ990510 


Gene No. 


24261 






Strand 






1 






End 




Name 


OJ990510 03 


.9A14.C25.ol. 


gs 


Method 




b tare 


31 






End 


Z U 0 o 




none 






Score 


. I? 1 


Exons 


31. .102, 210. .620, 1490. 


.2085 






Seq. No. 


11446 






Seq. ID 


OJ990510 


Gene No. 








Strand 




ocax u 


1 






End 


7303 


Name 


OJ990510 03 


.9A14.C25.o2. 


gs 


Method 


GENSCAN 


Start 


2518 






End 


7180 




none 






Score 


.4 


Exons 


2518. .2781, 


3250. .3495, . 


4674 . 


.6091, 6958. .7180 


beq. NO, 


11446 






Seq. ID 


OJ990510 


Gene No. 


z 4 z b 1 






Strand 




Start 


1 






End 


7303 


Name 


OJ990510 03 


.9A14,C25.o2. 


np 


Method 


AAT/NAP 


btarr 


3235 






End 


7303 


bl 


4585985 






Score 


2283 


Exons 


3235. .4101, 


4129, .4583, 


4818. 


.6160, 6238. .6717, 


oj. uescnp. 


(AC005287) 


Hypothetical 


protein [Arabidopsis 


Seq. No. 


11446 






Seq. ID 


OJ990510 


Gene No. 


24261 






Strand 




btar U 


1 






End 


7303 


Name 


OJ990510 03 


.9A14.C25.ol. 


ts 


Method 


TBLASTX: 


b uart. 


3331 






End 


3513 


bl 


none 






Score 


85 


TT* V c* 


3331. .3513, 


3332. .3511, 


3367. 


.3513 




Seq. No. 


11446 






Seq. ID 


OJ990510 


Gene No. 


24261 






Strand 




b rar L 


1 






End 


7303 


Name 


OJ990510 03 


.9A14.C25.o5. 


tm 


Method 


TBLASTX :i 


b care 


3439 






End 


3757 


bl 


none 






Score 


51 


Exons 


3439. .3513, 


3440. .3517, 


3532. 


.3756, 3539. .3757 


0 c q . In . 


• 11446 






Seq. ID 


OJ990510 


Gene No. 


24261 






Strand 




Start 


1 






End 


7303 


Name 


OJ990510 03 


.9A14.C25.ol. 


tc 


Method 


TBLASTX 


Start 


3505 






End 


3760 


GI 


none 






Score 


83 


Exons 


3505. .3753, 


3557. .3760 









11917 



i:fi 



u 

■ 

! t 

Q 



Seq. No. 


11446 








Seq. ID 


OJ990510_03 . 9A14 . C25 


Gene No . 


0 /I 9 ^^1 








Strand 




Start 


1 








End 


7303 


Name 


uj y yu 0 i u vo . 


, y/\i H 


. bZ o . oz 


. tm 


Method 


TBLASTX: Maize 


Start 


jy / o 








End 


4433 


bi 


none 








Score 


41 


Exons 


o y / o . . u / 


H U D 3 


. . 4 fi J O , 


4 Oft 
f± U 0 J . 


-.4304, 4141. .4416 


Seq. No. 


11446 








Seq. ID 


OJ990510_03.9A14.C25 


Gene No. 


Z ft Z Dl 








Strand 




o tar u 










End 


7303 


Name 


ujyyuolu uj. 


, yr\± fl 


P9 R n4 
. L-Z O . O fi 


. Llll 


Method 


TBLASTX: Maize 


Start 


/I R 7 £5 








End 


5033 




none 








Score 


103 


Exons 




/I 7 Q 

4 D / y 


^ 7 1 Q 


Zl P 9 /I 
fi O Z 4 . 


.4991, 4965.. 5033 


Seq. No. 


11446 








Seq. ID 


OJ990510_03.9A14.C25 


Gene No. 


24261 








Strand 




b uarr 


1 








End 


7303 


Name 


uj y yuo lu , 




r'9 c; o 
, bZ 3 , O J 


. tm 


Method 


TBLASTX: Maize 


Start 


c n Q i:; 

buy D 








End 


6491 


GI 


none 








Score 


51 


Exons 


buy o . . Di 01 , 


D 1 U Z 




DZ O ^ . 


.6361, 6240.. 6356, 6357.. 6491, 




oo bZ . . b4 o / / 


b o / 0 


. . b4 y 1 








Seq. No. 


11446 








Seq. ID 


OJ990510_03.9A14 .025 


Gene No . 


Z 4 Z bl 








Strand 




Start 


1 








End 


7303 


Name 


uj yyuoiu uo. 


. yAi 4 


. bZ D , Oi 




Method 


TBLASTX: Wheat 


Start 


C O EX Q 

bZ 0 o 








End 


6649 


C T 


none 








Score 


70 


Exons 


bZ Do , . bo / 41 , 


C O 7 O 

bz / z 


. . y , 


"5 /I Q 
b04 O . 


.6587, 6374.-6649, 6383.. 6637 


Seq. No. 


11446 








Seq. ID 


OJ990510_03 . 9A14 . 025 


Gene No. 


24261 








Strand 




brar u 


X 








End 


7303 


Name 


vjjyyuoiu u J , 


QT^^ A 


1^9 c; 
. bZ 0 . Ol 


■l-m 

. um 


Method 


TBLASTX: Maize 


o tar L 


Dfi y^ 








End 


7300 


T 
bi 


none 








Score 


59 






D / O O 


714 1 


O / O 17 . 


.6875, 6942. .7133, 7145. .7234, 




/ Z4i ft . . / JUU 












Seq. No. 


11447 








Seq. ID 


OJ990510_03.9A14.C26 


Gene No . 


24262 








Strand 




otar L 


89 








End 


1268 


Name 


OJ990510 03, 


. 9A14 


.026. ol 


. gs 


Method 


GENSOAN 


Start 


89 








End ■ 


1268 




none 








Score 


. .92 


Exons 


89. .386, 1090. .1268 








Seq. No. 


11447 








Seq. ID 


OJ990510_03.9A14.O26 


Gene No. 


24263 








Strand 


+ 


Start 


7738 








End 


12940 


Name 


OJ990510 03, 


. 9A14 


.C26.03 


.np 


Method 


AAT/NAP 


Start 


7738 








End 


12940 


GI 


5917666 








Score 


131 



11918 




Exons 7738.. 7956, 8740.. 9318, 9964.. 10063, 10813 .. 11097, 12901.. 12940 

GI Descrip. (AF159297) extensin-like protein [Zea mays] 



beq. JNo . 


1 i 4 41 / 








oeq . X u 


n.TQQnsi n n'^ qai 4 




Gene No . 


0 AO C^A 








Q1- T~3 nH 






Start 










IjilCl 


1 nQS7 

X U 1/ -J / 




Name 




QAI d 


P9 n4 

. V^Z U . U 4 










btart 
















GI 


none 








Score 


95 




Exons 


3352. .3453, 


3448. 


. .3645, 


3464 . 


.3646 






beq. wo. 


1 X 4i 4 / 








Oorr T n 


n.TQQnSlO 0^ QAI 4 


. C26 


bene no , 


9/19^/1 
Z 4 Z 041 








q-j- •r;:^ nH 






Start 


c;t 1 o 
0 / 










1 nQS7 

X U -/ J / 




Name 


n.TQQn SID 


QAI d 




• W 




TBLASTX • Wheat 




Start 


on 








CjIKJ. 


4 n Q9 

4 U ^Z 




GI 


none 








Score 


120 




Exons 


3727. .4092, 


3841. 


. .4089 










Seq. No. 


I 1 / /I "7 

I I 41 41 / 








Seq. ID 


OJ990510_03.9A14 


. \j 


Gene No . 


OAOdA 








Strand 






Start 


0 / 1^ 








End 


10957 




Name 




QAI 4 


P9 £; ri9 
. k^Z O . (JZ 




Method 


TBLASTX: Maize 




Start 


Q O 1 "7 

oo 1 / 








End 


4287 




GI 


none 








Score 


70 




Exons 


3817. .3903, 


3818, 


. .3898, 


3916. 


.4287, 3916.. 4287 




Seq. No. 


1 T /I /I T 








Seq. ID 


OJ990510_03.9A14 


.C26 


Gene No. 


O yl O C /I 








Strand 






Start 


c: T 1 o 
D f LZ 








End 


10957 




Name 


n TQQn R1 n n'^ 


QAI 4 


r9 n9 




Method 


TBLASTX: Wheat 




Start 


/I 1 Q 
4 1 o t) 








End 


9032 




GI 


none 








Score 


65 




Exons 


4186. .4284, 


4330 


. .4368, 


4375. 


.4737, 4388., 4528, 8982.. 9032 


beq , iNo . 


114 4 7 
1 X fl 4 / 








Seq. ID 


OJ990510_03.9A14 


.C26 


Gene No . 


Z 4 Z D4 








Strand 






btar u 


O / IZ 








End 


10957 




Name 


n.TQQn n n*^ 


QAI 4 


r?fi n1 




Method 


TBLASTX: Soybean 




Start 


4 o dU 








End 


4887 




GI 


none 








Score 


56 




Exons 


4360. .4545, 


4534 


. .4746, 


4831. 


, .4887 






beq. NO. 


^ ^ A Ai 

114 4/ 








Seq. ID 


OJ990510_03.9A14 


.026 


Gene No. 


0 / 9 /I 
Z 4 Z D4 








Strand 






br art 


0 / IZ 








End 


10957 




Name 


Pi tqqh c:i n n"^ 
UJ yyuolu uj. 


Q A 1 /I 


P9 ^ r^1 
. UZ D . O X 


. um 


Method 


TBLASTX: Maize 




b rar L 


4 4 Q9 
4 4 y Z 








End 


5457 




GI 


none 








Score 


106 




Exons 


4492. .5001, 


4832 


. .4969, 


4833. 


.4970, 4980.. 5378, 5010.. 5297, 




5014. .5298, 


5294 


. .5434, 


5296, 


, .5457 






Seq. No. 


11447 








Seq. ID 


OJ990510_03.9A14 


.026 


Gene No. 


24264 








Strand 






Start 


5712 








End 


10957 




Name 


OJ990510 03. 


9A14 


.026. o6 


.tw 


Method 


TBLASTX: Wheat 




Start 


4744 








End 


5090 





11919 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



Start 

^^'i^ GI. 
i"L| Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



none 

4744. .4824, 

11447 
24264 
5712 

OJ990510_03. 

5091 

none 

5091. .5156, 

11447 
24264 
5712 

OJ990510_03. 

5542 

none 

5542. .5715, 

11447 
24264 
5712 

OJ990510__03. 
. 5712 
none 

5712: . 6805, 
8782. . 972i, 

11447 
24264 
5712 

OJ990510_03. 

5733 

none 

5733. . 6044, 

11447 
24264 
5712 

OJ990510_03. 

6366 

none 

6366. . 6590, 

11447 
24264 
5712 

OJ990510_03. 

7904 

none 

7904. .8119, 

11448 
24265 
494 

OJ990510_03. 
494 



4816. .4968, 5011. 

9A14 .C26.04 . tw 
5094.. 5297, 5131. 

9A14 .C26.05. tm 
5549. .5719 

9A14 .C26.o3.gs 



7040. .7372, 7413. 
9798.. 9924, 9929. 



9A14 .C26.o3.tw 



5733.. 6068, 5743. 



9A14 .C26.o5.tw 



6370. .6447, 6499. 



9A14 .C26.o3.tm 



7920. .8120, 8195. 



9A14.C27.ol.gs 



Score 57 
.5088, 5016.. 5090 

Seq. ID OJ990510_03.9A14.C26 
Strand 

End 10957 

Method TBLASTX : Wheat 

End 5409 

Score 136 

.5295, 5131.. 5298, 5293.. 5409 

Seq. ID OJ990510_03. 9A14 .026 
Strand 

End 10957 

Method TBLASTX: Maize 

End 5719 

Score 119 



Seq. ID OJ990510_03.9A14.C26 
Strand 

End 10957 
Method GENSCAN 
End 10795 
Score .55 

.^7640, 7804.. 8409, 8524.. 8706, 
.10121, 10765. .10795 

Seq. ID OJ990510_03.9A14.C26 
Strand 

End 10957 

Method TBLASTX : Wheat 

End 10957 

Score 106 
.6144, 10898.. 10957 

Seq. ID OJ990510_03.9A14.C26 
Strand 

End 10957 

Method TBLASTX : Wheat 

End 6720 

Score 53 

.6591, 6570. .6716, 6589. .6720 

Seq. ID OJ990510_03.9A14.C26 
Strand 

10957 

TBLASTX: Maize 
8227- 
165 



End 

Method 
End 
Score 
.8227 



Seq. ID OJ990510_03.9A14.C27 
Strand 

End 1333 

Method GENSCAN 

End 1333 



11920 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



none 

494. .1124, 1182. .1333 



Score 



Start 
? Name 
I Start 

i Exons 



11448 Seq. ID 

24266 Strand 
1523 End 
OJ990510_03 . 9A14 . C27 . ol . np Method 
1523 : ■ End 
5852093 Score 
1523. .1659 

(AL117264) zwhl6.1 [Oryza sativa] 

11449 Seq. ID 

24267 Strand 
368 End 
OJ990510_03 . 9A14 . C28 . ol . gp Method 
368 End 
10446_1.R1084 Score 
368.. 822, 2561.. 2640 
•3335365 9.0e-21 (AC003028) 
[Arabidopsis thaliana] ' 

11449 

24267 Strand 

368 End 

OJ990510_03 . 9A14 . C28 . ol . np Method 

383 ■ End • 

3063392 Score 
383. .412, 583. .822, 2561. .2628, 2731. 
3985. .4038, 4133. .4249, 4391. .4528 



.73 



OJ990510_03.9A14 .027 

1659 
AAT/NAP 
1659 
38 



OJ990510_03 . 9A14 . C28 
+ 

5587 
AAT/GAP 
2640 
953 



high affinity calcium antiporter 



Seq. ID OJ990510_03.9A14.G28 
+ 

5587 
AAT/NAP 
4528 
1123 

.2759, 3200. .3870, 



GI Descrip. (AB012932) Ca2+/H+ exchanger [Vigna radiata] 



Seq. No. 11449 

Gene No. 24267 

Start 368 

Name OJ990510_03 . 9A14 . C28 . ol . gs 

Start 565 

GI none 
Exons 



Seq. ID OJ990510_03.9A14.C28 

Strand + 

End 5587 

Method GENSCAN 

End 4 629 

Score .44 



565.. 822, 2561... 2628, 2731.. 2759, 3200.. 3870, 3985.. 4038,^ 
4133. .4249, 4391. .4481, 4562. .4629 



Seq. No. 11449 
Gene No. 24267 
Start 368 

Name OJ990510_03 . 9A14 . C28 . ol . 

Start 628 
GI none 

Exons 628.. 684, 664.. 825, 687. 

2560,. .2628, 2732.. 2758, 
3366. .3530, 3367. .3492, 
3984. .4040, 3985. .4041, 
4367. .4480, 4388. .4483, 
4572. .4637 



Seq. ID OJ990510_03.9A14.C28 

Strand + 

End 5587 
tm Method TBLASTX : Maize 

End 4637 

Score 57 
.824, 2558. .2629, 2560. .2649, 
3174. .3293, 3181. .3291, 3201. .3293, 
3477. .3875, 3525. .3557, 3550. .3876, 
4126. .4245, 4133. .4249, 4133. .4249, 
4389. .4544, 4390. .4482, 4567. .4632, 



Seq. No. 
Gene No. 
Start 



11449 
24267 
368 



Seq. ID OJ990510_03.9A14.C28 
Strand -i- 
End 5587 



11921 




N3.ms 




tc 


Method 






D O U 




End 


J ^ J / 


r T 


none 




Score 




Exons 




..2629, 2569.. 


7646 ^184 1237 


O <-\ M 

oec5- JNO . 


1 1 /I /I Q 
1 ± fi y 




Seq. ID 


O.TQQOST 0 0^ QAT 4 P9ft 


Gene No . 


Z 'i Z D /. , . 




Strand 


+ ~ 


Start 


368 




End 


5587 


Name 


OJ990510 03,9A14.C28.ol. 


ts 


Method 


TBLASTX: Soybean 


o uar L. 


D O X 




End 


4497 




none 




Score 


198 


Exons 


Rifi fi^fi PIS 9Sfi4 


..2629, 3184.. 


3291, 3198.. 3293, 




^^(=17 74ft^ ^RSO ^R7fi 


3690. . 


3875, 3984. .4040, 3985. .4041, 




41?fi 41^3 4249 


4338. . 


4484, 4367. .4477, 4372. .4497 


oecj- INO. 


1 1 4 4 Q 
± 1 4 ft ^ 




Seq. ID 


OJ990510_03.9A14.C28 


Gene No. 


24267 




Strand 


+ 


Start 


368 




End 


5587 


Name 






Method 


TBLASTX: Cress 


o Tzarn 


O O D / 




End 


4477 




none 




Score 


84 


Exons 


"^"^^1 "^474 "^mci '^fi9n 


3550. . 


,3624, 3655.. 3876, 3690.. 3875, 




^Qfl4 4040 ^QftS 4041 


4 1 9fi 


,4251, 4133. .4249, 4367. .4477 


Seq. No. 


11449 




Seq. ID 


OJ990510__03 . 9A14 . C28 


Gene No. 


24267 




Strand 


+ 


o car u 


O 0 o 




End 


5587 


Name 






Method 


TBLASTX: Wheat 


bear L 






End 


3876 


C T 


none 




Score 


128 


XT' ^> 1^ <r» 

tjXons 


'^'^9R '^*^90 '^R47 ?fi97 


3553 . . 


,3639, 3655.. 3876, 3687.. 3869 


Seq. No. 


11449 




Seq. ID 


OJ990510_03.9A14.C28 


Gene No. 


24267 




Strand 


+ 


oT^ar L 


J D O 




End 


5587 


Name 


nTQQnmO O*^ QZil 4 P9R n9 




Method 


AAT/GAP 


onar u 






End 


5587 




none 




Score 


1049 




4^QS 44fi1 4Sfi?' 46^2 


5187. , 


,5587 




Seq. No. 


11450 




Seq. ID 


OJ990510_03.9A14.C34 


Gene No. 


24268 




Strand 


+ 




^ -7 O 




End 


3171 


Name 


PiTQQOSIO 0^ Qfll 4 r^4 n1 


gs 


Method 


GENSCAN 


otar L- 


9 Qft ~ 
Z -? o 




End 


3171 




none 




Score 


.58 


TT^ c 

iitXons 


Z^O..OOO^ ZD^j..jX/X 








oeq . wo . 


1 1 4 1=^0 
X X 4 O U 




Seq. ID 


OJ990510_03.9A14.C34 


ppnp No 


24269 




Strand 


+ 


start 


4017 




End 


4401 


Name 


OJ990510 03.9A14.C34.ol. 


gp 


Method 


AAT/GAP 


start 


4017 




End 


4401 


GI 


uC-osflcyp033a04bl 




Score 


674 


Exons 


4017. .4401 








GI Descrip. 


' 6016845/cibj | AP000570 . 1 1 AP000570 3.0e- 


-59 Oryza sativa genomic 



DNA, chromosome 1, clone : P0711E10 ' 



11922 




Seq. No. 


11450 


Seq. ID 


OJ990510_ 


03.9A14 


.C34 


Genp No 


24270 


Strand 


+ 






Start 


5779 


End 


6882 






NaniG 




Mpt hod 


GENSCAN 






o u a i. L. 


577 9 ~ 


End 


6882 






GI 


none 


Score 


. 82 






P" von Q 


S779 6882 










Seq. No. 


11450 


Seq. ID 


OJ990510_ 


03.9A14 


.C34 


Gene No. 


24271 


Strand' 








Start 


1 


End 


4813 






Name 


OJ990510 03.9A14.C34.ol.np 


Method 


AAT/NAP 








1 


End 


4305 






GI 


5852180 


Score 


567 






Rxnn ^ 


1..32, 1924. .1974, 2682. .3089, 3141. .3259, 4250. 


.4305 




Vj X C J- J. K/ * 


fAT.ii7?fis\ 7hhnnnin i \C)y\i7^ 


Q ^5 i* "i 1 
O CI L. X V d J 








Seq. No. 


1 1 4 SO 

X X I .J \J 


O . XL-/ 


OJ990510 


03.9A14 


.C34 




24271 


Strand 










1 


End 


4813 






Name 


OJ990510 03.9A14.C34.o2.gs 


Method 


GENSCAN 








3442 


End 


4813 








none 


Score 


. 64 








3442. .3535, 3918. .4090, 4763 


. .4813 








Seq. No. 


114 50 


Seq. ID 


OJ990S10 


03. 9A14 


.C34 




24272 


Strand 








k3 u d J- u 


8619 


End 


8797 






Name 


OJ990510 03.9A14.C34.o4.gs 


Method 


GENSCAN 






Start 


8619 


End 


8797 






GI 


none 


Score 


.91 






P von s 


8619. .8797 










Seq. No. 


11451 


Seq. ID 


OJ990510_ 


03. 9A14 


.C35 


Gene No. 


24273 


Strand 


+ 






Start 


24102 


End 


27368 






Name 


OJ990510 03.9A14.C35.o3.np 


Method 


AAT/NAP 






Start 


24102 


End 


27365 






GI 


5803259 


Score 


4069 






Rxnn ^ 


24102. .25363, 25463.. 27365 










VJ JL O V-r J_ J- ^ . 


{AP000399) hypothetical protein [Oryza 


sativa] 






Seq. No. 


11451 


Seq. ID 


OJ990510_ 


_03.9A14 


.C35 


fipnp No 


24273 


Strand 


+ 






Start 


24102 


End 


27368 






Name 


OJ990510 03.9A14.C35.o5.gs 


Method 


GENSCAN 






Start 


24102 


End 


27368 






GI 


none 


Score 


.93 






P y on Q 


24102. .25363, 254 63 26108 , 


26150. .26611, 26853. 


. 27368 




Seq. No. 


11451 


Seq. ID 


OJ990510_ 


03.9A14 


.C35 


Gene No. 


24274 


Strand 








Start 


6351 


End 


10935 






Name 


OJ990510 03.9A14.C35.ol.gp 


Method 


AAT/GAP 






Start 


6351 


End 


9485 






GI 


none 


Score 


909 







11923 



Exons 



6351. .6700, 9345. .9485 



Seq. No. 11451 Seq. ID 

Gene No. 24274 Strand 

Start 6351 End 

Name OJ990510_03 . 9A14 . C35 . o2 . gs Method 

Start 9363 End 

GI ' none Score 

Exons 9363.. 10505 



OJ990510_03.9A14.C35 

10935 
GENSCAN 
10505 
. 97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11451 Seq. ID 

24274 Strand 

6351 End 

OJ990510_03. 9A14 .C35.ol.np Method 

9366 End 

6735313 Score 
9366. .10270, 10313. .10505 

{AL137080) dnaJ-like protein [Arabidopsis thaliana] 



OJ990510_03 . 9A14 . C35 

10935 
AAT/NAP 
10505 
928 



11451 Seq. ID OJ990510_03.9A14.C35 

24274 Strand 

6351 End 10935 

OJ990510_03.9A14.C35.o2.gp Method AAT/GAP 
10319 End 10935 

36775_1.R1084 Score 858 

10319. .10621, 10742.. 10935 

'5852170/emb|AL117265.1|OST17804 l.Oe-50 Oryza sativa 
indica(GLA4) genomic DNA>- chromosome 4, BAC clone : tl7804 * 

11451 Seq. ID OJ990510_03.9A14.C35 

24275 Strand 

19337 End 19636 

OJ990510_03. 9A14 .C35.o3.gp Method AAT/GAP 

19337 End 19636 

61605_3.R1084 Score 429 
19337. .19636 

'1402920/emb|CAA66965| 2.0e--20 (X98321) peroxidase [Arabidopsds 
thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Seq, ID 

Strand 

End 

Method 

End 

Score 



OJ990510 03.9A14.C35 



11451 
24276 
20001 

OJ990510_03. 9A14 .C35.o2.np 
20001 
6063554 
20001. .20175, 
23794.. 23813 

(AP000615) ESTs AU075609 (C6334 4 ) , C71850 {E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



23813 
AAT/NAP 
23813 
514 



20810. .20837, 21156 .. 21377 , 214 95 .. 21774 , 



11451 Seq, ID 

24276 Strand 

20001 End 

OJ990510_03 . 9A14 . C35 . o4 . gp Method 

20608 End 

101153 1.R1084 Score 



OJ990510_03.9A14.C35, 

23813 
AAT/GAP 
21344 
661 



11924 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20608. .20837, 21156. .21344 

'5852170/embl AL117265.1IOST17804 l.Oe-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone : 1 17804 * 



11451 Seq. ID 

24276 - Strand 

20001 End 

OJ990510_03.9A14 .C35.o4.gs Method 

22274 End 

none Score 



OJ990510_03.9A14.C35 

23813 
GENSCAN 
22940 
.45 



22274 . .22282, 22452 22609, 22850.. 22940 



11451 
24277 
27999 

OJ990510_03. 9A14 .C35.ol.tm 
6393 
none 

6393.. 6473, 6421.. 6471, 6427 



OJ990510 03.9A14.C35 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6486, 6429. .6482, 6568. .6642, 
6569. .6643, 6569. .6658, 6585. .6665, 9356. .9628, 9357. .9629, 
9358. .9750, 9363.-9644, 9634. .9750, 9702. .9902, 9738. .9833, 
9740.. 9889, 9885.. 10175, 9888.. 9935, 9890.. 9952, 9910.. 10170 



28376 

TBLASTX: Maize 

10175 

55 

,6482, 6568. 



Seq. ' No . 


1 1 i1 C 1 

1 14 ol 




Seq. ID 


OJ990510_03 . 9A14 .035 


Gene No. 


O A oil 




Strand 




Start 


O T Q Q Q 




End 


28376 


Name 


ujyyuolu uo. 


yAi4 . L-oD . oi . us 


Method 


TBLASTX*-: Soybean 


Start 


■ 9345 




End 


10130 


GI 


none 




Score 


230 


Exons 


. 9345. .9644, 


9364.. 9726, 9708. 


.9818, 9790.. 9819, 9810.. -10130 




9815. .9940, 


9910. .10107 






Seq. No. 


11451 




Seq. ID 


OJ990510_03. 9A14 .035 


Gene No. 


24277 




Strand 




Start 


27999 




End 


28376 


Name 


OJ990510 03. 


9A14.C35.ol.tc 


Method 


TBLASTX: Oress 


Start 


9349 




End 


10073 


GI 


none 




Score 


69 


Exons- 


9349. .9480, 


9354.. 9479, 9537. 


,9611, 9615. .9644, 9616. .9711, 




9771. .10073, 


9815.. 9868, 9913 


. .10059 




Seq. No. 


11451 ■ 




Seq. ID 


OJ990510_03. 9A14 .035 


Gene No. 


24277 




Strand 




Start 


27999 




End 


28376 


Name 


OJ990510 03. 


9A14.C35.o2.tm 


Method 


TBLASTX: Maize 


Start 


27972 




End 


28142 


GI 


none 




Score 


125 


Exons 


27972. .28142 


, 27973.. 28137 






Seq. No. 


11451 




Seq. ID 


OJ990510_03.9A14.O35 


Gene No. 


24277 




Strand 




Start 


27999 




End 


28376 


Name 


OJ990510 03. 


9A14.C35.o6.gs 


Method 


GENSOAN 


Start 


27999 




End 


28334 


GI 


none 




Score 


1 


Exons 


27999. .28334 









11925 



Seq. No. 11451 Seq. ID OJ990510_03.9A14.C35 

Gene No. 24277 Strand 

Start 27999 End 28376 

Name OJ990510_03 . 9A14 . C35 . o4 . np Method AAT/NAP 

Start 28002 End 28376 

GI 6498441 Score 472 

Exons 28002. .28297, 28331.. 28376 

GI Descrip, (AP000815) EST C7278 6 {E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


11452 


Seq. ID 




Gene No. 


24278 


Strand 




Start 


42 


End 


•J ^ ± \J 


Name 


OJ990510 03.9A14.C36.o4.tm 


Method 


J. D ij/AO 1 A • IrlCL J- 


Start 


15 


End 


±0 D 


GI 


none 


Score 




Exons 


15. .185, 16. .180 






Seq . ■ No . 


11452 


Seq. ID 


OJ990510_03.9A14.C36 


Gene No. 


24278 


Strand 




Start 


42 


End 


5216 


Name 


OJ990510 03.9A14 .C36.ol.gs 


Method 


GENSCAN 


Start 


42 


End 


3707 


GI 


none 


Score 


.94 


Exons 


42. .533, 596. .2530, 2808. .3707 




Seq. No. 


11452 


Seq. ID 


OJ990510_03.9A14.C36 


Gene No . 


24278 


Strand 




Start 


42 


End 


5216 


Name 


OJ990510 03.9A14 .C36.ol.np 


Method 


AAT/NAP 


ouarr 


45 


End 


5216 




6498441 


Score 


6095 


Exons 


45. .326, 420. .1816, 1988. .2354, 2548.. 


,2904, 3079.. 3213, 




3397. .3770, 3834. .4297, 462: 


8. .5216 




kjI uescrip . 


(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. 


(AF098806') 


[Oryza sativa] 


Seq. No. 


11452 


Seq. ID 


OJ990510_03.9A14.C36 


Gene No. 


24278 


Strand 




Start 


42 


End 


5216 


Name 


OJ990510 03.9A14 .C36.o6.tw 


Method 


TBLASTX: Wheat 


Start 


54 


End 


655 


GI 


none 


Score 


83 


Exons 


54. .179, 58. .180, 366. .515, 


373. .516, 


427. .516, 551. .655, 




552. .650, 580. .651 






Seq. No. 


11452 


Seq. ID 


OJ990510_03. 9A14.C36 


Gene No. 


24278 


Strand 




Start 


42 


End 


5216 


Name 


OJ990510 03.9A14 .C36.04 .tw 


Method 


TBLASTX: Wheat 


Start 


656 


End 


1037 


GI 


none 


Score 


172 


Exons 


656. .1036, 687. .935, 981. .1037 





Seq. No, 



11452 



Seq. ID OJ990510_03.9A14.C36 



11926 



Gene No. 24278 Strand 

Start 42 End 

Name OJ990510_03 . 9A14 . C36 . o2 . tm Method 

Start 851 ^ End 

GI none ^ Score 

Exons 851.. 1174, 864.-1145 



5216 

TBLASTX: Maize 

1174 

192 



Seq. No. 11452 ' 

Gene No. 24278 

Start 42 

Name OJ990510_03. 9A14 .C36.o7. tw 

Start 1367 

GI none 

Exons 1367.. 1627, 1478.. 1666, 1503, 



Seq. ID OJ990510_03.9A14.C36 
Strand 

End 5216 

Method TBLASTX : Wheat 

End 1679 

Score 52 
.1679 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
j-i GI Descrip. 

Seq. No. 
V- Gene No. 
ri! Start 

Name 



Start 
GI 

Exons 



11452 
24278 
42 

OJ990510_03. 9A14 .C36.o2.ts 

1427 

5666795 

1427. .1627, 1682. .1819, 1895. 



Seq. ID OJ990510_03.9A14.C36 
Strand 

5216 

TBLASTX: Soybean 
1993 
68 



End 

Method 
End 
Score 
.1993 



4206306 2.0e-10 (AF049110) prpol [Zea mays] 



11452 
24278 
42 

OJ990510_03.9A14.C36.o5.tw 

1682 

none 



Seq. ID OJ990510_03.9A14.C36 
Strand 

End 5216 

Method TBLASTX : Wheat 

End 214 0 

Score 92 



1682. .1822, 1683. .1820, 1878. .2051, 1892. .2140, 1892. .2116 



Seq. No. 11452 

Gene No. 24278 

Start 42 

Name OJ990510_03 . 9A14 . C36 . ol . ts 

Start 2742 

GI none 

Exons 2742.. 3113, 2953.. 3096 



Seq. ID OJ990510_03.9A14.C36 
Strand 

End 5216 

Method TBLASTX : Soybean 

End 3113 

Score 90 



Seq. No. 11452 

Gene No. 24278 

Start 42 

Name OJ990510_03 . 9A14 . C36 . o2 . tw 

Start 2767 

GI none 

Exons 2767.. 3186, 2772.. 3191 



Seq. ID OJ990510_03.9A14.C36 
Strand 

End 5216 

Method TBLASTX : Wheat 

End 3191 

Score 328 



Seq. No. 11452 . - 

Gene No. 24278 

Start 42 

Name OJ990510_03 . 9A14 . C36 . o3 . tm 

Start 2865 

GI none 

Exons 2865.. 3248, 2884.. 3249 



Seq. ID OJ990510_03.9A14.C36 
Strand 

End 5216 

Method TBLASTX : Mai ze 

End 3249 

Score 221 



Seq. No. 



11452 



Seq. ID OJ990510 03.9A14.C36 



11927 




Gene No. 24278 Strand 

Start 42 End 5216 

Name OJ990510_03 . 9A14 . C36 . ol . tm Method TBLASTX : Mai ze 

Start 3276 End 3632 

GI none Score 116 

Exons 3276.. 3581, 3276.. 3632, 3286.-3597 

Seq. No. 11452 .^.i Seq. ID OJ990510__03 . 9A14 . CSS 

Gene No. 24278 Strand 

Start 42 End 5216 

Name OJ990510_03 . 9A14 . C36 . ol . tw Method TBLASTX : Wheat 

Start 3300 End 3763 

GI none . Score 400 

Exons 3300.. 3761, 3301.. 3762, 3320.. 3763 



Seq. No. 11452 Seq. ID 

Gene No. 24278 Strand 

Start 42 End 

Name OJ990510_03 . 9A14 . C36 . o3 . ts Method 

Start 3357 End 

GI none Score 

Exons 3357.. 3491, 3498.. 3722 

Seq. No. 11452 Seq. ID 

Gene No. . 24278 Strand 

Start 42 ' End 

Name OJ990510_03 . 9A14 . C36 . o2 . gs Method 

Start 3771 End 

GI none Score 

Exons . 3771.. 5115, 5133.. 5206 

Seq. No. 11452 Seq. ID 

Gene No. 24278 Strand 

Start 42 End 

Name OJ990510_03 . 9A14 . C36 . o3 . tw Method 

Start 3927 End 

GI none Score 

Exons 3927. .4412, 3931. .4218, 4240. .4413 



OJ990510_03.9A14.C36 
5216 

TBLASTX: Soybean 

3722 

117 



OJ990510_03.9A14.C36 

5216 
GENSCAN 
5206 
. 69 



OJ990510_03.9A14.C36 
5216 

TBLASTX: Wheat 
4413 

172 ^: 



Seq. No. 11453 Seq. ID 

Gene No. 24279 Strand 

Start 441 End 

Name OJ990510_03 . 9A14 . C37 . o3 . np Method 

Start 441 End 

GI 6063554 Score 

Exons 441.. 595, 2409.. 2577 

GI Descrip. (AP000615) ESTs AU075609 {C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
prote4,n [Oryza sativa] 



OJ990510_03.9A14.C37 
+ 

3016 
AAT/NAP 
2577 
99 



Seq. No. 11453 

Gene No. 24279 

Start 441 

Name OJ990510_03 . 9A14 . C37 . o2 . np 

Start 963 

GI 5922623 

Exons 963.. 1043, 1411.. 1558, 1727. 



Seq. ID OJ990510_03.9A14.C37 

Strand + 

End 3016 

Method AAT/NAP 

End 3016 

Score 322 
1802, 2979. .3016 



11928 




GI Descrip. 


{AP000492) hypothetical protein [Oryza 


sativa] 




gi|6016856|dbj lBAA85199.il (AP000570) 


nyporneuicax protein 




[Oryza sativa] 






oeq. NO. 


11453 


Seq. ID 




Gene No. 


24280 


Strand 




Start 


1 


End 


1529 


Name 


OJ990510 03. 9A14 .C37.ol.np 


Method 




b uar u 


1 


End 


1 c. 0 Q 




5042454 


Score 


1 C "5 


Exons 


1,.904, 960. .1066, 1390. .1529 






ui jjesciTip. 


(AC007789) putative polyprotein [Oryza 


sat iva ] 


Seq. No. 


11453 


Seq. ID 


OJ990510_03.9A14.C37 • 


Gene No. 


24281 


Strand 




oUax u 


3481 


End 


0 U X i? 


Name 


OJ990510 03.9A14.C37.o2.gs 


Method 


ValijNbL/rt,W 


otaiTL. 


3481 


End 


0 U 1 




none 


Score 


Q A 


T*^ 


3481. .3538, 4952. .5019 






Seq. No. 


11453 


Seq. ID 


OJ990510_03.9A14.C37 


Gene No. 


24282 


Strand 




O J I -.-4- 

btart 


8222 


End 


Q '3 c; yl 


Name 


OJ990510 03.9A14,C37.ol.tw 


Method 


i BliAb 1 A : wnea t 


Start 


2 


End 


O Q o 


GI 


none 


Score 


1 b 


Exons 


2. .97, 80. . 178, 81..161, 185.. 


232 




beq . NO . 


11453 


Seq. ID 


vjjyyujiu uo.yAi'i.bJ/ 


Gene No. 


24282 


Strand 




Start 


8222 


End 


8354 


Name 


OJ990510 03.9A14.C37.o4.np 


Method 


AAT/NAP 


b uar L 


8222 


End 


8354 




5777617 


Score 


73 


Exons 


8222. .8354 






GI Descrip, 


{AJ245900) CAA30375.1 .protein 


[Oryza sativa] 


beq . NO . 


11454 - 


Seq. ID 


OJ990510_03.9A14.C38 




24283 


Strand 


+ 


Start 


192 


End 


1478 


Name 


OJ990510 03,9A14.C38.ol.np 


Method 


AAT/NAP 


Q4- -a vi- 

buar L. 


192 


End 


1375 


bl 


5103837 


Score 


600 


Exons 


192. .593, 766. .855, 967. .1034, 


1138. . 1375 


bi uescrip. 


(AC007591) Simalar to gi 14377403 Polypeptide Deformylase from 




Chlamydia' pneumoniae genome gb|AE001687. [Arabidopsis thalian^ 


O q . IN U . 


11454 


Seq. ID 


OJ990510__03 . 9A14 . C38 


Gene No. 


24283 


Strand 


+ 


Start 


192 


End 


1478 


Name 


OJ990510 03. 9A14 .C38.ol.gp 


Method 


AAT/GAP 


Start 


198 


End ' 


1006 


GI 


uC-osflcypl54h05bl 


Score 


952 


Exons 


198. .593, 766. .855, 967. .1006 







GI Descrip. ' 5103837/gb | AAD39667 . 1 | AC007591_32 4.0e-32 (AC007591) Simalar to 
gi_43774 03 Polypeptide Deformylase from Chlamydia pneumoniae 



11929 




genome gb_AE001687. [Arabidopsis thaliana] * 



oeq . InO . 


1 X 4i 0 




Seq. ID 


OJ990510_03.9A14.C38 


(aene jno . 






Strand 


+ 




1 Q9 

1 y z 




End 


1478 


Name 


L/ijyyuDiu u J . 41 . b JO . 01 


. gs 


Method 


GENSCAN 


oI,a.iri- 


9 in ~ 

Z J. U 




End 


1277 




none 




Score 


.95 


Exons 


9in crQ"^ "7^;*^ P^c: Qf;7 


. . X U 0 4 


, 1138. .1277 


Seq. No. 


11454 




Can TP) 




oene ino . 


Z fi Z 0 0 




Strand 




ox,a jTc 


1 Q9 
± y Z 




End 


1478 


Name 




. LIU 


Method 


TBLASTX: Maize 


Q-t- a V--I- 
oUa J- L 






End 


1002 


PT 


none 




Score 


293 


Exons 


^QQ crqc; A(\A c:Qft 7fi4 


. .000, 


765. .854 


, 765.. 866, 766., 858, 




967. .1002 








o e q . LN o . 


± ± f± J 4 




Seq. ID 


OJ990510_03.9A14.C38 


bene ino . 


Z fi Z 0 J 




Strand 


+ 


ouar u 


1 Q9 

1 yz 




End 


1478 


Name 


ujyyuoiu u J . fi . b J 0 . 01 


. L S 


Method 


TBLASTX: Soybean 




'5 Q Q 

0 y y 




End 


1032 




none 




Score 


238 


Exons 


399. .596, 413. .598, 765 


. .860, 


766. .858 


, 967,. 1032 


oeq. wo. 


1 1 / R /I 
X ± 4 0 ft 




Seq. ID 


OJ990510_03, 9A14 .C38 


Gene No . 


9 /I 9 Q 0 
Z fl Z 0 J 




Strand 


+ 


C 4- -1 -^4- 

otiar L 


1 09 

1 y z 




End 


1478 


Name 


nTQQORin n"^ qz\i4 p'^p r^^ 
wuyyuo±u uj. y/ix 4.twOO.ox 


. U C 


Method 


TBLASTX: Cress 


b tar L 


/I 9 9 
4 z z 




End 


822 


C T 


none 




Score 


201 


Exons 


499 t^QP 49'^ RQA Ifif^ 
4ZZ..OyO/ 4ZO..OyD^ fOD 


P 9 9 
. . 0 Z Z 






O ^ . LNW . 


11454 




Seq. ID 


OJ990510_03,9A14,C38 


Gene No.- 


24283 




Strand 


+ 


Start 


.192 




End 


1478 


Name 


OJ990510 03.9A14.C38.o2 


.gp 


Method 


AAT/GAP 


o ua J. L. 


982 




End 


1478 


PT 


uC-osflcypl54h05al 




Score 


622 


Exons 


982. .1034, 1143. .1478 










»5103837/gb|AAD39667.1|AC007591 32 4.0e-19 (AC007591) Simalar 




gi 4377403 Polypeptide : 


Deformylase from Chlamydia pneumoniae 




genome gb AE001687. [Arabidopsis thaliana] ' 


Seq. No. 


11454 




Seq. ID 


OJ990510_03 . 9A14 . C38 


P c^y\ ^ Kl 


24283 




Strand 


+ 


ouarL 


192 




End 


1478 


Name 


OJ990510 03. 9A14 .C38'.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


1126 




End 


1378 


GI 


none 




Score 


74 


Exons 


1126. . 1185, 1187. . 1249, 


1189. 


.1251, 1249. .1305, 1250. .1306, 




1307. . 1378, 1315. . 1368 








Seq. No. 


11454 




Seq. ID 


OJ990510_03.9A14.C38 


Gene No. 


24283 




Strand 


+ 



11930 




start 


192 




End 


1478 


Name 


OJ990510 03. 9A14 .C38 .o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1210 




End 


1378 


GI 


none 




Score 


212 


Exons 


1210.. 135 9, 1211.. 137 8, 


1214 . 


. 1363 




Seq. No. 


11455 




Seq. ID 


OJ990510 03 . 9A14 . C39 


Gene No. 


24284 




Strand 


+ 


Start 


2053 




End 


2803 


Name 


OJ990510_03. 9A14 .C39.01. 


gp 


Method 


AAT/GAP 


Start 


2053 




End 


2569 


GI 


67948_1 . R1084 




Score 


954 


Exons 


2053 . .2569 








GI Descrip. 


' 32 69297/emb | CAA19730 . 1 | 


4 . Oe 


-13 (AL030978) putative protein 




[Arabidopsis thaliana] ' 








Seq. No. 


11455 




Seq. • ID 


OJ990510 03.9A14.C39 


Gene No. 


24284 




Strand 


+ 


Start 


2053 




End 


2803 


Name 


OJ990510_03 . 9A14 . C39 .o2 . 


gs 


Method 


GENSCAN 


Start 


2324 




End 


2803 


GI 


none 




Score 


.99 


Exons 


2324 . . 2803 








Seq. No. 


11455 




Seq. ID • 


• OJ990510_03.9A14.C39 


Gene No. 


24285 




Strand 




Start 


938 




End 


1844 


Name 


OJ990510_03. 9A14 .C39,ol . 


gs 


Method 


GENSCAN 


Start 


938 




End 


1844 


GI 


none 




Score 


.65 


Exons 


938. .1023, 1694. .1844 








Seq. No. 


11455 




Seq. ID 


OJ990510_03.9A14.C39 


Gene No. 


24286 




Strand 




Start 


2318 




End 


2650 


Name 


OJ990510_03 . 9A14 . 039 . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


2318 




End 


2650 


GI 


none 




Score 


48 


Exons 


2318. .2344, 2320. ,2349, 


234 4'. 


.2418, 2345. .2419, 2456. .2506, 




2462. .2497, 2518. .2580, 


2525 . 


.2581, 2597.. 2650 


Seq. No. 


11456 




Seq. ID 


OJ990510_03.9A14.C40 


Gene No. 


24287 




Strand 


+ 


Start 


1 




End 


242 


Name 


OJ990510_03.9A14 .C40.O1. 


gp 


Method 


AAT/GAP 


Start 


1 




End 


242 


GI 


3766591 




Score 


445 


Exons 


1 . .242 








GI Descrip. 


3269297/eTnb | CAA19730 . 1 1 


4 . Oe- 


13 {AL030978) putative protein 




[Arabidopsis thaliana] 








Seq. No. 


11456 




Seq. ID 


OJ990510_03.9A14.C40 


Gene No. 


24288 




Strand 


+ 


Start 


518 




End 


648 


Name 


OJ990510 03.9A14.C40.ol. 


gs 


Method 


GENSCAN 


Start 


518 




End 


648 


GI 


none 




Score 


.43 



11931 




Exons 518 . . 648 



O K1 

oeq. NO. 


11/1 t;"? 
i 1 41 D / 






beq. xu 


ujyyuoxu uj 


. yA141 . L,4i 1 


Gene No . 


z 41 z o y 






o rrana 


+ 






O 0 Q 






17 /-I 






Name 


ujyyuDiu u J . y/ii 41 . C41 i . oi . 


gs 




Method 






b rar L 


0 9 Q 

zZo 






hna 








none 






Score 


. y 




Exons 


ZZo . . jU J 












Seq. No. 


11457 






Seq. ID 


OJ990510_03 


. 9A14 .C41 


bene no . 


9 /I 9 QD 
Z fi Z y U 






Strand 


X 
X 




o uarc 


1 Q 

1 D O 






End 


OO 4 41 




Name 


^r^UOlU UO. J7ri.l41 .Ufil .Ol . 


np 




Method 






C-f- 3 v-h 

o uar L. 


X O O J' 






End 


OO 41 41 






oo X X u -? 






Score. 


/ o 




Exons 


IR^Q 1(^7^: "STC:/! "5 Q /I /I 












GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 




oeq. JNo . 


1 1 ii R p 

X X4t Do 






Seq. ID 


r\ TQQfi c; 1 n n "5 

ujyyuoiu uo 


Q 7\ 1 /I n A 0 
. yA14l . L-41 z 


Gene No . 


9 /I 9 Q 1 

z 41 z y X 






Strand 


+ 




Start 








End 


O O Q 

ZZ y 




Name 


ujyyuDXu . yAi4i . u4iz . oi . 


gs 




Method 






Start 








End 


O O 




GI 


none 






Score 


o c 
. 00 




Exons 


ju . . zz y 












Seq. No. 


11458 






Seq. ID 


OJ990510_03 


. 9A14.C42 


Gene No. 


24292 






Strand 






o car L 


X 






End 


237 




Name 


ujyyuoxu uo . yAX4i . u4z . oi . 


gp 




Method 


AAT/GAP 




o uarti 


X 






End 


237 






X/Dzy X,KXUo4i 






Score 


419 




T7* V ^ o 


X . . Z J / 












GI Descrip. 


jzoyzy / / emD i L//\ax y / j u . x i 


4 . 


Oe- 


-13 (AL030978) putative protein 




[Arabidopsis thaliana] * 












o e q . LN o . 


11459 






Seq. ID 


OJ990510_03 


. 9A14.C43 


oene no. 


24293 






Strand 


+ 




o car L 


608 






End 


3502 




Name 


OJ990510 03.9A14.C43.ol. 


gs 




Method 


GENSCAN 




ouar L 


608 






End 


3502 






none 






Score 


.81 




Exons 


608. .675, 1133. .1364, 1460. 


.1687, 3036, 


..3160, 3378 


. .3502 


Seq. No. 


11459 






Seq. ID 


OJ990510_03 


. 9A14 .C43 


Gene No. 


24293 






Strand 


+ 




o L.ar L 


608 






End 


3502 




Name 


OJ990510 03. 9A14.C43.ol. 


gp 




Method 


AAT/GAP 




Start 


1120 






End 


1313 




GI 


17629 1.R1084 






Score 


349 




Exons 


1120. .1313 












GI Descrip. 


»3269297/emb|CAA19730. 11 


4. 


Oe- 


-13 (AL030978) putative protein 




[Arabidopsis thaliana] * 












Seq. No. 


11459 






Seq, ID 


OJ990510_03. 


.9A14 .C43 


Gene No. 


24293 






Strand 







11932 



start 


608 








End 


3502 






QA1 4 


Cd ^ o1 


■ 


Method 


TBLASTX: 




1 1 97 ~ 

X X ^ / 








End 


1756 


r T 


none 








Score 


258 


Exons 


1 1 01 1 "^4 s 

XX^ / . . XO*iO/ 


119ft 
X X ^ 0 


1 Tt4 Q 


119ft 
X X ^ 0 


..1349, 1235. .1369, 




X*1J / . .XO/J/ 


1 4 fi9 

X *1 D ^ 


1 7SS 








C /-T KI 

o e cj . iM o . 


1 1 4 ^ Q 

X X 1 0 -7 








Seq. ID 


OJ990510 


Gene No. 


24293 








Strand 


+ 


Start 


608 








End 


3502 


Name 




QA1 4 


Cd ^ n1 


. t S 


Method 


TBLASTX: 


Q "1- a -r-h 


1 1 97 ~ 
X X ^ / 








End 


1546 


r T 


none 








Score 


242 




XX^/ . .X^'iJf 


1 1 9R 
X X ^ 0 


1 ^4 Q 


119ft 
X X ^ 0 


. .1349, 1129. .1365, 




1 4 S7 1^4 0 


1 4 fi9 

X T D ^ 


1 S49 








Seq. No. 


11459 








Seq. ID 


OJ990510 


Gene No. 


24293 








Strand 


+ 




u u 0 








End 


3502 


Naine 




Qai 4 


r4 ^ n^ 


1- w 


Method 


TBLASTX:' 


O Ud.X I, 


1197 ~ 

X X ^ / 








End 


1277 


P T 


none 








Score 


216 




1197 1 9 

XX^/ . .XZ.t)*i/ 


119ft 
X X ^ 0 


1 9fift 


1 1 9R 
X X ^ 0 


. .1277 




O e CJ . ■ iN O . 


1 1 4 R Q 
X X 4t O r 








Seq. ID 


OJ990510 


Gene No. 


24293 








Strand 


+ 


Start 


608 








End 


3502 


Name 


niQQn^in n"^ 
vju^;:7UOxu 


Qfll 4 


CA 0I 

. V^*4 0 . (J X 


. LIU 


Method 


TBLASTX:! 




1197 
X xz / 








End 


1762 


ux 


none 








Score 


327 


Exons 


1197 1^49 

XXZ / . . U*± ^ f 


1 1 9ft 
X X z 0 


1 ^4 Q 


1 1 9ft 
X X z 0 


..1349, 1130. .1369, 




14^7 17R(^ 


1 4 1^ Q 


1 7 "^ft 
. . X / 0 0 








Seq. No. 


11459 








Seq. ID 


OJ990510 


Gene No. 


24293 








Strand 


+ 


O LdX (_ 


QUO 








End 


3502 


Name 




Qai 4 


r4 o9 


. gp 


Method 


AAT/GAP 


O LdX U 


1 974 ~ 








^ End 


1961 


Vj X 


none 








Score 


1056 




1 974 1 '^fi4 


1 4 fin 

X *i D U 


1 Qfil 
. . X ^ 0 X 








o c ^ . u • 


1 1 4 fin 

X X T 0 u 








Seq. ID 


OJ990510 


Gene No. 


24294 








Strand 


+ 


Start 


1 








End 


243 


Mam^i 

IN CllllC 


OJ990510 03 


. 9A14 


.C44.01 


.np 


Method 


AAT/NAP 


04- a r"-|- 


1 






End 


243 


oX 


5042454 








Score 


419 


Exons 


1. .243 












ox Utroi^X X^ • 


(AC007789) putative polyprotein [Oryza 


sativa] 


0 e q . LN 0 . 


11460 








Seq. ID 


OJ990510 


Gene No. 


24295 








Strand 




Start 


7 








End 


88 


Name 


OJ990510 03, 


. 9A14 


.C44.01 


.gs 


Method 


GENSCAN 


Start 


7 








End 


88 


GI 


none 








Score 


.99 


Exons 


7. .88 













11933 



o 



Seq. No. 


11460 


Seq. ID 


OJ990510 


oene ino . 


Z 4 Z J D 


o t ranu. 






1 


tina 




Name 


ujyyuoiu u-?. .u^^ -oi. tw 


ixie Tznou 




o Ear L 


1 


iijnQ 


99 ^ 
^ ^ O 




none 


Score 


1 9 


Exons 








Seq. No. 


11461 


Seq. ID 


OJ990510 


Gene No. 


. 24297 


Strand 




Q V -a v--f- 


1 


End 


722 


Naitie 


OJ990510 03. 9A14.C45.ol.np 


Method 


AAT/NAP 


ocar L 


1 


End 


722 




4234848 


Score 


343 


XT' V (^r^ o 


1..537, 580. .722 








(AF082131) gag-pol polyprotein [Zea mays] 


Seq. No. 


11461 


Seq. ID 


OJ990510 


P £5 \1 


24297 


Strand 




C -1- ■= v-l- 

oTzarr 


1 


End 


722 


Name 


OJ990510 03. 9A14.C45.ol.tm 


Method 


TBLASTX:] 


b uar u 


69 


End 


■ 648 


P T 


none 


Score 


156 


Exons 


69. .323, 69. . 647, 70-. .648 






Seq. No. 


11461 


Seq. ID 


OJ990510 


Gene No. 


24297 


Strand 




onart 


1 


End 


722 


Name 


dJ990510 03. 9A14.C45.ol.gs 


Method 


GENSCAN 


o tar u 


89 


End 


610 


P T 


none 


Score 


.52 


Hi aUIIo 


89. . 610 






CI o rr KI o 
O c q . IM o . 


11462 


Seq. ID 


OJ990510 


Gene No. 


24298 


Strand 


+ 


Start 


88 


End 


318 


Name 


OJ990510 03. 9A14,C46.ol.gp 


Method 


AAT/GAP 


o tari- 


88 


End 


318 


PT 
o J. 


uC-osflcypQ33a04bl 


Score 


428 


Exons 


88. .318 








* 601684 5/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza \ 




DNA, chromosome 1, clone : P0711E10 * 




Seq. No. 


11462 


Seq. ID 


OJ990510_ 




24298 


Strand 


+ 


Q+- a -ri- 
ot, art. 


88 


End 


318 


Name 


OJ990510 03.9A14.C46.ol.gs 


Method 


GENSCAN 


o t.ar t 


193 


End 


258 


P T 


none 


Score 


.53 


Exons 


193. .258 






Seq. No. 


11462 


Seq. ID 


OJ990510_ 


Gene No. 


24299 


Strand 




Start 


17 


End 


318 


Name 


OJ990510 03.9A14.C46.ol.np 


Method 


AAT/NAP 


Start 


17 


End 


318 



11934 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

start 
''I'J Name 
0 Start 

rii GI 

Exons 

Seq. No. 

Gene No. 
ni start 

Name 
ri Start 

GI 

. Exons 



4680186 Score 219 

17. .318 

(AF111709) unknown [Oryza sativa subsp. indica] 



End 

Method 

End 

Score 



11463 
24300 
37 

OJ990510_03. 9A14.C47.ol.tm 
37 

none 

37. .225, 56. .217 

11463 
24300 
37 

OJ990510_03. 9A14.C47.ol.tw 
61 

none 

61. .390, 175. .390 

11464 
24301 
141 

OJ990510_03. 9A14.C50.o2.tm 
140 
none 

140. .301, 141. .302, 379. .525, 388. .525 



Seq. ID OJ990510_03.?A14 .C47 
Strand 

390 

TBLASTX: Maize 
225 
74 



Seq. ID OJ990510_03.9A14.C47 
Strand 

390 

TBLASTX: Wheat 
390 
103 



End 

Method 

End 

Score 



Seq. ID OJ990510_03.9A14.C50 
Strand + 

2854 

TBLASTX: Maize 
525 
103 



End 

Method 

End 

Score 



11464 
24301 
141 

OJ990510_03. 9A14.C50.ol.gs 

141 

none 



Seq. ID OJ990510_03.9A14.C50 

Strand + 

End 2854 

Method GENSCAN 

End 2854 

Score .89 



141. .284, 364. .637, 732. .834, 1464. .1584, 1671. .1831, 
1906. .2086, 2252. .2422, 2502. .2581, 2669. .2755, 2836. .2854 



Seq. 'No. 11464 

Gene No. 24301 

Start 141 

Name OJ990510_03 . 9A14 . C50 . ol . tm 

Start 1147 

GI none 
Exons 



Seq. ID OJ990510_03.9A14.C50 

Strand + 

End 2854 

Method TBLASTX : Mai ze 

End 2149 

Score 62 



1147. .1200, 1147. .1200, 1298. .1381, 1305. .1373, 1534. .1584, 



1677. .1709, 1725.. 1832, 1727, 
2005. .2148, 2033. .2149 



,1789, 1903. .2028, 1904. .2029, 



Seq. No. 11465 

Gene No. 24 302- 

Start 1 

Name OJ990510_03 . 9A14 . C52 . ol . np 

Start 1 

GI 3063392 

Exons 1..93, 535.. 666 

GI Descrip. (AB012932) Ca2-t-/H+ exchanger [Vigna radiata] 



Seq. ID OJ990510_03.9A14.C52 
Strand 

End 666 

Method AAT/NAP 

End 666 

Score 100 



Seq. No. 



11465 



Seq. ID OJ990510_03.9A14.C52 



11935 



Gene No. 24302 Strand 

Start 1 End 

Name OJ990510_03 . 9A14 . C52 . ol . gs Method 

Start 11 End 

GI none Score 

Exons 11.. 104 

Seq. No. 11466 Seq. ID 

Gene No. 24303 Strand 

Start 572 End 

Name OJ990510_03 . 9A14 . C54 . ol . gs Method 

Start 572 End 

GI none Score 

Exons 572 . . 643 



666 

GENSCAN 

104 

.58 



OJ990510_03.9A1-4.C54 
643 

GENSCAN 

643 

.42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
ij GI Descrip. 



11467 Seq. ID 

24304 Strand 

991 End 1443 

OJ990510_03. 9A14.C56.ol.np Method AAT/NAP 

991 End 1443 

6539570 Score 193 

991. .1057, 1249. .1443 

(AP000836) hypothetical protein [Oryza sativa] 



OJ990510 03.9A14.C56 



i LI 



Seq. No. 
Gene No. 
Start 
•■^l Name 
Ui start 

pfj Exons 

GI Descrip. 



11468 Seq. ID 

24305 Strand 
24 9 ■ End 
OJ990730_09 . 9A01 . CI . ol . gp Method 
24 9 End 
61605__1.R1084 Score 
249. .524 

'5852170/emb|AL117265.1|OST17804 l.Oe-137 Oryza sativa 
indica{GLA4) genomic DNA, chromosome 4, BAG clone : 1 17804 * 



OJ990730_09". 9A01.C1 
+ 

524 

AAT/GAP 
524 
477 



%1 Seq. No. 


11468 


Seq. ID 


OJ990730 


1=3': Gene No. 


24306 


Strand 




Cl Start 


889 


End 


958 


',1'. Name 


OJ990730 09.9A01.Cl.ol.gs 


Method 


GENSCAN 


start 


889 


End 


958 


Q GI 


none 


Score 


.7 


Exons 


889. .958 






Seq. No. 


11469 


Seq. ID 


OJ990730 


Gene No. 


24307 


Strand 




Start 


1 


End 


995 


Name 


OJ990730 09.9A01.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


995 


GI 


6907086 


Score 


953 


Exons 


1. .167, 225. .995 






GI Descrip. 


{AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


11469 


Seq. ID 


OJ990730 


Gene No. 


24308 


Strand 




Start 


1692 


End 


5006 


Name 


OJ990730 09.9A01.C2.o2.np 


Method 


AAT/NAP 


Start 


1692 


End 


5006 


GI 


4680186 


Score 


187 



11936 




Exons 1692.. 2107, 2580.. 2657, 4967.. 5006 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



beq. NO. 


1 14 by 


Seq. ID 


OJ990730_09.9A01.C2 


Gene No. 




Strand 




Start 


. 1 b y / 


End 


5006 


Name 


uj y y u / u y 


. 9A01 . C2 . o2 . gs Method 


GENSOAN 


Start 


00 bo 


End 


4951 


GI 


none 


Score 


. 63 


Exons 


3863, .3908, 


4294. .4455, 4520. .4631, 4709. .4782, 4800. .4951 


Seq. No. 


11470 


Seq. ID 


OJ990730_09.9A01.C3 


Gene No. 


24309 


Strand 




04--, — 4- 
0 car u 


225 


End 


11551 


Name 


OJ990730 09 


. 9A0 1 . 03 . ol . gs Method 


GENSOAN 


bt ar c 


225 


End 


11542 




none 


Score 


.52 


Exons 


225.. 228, 2367.. 2537, 2615.. 2820, 3509. 


, .3649, 4091. .4343, 




5245. .5344, 


5772. .5907, 6325. .6486, 6573. .7007, 7084. .7308 




7385. .7741, 


7902. .8042, 8384. .8476, 9232. .9395, 9904. .1016; 




10271. .104 36, 10552. .10926, 11182. .11542 


Seq. No. 


11470 


Seq. ID 


OJ990730_09.9A01.O3 


Gene No . 


24309 


Strand 




Start 


225 


End 


11551 


Name 


OJ990730 09 


. 9A01 . 03 . ol . np Method 


AAT/NAP 


Start 


7286 


End 


11551 


GI 


b y u / uo y 


Score 


1071 


Exons 


7286. .7372, 


10271. .10515, " 1054 7. . 11551 




GI Descrip. 


{AP001129) : 


hypothetical protein [Oryza 


sativa] 


oeq. NO. 


11471 


Seq. ID 


OJ990730_09.9A01.O4 


Gene No . 


24310 


Strand 




ouarr 


229 


End 


1685 


Name 


OJ990730 09 


. 9A0 1 . 04 . ol . tw Method 


TBLASTX: Wheat 


0 tart 


6 


End 


708 


GI 


none 


Score 


46 


Exons 


6. ,149, 82. 


.1-26, 193. .225, 250. .708, 293. .427, 524. .664 


beq . NO . 


11471 


Seq. ID 


OJ990730_09.9A01.O4 


Gene No . 


24310 


Strand 




bt art 


229 


End 


1685 


Name 


OJ990730 09 


. 9A01 . 04 . ol . tc Method 


TBLASTX :Oress 


b tart 


6 


End 


421 




none 


Score 


89 


Exons 


6. .149, 250 


..417, 293. .421 




Sea No 


11471 


Seq. ID 


OJ990730_09.9A01.O4 


Gene. No. 


24310 


Strand 




Start 


229 


End 


1685 


Name 


OJ990730 09 


. 9A0 1 . 04 . ol . np Method 


AAT/NAP 


Start 


229 


End 


1685 


GI 


5911167 


Score 


1155 


Exons 


229. . 1685 






GI Descrip. 


(AF136221) ] 


putative transposase protein [Zea mays] 


Seq. No. 


11471 


Seq. ID 


OJ990730_09.9A01.O4 



11937 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24310 
229 

OJ990730_09 . 9A01 . C4 . o2 . tm 
352 
none 

352. . 666, 679. .732 

11471 
24310 
229 

OJ990730_09 . 9A01 . C4 . o3 . tw 
718 
none 

718. .795, 835. .918, 919. .1038, 

11471 
24310 
229 

OJ990730_09. 9A01.C4 .o3. tm 
829 
none 

829. .1035, 844. .1035 

11471 
24310 
229 

OJ990730_09.9A01.C4.ol.ts 
1149 
none 

1149. .1382, 1158. .1358, 1228. 

11471 
24310 
229 

0 J9 9 0 7 3 0_0 9 . 9 AO 1 . C 4 . o 1 . t m 
1218 
none 

1218. .1412, 1219. .1437, 1419. 

11471 
24310 
229 

0 J 9 9 0 7 3 0_0 9 . 9 AO 1 . C 4 . o 2 . t w 
1252 - 
none 

1252. .1446, 1257. .1412, 1443.. 
1560. .1664, 1567. .1674 

11471 
24310 
229 

OJ990730_09 . 9A01 . C4 . o2 . tc 
1506 
none 

1506. .1682, 1507. .1659 



Strand 
End 

Method 

End 

Score 



1685 

TBLASTX: Maize 

732 

50 



Seq. ID OJ990730_09. 9A01 .C4 
Strand 

End 1685 

Method TBLASTX : Wheat 

End 1038 

Score 86 
931. .1038 

Seq. ID OJ990730_09. 9A01 .C4 
Strand 

End 1685 

Method TBLASTX : Mai ze 

End 1035 

Score 7 6 



Seq. ID OJ990730_09.9A01.C4 
Strand 

1685 

TBLASTX: Soybean 
1383 
58 



End 

Method 
End 
Score 
.1383 



Seq. ID OJ990730_09.9A01.C4 
Strand 

End 1685 

Method TBLASTX : Maize 

End 1667 

Score 103 

.1661, 1420. .1662, 1530. .1667 

Seq. ID OJ990730_09.9A01.C4 
Strand 

End 1685 

Method TBLASTX : Wheat 

End 1674 

Score 73 

1550, 1456.. 1551, 1458.. 1553, 



Seq. ID OJ990730^09.9A01.C4 
Strand 

End 1685 

Method TBLASTX : Cress 

End 1682 

Score 96 



Seq. No. 



11472 



Seq. ID OJ990730_09.9A01.C5 



11938 




Gene No. 


24311 






Strand 


- 






Start 


1 






End 


505 






Name 


OJ990730 


09. 9A01 .05 


. o 1 . np 


Method 


AAT/NAP 






Start 


1 ~ 






End 


505 






GI 


5852179 






Score 


125 






P von ^ 

ill Awl 1 tj 


1 . . 505 














(ZT npsprio 

^ Lri/ W O ^ ■ 


(AL117265 


) zhb0009. 


1 [Oryza 


sativa ] 








Seq. No. 


11472 






Seq. ID 


OJ990730 


_09. 9A01 


.05 


Gene No. 


24311 






Strand 








Start 


1 






End 


505 






Name 


OJ990730 


09. 9A01 .05 


. o 1 . gs 


Method 


GENSOAN 






Start 


46 ~ 






End 


380 






GI 


none 






Score 


. 67 






Rxnn *^ 


46. . 380 














Seq. No. 


11473 






Seq. ID 


OJ990730 


_09. 9A01 


.06 


Gene No. 


24312 






Strand 


+ 






Start 


1 






End 


1479 






Name 


OJ990730 


09.9A01.O6 


. ol . np 


Method* 


AAT/NAP 






Start 


1 






End 


627 






GI 


22490 






Score 


216 








1..101, 296. .627 












\j J. L/o ^ .1. Ju . 


\ £\. \J A. \J \J } 


ORFl rzpa ] 


[Tiays ] 










Seq. No. 


11473 






Seq. ID 


OJ990730 


_09.9A01 


.06 


Gene No. 


24312 






Strand 


+ 






Start 


1 






End 


1479 






Name 


OJ990730 


09.9A01.C6 


. ol . gs 


Method 


GENSCAN 






Start 


122 






End 


1479 






GI 


none 






Score 


. 74 






Exons 


122. .560, 


657. .715, 


1396. .1479 








Seq. No. 


11473 






Seq. ID 


OJ990730 


_09. 9A01 


.06 


Gene No. 


24313 






Strand 


+ 






Start 


3588 






End 


7123 






Name 


OJ990730 


09.9A01.C6 


. ol . tm 


Method 


TBLASTX: 


Maize 




Start 


194 






End 


7.18 






GI 


none 






Score 


412 






Exons 


194. .565, 


202. .561, 


284 . .565 


, 677. .718 








Seq. No. 


11473 






Seq. ID 


OJ990730 


_09. 9A01 


.06 


Gene No. 


24313 






Strand 


+ 






Start 


3588 






End 


7123 






Name 


OJ990730 


09.9A01.C6 


. o5 . tw 


Method 


TBLASTX: 


Wheat 




Start 


197 






End 


463 






GI 


none 






Score 


183 






R von =5 


197. .463, 


286. .462 












Seq. No. 


11473 






Seq. ID 


OJ990730 


_09. 9A01 


.06 


Gene No. 


24313 






Strand 


+ 






Start 


3588 






End 


7123 






Name 


OJ990730 


09. 9A01.C6 


.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


275 






End 


541 






GI 


none 






Score 


240 






Exons 


275. .541, 


295. .528 













11939 



i:fi 



Q 



Qprr Mr) 

O C ^ * w • 


11473 






Seq. ID 


OJ990730 


09. 9A01 .C6 


Gene No. 


24313 






Strand 


+ 




Start 


3588 






End 


7123 




Name 


OJ990730 09 


.9A01.C6.o2. 


np 


Method 


AAT/NAP 




Start 


3588 






End 


7123 




GI 


4680203 ■ 






Score 


2234 




P von Q 


3588. .3611, 


4893. . 6566, 


6720. 


.6974, 7073.. 7123 




nx Dp *^ pr i n 


(AF114171) TNP2-like' protein 


[Sorghum 


bicolor] 




O C ^ * LM W • 


11473 






Seq. ID 


OJ990730 


09. 9A01 .C6 


Gene No . 


24313 






Strand 


+ 




Start 


3588 






End. 


7123 




Name 


OJ990730 09 


.9A01.C6.ol. 


gp 


Method 


AAT/GAP 




Start 


4437 






End 


5031 




GI 


2310235 






Score 


290 




P. vnn s 


4437. .4474, 


4893. .5031 












5852182/emb 


ICAB55420.il 


9.0e- 


13 (AL117265) zhb0012,l [Oryza 




sativa] 












Sea No. 


11473 






Seq. ID 


OJ990730 




Gene No . 


24313 






Strand 


+ 




Start 


3588 






End 


7123 




Name 


OJ990730 09 


. 9A01.C6.o2. 


gp 


Method 


AAT/GAP 




Start 


4897 






End 


7123 






342 1.R1084 






Score 


3705 




F von Q 


4897. .7123 














M574 4 06/gb| AAD24 042.1 1 


0,0e+00, (AF121139) RIM2 


protein [Oryza 




sativa] ' 












Seq. No. . 


11473 






Seq. ID 


OJ990730 


_09.9A01.C6 


Gene No. 


24313 






Strand 


+ 




Start 


3588 






End 


7123 




Name 


OJ990730 09 


.9A01.C6.o3. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


5244 






End 


5600 




GI 


none 






Score 


103 




P, V n n *5 


5244 . .5351, 


5334. .5585, 


5342. 


.5584, 5343. .5600, 


5344. .5595 


Seq. No. 


11473 






Seq. ID 


OJ990730 


_09.9A01.C6 


Gene No. 


24313 






Strand 


+ 




Start 


3588 






End 


7123 




Name 


OJ990730 09 


.9A01.C6.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5516 






End 


5945 




GI 


none 






Score 


93 




Exons 


5516. ,5599, 


5517. .5591, 


5592. 


.5654, 5649. .5945, 


5703. .5927 



Seq. No. 


11473 








Seq. ID 


OJ990730_09.9A01 


.C6 


Gene No. 


24313 








Strand 


+ 




Start 


3588 








End 


.7123 




Name 


OJ990730 09. 


. 9A01. 


.C6.01. 


tc, 


Method 


TBLASTX: Cress 




Start 


5678 








End 


6026 




GI 


none 








Score 


287 




Exons 


5678. .5833, 


5685. 


. .6026, 


5870. 


. 6007 






Seq. No. 


11473 








Seq. ID 


OJ990730_09. 9A01 


.C6 


Gene No. 


24313 








Strand 


+ 




Start 


3588 








End 


7123 




Name 


OJ990730 09. 


, 9A01. 


.C6.ol. 


tw 


Method 


TBLASTX: Wheat 





11940 




o L,3 IT L 


Do 1 fi 








End 


6283 






none 








Score 


54 






CO T 4 CO ^7 


•JO 


■ . iL> 0 D D / 


■^ft fiR 

J 0 D 0 • 


.5972, 5879. .5968, 5976. .6074, 






fin S4 






.6283, 6077.. 6283 




Seq. No. ' 


11473 








Seq. ID 


OJ990730_09. 9A01, 




Gene No. 


24313 








Strand 


+ 




Ol-a J. C 


'^Rft ft 
0 0 0 








End 


7123 




Name 










Method 


TBLASTX: Maize 




o t art 










End 


6317 






none 








Score 


233 




Exons 






. . U -L X 0 / 


61 9^ 


.6317 






Seq. No. 


11473 








Seq. ID 


OJ990730_09. 9A01, 


. 06 


Gene No. 


24313 








Strand 


+ 




O Ua. J- L. 


J J 0 0 








End 


7123 




Name 






Pfi 




Method 


TBLASTX: Soybean 




Q-h a y--t- 

o L.ar L 


D J. / 








End 


6389 




PT 


none 








Score 


193 




Elxon s 
















o e q . LN o . 










Seq. ID 


OJ990730_09. 9A01, 


.06 


Gene No. 


24313 








Strand 


+ 




Start 


3588 








End 


7123 




Name 


r» TQ 007 "^n HQ 




Pfi n9 

• ^D • OZ. . 


L W 


Method 


TBLASTX: Wheat 




o tart 










End 


6870 






none 








Score 


87 




Exons 


c^A 00 e^AI 0 


D4 Z 0 


. . Dfi 0 0 , 


4 7 1 
D4 / X . 


.6713, 6491. .6673, 6785. .6868, 




^70 C (TO fTp 

D/CSO. .DODO/ 


^^7 ft fi 
D / 0 D 


• . DO D / 


*^7 ft 7 
D / 0 / . 


.6870 






Seq. No. 


11473 








Seq. ID 


OJ990730_09, 9A01, 


.06 


Gene No. 


24313 








Strand 


+ 






^ Rft ft 
J J 0 0 








End 


7123 




Name 




Q A0 1 


Pf^ o4 
. ^D . Ofl . 


L W 


Method 


TBLASTX: Wheat 






DO / X 








End 


7099 




P T 


none 








Score 


315 




Hi AUl 10 


\JU/±.. / VJZ70/ 


fift 7 9 


• . f \J J 










Seq. No. 


11473 








Seq. ID 


OJ990730_09.9A01, 


.06 


Gene No. 


24313 ' 








Strand 


+ 






^"^ftft 
J J 0 0 








End 


7123 




Name 




. ^t\\J X 


Pfi 


cm 


Method 


TBLASTX: Maize 




0 La,r L 


DO / D 








End 


7099 






none 








Score 


211 




Exons 


DO /J. . f U f 


fipft fi 

D 0 0 D 


7nQR 










0 e q . LN 0 . 


114 7 4 
± X y / f± 








Seq. ID 


OJ990730_09. 9A01, 


.07 


Gene No. 


24314 








Strand 






Start 


1 








End 


652 




Name 


OJ990730 09 


. 9A01 


.C7.01. 


np 


Method 


AAT/NAP 




otart 


1 








End 


631 




GI 


4680203 








Score 


540 




Exons 


1. .631 














GI Descrip. 


(AF114171) TNP2- 


like protein 


[Sorghum bicolor] 




Seq. No. 


11474 








Seq. ID 


OJ990730_09. 9A01, 


.07 


Gene No. 


24314 








Strand 


+ 





11941 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990730_09 . 9A01 . C7 , ol . gs 
47 

none 

47. .226, 242. .652 



End 652 

Method GENSCAN 

End 652 

Score . 93 



11474 ' 

24315 

1326 

OJ990730_09.9A01.C7.ol.tw 
7 

none 



OJ990730 09.9A01.C7 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7. .66, 71. .178, 76. .162, 171. .212, 173. .217, 194. .217, 220. .315, 
224. .283, 262. .366, 263. .409, 284. .409, 295. .411, 416. .496, 
421. .465, 485. .577, 511. .576 



1620 

TBLASTX: Wheat 

577 

80 



Seq. No. 11474 • Seq. ID 

Gene No. 24315 Strand 

Start 1326 End 

Name OJ990730_09 . 9A01 . C7 . o2 . gs Method 

Start 1326 End 

GI none Score 

:i Exons 1326. .1466, 1501. .1620 



OJ990730_09. 9A01.C7 

1620 
GENSCAN 
1620 
.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11475 Seq. ID 

24316 Strand 

182 , End 
OJ990730_09 . 9A01 . 08 . ol . gs Method 
182 ^ End 

none ' Score 



OJ990730_09.9A01.C8 
+ 

2981 
GENSCAN 
2981 
.59 



182. .218, 468. .547, 789. .851, 1996. .2286, 2357. .2540, 2770. .2981 



11475 Seq. ID 

24317 Strand 

4132 End 

OJ990730_09 . 9A01 . C8 . o3 . np Method 

4132 End 

4680204 Score 



OJ990730_09.9A01.C8 
+ 

8270 
AAT/NAP 
6897 
759 



4132. .5567, 5663. .6735, 6840. .6897 

{AF114171) hypothetical protein [Sorghum bicolor] 



11475 Seq. ID 

24317 Strand 

4132 End 

OJ990730_09. 9A01.C8.o4 .np Method 

4132 End 

4680204 Score 



OJ990730_09.9A01.C8 
+ 

8270 
AAT/NAP 
8270 
756 



4132. .5567, 5663. .6218, 8236. .8270 

(AF114171) hypothetical protein [Sorghum bicolor] 



11475 Seq. ID 

24318 Strand 

917 End 

OJ990730_09. 9A01.C8.ol.np Method 

917 End 

6063554 Score 

917. .1122, 2267. .2477, 2937. .3053 



OJ990730_09.9A01.C8 

3053 
AAT/NAP 
3053 
167 



11942 




GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



oeg . NO , 


11475 Seq. ID 


OJ990730_09.9A01.C8 


Gene No , 


24318 -Strand 




ouar L 


917 End 


3053 


Name 


,.OJ990730 09.9A01.C8.ol.gp Method 


AAT/GAP 


oTiart 


1077 End 


1508 


C T 


2428185 Score 


705 


Exons 


1077. .1508 




GI Descrip. 


5852170/emb|AL117265.1|OST17804 l.Oe-177 Oryza sativa 




indica(GLA4) genomic DNA, chromosome 4 


, BAG clone :tl7804 


oeg . rJO . 


11475 Seq. ID 


OJ990730_09.9A01.C8 


oene ino . 


24318 Strand 




C-i- a v-l- 

oT,ar u 


917 End 


3053 


Naine 


OJ990730 09.9A01.C8.o2.np Method 


AAT/NAP 


0 car u 


1643 End 


2553 




5852178 Score 


535 


Exons 


1643. .1737, 2111. .2218, 2250. .2553 




GI Descrip, 


{AL117265) zhb0008.1 [Oryza sativa] 




Seq. No. 


11475 Seq. ID 


OJ990730_09.9A01.C8 


Gene No. 


24319 Strand 




Start 


4 77 6 End 


5177 


Name 


'•OJ990730 09.9A01.C8.ol.tw Method 


TBLASTX: Wheat 


Start 


4776 End 


5177 


GI 


none Score 


197 


Exons 


4776. .5012, 4776. .4970, 4832. -.5017, 5007. .5177, 5060. .5176 



Seq. No. 11476 Seq. ID OJ990730_09 . 9A01 . 09 

Gene No. 24320 Strand + 

Start 3334 End 14497 

Name OJ990730_09 . 9A01 . 09 . o3 . np Method AAT/NAP 

Start 3334 End 14497 

GI 5852175 Score 179 

Exons 3334. .'3377, 3931. .3987, 4560. .4656, 5275. .5307, 6277. . 6327, 
14461. .14497 

GI Descrip. (AL117265) zhb0005.1 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990730_09. 9A01.C9 



11476 
24320 
3334 

OJ990730_09 . 9A01 . 09 . ol . np 
5919 
4680179 
5919. .7034, 11161. .11228 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Strand 
End 

Method 

End 

Score 



14497 
AAT/NAP 
11228 
735 



Seq. No. 11476 Seq. ID 

Gene No. 24320 Strand 

Start 3334 End 

Name OJ990730_09 . 9A01 . 09 . o2 . gs Method 

Start 5985 End 

GI none Score 

Exons 5985. .7100 



OJ990730_09.9A01.O9 
+ 

14497 
GENSOAN 
7100 
.61 



11943 



C £i /-T KT 

o e cj . IN o . 


11476 


Seq. ID 


OJ990730_09. 9A01.C9 




24320 


Strand 


+ 


Start 


3334 


End 


14497 


Name 


OJ990730 09.9A01.C9.o4.np 


Method 


AAT/NAP 


o L. a J. L. 


7797 


End 


9933 




6063554 


Score 


243 


Exons 


7797. .7837, 8271.. 8485, 9154 


..9184, 9770. .9933 


uescnp. 


(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 




correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


11476 


Seq. ID 




Gene No. 


24320 


Strand 


+ 


Start 


3334 


End 


14497 


Name 


OJ990730 09. 9A01.C9.o3.gp 


Method 


AAT/GAP 


oiiar L. 


9137 


End 


9386 


\j± 


101153 1.R1084 


Score 


389 


Exons 


9137. .9386 






vaJ. uescj-ip. 


'5852170/embl AL117265.1 IOST17804 l.Oe- 


115 Oryza sativa 


indica{GLA4) genomic DNA, chromosome 4 


, BAG clone : tl7804 ' 


oeq . JNO . 


11476 


Seq. ID 


OJ990730_09.9A01.C9 


Gene No. 


24320 


Strand 


+ 


Start 


3334 


End 


14497 


Name 


OJ990730 09. 9A01.C9.o4 .gp 


Method 


AAT/GAP 


b uarr 


10306 


End 


10578 




61605 1.R1084 


Score 


469 


Exons 


10306. .10578 






uescnp. 


' 58'52170/emb| AL117265. 1 IOST17804 1 . Oe- 


137 Oryza sativa 




indica(GLA4) genomic DNA, chromosome 4, BAG clone : tl7804 * 


O \^ . Ln o ■ 


11476 


Seq. ID 


OJ990730_09.9A01.C9 


Gene No. 


24321 


Strand 




Start 


6079 


End 


6566 


Name 


OJ990730 09.9A01.C9.o2.gp 


Method 


AAT/GAP 




6079 


End 


6566 


PT 

o JL 


uC-osflcypl62a07al 


Score 


666 


Exons 


6079. .6306, 6406,. 6566 






o± uesciTip. 


M680179/gb|AAD27547.1|AF111709 1 2 . Oe 


-40 {AF111709) polyproti 




[Oryza sativa subsp. indica] 






Seq. No. 


11476 


Seq. ID 


OJ990730_09.9A01.C9 


Gene No. 


24322 


Strand 






6833 


End 


9870 


Name 


OJ990730 09. 9A01,C9.o2 .np 


Method 


AAT/NAP 


C4- o 


6833 


End 


8756 


PT 
o J. 


5852179 


Score 


356 


XIjXOIIo 


6833. .6861, 8275. .8449, 8524 


. .8756 




yji uescnp. 


(AL117265) zhb0009.1 [Oryza 


sativa] 




Seq. No. 


11476 


Seq. ID 


OJ990730_09 . 9A01 . 09 


Gene No. 


24322 


Strand 




Start 


6833 


End 


9870 


Name 


OJ990730 09. 9A01.C9.o3.gs 


Method 


GENSCAN 


Start 


7964 


End 


9870 


GI 


none 


Score 


.83 



11944 




Exons 


IQf^A fi7'^9 Q797 QftTO 








Seq. No. 


11476 


Seq. ID 


OJ990730_09.9A01 


.C9 


Gene No, 


24323 


Strand 








X X O O D 


End 


12598 




Nsine 




Method 


GENSCAN 






X X O O D 


End 


12598 






none 


Score 


.71 




Exons 


11(^0"^ 117'^! Ilfti^d 
XXOOD. . XXDU-J/ XX/OX. • X i-O DH / 


12285. .12321, 12543.. 12598 




O e CJ . LN U . 


X X 4 / O 


Seq. ID 


OJ990730 09 9A01 


PQ 


Gene No. 


24323 


Strand 






Start 


11386 


End 


12598 




Na.ine 




Method 


AAT/NAP 






X X *J o o 


End 


11854 






J O X o ^ 


Score 


416 






XXfi^O. .XXU-JOf XX/^O. .XXOJ'x 










\ r\i-i J. J. t ^ \j ^ f iU \J \J J- ^ t J. \^\J s. y Z.ci 


sativa] 






Seq. No. 


11476 


Seq. ID 


OJ990730_09. 9A01 


.C9 


Gene No. 


24324 


Strand 


- 




O CctX L 


X O U wJ *i 


End 


14144 




Nsirie 


nTQQrmn dq qadi pq ni ^w 


Method 


TBLASTX: Wheat 




O Lai. L. 


(^1/3 7 
0X4/ 


End 


6503 






none 


Score 


290 




TP V 

jLXons 


f;i47 f^Rfl"^ f^IRR ^"^9^ (^"^f^O 


. .6502 






Seq. No. 


11476 


Seq. ID 


OJ990730_09.9A01 


.C9 


Gene No. 


24324 


Strand 


- 




C4- a -r-l- 
O U a. J- U 


' X J U O 4 


End 


14144 




Name 


\Ju ^j7U/jU U^. ^riU X. ^17. OX. Lin 


Method 


TBLASTX: Maize 




C-t- a -ri- 
ot. aJ-L 


-3 p 7 


End 


6674 




PT 


none 


Score 


209 




Exons 


fi^R7 fifi47 (=;4in f^t:71 (=;f;i 9 


. .6674 






Seq. No. 


11476 


Seq. ID 


OJ990730_09. 9A01 


.09 


Gene No. 


24324 


Strand 


- 




O L a.X L 


X O U J ri 


End 


14144 




Name 




Method 


GENSCAN 




o Lair L 


1 R4 ~ 
X O U O 4 


End 


14144 




oX 


none 


Score 


.94 




I-J AUI io 


1 '^nR4 1^17*^ 1 '^1 QQ 1^94^ 


13372. . 133£ 


!8, 13834. .14144 




Seq. No. 


11477 


Seq. ID 


OJ990730_09.9A01 


.CK 


Gene No. 


24325 


Strand 


+ 




O L a X L 


4 R 


End 


358 




Name 


P).TQQn7'^n HQ QZ\ni Pin n1 rrci 

wu y jKJ / 0\J U_?. ;7rt.U X.^XU.DX.yo 


Method 


GENSCAN 




D LaX L 


4 R ~ 

4 D 


End 


358 






none 


Score 


.99 




Exons 


4R T^P ^Rft 








Seq. No. 


11477 


Seq. ID 


OJ990730_09.9A01 


.Cl( 


Gene No. 


24326 


Strand 


+ 




Start 


1857 


End 


2344 




Name 


OJ990730 09.9A01.C10.ol.gp 


Method 


AAT/GAP 




Start 


1857 


End 


2344 




GI 


uC-osflcypl62a07al 


Score 


494 





11945 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1857.. 2017, 2117.. 2344 

'4680179/gb|AAD27547.1|AF111709_l 2.0e-40 {AF111709) polyprotein 
[Oryza sativa subsp. indica] ' 



Seq. ID OJ990730_09.9A01.C10 

Strand + 

End 3265 

Method AAT/GAP 

End 3265 

Score 441 



11477 
24327 
2952 

OJ990730_09. 9A01.C10.o2.gp 
2952 

61605_3.R1084 
2952. .3265 

'1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11477 
24328 
1 

OJ990730_09. 9A01.C10.ol.np 
1 

5042447 



Seq. ID OJ990730_09. 9A01.C10 
Strand 

End 3289 

•Method AAT/NAP 

End 3289 

Score 738 



1..107, 745. .806, 1401. .2434, 3209. .3289 
(AC007789) putative polyprotein [Oryza sativa] 



11477 
24328 
1 

OJ990730_09. 9A01.C10.o2.gs 

1329 

none 

1329. .1805, 1902. .2459 



Seq. ID OJ990730_09.9A01.C10 
Strand 

End 328'9 

Method GENSCAN 

End 2459 

Score .49 



Seq. No. 11477 

Gene No. 24328 

Start 1 

Name 0 J9 9 0 7 3 0_0 9 . 9A0 1 . C 1 0 . o 1 . tm 

Start 1725 

GI none 
Exons 



Seq. ID OJ990730_09.9A01.C10 
Strand 

End 3289 

Method TBLASTX : Mai ze 

End 2039 

Score 40 



1725. .1811, 177 6. .2039, 1852. .2013 



Seq. No. 11477 

Gene No. 24328 

Start 1 

Name OJ990730_09 . 9A01 . CIO . ol . tw 

Start 1920 

GI none 
Exons 



Seq. ID OJ990730_09. 9A01.C10 
Strand 

End 3289 

Method TBLASTX : Wheat 

End 2276 

Score 80 



1920. .2276, 1921. .2061, 2098. .2274 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11478 
24329 -;. 
921 

OJ990730_09 . 9A01 . Cll . ol . np 
921 

4680203 



Seq. ID OJ990730_09.9A01.C11 

Strand + 

End 2519 

Method AAT/NAP 

End 2519 

Score 115 



921. .1023, 2194. .2449, 2489. .2519 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. No. 



11479 



Seq. ID OJ990730 09.9A01.C12 



11946 




Gene No, 


24330 






Strand 


-i- 






Start 








bna 


1 /I Q 

1 4 y 






Name 


ojyyu / 


ou uy.yAui.ciz. 


. ol . gs 


Method 


17 M O A KT 






Start 


12. 






hna 


1 /I Q 

1 4 y 






GI 


none 






Score 


. yb 






Exons 


no 1/1 
/ z . .14 


y 












Seq. No, 


1147.9 






Seq. ID 


OJ990730_ 


09. 9A01, 


.C12 


Gene No. 


24331 






Strand 








Start 


o o £r 






bna 


"3 T n Q 
O /Uo 






Name 


/~\ TO O n "7 


30_09.9A01.C12, 


. o2 . gs 


Method 








Start 


o n o 






bnu 


-5 T n Q 
J / Uo 






GI 


none 






Score 


. yb 






Exons 


"3 n o 


3132, 3137.. 3399, 3407 


"5 "7 n Q 

. , O / U 0 








Seq. No. 








Seq. ID 


OJ990730_ 


u y . yAU 1 , 


. Ulz 


Gene No. 


24332 






Strand 


+ 






Start 


11380 






End 


16698 






Naitie 


r\ TQ Om 


30_09.9A01.C12, 


. ol .np 


Method 


AAT/NAP 






Start 


1 loo / 






End 


16698 






GI 


4 DO Ul / 


9 




. Score 


2119 






Exons 


lloo / . 


.12390, 12418., 


.13475, 


16577. .16698 






GI Descrip. 


(At 111 


709) polyprotein [Oryza sativa subsp. indica] 




Seq. No. 


114 7 9 






Seq. ID 


OJ99073O_ 


09.9A01, 


. Cl^ 


Gene No. 


24332 






Strand 


+ 






Start 


11380 






End 


16698 






Name 


OJ 9907 


30_09.9A01.C12, 


. o5 . gs 


Method 


GENSCAN 






Start 


1 1 o o n 

1 looO 






End 


14697 






GI 


none 






Score 


.88 






Exons 


1 T O O A 

1 looU . 


.11726, 11751., 


.11928, 


12025. .13589, 13699. 


.13872, 






loy by . 


.14079, 14164., 


.14236, 


14331. .144 


29, 14509. 


. 14697 




Seq. No. 


11479 






Seq. ID 


OJ990730_ 


09. 9A01, 


.C12 


Gene No. 


24333 






Strand 


+ 






Start 


O O "7 n T 






End 


31631 






Name 


r\ T Q Q n T 


30_09.9A01.C12, 


. o8 . gs 


Method 


GENSCAN 






Start 








End 


25016 








none 






Score' 


.86 






Exons 


o o T n T 
ZZ IKJ 1 , 


.22840, 23988., 


.24065, 


24296. .244 


19, 24891. 


.25016 




Seq. No. 


1 14 / y 






Seq. ID 


OJ990730_ 


_09.9A01, 


. Ulz 


Gene No. 


24333 






Strand 


+ 






Start 


22707 






End 


31631 






Name 


uj y yu / 


30__09.9A01.C12, 


. o4 . np 


Method 


AAT/NAP 






Start 


z4 o9y 






End 


25925 






GI 


ooozl / 


9 




Score 


330 






Exons 


z4 jy y . 


.24419, 25408.. 


.25609, 


25684 . .25925 






GI Descrip. 


/ 7\ T 1 1 T 

(ALII / 


265) zhb0009.1 


[Oryza 


sativa] 








oeq . iNO . 


1 1 4 / 






Seq. ID 


OJ990730_ 


09. 9A01. 


PI 9 


Gene No. 


24333 






Strand 


+ 






Start 


22707 






End 


31631 






Name 


OJ9907 


30_09.9A01.C12, 


. o9 . gs 


Method 


GENSCAN 






Start 


25513 






End 


30928 






GI 


none 






Score 


.59 






Exons 


25513. 


.25925, 26058.. 


,26311, 


27986. .28333, 28376. 


.28452, 





11947 



28744. .28878, 28 975 29805, 29885 .. 30194 , 30303 30502, 
30593. .30928 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11479 
24333 
22707 

OJ990730_09 . 9A01 . C12 . o5 . np 

26242 

4680203 



Seq. ID OJ990730_09.9A01.C12 



Strand 
End 

Method 

End 

Score 



31631 
AAT/NAP 
30907 
2786 



26242. .26262, 27 992 .. 29313, 294 67 29697 , 29930.. 30907 
(AF114171) TNP2-like protein [Sorghum bicolor] 



0 J 9 9 0 7 3 0_0 9 . 9 AO 1 . 01 2 



11479 Seq. ID 

24333 Strand 

22707 End 31631 

OJ990730_09 . 9A01 . 012 . o6 . gp Method AAT/GAP 

27999 End 31631 

342_1.R1084 Score 6191 
27999. .31631 

M574406/gb|AAD24042.1| O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] * 



Seq. No. 11479 

Gene No. 24334 - 

Start 4175 

Name OJ990730_09 . 9A01 . 012 . o3 . gs 

Start 4175 

GI none 

Exons 4175.. 4215, 4675.. 5220, 5295. 

7411. .7722, 7727. .7833 



OJ990730_09.9A01.O12 

7833 
GENSCAN 
7833 
.78 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5486, 6485. .6609, 7138. .7380, 



Seq. No. 11479 Seq. ID 

Gene No. 24335 Strand 

Start 8559 End 

Name OJ990730_09 . 9A01 . 012 . o4 . gs Method 

Start 8559 End 

GI none Score 
Exons 



OJ990730_09.9A01.C12 

9896 
GENSCAN 
9896 
.99 



8559.-8866, 9020.. 9257, 9365.. 9562, 9575.. 9702^ 9764.. 9896 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. Np. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11479 Seq. ID 

24336 Strand 

14078 End 

OJ990730_09 . 9A01 . 012 . o3 . np Method 

14078 End 

5911167 Score 
14078. .1414 6, 17205. .17 456 

(AF136221) putative transposase protein [Zea mays] 



OJ990730_09. 9A01.C12 

17456 
AAT/NAP 
17456 
153 



11479- Seq. ID OJ990730_09 . 9A01 . 012 

24336 Strand 

14078 End 17456 

OJ990730_09 . 9A01 . 012 . o2 . gp Method AAT/GAP 

14922 End 15068 

21474_1.R1084 Score 217 

14922. .15068 

•3894159 2.0e-10 (AO005312) hypothetical protein [Arabidopsis 
thaliana] ' 



11948 



Seq. No. 11479 

Gene No. 24336 

Start 14078 

Name OJ990730_09 . 9A01 . C12 . o6 . gs 

Start 15933 

GI none 
Exons 



Seq. ID OJ990730_09.9A01.C12 
Strand 

End 17456 

Method GENSCAN 

End 17266 

Score . 64 



15933. .16004, 16801 17007 , 17108. .17266 



Seq. No. 


11479 




Seq. ID 


OJ990730_ 


_09.9A01. 


C12 


Gene No. 


o / Q -5 c 




Strand 








Start 


T / n "7 0 




End 


17456 






Name 


r\TQQn'7'3ri HQ Q7\m r^i 0 

ujyyu/ou uy.yAui.Liz. 


o3 . gp 


Method 


AAT/GAP 






Start 


J. y / 




End 


16680 






GI 






Score 


724 






Exons 


1 y / . . 1 boo U 












Seq. No. 


1 1 4 / y 




Seq. ID 


OJ990730_ 


uy . yAUl . 


CIZ 


Gene No. 


24337 




Strand 








Start 


18284 




End 


22255 






Name 


ojyyu/ou (jy.yAui.ciz. 


o7 . gs 


Method 


GENSCAN 






Start 


1 0 0 0 /I 




End 


22255 






GI 


none 




Score 


.55 






Exons 


1000/1 TOO/ti o^o^'^ 

lo2o4 . . loo4 1 , 2136/.. 


21512, 


21945. .22043, 22063. 


.22255 




Seq. No. 


11479 




Seq. ID 


OJ990730_ 


_09.9A01. 


C12 


Gene No. 


24 338 




Strand 








O car t. 


^ 0 J U J 




End 


23777 






Name 


OJ990730 09.9A01.C12. 


o4 . gp 


Method 


AAT/GAP 






Start 


23503 




End 


23777 






GI 


61605 1.R1084 




Score 


460 






Exons 


23503. .23777 












GI Descrip. 


•5852170/emb|AL117265 


..liOST17804 l.Oe- 


137 Oryza 


sativa 






indica ( GLA4 ) genomic 


DNA, chromosome 4 


, BAG clone: tl7804 


1 


Seq. No. 


11479 




Seq. ID 


OJ990730_ 


_09.9A01. 


C12 


Gene No. 


24339 




Strand 








Start 


27994 




End 


31631 






Name 


OJ990730 09.9A01.C12. 


o7.gp 


Method 


AAT/GAP 






Start 


27994 




End 


31631 






GI 


342 1,R1084 




Score 


6187 






Exons 


27994. .31631 












GI Descrip. 


M574406/gb|AAD24 042 . 


11 O.Oe+OO {AF121139) RIM2 


protein 


[Oryza 



sativa] * 



Seq. No. 11479 

Gene No. 24340 

Start 31690 

Name OJ990730_09 . 9A01 . C12 . 08 

Start 11414 

GI none 

Exons 11414. .11434, 11541.. 11 

Seq. No. 11479 

Gene No. 24340 

Start 31690 

Name OJ990730 09 . 9A01 . C12 . o3 



Seq. ID OJ990730_09.9A01.C12 
Strand 

End 31818 

.tw Method TBLASTX : Wheat 

End 11739 

Score 213 
738, 11542.. 11739 

Seq. ID OJ990730_09.9A01.C12 
Strand 

End 31818 

. tm Method TBLASTX : Mai ze 



11949 



start 
GI 

Exons 



11791 

none 

11791, 



,12129, 11791. .12027 



End 
Score 



12129 
243 



Seq. No. 11479 Seq. ID 

Gene No. 24340 Strand 

Start 31690 End 

Name OJ990730__09 . 9A01 . C12 . o6 . tw Method 

Start 11791 End 

GI none Score 

Exons 11791. .12141 



OJ990730_09.9A01.C12 
31818 

TBLASTX: Wheat 

12141 

305 



Seq. No. 11479 " Seq. ID 

Gene No. 24340 Strand 

Start 31690 End 

Name OJ990730_09 . 9A01 . C12 . o7 . tw Method 

Start 12475 End 

GI none Score 

Exons 12475. .12828 



OJ990730_09.9A01.C12 
31818 

TBLASTX: Wheat 

.12828 

246 



Seq. No. 
Gene No. 
r) Start 
Name 
Start 

gi 

■ Exons 

Us? 

Ul Seq. No. 
i^^l Gene No. 

Start 
• Name 

Start 

5«=j GI 

'Si Exons 



11479 
24340 
31690 

OJ990730_09 . 9A01 . C12 . o5 . tm 

12832 

none 

•12832. .13029, 12870. .12977 

11479 
24340 
31690 

OJ990730_09 . 9A01 . C12 . o2 . tw 

12960 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730_09. 9A01,C12 
31818 

TBLASTX: Maize 

13029 

196 



Seq. ID OJ990730_09.9A01.C12 
Strand 
End 

Method 
End 
Score 



31818 

TBLASTX: Wheat 

13443 

535 



12960. .13400, 12961. .13443, 12985. .13440 



Seq. No. 11479 Seq. ID 

Gene No.' 24340 Strand 

Start 31690 End 

Name OJ990730_09 . 9A01 . C12 . o2 . ts Method 

Start 12997 End 

GI none Score 

Exons 12997. .13311 



OJ990730_09.9A01.C12 
31818 

TBLASTX: Soybean 

13311 

198 



Seq. No. 11479 Seq. ID 

Gene No. 24340 Strand 

Start 31690 End 

Name OJ990730_09 . 9A01 . C12 . ol . tm Method 

Start 13030 . End 

GI none Score 

Exons 13030. .13461 



OJ990730_09.9A01.C12 
31818 

TBLASTX: Maize 

13461 

356 



Seq. No. 11479 Seq. ID 

Gene No. 24340 Strand 

Start 31690 End 

Name OJ990730_09 . 9A01 . C12 . o5 . tw Method 

Start 27994 End 



OJ990730_09.9A01.C12 
31818 

TBLASTX: Wheat 
28332 



11950 





none 






Exons 


9 7 QQ/l 

z / yyfi . 


9Q HQQ 9Qnn7 


9 R inn 




9ft Oft 9 
z 0 u 0 z . 


9R "^1 R 9ftnft Q 


9ft in 

. z 0 J J X 


Seq. No. 


11479 






Gene No. 


24340 








J X U 17 U 






Name 


uj y y u / 


-5U u y . y>iu X . X z , 


r\'\ -He 
. OX . I,S 


O -1- -5 v-l- 

otar L 


9 p 9 £; yi 
Z 0 Z 0 4i 






C T 


none 






T** V n o 


z 0 Z U '3 . 


.ZO^OOf ZO*3Z^. < 


9R 6<^9 

• Z 0 U -7 Z / 


Seq. No. 


11479 






Gene No. 


24340 






O a X L 


31690 






Name 


\jO y vj / 


J u u y . y/iu X . X z . 


. OZ . L C 


0 ranz 


9 fi 4 ^1 
Z 0 fJ 0 1 








none 






IT* v/^n ^ 
HtXOIlo 


Z 0 4 J J- . 


9ft S77 9ftd 19 


9ft771 


beq. iNO . 


1 1 /I 7 Q 






Gene No . 








Start 


31690 






Name 


OJ9907 


30_09.9A01.C12, 


. o3.tw 


0 uari- 


z 0 0 0 X 








fione 






Exons 


0 Q c ^ 1 


.zoox/, zoooy., 


. z 0 0 X 0 / 




9 Q 7 9 Q 

z 0 / z 0 . 


9QQ91 9D79Q 


0 Q Q 0 n 
, z 0 oz U / 




9 R P 9 1 
z 0 0 Z X . 


9 QH'^n 9 Rft 9 


9 Qn9 
. z y uz D / 


Seq. No. 


11479 






Gene No. 


24340 








0 X u u 






Name 


vJU y y U / 


no Qam pi 9 
u y . yrau X . X z , 


. oz . x,m 


0 uaru 


z 0 DU 0 








none 






Exons 


9ft ^^DR 
z 0 DU 0 • 


9RR'^Q 9Rfi1 R 


9 R ft ^^n 

. Z 0 0 DU , 


beq . INO . 


1 1 /l 7 Q 
X X fi / 






Gene No. 


24340 






Start 


31690 








V^U -/ -7 V / 


in DQ QADl ri 9 

J U \J ^ . ^rtU X • ^ X z < 




brari: 


9 Q 1 f: Q 
z y X D y 








none 






Exons 


z y X . 


9Q91Q 9Q17n 

.zyzxy/ zyx/u. « 


0 Q 9 "3 9 

. z y Z JZ , 




Z -7 4 / .7 . 


9 Q R74 9 Q4 Ql 


9 Q ^^7 1 


Seq. No. 


11479 






Gene No. 


24340 






0 LdX L. 


0 X 0 -7 U 






Name 


TO Q n 7 


-3U uy.yAux.LXz, 


. o4 . tm 


Start 


29494 






GI 


none 






Exons 


29494 . 


.29859, 29861.. 


,29926 


Seq. No. 


11479 






Gene No. 


24340 







Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



76 



OJ990730_09.9A01.C12 
31818 

TBLASTX : Soybean 

28700 

92 



OJ990730_09 . 9A01 . C12 
31818 

TBLASTX: Cress 

28773 

276 



OJ990730_09.9A01.C12 
31818 

TBLASTX: Wheat 
29030 
'73 



28801. .29025, 



28824. .29030 



Seq. ID OJ990730_09.9A01.C12 
Strand 
End 

Method 
End 
Score 



31818 

TBLASTX: Maize 

29064 

218 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990730_09.9A01.C12 
31818 

TBLASTX: Wheat 

29574 

87 



29218. .29460, 29238 .. 2 9420, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990730_09.9A01.C12 
31818 

TBLASTX: Maize 

29926 

193 



OJ990730 09.9A01.C12 



11951 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 
Q start 
I 'J Name 

Start 

gi 

■J^ Exons 

L| Seq. No. 
=1 Gene No . 

Start 
'' Name 
- Start 
Q GI 

Exons 

GI Descrip. 

Seq. No. 

C=l Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 




31690 

OJ990730_09 . 9A01 : C12 . ol . tw 

29575 

none 

29575. .29760, 2 9580 29855, 

29862. .29975, 29864 30025, 

30122. .30439, 30447 .. 30488, 

30496. .30591, 30500 .. 30559, 

30568. .30687, 30569 .. 30685, 

30761. .30853, 30787.. 30852 




End 31818 

Method TBLASTX : Wheat 

End 30853 

Score 172 
29580. .29855, 29581 .. 298 62 , 
29869. .30165, 29870 .. 30454 , 
30449. .3.0493, 30452 .. 304 93, 
30565. .30678, 30566 .. 30667 , 
30691. .30741, 30692 .'. 30772 , 



11479 Seq. ID 

24340 Strand 

31690 End 
OJ9907 30_09 . 9A01 . C12 . ol . tc Method 

29862 End 

none Score 

29862. .29975, 29864 30025, 

29870. .30271, 30122. .30271 



OJ990730_09.9A01.C12 
31818 

TBLASTX: Cress 
30271 
78 

29869. .30246, 29869 30165, 



11479 Seq. ID 

24340 Strand 

31690 End 
OJ990730_09 . 9A01 . C12 . ol.O .,gs Method 

31690 " End 

none Score 
31690. .31818 



OJ990730_09.9A01.C12 

31818 
GENSCAN 
31818 
.97 



11480 



Seq. ID OJ990830 07.9A25.C1 



24341 Strand + 

1 End 1593 

OJ990830_07 , 9A25 . CI , ol . np Method AAT/NAP 

1 End 1569 

6630685 Score 1670 
1..1569 

(AP000969) Similar to copia-type pol polyprotein. 
[Oryza sativa] 



(AF105716) 



11480 
24341 
1 

OJ990830_07.9A25.Cl,ol.ts 
13 

5509260 

13. .147, 14. .148, 68. .148, 108. .542, 145. .540 



Seq. ID OJ990830_07.9A25.C1 

Strand + 

End 1593 

Method TBLASTX : Soybean 

End 542 

Score 144 



11480 
24341 , 
1 

OJ990830_07 . 9A25 . CI . ol . tw 
58 

none 



Seq. ID OJ990830 07.9A25.C1 



Strand 
End 

Method 

End 

Score 



+ 

1593 

TBLASTX: Wheat 

525 

82 



58. .159, 59. .157, 181. .525, 198. ,326, 357. .524 



11480 
24341 



Seq. ID OJ990830_07.9A25.C1 
Strand + 



11952 



start 
Name 
Start 
GI 

Exons 



OJ990830_07 , 9A25 , CI . o2 . tc 

157 

none 

157. .423, 162. .422 



End 

Method 

End 

Score 



1593 

TBLASTX: Cress 

423 

249 



Seq. No. 11480 ■ Seq. ID 

Gene No. 24341 Strand- 

Start 1 End 

Name OJ990830_07 . 9A25 . CI . ol . gs Method 

Start 197 End 

GI none Score 

Exons 197 . . 1572 



OJ990830_07.9A25.C1 
+ 

1593 
GENSCAN 
1572 
.89 



Seq. No. 11480 Seq. ID 

Gene No. 24341 Strand 

Start 1 End 

Name OJ990830_07 . 9A25 . CI . o2 . tm Method 

Start 204 End 

GI none Score 

Exons 204. .641, 205. .651, 346. .642 



OJ990830_07.9A25.C1 
+ 

1593 

TBLASTX: Maize 

651 

523 



...^ Seq. No. 11480 Seq. ID 

'''ll Gene No. 24 341 Strand 

'"J Start 1 End 

if\ Name OJ990830_07 . 9A25 . CI . o3 . ts Method 

rlj Start 684 " End 

r=| GI none Score 

'r: Exons 684.. 851, 688.. 912 



OJ990830_07.9A25.C1 
+ 

1593 

TBLASTX : Soybean 

912 

190 



rlt 



Seq. No. 11480 

Gene No. 24341 

Start 1 

Name OJ990830_07 . 9A25 . CI . o2 . tw 

Start 712 

GI none 

Exons 712. .864, 892. .1128, 903. .1127 

Seq. No. 11480 

Gene No. 24341 

Start 1 

Name OJ990830_07 . 9A25 . CI . ol . tc 

Start 892 

GI none 

Exons 892.. 1065, 904.. 1074, 1186.. 1320, 1338 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990830_07.9A25.C1 

H- 

1593 

TBLASTX: Wheat 

1128 

103 



OJ990830_07.9A25.C1 
+ 

1593 

TBLASTX: Cress 

1551 

116 

..1457, 1339. .1551 



Seq. No. 11480 Seq. ID 

Gene No. ■ 24341 Strand 

Start 1 End 

Name OJ990830_07 . 9A25 . CI . ol . tm Method 

Start 895 End 

GI none Score 

Exons 895.. 1551, 903.. 1550 



OJ990830_07.9A25.C1 
+ 

1593 

TBLASTX: Maize 

1551 

738 



Seq. No. 
Gene No, 
Start 



11480 
24341 
1 



Seq. ID OJ990830_07. 9A25.C1 
Strand + 
End 1593 



11953 






Name 


OJyyUooU u / 


n 7\ o c 


O T A O -4- 

. CI . oz . t s 


Method 


TBLASTX : Soybean 






Start 


y 1 J 






End 


1593 






GI 


none 






Score 


289 






Exons 




1 lU / • 


. iz 0 y , u . . 


1593, 1335.. 1496 






Seq. No. 


11480 






Seq. ID 


OJ990830_07.9A25. 


CI 




Gene No. 


24341- - 






Strand 


+ 






otart 


1 ■ 






End 


1593 






Name 


uj y yuo ou u / 


. y/iz 0 


.CI . O J . lW 


Method 


TBLASTX: Wheat 






Start 


1 1 "3 Q 

1 loo 






End 


1524 






GI 


none 






Score 


113 






Exons 


TTOQ 1*311 
lUO.. 1-311/ 


I 1 Q c; 

I I O O 


ioc;'3 i'3'3n 


.1524, 1333. .1437, 1335. .1511 




Seq. No. 


11481, 






Seq. ID 


OJ990830_07.9A25. 


C2 




Gene No. 


24342 






Strand 


+ 






Start 


m /I 






End 


5889 






Name 


UJ yyuoou u/ 


Q n 0 c: 


. CZ . oz . gS 


Method 


GENSCAN 






Start 








End 


5889 






hi 


none 






Score 


.59 






Exons 


ou J4 . . D 1 yj , 


c: T Q 1 
0 / o 1 


t; Q Q Q 










Seq. No. 


T T /I O O 

1 14 0^; 






Seq. ID 


OJ990830 07.9A25. 


C3 




Gene No. 


24343 






Strand 


+ 






Start 


227 






End 


1199 






Name 


oj y yuo ou (J / 


Q 7\ o c; 


.C3.ol.np 


Method 


AAT/NAP 




I'M 


Start 


227 






End 


1199 






GI 


364 5899 






Score 


626 




Q 


Exons 


o o T lion 

227 . .119 9 














GI Descrip. 


(Udo4Uo) 0 


end 


not determined experimentally [Zea mays] 






Seq. No. 


11482 






Seq. ID 


OJ990830_07.9A25. 


C3 


ni 


Gene No. 


24343 






Strand 


+ 






btart 


O 0 1 






End 


1199. 






Name 


UJ y yuoou u / 


Q 7\ O c: 

. yAZo 


.C3.ol.gs 


Method 


GENSCAN 




'J c? 
'HI 


Start 


2 91 






End 


1145 




is 3: 


GI 


none 






Score 


.53 




Exons 


o n 1 1 1 >t R 

z y 1 . . 1 1 4i o 












•3 =? 


Seq. No. 


11482 






Seq. ID 


OJ990830 07.9A25. 


C3 


^::( 


Gene No. 


24343 






Strand 


+ 






otar t 


227 






End 


1199 






Name 


OJ990830 07 


. 9A25 


.C3.ol.tw 


Method 


TBLASTX: Wheat 






btart 


651 






End 


1199 






GI 


none 






Score 


151 






Exons 


651. .887, 657. .8 


69, 924.. 1199, 927.. 1199 






Seq. No. 


11482 






Seq. ID 


OJ990830_07. 9A25. 


C3 




Gene No. 


24343 






Strand 


+ 








227 






End 


1199 






Name 


OJ990830 07 


. 9A25 


.C3.01. tm 


Method 


TBLASTX: Maize 






Start ■ 


780 






End 


1196 






GI 


none 






Score 


362 






Exons 


780. .1196, 


816. . 


968, 1040. .1195 








Seq. No. 


11483 






Seq. ID 


OJ990830_07. 9A25. 


CI 




Gene No . 


24344 






Strand 


+ 






Start 


1 






End 


87 





11954 



Name OJ990830_07 . 9A25 . Cll . ol . gp Method AAT/GAP 

Start 1 End 87 

GI LIB3431-028-P1-N1-A10 Score 162 

Exons 1 . . 87 

GI Descrip. M 680203/gb | AAD27566 . 1 1 AF114 171_7 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] ' 



Seq. No.- 11483 

Gene No. 24345 

Start 108 

Name OJ990830_07 . 9A25 . Cll . ol . tw 

Start 1 

GI none 
Exons 



OJ990830 07.9A25.C11 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..96, 3. .95, 43. .138, 75. .134, 141. .182, 141. .185, 146. .187, 
180. .632, 195. .890, 196. .1080, 370. .1065, 678. .1073 



1749 

TBLASTX: Wheat 

1080 

83 





Seq. No. 


1 1 /I Q T 




Seq. ID 


ujyyuo ju u / . yH.zo 


. u 1 1 




Gene No. 


24345 




Strand 








Start 


108 




End 


1749 






Name 


ujyyuooU u / . yAz 0 . i . Ol , 


.gs 


Method 


VI Q Zi M 






Start 


lUo 




End 


1 t; Q c 

1 D y 0 






GI 


none 




Score 


. 0 y 






Exons 


IHQ "7QQ 110"7 It^QR 

iUo../yy, iiz/..ioyo 












Seq. No. 


T T /I O 
1 1 4 OO 




Seq. ID 


ujyyuoju u/.yA^iD 


PI 1 
• Oil 




Gene No. 


^: ft J *1 o 




Strand 






i"! 1 

i if 


Start 


108 




End 


1749 




.3 Si 


Name 


OJ990830 07.9A25.Cll.ol. 


.np 


Method 


AAT/NAP 




Lif 


Start 


265 




End 


1749 






GI 


6742729 




Score 


2282 






Exons 


265. .1749 










ril 

I at 


GI Descrip. 


{AF121139) RIM2 protein 


[Oryza sativa] 






IS 


Seq. No. 


11483 




Seq. ID 


OJ990830_07. 9A25 


.Cll 




Gene No. 


24345 




Strand 








Start 


' 108 




End 


1749 




1 , 


Name 


OJ990830 07.9A25.Cll.ol, 


.to 


Method 


TBLASTX: Cress 






Start 


363 




End 


810 




Q 


GI 


none 




Score 


196 




Q 


Exons 


363. .806, 363. .806, 367, 


. .810, 


370. .810 








Seq. No. 


11483 




Seq. ID 


OJ990830_07. 9A25 


.Cll 




Gene No. 


24345 




Strand 








Start 


108 




End 


1749 






Name 


OJ990830 07.9A25.Cll.ol, 


.tm 


Method 


TBLASTX: Maize 






Start 


741 




End 


1055 






GI 


none 




Score 


116 






Exons 


741. .1055, 769. .1044 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11483 
24345 
108 

OJ990830_07. 9A25.Cll.o2.tw 

1080 

none 



Seq. ID OJ990830_07. 9A25.C11 



Strand 
End 

Method 

End 

Score 



1749 

TBLASTX: Wheat 

1485 

78 



1080. .1160, 1081. .1161, 1081. .1164, 1086. .1166, 1088. .1165, 
1194. .1436, 1234. .1416, 1422. .1484, 1435. .1485 



11955 




Seq. No. 


11483 




Seq. ID 


OJ990830_07.9A25 


.Cll 




41. *1 O *3 J 




rand 
o X a 1 iv^ 






O Lai L. 


X u o 




Fnd 

ILil ivx 


174 9 






O.TQQDft^O 07 QA9^ PIT 




Mo "h h oH 

L ie U 1 1 W 


i. oux^o X . i^wj^jk^caii 




C -1- -J Y-*- 


1 S 1 ft ~ 

X J X 0 




End 


1742 




P T 


none 






189 




Exons 


ISIft 1749 










Seq. No. 


11484 




Seq. ID 


OJ990830_07.9A25 


.C12 


Gene No. 


24346 




Strand 








± 




End 


4218 




N3me 


O.TQQDft^n 07 QA9S PI 9 


o 1 no 


Method 


AAT/NAP 






1 ~ 

X 




End 


1806 




PT 


4 fiftn9n^ 

r± D O U ^ U J 




Score 


436 




IT von Q 


1 541 1755 1806 










(7L T Plo c o r* i o 


faFll4171^ TNP9-1 1 

^rtEX±*lXfXy J.iNti. ii JvC 


OT"0"t~ <s T n 

^X U. V? X 11 


[Sorghum bicolor] 




Seq. No. 


11484 




Seq. ID 


OJ990830_07.9A25 


.C12 


P o n o Mo 


94 ?4 




Strand 


- 






1 
X 




End 


4218 




Nsme 


n.TQQOft^O 07 QA9S Pi 9 


. ol . gs 


Method 


GENSCAN 




o car u 


<=;4 ~ 




End 


4218 




PT 
o J. 


none 




Score 


.4 




Exons 


^^4 ^t^9 979ft 979ft 

• .OOZ/ Z/ZO. .Z/ZO/ 


3958.. 4080, 411-2. 


.4218 




Seq, No. 


11485 




Seq. ID 


OJ990830_07.9A25 


.C13 


P £a o Mo 


24347 




Strand 


+ 




oT-.d.r L 


1270 




End 


2045 




Nsirie 


OJ990830 07.9A25.C13 


. ol . gs 


Method 


GENSCAN 




o tare 


1270 




End 


2045 




PT 


none 




Score 


.92 






1270. .1319, 1674. .2045 








Seq. No. 


11486 




Seq. ID 


OJ990830_07.9A25 


.C14 


P o o Mo 


24348 




Strand 






o t-dX L. 


303 




End 


734 




Name 


OJ990830 07.9A25.C14 


.ol.tm 


Method 


TBLASTX: Maize 




O LaX L 


303 




End 


641 




PT 


none 




Score 


38 




IT V O T*l 


303. .335, 318. .542, 


549. . 641 








Seq. No. 


11486 




Seq. ID 


OJ990830_07.9A25 


.C14 


Poino Mo 


24348 




Strand 






o i,,ai- L 


303 




End 


734 




M ^ m ^ 


OJ990830 07.9A25.C14 


. ol . tw 


Method 


TBLASTX: Wheat 




q-l- a r 1- 
O L-dX L 


372 




End 


734 




PT 
ox 


none . . 




Score 


266 






372. .734, 567. .710 










Seq. No. 


11487 




Seq. ID 


OJ990830_07.9A25 


.C16 


Gene No. 


24349 




Strand 






Start 


413 




End 


1972 




Name 


OJ990830 07.9A25.C16 


. ol . gs 


Method 


GENSCAN 




Start 


413 




End 


1972 




GI 


none 




Score 


.63 




Exons 


413. .1483, 1692. .178 


8, 1857.. 


1972 







11956 




Seq. No. 


11488 






Seq. ID 


OJ990830_07, 


, 9A25 


.C17 


Gene No. 


24350 






Strand 


+ 






Start 


1 






End 


1447 






Nsme 


OJ990830 07 


.9A25.C17.ol 


.np 


Method 


AAT/NAP 






Start 


1 ~ 






End 


1123 






GI 


5852172 






Score 


110 






Rvons 

l-J ^\ \mf 1 1 O 


1 21. 989 


.1123 














(AL117265 ) 


zhb0002.'l [Oryza 


s a t i va 1 








Seq. No. 


11488 






Seq. ID 


OJ990830_07. 


9A25, 


.C17 




24350 






Strand 


+ 






Start 


1 






End 


1447 






Name 


OJ990830 07 


.9A25.C17.o2 


.gs 


Mpt hod 


GENSCAN 






Start 


1018 ~ 






End 


1447 






GI 


none 






Score 


. 95 






Exons 


1018 . . 1117, 


1320. .1447 












Seq. No. 


11488 






Seq. ID 


OJ990830_07. 


9A25. 


.C17 


ft!pnp No 


24351 






Strand 








Start 


22 






End 


582 






Name 


OJ990830 07 


.9A25.C17.ol, 


.gs 


Mp t h od 


GENSCAN 






Start 


22 ~ 






End 


582 
















78 






F* von Q 


72 S82 














Sea No 


11488 






Seq. ID 


OJ990830_07. 


9A25, 


.C17 


Gene No. 


24352 






Strand 








Start 


972 






End 


1231 






Name 


OJ990830 07 


. 9A25.C17'.ol. 


.gp 


Method 


AAT/GAP 






Start 


972 






End 


1231 






GI 


427610 






Score 


370 






Exons 


972. .1231 
















5852172/emb|CAB55410. 1 | 


4.0e 


-11 (AL117265) zhb0002. 


1 [Oryza 




sativa] 














Seq. No. 


11489 






Seq. ID 


OJ990830_07. 


9A25. 


.C18 


Gene No. 


24353 






Strand 


+ 






Start 


2539 






End 


8549 






Name 


OJ990830 07 


.9A25.C18.ol, 


.np 


Method 


AAT/NAP 






Start 


2539 






End 


8549 






GI 


4680207 






Score 


420 






Exons 


2539. .2558, 


5618. .6658, 


8503 


. .8549 








GT De r "i n 


(AF114171) . 


disease resistance protein 


RPMl homolog 


[Sorghum 




bicolor] 














Seq. No. 


11489 






Seq. ID 


OJ990830_07. 


9A25. 


,C18 


Gene No . 


24353 






Strand 


+ 






Start 


2539 






End 


8549 






Name 


OJ990830 07 


.9A25.C18.o2, 


.gs 


Method 


GENSCAN 






Start 


4387 






End 


7384 






GI 


none 






Score 


.94 






Exons 


4387. .4697, 


4720. .5033, 


5081 


..5213, 5437.. 7384 






Seq. No. 


11490 






Seq. ID 


OJ990830_07. 


9A25. 


C19 


Gene No. 


24354 






Strand 








Start 


300' 






End 


458 







11957 



Name 

Start 

GI 

Exons 



OJ990830_07. 9A25.C19.ol.gs Method GENSCAN 

300 End 458 

none Score . 95 
300. .458 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

I Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11491 
24355 
391 

OJ990830_07 . 9A25 , C21 . ol . np 
391 

6598841 
391. .511 

(AC010795) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990830_07.9A25.C21 
Strand 

511 

AAT/NAP 
511 
84 



End 

Method 

End 

Score 



Seq. ID OJ990830_07.9A25,C26 
Strand 

End 4 68 

Method GENSCAN 

End 4 68 

Score .85 



11492 
24356 
87 

OJ990830_07. 9A25.C26.ol.gs 
87 

none 

87. .215, 289. .468 

11493 
24357 
1274 

OJ990830_07 , 9A25 . C27 . ol . np 

1274 

6815099 

1274. .1388, 2521. .2579 



11494 
24358 
1041 

OJ990830_07. 9A25,C28.ol.gs 
1041 
none 

1041. .1247, 1338. .1422 

11495 
24359 
411 

OJ990830_07 . 9A25 . C2 9 . ol . gs 
411 
none 
411. .595 

11496 
24360 
1 

OJ990830_07 . 9A25 . C30 . ol . np 
1 

4680204 

1..69, 165. .1305, 1341. .1368 

(AF114171) hypothetical protein [Sorghum bicolor] 





Zf Z/ \J ■J\J 


Q-H rand 








Method 


AAT/NAP 


End 


2579 


Score 


94 


sin [Oryza 


sativa] 


Seq. ID 


OJ990830 


Strand 


+ 


End 


1422 


Method 


GENSCAN 


.End 


1422 


Score 


.98 


Seq. ID 


OJ990830 


Strand 


+ 


End 


595 


Method 


GENSCAN 


End 


595 


Score 


.42 


Seq. ID 


OJ990830 


Strand 


+ 


End 


1368 


Method 


AAT/NAP 


End 


1368 


Score 


249 



Seq. No. 



11496 



Seq. ID OJ990830_07.9A25.C30 



11958 



Gene No. 24360 Strand 

Start 1 End 

Name OJ990830_07 . 9A25 . C30 . ol . tw Method 

Start 1 End 

GI none Score 

Exons 1..75, 158.. 232, 159.. 377. 



+ 

1368 

TBLASTX: Wheat 

377 

67 



Seq. No. 11496 

Gene No. 24360 

Start 1 

Name OJ990830_07 . 9A25 . C30 . ol . gs 

Start 159 

GI none 

Exons 159.. 306, 432.. 574, 576.. 1261 



Seq. ID OJ990830_07.9A25.C30 

Strand + 

End 1368 

Method GENSCAN 

End 1261 

Score .49 



Seq. No. 11497 Seq. ID 

Gene No. 24361 Strand 

Start 95 End 

Name OJ990830_07 . 9A25 . C31 . ol . gs Method 

Start 95 End 

GI none Score 

Exons 95.. 193, 273.. 455 



OJ990830_07 . 9A25 . C31 
+ 

455 

GENSCAN 

455 

.85 



Seq. No. 

Gene No. 
Cfl Start 
fy Name 
ri Start 



GI 

Exons 



11498 Seq. ID 

24362 Strand ' 

1614 End 
OJ990830_07 . 9A25 . C32 . ol . gs Method 

1614 End 

none Score 

1614. .2608, 3942. .4482, 4552. .5016 



OJ990830_07.9A25.C32 

+ - . . 

5016 

GENSCAN 

5016 

.54 



Q 



Seq. No. 
Gene No. 
Start 
Name 
/'^ Start 

^'t GI 
Q Exons 



11498 
24362 
1614 

OJ990830_07 . 9A25 . C32 . ol . tm 

1908 

none 

1908. .1946, 
4026. .4124, 
4312. .4404 



1952.. 2029, 2025, 
4027.. 4125, 4027, 



Seq. ID OJ990830_07.9A25.C32 

Strand + 

End 5016 

Method TBLASTX : Mai ze 

End 4 4 04 

Score 36 

.2111, 2229.. 2264, 4026.. 4124, 
.4167, 4064. .4180, 4117. .4257, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11498 Seq. ID 

24362 Strand 

1614 End 

OJ990830_07 . 9A25 . C32 . ol . np Method 

4012 End 

4678202 Score 



OJ990830_07.9A25.C32 
+ 

5016 
AAT/NAP 
4710 
152 



4012. .4255, 4307. .4402, 4559. .4710 

(AC007134) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 11499 Seq. ID 

Gene No. " 24363 Strand 

Start 2222 End 

Name OJ990830_07 . 9A25 . C33 . ol . gs Method 

Start 2222 End 

GI none Score 

Exons 2222.. 2357 



OJ990830_07 . 9A25 . C33 
+ 

2357 
GENSCAN 
2357 
.47 



11959 



Seq. No. 


11500 




Seq. ID 


OJ990830 




24364 




Strand 






55 




End 


437 




OJQ908'^n 07 9A25 C34 


ol . qs 




W imJ 


Start 


55 ~ 




End 


437 


GI 


none 




Score 


. 42 




SS ?69 437 








Seq. No. 


11501 




Seq. ID 


OJ990830 


Gene No. 


24365 




Strand 




Start 


1 




End 


383 


Name 


OJ990830 07.9A25.C36- 


, ol . np 


Method 


AAT /NAP 


Start 


1 




End 


383 


GI 


6069659 




Score 


114 


Exons 


1..44, 127. .165, 210, 


. .383 






n T Dp ■=? p r 1 n 


(AP000616) hypothetical protein [Oryza 


sa t i va 1 


Seq. No. 


11502 




Seq. ID 


OJ990830 




24366 




Strand 




Start 


108 




End 


240 


Name 


OJ990830 07.9A25.C38. 


, ol . gs 


Method 




Cf a rt 


108 




End 


240 


GI 


none 




Score 


. 88 


IT" V in c 


108. .240 








Seq. No. 


11503 




Seq. ID 


OJ990830_ 




24367 




Strand 






648 




End 


774 


Name 


OJ990830 07.9A25.C40, 


, ol . gs 


Method 


\D l_j LN O ^^^LN 


Start 


648 




End 


774 




none 




Score 


. 'J 


P von Q 


648. .664, 726. .774 








Seq. No. 


11504 




Seq. ID 


OJ990830_ 


Gene No. 


24368 




Strand 




Start 


1 




End 


1265 


Name 


OJ990830 07.-9A25.C42. 


, ol . np 


Method 


AAT /NAP 


Start 


1 




End 


1265 


GI 


4263655 




Score 


128 


Exons 


1. .320, 1244. .1265 









GI Descrip. (AC006136) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. No. 11504 Seq. ID 

Gene No. 24 368 Strand 

Start 1 End 

Name OJ990830__07 . 9A25 . 042 . ol . tm Method 

Start ' 3 -End • 

GI none Score 

Exons 3.. 341, 22.. 231 



OJ990830_07.9A25.C42 
1265 

TBLASTX: Maize 

341 

123 



Seq. No. 11505 Seq. ID 

Gene No. 24369 Strand 

Start 221 End 

Name OJ990830_07 . 9A25 . 043 . ol . gs Method 

Start 221 End 



OJ990830_07. 9A25.C43 
+ 

2273 

GENSOAN 

1825 



11960 



\j ± 


none 


Score 


.66 - 






Exons 


221. .332, 419. .472, 964. .1144, 1233. .1288, 1732 


. .1825 


O G . LN O . 


11505 


Seq. ID 


OJ990830 


_07, 


.9A25.C43 


Gene No. 


24369 


Strand 


+ - • ' 






Start 


221 


End 


2273 






Nsitie 


OJ990830 07.9A25.C43.ol.np 


Method 


AAT/NAP' 








1648 


End 


2273 








6539588 


Score 


234 






Exons 


1648.. 1977, 2235.. 2273 










uescj-ip. 


(AP000837) hypothetical protein [Oryza 


s a t i va ] 






Seq. No. 


11506 


Seq. ID 


OJ990830_ 


_07, 


. 9A25.C4 4 


Gene No. 


24370 


Strand 


+ 








209 


End 


1657 






Name 


OJ990830 07. 9A25.C44.ol.gs 


Method 


GENSCAN 








209 


End 


1657 








none 


Score 


.83 






Exons 


209. .533, 783. .1129, 1301.. 


1457, 1602. 


.1657 






O e (4 . LN 0 . 


11506 


Seq. ID 


OJ990830_ 


_07, 


.9A25.C44 


Gene No. 


24371 


Strand 


+ 






start 


2875 


End 


4164 






.■'i Name 


OJ990830 07.9A25.C44.ol.np 


Method 


AAT/NAP 








2875 


End 


4164 








6539588 


Score 


170 






<■ Exons 


2875. .3183, 4032. .4164 










'(bI GI Descrip, 

; { 


{AP000837) hypothetical protein [Oryza 


sativa] 






!. •' i 


11507 


Seq. ID 


OJ990820_ 


_02. 


. 9A21.C2 


:ir| Gene No. 


24372 


Strand 








Start 


1 


End 


561 








OJ990820 02. 9A21.C2.ol.np 


Method 


AAT/NAP 








1 


End 


459 








6457687 


Score 


196 






. L ' /-\ -r^ 

EjXons 


1..164, 264. .459 










i. E 


■(AE001866) aminotransferase 


, putative 


[ Deinococcus 


rdCXXOUUXcillo J 


^==1 Seq. No. 


11507 


Seq. ID 


OJ990820_ 


_02. 


. 9A21.C2 


i;!f Gene No. 


24372 


Strand 








0 u d i. L 


1 


End 


561 






Name 


OJ990820 02.9A21.C2.ol.gs 


Method 


GENSCAN 






ouairt 


13 


End 


561 






oX 


none 


Score 


.45 








13. .561 










Seq. No. 


11508 


Seq. ID 


OJ990820_ 


_02. 


, 9A21.C3 


Gene No. 


24373 


Strand 








0 1 ar t 


417 


End - 


1518 






Name 


OJ990820 02.9A21.C3.ol.'gs 


Method 


GENSCAN 






D car L 


417 


End 


1518 






GI 


none 


Score 


.42 






Exons 


417. .1518 










Seq. No. 


11508 


Seq. ID 


OJ990820_ 


02. 


, 9A21.C3 


Gene No. 


24374 


Strand 








Start 


2992 


End 


14371 







11961 











Name 


OJ990820 02.9A21.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


282 


End 


7140 


GI 


none 


Score 


50 


Exons 


282.. 365, 284.. 319, 286.. 375, 


364. .483, 


364. .531, 368. .532 




395. .532, 505. .612,, 506. .607, 


6754 . . 6918, 6754 . . 6927, 




6824. .6934, 6917. .7135, 6920., 


,7132, 6922. .7140, 7024. .7134 


Seq. No. 


11508 


Seq. ID 


OJ990820_02. 9A21.C3 


Gene No. 


24374 


Strand 




Start 


2992 


End 


14371 


Name 


OJ990820_02 . 9A21 . C3 . o3 . ts 


Method 


TBLASTX: Soybean 


Start 


382 


End 


7134 


GI 


none 


Score 


87 


Exons 


382. .531, 395. .532, 505. .612, 


625. .735, 


6940. .7134 


Seq. No. 


11508 


Seq. ID 


OJ990820_02.9A21.C3 


Gene No. 


24374 


Strand ■ 




Start 


2992 


End 


14371 


Name 


OJ990820 02.9A21.C3.ol.tc 


Method 


TBLASTX: Cress 


Start 


406 


End 


7833 


GI 


none 


Score 


108 


Exons 


406.'. 525, 535.. 660, 979.. 1065, 


1198. .1311, 5608. .5841, 




5612. .5806, 5878. .6411, 5882.. 


6412, 6404. .6484, 6781. .6921 




6958. .7170, 7460. .7591, 7501.. 


7587, 7720.. 7833 


Seq. No. 


11508 


Seq. ID 


OJ990820_0'2. 9A21.C3 


Gene No. 


24374 


Strand 




Start 


2992 


End 


14371 


Name 


OJ990820 02. 9A21.C3.o2.ts 


Method 


TBLASTX : Soybean 


Start 


892 


End 


7821 


GI 


none. 


Score 


100 


Exons 


892. .1026, 899. .1024, 1030. .1116, 1207. 


.1299, 1354. .1407, 



1414. .1452, 7411. .7548, 7421. .7546, 7552. .7638, 7729. .7821 



Seq. No. 11508 

Gene No. 24374 

Start 2992 

Name OJ990820_02 . 9A21 . C3 . o2 . gs 

Start 2992 

GI none 
Exons 



Seq. ID OJ990820 02.9A21.C3 



Strand 
End 

Method 

End 

Score 



14371 
GENSCAN 
12538 
.68 



2992. .3065, 3358. .3542, 3761, .3895, 4295. .4408, 5600. .7941, 
8284. .8389, 8768. .8921, 9629. .9824, 10234 .. 11292, 12210. .12538 



Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

GI Descrip. 



11508 Seq. ID 

24374 Strand 

2992 End 

OJ990820_02. 9A21.C3.ol.np Method 

4 610 End- 

3445397 Score 



OJ990820_02. 9A21.C3 

14371 
AAT/NAP 
8034 
1633 



4610. .4727, 5600. .7714, 7743. .8034 

(AJ010166) S-domain receptor-like protein kinase [Zea mays] 



Seq. No. 11508 Seq. ID OJ990820_02 . 9A21 . C3 

Gene No. 24374 Strand 

Start 2992 End 14371 

Name OJ990820_02 . 9A21 . C3 . o2 . np Method AAT/NAP 

Start 5511 End 8052 



11962 




GI 


266204 8 

^ \J W V/ T U 








Score 


709 


P, V o n ^ 


5511 7836 


7873. 


.8052 










^ AR000970 ^ 


receptor kinase 


1 




rapa ] 


Seq. No. 


11508 








Seq. ID 


OJ990820_02.9A21.C3 


Gene No. 


24374 








Strand 




Start 


2992 








End 


14371 


Name 


OJ990820 02 


.-9A21. 


C3.01. tm 




Method 


TBLASTX: Maize 


C-l- a ri- 
ll-) UCLi. U 


S6T 7 ~ 








End 


6216 


GI 


none 








Score 


180 


R V o n ^ 


5617 5841 


5627 . 


.5839, 58^ 


31 . 


.6204, 5881..6216, 5882. .6205 




11508 








Seq. ID 


OJ990820_02.9A21.C3 


Gene No. 


24374 








Strand 




Start 


2992 








End 


14371 


Name 


OJ990820 02 


.9A21. 


C3.ol. ts 




Method 


TBLASTX: Soybean 


Start 


5641 ~ 








End 


12551 


GI 


none 








Score 


181 


P, V o n Q 


5641 5766 


5881 


.6387, 5891. 


.6316, 6022. .6372, 6386. .6460 




6389 6451 


6437. 


.6523, 6466. 


.6519, 12456. .12551 


Seq. No. 


11508 








Seq. ID 


OJ990820_02.9A21,C3 


Gene No. 


24374 








Strand 




Start 


2992 








End 


14371 






.9A21. 


C3.o2.tw 




.Method 


TBLASTX: Wheat 












End 


6352 












Score 


123 




5Q1R SQQ7 


6001. 


.6204, 6032. 


.6217, 6199, .6351, 6239. .6352 


Seq. No: 


11508 








Seq. ID 


OJ990820_02.9A21.C3 


Gene No. 


24374 








Strand 




Start 


2992 








End 


14371 


Name 


OJ990820 02 


.9A21. 


C3,o2. tm 




Method 


TBLASTX: Maize 


Start 


6220 ~ 








End 


6520 


GI 


none 








Score 


127 


P von Q 


6220 6396 


6220. 


.6411, 6224. 


.6409, 6395. .6520, 6463. .6519 


Sea No 


11508 








Seq, ID 


OJ990820_02.9A21.C3 


Gene No. 


24374 








Strand 




Start 


2992 








End 


14371 


Name 


OJ990820 02 


.9A21. 


C3.o3.np 




Method 


AAT/NAP 


Start 


8883 ~ 








End 


11141 


GI 


4755199 








Score 


87 


P V n n ^ 


8883 8921. 


10963 


. .11141 












hypothetical protein [Arabidopsis thaliana] 


Sea No 


11508 








Seq. ID 


OJ990820_02 . 9A21 . C3 


Gene No. 


24374 








Strand 




Start 


2992 








End 


14371 


Name 


OJ990820 02 


. 9A21. 


C3.o4.np 




Method 


AAT/NAP 


c-f- a ri- 


12183 








End 


14371 


GI 


2586083 








Score 


117 


Exons 


12183. .12553, 14325.. 14371 








GI Descrip. 


(U72725) receptor 


kinase-like 


protein 


[Oryza longistaminat< 


Seq. No. 


11508 








Seq. ID 


OJ990820_02.9A21.C3 


Gene No. 


24374 








Strand 





11963 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2992 

OJ990820_02 . 9A21 . C3 . o3 . tm 

12231 

none 

12231. .122 99, 12234. .12299, 
12418. .12540, 12422. . 12538, 

11509 



End 14371 

Method TBLASTX : Mai ze 

End 12542 

Score 70 
12310. .12420, 12315. .12422, 
12423. .12539, 12429. .12542 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ9908.20 02.9A21.C5 



24375 
999 

OJ990820_02. 9A21.C5.ol.np 
962 

2586083 
962. .1023, 2283. .4523 

(U72725) receptor kinase-like protein [Oryza longistaminata] 



4523 
AAT/NAP 
4523 
1103 



11509 Seq. ID 

24375 Strand 

999 End 

OJ990820_02. 9A21.C5.ol.gs Method 

999 End 

none Score 

999. .1058, 2197. .2237, 2283. .4440 



OJ990820_02.9A21.C5 

4523 
GENSCAN 
4440 
.41 





o e q . IN o . 


1 1 ROQ 

X X O U 3 








Seq. ID 


OJ990820_02.9A21.C5 


[=; ■ 


Gene No . 


O /I O T c 








Strand 




I 'J 


Start 


999 








End 


4523 




Name 


OJ990820 02 


. 9A21 


.C5.03. 


tm 


Method 


TBLASTX: Maize 


i ; I 


Start 


2282 








End 


2410 




GI 


none 








Score 


92 


rii 


Exons 


2282. .2407, 


2283 


. .2408, 


2284 . 


.2409, 2285. .2410 




Seq. No. 


11509 








Seq. ID 


OJ990820_02.9A21.C5 


Q 


Gene No. 


24375 








Strand 




^1 


Start 


999 








End 


4523 




Name 


OJ990820 02 


. 9A21 


.05. ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2314 








End 


2829 


hi} 


GI 


none 








Score 


126 


: : 
•S3.r 


Exons 


2314. .2517, 


234 8 


. .2506, 


2362. 


.2517, 2551. .2604, 2590. .2829, 


.S Cl 
9 




2591. .2824 














Seq.. No. 


11509 








Seq. ID 


OJ990820_02. 9A21.C5 




Gene No. 


24375 








Strand 






Start 


999 








End 


4523 




Name 


OJ990820 02 


. 9A21 


.C5.02. 


tc 


Method 


TBLASTX: Cress 




Start 


2350 








End 


2847 




GI 


none 








Score 


69 




Exons 


2350. .2424, 


2351 


. .2494, 


2470. 


.2739, 2740. .2847 




Seq. No. 


11509 








Seq. ID 


OJ990820_02. 9A21.C5 




Gene No. 


24375 








Strand 






Start 


999 








End 


4523 




Name 


OJ990820 02 


. 9A21 


.C5.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


2470 








End 


2892 




GI 


none 








Score 


184 




Exons 


2470. .2892 













11964 




Seq. No. 


11509 








Seq. ID 


OJ990820 


_02.9A21.C5 


Gene No. 


24375 








Strand 






Start 


y y y 








bna 


/i c; 0 Q 
4 Oz: J 




Name 


ujyyuozu 


Qn o 1 
, yAz i . 


CO . oz. . 


rm 


Method 




Mai ze 


Start 


zoo 1 








bna 


O Q O Q 

ZO Jo 




bi 


none 








Score 


Z i 




Exons 


zoo 1 . . zo Jo , 


O C Q O 

zooz . 


O Q 0 / 

. zoz 4 , 


O T A A 

z / UU 


O Q T T 
. . ZO Jl 






beq. No. 


1 louy 








beq. lu 


uj y y u o z u 


Uz . yAz 1.^0 


Gene No . 


Z ^ J / 0 








C -h V o r-i H 

o L r ana 






Start 


999 








End 


4523 




Name 


OJ990820_02 


.9A21. 


C5.02. 


np 


Method 


AAT/NAP 




Start 


n n o O 

oU OZ 








bna 


/I "3 0 C 

4 Jz b 




GI 


yi -i T C Q T 

4 i io J / b 








Score 


Jz4 




Exons 


oUoz , , 4 Jz 0 














GI Descrip. 


( ACUUoyfo / ) 


putative disease 


resistance 


protein 


[ Arabidopsis 




thaliana] 














Seq. No. 


iiouy 








Seq. ID 


OJ990820 


AO Q7\01 r*^ 
Uz , yAz I . Lo 


Gene No . 


Z 4 0 /o 








Strand 






Start 


Q Q Q 

y y y 








End 


4523 




Name 


(JjyyUoz:U Uz 


. 9A21 . 


C5 . ol . 


tm 


Method 


TBLASTX: 


Maize 


Start 


3043 








End 


4518 




GI 


none 








Score 


82 




Exons 


oU4 o . . oi / / , 


3053 . 


. 3334 , 


3067 


. .3177, 3094. .3276, 


OAQT Online 

juy / . . Jb J b , 




3z3o . . J / DO , 


3238 . 


. 3579, 


3238 


. .3708, 3241.'. 3765, 


Jzoy . . J / bo , 




o40o . . o /bo , 


3475 . 


.3789, 


3898 


. .4302, 3898. .4161, 


Jo yb . . 4 zi y J , 




Jo y y . . 4 ubU , 


3904 . 


. 4239, 


3913 


. .4314, 4357. .4518, 


4 Jo / . . 4 olo , 




4 OO / . . 4 olo 














Seq. No. 


T T C A A 

iiouy 








Seq. ID 


OJ990820 


AO A7\01 

Uz . yAz 1 . Lo 


Gene No . 


o yi o T c 
z4 O /D 








Strand 






Start 


n n n 

y y y 








End 


4523 




Name 


(jjyyuozu Uz 


. 9A2 1 . 


C5 . o2 . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


O A /I O 








End 


4518 




GI 


none 








Score 


69 




Exons 


3043. .3177, 


3094 . 


.3177, 


3094 


. .3177, 3095. .3250, 


3095. .3334, 




0 1 D / . . O 04 b / 


3238. 


.3765, 


3238 


..3654, 3238. .3765, 


JZ 41 1 . . J / DO , 




OOlo ..of DO , 


3377. 


.3472, 


3383 


. .3610, 3452. .3559, 


Ti^m T7QQ 

jbu / . . J / o y , 




OblD . . O IKJO f 


3883. 


.4302, 


3898 


..4236, 3899. .4060, 


jyu4i . . 4 juz , 




jyU4 . . 4 oUz , 


3904 . 


.4167, 


3904 


..4026, 4327. .4359, 


4 JO / . . 4010, 




4oo/. .4oio, 


4357. 


.4518, 


4420 


. .4518 






Seq. No. 










Seq. ID 


OJ990820 


AO A7\01 r^C 

Uz . yAz 1 . Lo 


Gene No . 


O y1 O "7 C 
Z4 J /O 








Strand 






Start 


Q Q Q 

y y y 








End 


4523 




Name 


r^TQQAQOA AO 

ujyyuozu Uz 


. 9A21. 


C5.01. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3068 








End 


4518 




GI 


none 








Score 


63 




Exons 


oU bo . . oz / 1 , 


3071. 


.3226, 


3073 


..3177, 3091.. 3285, 


Jz Jo . . JJbb, 




oz Jo . . JoU / , 


3238. 


.3576, 


3376 


..3723, 3379.. 3528, 


J Joz . . JolU, 




3454. .3837, 


3454. 


.3582, 


3455 


..3724, 3598.. 3732, 


3667. .3885, 




3670. .3735, 


3709. 


.3879, 


3952 


..4095, 3967. .4296, 


4039. .4170, 




4357. .4518, 


4357. 


.4482, 


4405 


. .4518 






Seq. No. 


11509 








Seq. ID 


OJ990820 


_02.9A21.C5 


Gene No. 


24375 








Strand 







119'65 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9 9 '9 End 

OJ990820_02. 9A21.C5.ol.tw Method 

3238 End 

none Score 



4523 

TBLASTX: Wheat 

4506 

57 



3238. .3429, 3331. .3576, 3445. .3636, 3455. .3616, 3547. .3894, 
3904. .4032, 3913. .4158, 4162. .4260, 4381. .4506 



11509 
24375 
999 

OJ990820_02 . 9A21 . C5 . ol . gp 
3256 

LIB34 32-025-P1-K1-C7 
3256. .3672 

'1184075 5.0e-26 {U42444) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990820_02. 9A21.C5 

4523 
AAT/GAP 
3672 
778 



Cf-2.1 [Lycopersicon pimpinellif olium] 



>gi_1587673_prf 2207203A Cf-2 gene [Lycopersicon esculentum] ' 



Seq. No. 


11510 






Seq. ID 


OJ990820_02.9A21.C6 


Gene No. 


24376 






Strand 




Start 


1 






End 


544 


Name 


OJ990820 02 


.9A21.C6. 


ol .np 


Method 


AAT/NAP 


Start 


1 




End 


544 


GI 


6522540 






Score 


260 


Exons 


1..544 










GI Descrip.,^ 


(AL132955) 


receptor- 


kinase 


like protein [Arabidopsis thaliana] 


Seq. No. 


11510 






Seq. -ID 


OJ990820_02. 9A21.C6 


Gene No. 


24376 






Strand 




Start 


1 






End 


544 


Name 


OJ990820 02 


. 9A21.C6. 


ol.tc 


Method 


TBLASTX: Cress 


Start 


65 






End 


484 


GI 


none 






Score 


66 


Exons 


65. .283, 65 


..214, 74 


. .337, 


191. .328, : 


359. .484 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11510 
24376 
1 

OJ990820_02, 
65 

none 

65. .337, 65, 



Seq. ID 

Strand 

End 

9A21.C6.ol.tv^. . Method 
End 
Score 

.196, 161. .328, 362. .484 



OJ990820_02.9A21.C6 
544 

TBLASTX: Wheat 

484 

71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11510 
24376 
1 

OJ990820_02, 
65 

none 

65. .337, 74. 



Seq. ID 

Strand 

End 

9A21 . C6 . ol . ts Method 
End 
Score 

.322, 146. .328, 359. .472 



OJ990820_02. 9A21.C6 
544 

TBLASTX: Soybean 

472 

68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11510 
24376 
1 

OJ990820_02, 
65 

none 

65. .166, 74, 



Seq. ID 

Strand 

End 

9A21.C6.ol.tm ' Method 
End 
Score 

.337, 359. .472 



OJ990820_02. 9A21.C6 
544 

TBLASTX: Maize 

472 

61 



11966 



Seq. No. 


11511 


Seq. ID 


OJ990820 


_02.9A21.C7 


Gene No . 


O y1 O "7 T 


Strand 


4* 




Start 




bna 


1 ^ /I £C 
1 1)4 0 




Name 


ojyyuo^u . yAz 1 . b / . oi . gp 


Method 


7\ A "TP A n 

AAi / bAr 




Start 




bna 


i d4 b 




bl 


none 


Score 


Oil 




Exons 










Seq. No. 


11511 


Seq. ID 


OJ990820_ 


_02. 9A21.C7 


Gene No. 


24378 


Strand 


+ 




Start 


1 y1 O C 


End 


17051 




Name 


ujyyuozu uz . y/\z 1 . b / . 0-3 . qs 


Method 


GENSCAN 




Start 


1 /I o c c 


End 


17051 




GI 


none 


Score 


. 64 




Exons 


1/1C,RQ 1/1Q'50 


15386. .15413, 15574 






i^inm li^ofiQ i'7n'5Q i7nc^i 








Seq. No. 


11511 


Seq. ID 


OJ990820_ 


_02.9A21.C7 


Gene No . 


z4 J / y 


Strand 






Start 


lol Jd 


End 


18420 




Name 


ojyyuozU uz . yAz 1 . b / . 04 . gs 


Method 


GENSCAN 




Start 




End 


18420 




GI 


none 


Score 


.51 




Exons 


18136 . . 184zu 








Seq. No. 


11511 


Seq. ID 


OJ990820 


_02.9A21.C7 


Gene No. 


24380 


Strand 






Start 


2809 


End 


12850 




Name 


OJ990820 02.9A21.C7.o2.gs 


Method 


GENSCAN 




Start 


2809 


End 


12850 




GI 


none 


Score 


. 67 




Exons 


2809. .3086, 3648. .3876, 4317. .5045, 8203. .9169, 


yz yz . , y 4 / o , 




10885. .11074, 11499. .12543, 


12615. .12728, 12801 


1 o o c; n 
. . IZo OU 


Seq. No. 


11511 


Seq. ID 


OJ990820 


_02.9A21.C7 


Gene No. 


24380 


Strand 






Start 


.2809 


End 


12850 




Name 


OJ990820 02.9A21.C7.o2.gp 


Method 


AAT/GAP 




bt arr 


9896 


End 


11281 






4715984 


Score 


1032 




Exons 


9896. .10160, 10885. .11074, 


11155. . 112£ 


11 




beq. NO. 


11511 


Seq. ID 


OJ990820 


_02.9A21.C7 


Gene No . 


24381 


Strand 






o tar c 


15632 


End 


20538 




Name 


OJ990820 02.9A21.C7.ol.np 


Method 


AAT/NAP 




Start 


15632 


End 


20538 






6539553 


Score 


3210 




Exons 


15632. . 17620, ''20485. .20538 








GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIREl 




(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 


.11 (AP000837) 




Similar to Oryza australiensis retrotransposon RIREl (D85597) 




[Oryza sativa] 








Seq. No. 


11511 


Seq. ID 


OJ990820_ 


_02.9A21.C7 


Gene No. 


24382 


Strand 







11967 



start 
Name 
Start 
GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22324 End 

OJ990820_02 . 9A21 . C7 . o3 . tm Method 

8848 End 

none Score 



23350 

TBLASTX: Maize 

23350 

170 



8848. .9030, 8851. .9084, 9087. .9143, 12363 .. 12536, 12367 .. 124 83 , 
12542. .12589, 1254 3 12575, 23219 .. 23350, 23222.. 23341 



11511 
24382 
22324 

OJ990820_02 . 9A21 . C7 . o2 . tw 

15768 

none 



Seq. ID OJ990820_02. 9A21.C7 
Strand 

End 23350 

Method TBLASTX : Wheat 

End 16244 

Score 375 



15768. .16154, 15802 .. 16152 , 15806 .. 16153, 1584 7 .. 16167 , 
16169. .16243, 16173. .16244 



11511 
24382 
22324 

OJ990820_02 . 9A21 . C7 . o3 . ts 

15896 

none 



Seq. ID OJ990820_02. 9A21.C7 
Strand 

End 23350 

Method TBLASTX : Soybean 

End 16237 

Score 89 



15896. .16105, 15975. .16100, 16124 16237 , 16131. .16211 



11511 
24382 
22324 

OJ990820_02 . 9A2 1 . C7 . o2 . tm 

16100 

none 

16100. .16438, 16101. .16439 

11511 
24382 
22324 

OJ990820_02 . 9A21 . C7 . o2 . ts 

16250 

none 

16250. .16594, 16395. .16595 

11511 
24382 
22324 

OJ990820_02 . 9A21 . 07 . o3 . tw 

16448 

none 

16448. .16657, 16649. .16993 

11511 
24382 
22324 

OJ990820_02 . 9A21 . C7 . ol . tm 

16529 

none 

16529. . 16993 



Seq. ID OJ990820_02 . 9A21.C7 

Strand " - ' 

End 23350 

Method TBLASTX: Maize 

End 16439 

Score 200 



Seq. ID OJ990820_02 . 9A21.C7 
Strand 

End 23350 

Method TBLASTX : Soybean 

End 16595 

Score 105 



Seq. ID OJ990820_02.9A21.C7 
Strand 

End 23350 

Method TBLASTX : Wheat 

End 16993 

Score 285 



Seq. ID OJ990820_02.9A21.C7 
Strand 

End 23350 

Method TBLASTX : Maize 

End 16993 

Score 315 



Seq. No. 



11511 



Seq. ID OJ990820_02.9A21.C7 



11968 





Gene No. 


24382 






Strand 








Start 


22324 






End 


23350 






Name 


OJ990820 02.9A21.C7. 


rt 1 4- ITS 

Oi . t s 


Method 


TBLASTX: 


Soybean 




Start 


16664 






End 


17128 








5509260 




Score 


54 






Exons 


1 D D D . 


17190 1 aciQ "5 


1 -7 -5 /T 


16809. . 16910, 16959 


1 "7 A 0 T 

, . 1 /UZ 1 




GI' Descrip. 
















Seq. No. 


11511 






q rt rt T n 




_02.9A21.C7 




Gene No. 


24382 






C -t- V ^ /-i 

0 L.ranQ 








Start 


22324 






End 


23350 






Name 


OJ990E 


320_02.9A21.C7. 


rt 1 4- rt 

01 . CC 


Method 


TBLASTX: 


Cress 




Start 


16775 






End 


17035 






GI 


none 






Score 


256 






Exons 


16775. 


. .17035 












Seq. No. 


11511 






Seq. ID 


OJ990820 


KjZ . 1 . u / 




Gene No. 


24382 






Strand 








Start 


22324 






End 


23350 






Name 


OJ990820 02.9A21.C7. 


ol . tw 


Method 


TBLASTX: 


wnear 




Start 


17048 






End 


17620 






GI 


none 






Score 


207 






Exons 


17048. 


..17284, 17048. 


1 T 0 c: T 
.1/^0/, 


17065. .17295, 17301 




a 




17356. 


..17616, 17358. 


. 1 / ouy , 


17360. .17620 






Seq. No. 


11511 






Seq. ID 


OJ990820 


_02.9A21.C7 




Gene No. 


24382 






Strand 








Start 


22324 






End 


23350 






Name 


OJ990820 02.9A21.C7. 


rt c ^ ^ 

o5 . gs 


Method 


GENSCAN 




Ul 


Start 


22324 






End^ 


23251 




'is? 


GI 


none 






Score 


.65 




: 11 


Exons 


22324. 


..22455, 22563. 


. ZZ / 4 41 , 


22831. .23251 




111 


Seq. No. 


11512 






Seq. ID 


OJ990820 


_02.9A21.C8 




Gene No. 


24383 






Strand 








Start 


2783 






End 


6132 






Name 


OJ990820 02.9A21.C8. 


ol . gs 


Method 


GENSCAN 




:=f 


Start 


2783 






End 


6132 




! 

:,l 




none 






Score 


.94 




~i 


Exons 


2783. . 


.2799, 4296. .4449, 4561 


..4722, 4901.. 5919, 


DUO / . . oXoz 




beq. JNO. 


11512 






Seq. ID 


OJ990820 


\jZ , yAZ 1 . L^o 






24383 






Strand 








Start . 


2783 






End 


6132 






Name 


OJ990820 02.9A21.C8. 


ol . np 


Method 


AAT/NAP 






Start 


5557 






End 


5812 






GI 


6505722 




Score 


95 






Exons 


5557. . 


,5812 












GI Descrip. 


(AB032123) ribosomal 


RNA apurinic site 


specific 


lyase [Triticum 



aestivum] gi | 651384 9 | dbj | BAA8787 6 . 1 1 (AB032124) ribosomal RNA 
apurinic site specific lyase [Triticum aestivum] 



Seq. No. 11512 Seq. ID 

Gene No. 24383 Strand 

Start 2783 End 

Name OJ990820_02 . 9A21 . C8 . ol . tm Method 

Start 5573 End 



OJ990820_02. 9A21.C8 
6132 

TBLASTX: Maize 
5802 



11969 



GI 

Exons 



none Score 127 

5573. .5719, 5574. .5720, 5580. .5720, 5757. .5801, 5758.. 5802 



Seq. No. 11513 Seq. ID 

Gene No. 24384 Strand 

Start 28 . End 

Name OJ990820_02 . 9A21 . C9 . ol . gs Method 

Start 28 End 

GI none Score 

Exons 28. .120, 208. .434, 534. .585 



OJ990820_02.9A21.C9 
+ 

585 
' GENSCAN 
585 
.53 



Seq. No. 11513 Seq. ID OJ990820_02 . 9A21 . C9 

Gene No. 24385 Strand + 

Start 11987 End 16770 

Name OJ990820_02 . 9A21 . C9 . ol . np Method AAT/NAP 

Start 11877 End 16770 

GI 5295971 Score 1596 

Exons 11877. .12335, 13687.. 16770 

GI Descrip. (AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 

transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No. 


11513 






Seq. ID 


OJ990820_ 


AO CI 7\ O 1 




Gene No. 


24385 






Strand 


+ 






Start 


11987 






End 


16770 






Name 


OJ990820 02.9A21.C9. 


o4.gs 


Method 


GENSCAN 






Start 


11987 






End 


15222 






GI 


none 






Score 


.58 






Exons 


11987. 


,.12579, 12865. 


. 13065, 


13782. .14292, 14307. 


, 1 4 o / 1 , 






14633, 


,.14921, 15022. 


. 15222 










Seq. No. 


11513 






Seq. ID 


OJ990820_ 


_02.9A21 


.C9 


Gene No. 


24386 






Strand 


+ 






Start 


35304 






End 


36282 






Name 


OJ990E 


J20__02.9A21.C9. 


o7 . gs 


Method 


GENSCAN 






Start 


35304 






End 


36282 






GI 


none 






Score 


.96 






Exons 


35304 . 


. .35333, . 36085. 


.36282 










Seq. No. 


11513 






Seq. ID 


OJ990820_ 


02 . 9A21 


.C9 


Gene No. 


24387 






Strand 








Start 


1992 






End 


3618 






Name 


OJ990820 02.9A21.C9. 


o2 . gs 


Method 


GENSCAN 






Start 


1992 






End 


3618 






GI 


none 






Score 


.73 






Exons 


1992. . 


.2008, 2905.. 3058, 3421 


. .3618 








Seq. No. 


11513 






Seq. ID 


OJ990820_ 


_02.9A21 


.C9 


Gene No. 


24388 






Strand 








Start 


15667 






End 


27299 






Name 


OJ990820 02.9A21.C9. 


o5 . gs 


Method 


GENSCAN 






Start 


15667 






End 


27293 






GI 


none 






Score 


.84 






Exons 


15667, 


..16095, 16219. 


.16340, 


16558. .16644, 16931. 


.17031, 






17143, 


..17186, 17368. 


.17493, 


18075. .18 


164, 18355. 


.18438, 






19425. 


,.19499, 19729. 


.19872, 


20609. .20662, 20854. 


.20958, 






21053. 


,.21150, 21637. 


.21706, 


22421. .22543, 22624. 


.22704, 





11970 



22973. .23453, 23661 .. 23793, 2404 6 .. 24082 , 24 681 .. 24869, 
25607. .25680, 25739.. 27293 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11513 Seq. ID OJ990820_02 . 9A21 . C9 

24388 Strand 
15667 End 27299' 

OJ990820_02. 9A21.C9.ol.gp Method AAT/GAP 

18128 End 20941 

23829_1.R1084 Score 1123 

18128. .18278, 18355 18438 , 
19729. .19872, 20609 .. 20662, 

M519589/dbj IAB017542.1IAB017542 5.0e-29 Oryza sativa 
tranposable elemet RMu2-IR36 DNA, complete sequence' 



19425. .19499, 19592. 
20854 . .20941 



,19645, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11513 Seq, ID 

24388 Strand 
15667 End 
OJ990820_02. 9A21,C9.o2.np Method 
18180 End 
4467359 Score 

18180. . 18278, 18355. .18438, 19425 

19729. .19872, 20609 .. 20662 , 20854 

21637. .21706, 22421 .. 22534 , 22618 

23177. .23450, 23661 .. 23790, 24524 

25485. .25709, 25821 .. 26060, 26097 



OJ990820 02.9A21.C9 



27299 
AAT/NAP 
27299 
2939 

19499, 19592. .19645, 
20958, 21053. .21150, 
22704, 22973. .23148, 
24575, 24681. .24848, 
26153, 26202.. 27299 



GI Descrip. (AJ002685) Phosphatidylinositol 4-kinase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11513 
24388 
15667 

OJ990820_02 . 9A2 1 . C9 . o2 . gp 

22510 

10981 1.R1084 



OJ990820 02.9A21.C9 



Seq. ID _ 
Strand 

End 27299 
Method AAT/GAP 
End 23463 
_ Score 1126 

225107.22543, 22624 22704 , 22973.. 23463 

M467359/emb|CAB37928 i 4 .Oe-45 {AJ002685) Phosphatidylinositol 
4-kinase [Arabidopsis thaliana] ' 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11513 Seq. ID 

24388 Strand 
15667 End 
OJ990820_02. 9A21.C9.o3.gp Method 
26104 End 
LIB34 33-02 9-P1-K1-A3 Score 
26104 . .26415 

'4467359/emb|CAB37928 I 7.0e-10 (AJ002685) Phosphatidylinositol 
4-kinase [Arabidopsis thaliana] ' 



OJ990820_02. 9A21.C9 

27299 
AAT/GAP 
26415 
556 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11513 Seq. ID 
24389 - ' Strand 

27274 End 

OJ990820_02. 9A21.C9.o4 .gp Method 

27274 End 

2428168 Score 
27274 . .27731 



OJ990820_02.9A21.C9 

27731 
AAT/GAP 
27731 
808 



Seq. No. 
Gene No. 



11513 
24390 



Seq. ID 
Strand 



OJ990820 02.9A21.C9 



11971 




start 


28969 




End 


30685 




Name 


OJ990820 02.9A21.C9.o6.gs 


Method 


GENSCAN 




Start 


28969 




End 


30685 




GI 


none 




Score 


.71 




Exons 


28969. 


.29012, 29751. .29852, 


30197. .30244, 30559 


. . pU DO 0 


Seq. No. 


11513 




Seq. ID 


GJ990820 




Gene No. 


24391 




Strand 






Start 


37428 




End 


39929 




Name 


OJ990820 02.9A21.C9.o8.tm 


Method 


TBLASTX: 


Mai ze 


Start 


4559 




End 


16915 




GI 


none 




Score 


96 




Exons 


4559. . 


4681, 4561.. 4698, 4561 


..4692, 474 


7. .4785, 


4748. .4792, 




4752. . 


4793, 12084. .12278, 12086 .. 12298 , 


12089. . 


12307, 




12304 . 


.12330, 16764. .16844, 


16789. .1684 


5, 16874 


. . 16915, 




16878. 


.16910 









Seq. No. 11513 Seq. ID 

Gene No. 24391 Strand 

Start 37428 End 

Name OJ990820_02 . 9A21 . C9 . o9 . tm Method 

Start 5962 End 

GI none Score 

Exons 5962.. 6249, 5987.. 6160 



OJ990820_02.9A21.C9 
39929 

TBLASTX: Maize 

6249 

78 



'^Seq. No. 11513 

Gene No. 24391 

Start 37428 

Name OJ990820_02 . 9A21 . C9 . olO . tm 

Start 14759 

GI none 

Exons 14759. . 14947, 147 60 .. 14 936, 14933.. 15166 



Seq. ID OJ990820_02.9A21.C9 



Strand 
End 

Method 

End 

Score 



39929 

TBLASTX:Maize 
15166 
140 



Seq. No. 11513 

Gene No. 24391 

Start 37428 

Name OJ990820_02 . 9A21 . 09 . ol . tw 

Start 14787 ■ 

GI none 

Exons 14787. .14945, 14801 14935, 
15100. .15147, 15146. .15226 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990820_02.9A21.C9 
39929 

TBLASTX: Wheat 

15226 

115 



Seq. No. 11513 

Gene No. 24391 Strand 

Start 37428 End 

Name OJ990820_02 . 9A21 . C9 . o5 . tm Method 

Start 15534 End 

GI none : Score 

Exons 15534 .. 15851, 15535 15867, 15889.. 15942 



14933, .15142, 14 977 .. 15051 , 



Seq. ID OJ990820_02.9A21.C9 



39929 

TBLASTX:Maize 
15942 
315 



Seq. No. 11513 Seq. ID 

Gene No. 24391 Strand 

Start 37428 End 

Name OJ990820_02 . 9A21 . C9 . o2 . ts Method 

Start 15547 End 

GI none Score 
Exons 



OJ990820_02. 9A21.C9 
39929 

TBLASTX : Soybean 

16020 

228 



15547. .15858, 15552 .. 15809, 15889. .16020 



11972 




Seq. No. 


11513 








Seq. ID 


OJ990820 


_02.9A21 


.C9 


uenc LNO . 


24391 








o L J- ana 










37428 








CjOO 


T QQO q 






N3ine 


OJ990820 02.9A21.C9. 


OZ . LC 


iYie Looa 


1 DXi/iO ± A . 


Cress 






15559 








Ulna 


X D U U Q 








none 








Score 


X Z *i 






Exons 


15559. 


.15855, 


15892. 


. X DUU J 










Seq. No. 


11513 








Seq. ID 


OJ990820 


_02.9A21 


.C9 


Gene No. 


24391 








Strand 








ot ar u 


37428 
















Name 


OJ990820 02.9A21.C9. 


o4 . t s 


rie unoa 


i r>XjH.O i A . 


boyoean 




O -1- -=1 -K- -t- 


16418 








ona 


X D / sJ ^ 








5509260 






Score 


1 1 
X X .3 






Exons 


16418. 


.16615, 


16616. 




XDDXf..XD/ 








kdl uescj-ip. 


















Seq. No. 


11513 








Seq. ID 


OJ990820 


_02.9A21 


.09 




24391 








Q 4- v a r» H 
O t. X dllQ. 










37428 










q qo q 






Name 


OJ990820 02.9A21.C9. 


ob . tm 


lYie cnoa 


I dXjH.o 1 a , i 


LYiai ze 




o tart: 


16481 








tna 


X D / DO 








none 








Score 


X 3 






Exons 


16481. 


. 16615, 


16492. 




X DD X J . . X D / 


, X DDX4 


. . X D / D J 




beq. No. 


11513 








beq . X u 


uj y y Uoz u 


no Q7\ O 1 

Uz . yAz X 


. uy 


Gene No . 


24391 








Strand 








b t.arr 


37428 








End 


39929 






Name 


OJ990820 02.9A21.C9. 


ol , tm 


Method 


TBLASTX:! 


Mai ze 




b L.ar L. 


17740 








End 


19881 






GI 


none 








Score 


69 






Exons 


17740. 


. 17829, 


17767. 


.17832, 


17768 . . 178 


33, 17905 


. .18006, 






17910. 


.17951, 


18066. 


1 P 1 4 Q 


18083. . 181 


57, 18087 


. . XOZOO, 






18143. 


.18235, 


18178. 


. X 0 Z J / , 


18238. . 182 


79, 18239 


1 Q 9 Q n 
. . Xoz o u , 






18355. 


.18453, 


18356. 


1 Q /I Q 

. X 0 o y , 


19411. . 19500, 19423 


1 q nn 
. . X y ouu , 






19425. 


.19505, 


19425. 


1 Q C fi9 
. X 3?OUZ , 


19587. .19646, 19589 


1 OiC^A R 

. . xyD'jo, 






19590. 


.19658, 


19591. 


. X ^ o , 


19591. .19659, 19703 


. . xyo /D, 






19726. 


.19878, 


19726. 


1 QRR 1 
. X ^ 0 0 X 










beq . NO . 


11513 








Seq. ID 


OJ990820 


no qn 0 1 
uz , yAZ X 


r'q 
. cy 


Gene No . 


24391 








Strand 








b uar u 


37428 








End 


39929 






Name 


OJ990820 02.9A21.C9. 


ox . tc 


Method 


TBLASTX 


Cress 




b rajLi, 


18175 








End 


27252 








none 








Score 


129 






iiiXons 


18175. 


.18279, 


18177. 


. X 0 z o y , 


18355. .18453, 18356 


. . X 0 o y , 






19423. 


.19500, 


19423. 


1 QCinn 
. X y ouu , 


19425. .19502, 19587 


1 q^^ ^ 
. , X y Dfi o. 






19589. 


.19648, 


19589. 


. X i? D*i 0 , 


19591. .19647, 19712 


. , X y o / D, 






19715. 


.19795, 


19726. 


19881 


19732. .19878, 20606 








20830. 


.20958, 


20855. 


.20971, 


21044 . .21151, 21054 


. .21152, 






21638. 


.21706, 


21654. 


.21704, 


22416. .22535, 22418 


. .22537, 






22423. 


.22536, 


22618. 


.22704, 


22652. .22705, 22965 


. .23099, 






22972. 


.23100, 


22973. 


.23101, 


22976. .23110, 23216 


. .23434, 






23216. 


.23449, 


23343. 


.23447, 


23661. .23795, 23663 


. .23794, 






24517. 


.24576, 


24526. 


.24576, 


24558. .24584, 24681 


. .24821, 






24681. 


.24857, 


24682. 


.24831, 


24686. .24844, 25488 


. .25718, 





11973 






25563 


. 25622, 


25707 . 


25856 
. ^ -J \j -J \j f 


25770 25847, 25836 


.25922, 




25869. 


.25946' 


26001. 


.26039, 


26022. .26147, 26043. 


,26141, 




26073. 


.26183, 


26091. 


.26165, 


26139. .26336, 26154. 


.26285, 




26205 . 


. 26354, 


26208 . 


.26291, 


26214 . .26348, 26283. 


.26354 , 




26295 . 


. 26381, 


26297 . 


. 26437 , 


26424. .26489, 26424. 


. 26543, 




26429 . 


26530 . 
* ^ \j ^ <^ \j f 


26453 . 


26518 . 


26484. .26615, 26811. 


. 26879, 




26823. 


.26906, 


26904. 


.27170, 


26925.-. 27185, 26926. 


.27186, 




27228. 


.27248, 


.27229. 


.27252 








^prr Kin 


11513 








Seq. ID 


OJ990820_ 


02 . 9A21 




24391 








Strand 






start 


37428 








End 


39929 






OJ990820 02.9A21.C9. 


ol . ts 


Method 


TBLASTX:S 


ovhean 

w y \^ u 1 1 


Start 


18355 








End 


20963 




GI 


none 








Score 


83 




Exons 


18355. 


.18453, 


18356. 


. 18439, 


19423. .19500, 19423. 


. 19500, 




19424 . 


.19501, 


19425. 


. 19502, 


19589. .19645, . 19590. 


. 19646, 




19590. 


.19646, 


19591. 


. 19656, 


19715. .19795, 19726. 


. 19878, 




19728. 


.19880, 


19731. 


, 19877, 


19732. .19878, 20606. 


20665. 




20830. 


.20958, 


20832. 


. 20963, 


20855. .20959 




Qprr Mo 


11513 








Seq. ID 


OJ990820_ 


02 . 9A21 


Gene No. 


24391 








Strand 






Start 


37428 








End 


39929 




Name 


OJ990820 02.9A21.C9. 


o3 . ts 


Method 


TBLASTX:S 


\j y Jk-/ ^ d i 1 


q-|- a rt 


22636 








End 


23369 






none 








Score 


67 






22636. 


.22704, 


22652. 


. 22705, 


22965. .23102, 22972. 


. 23145 , 




22973. 


.23110, 


23216. 


23368 


23217. .23369 




*^pri No 


11513 








Seq. ID 


OJ990820_ 


0 2 . 9 A2 1 


(^pnp No 


24391 








Strand 






start 


37428 








End 


39929 




Name 


OJ9908 


20 02.9A21.C9. 


o5 . ts 


Method 


TBLASTX:S 


oybean 


Start 


23369 








End 


24800 




GI 


none 








Score 


173 




F. von ^ 


: 23369. 


.23455, 


23654. 


, 23794 , 


23656. .23796, 23658. 


. 23795, 




23662. 


.23796, 


24525. 


. 24 578, 


-24526. .24585, 24681. 


.24800,, 




24682. 


.24795 












Sea No 


ll513 








Seq. ID 


OJ990820_ 


02.9A21 


Gene No. 


24391 








Strand 






Start 


37428 








End 


39929 




Name 


OJ990820 02.9A21.C9. 


o7 , tm 


Method 


TBLASTX: Maize 


Start 


23688 








End 


24795 




GI 


none 








Score 


170 




Exon^ 

j_j £\ \y 1 1 o 


23688. 


.23795, 


23693. 


, 23794, 


24525. .24578, 24525. 


.24578, 




24527. 


.24589, 


24681. 


. 24794, 


-24681. .24794, 24682. 


.24795 


Seq. No. 


11513 








Seq. ID 


OJ990820_ 


02.9A21 


Gene No. 


24391 








Strand 






Start 


37428 








End 


39929 




Name 


OJ9908 


20 02.9A21.C9. 


o6 . ts 


Method 


TBLASTX : Soybean 


Start 


25488 








End 


25730 




GI 


none 








Score 


51 




Exons 


25488. 


.25619, 


25509. 


.25637, 


25617. .25730, 25645. 


.25704 



11974 




o e q . IN O . 


± X O X J 


Seq. ID 


OJ990820_02. 9A21 


PQ 


Gene No. 


24391 


Strand 






Start 


37428 


End 


39929 




Name 




Method 


TBLASTX: Maize 




o t ar L 


9 c c o o ~~ 
Z 0 O Z .3 


End 


26252 




PT 
o J. 


none 


Score 


152 




Exons 


9^"^^^ 9^7ns pt^i^p^ 9Rftnfi 


25530. .25808, 25842 25907 , 






9SQ1fi 9fin^1 9fil^fi 


26091. .26141, 26133. .26252 




Seq. No. 


11513 


Seq. ID 


OJ990820_02.9A21 


.C9 


Gene No. 


24391 


Strand 






OL.diI.l~ 


J / *i ^ O 


End 


39929 




Name 


n.TQQnft9n 09 QA91 PQ l-TTi 


Method 


TBLASTX: Maize 




Q-l- a vi- 
ol- a, J. L 


9f;QQS ~ 
^ D J 


End 


27192 








Score 


291 






9fiQQS 971Q9 9fiQQ7 971 








Seq. No. 


11513 


Seq. ID 


OJ990820_02.9A21 


.C9 


Gene No. 


24391 


Strand 






C-l- -a -r-l- 
O l_ d X. L 


37428 


End 


39929 




Name 


nTQQnR9n 09 QA91 PQ od i-m 


Method 


TBLASTX: Maize 




O u ajT L 


O f O 1 f 


End 


37715 






none 


Score 


63 




TP cT" 


'^lAaq '^7^ftd ^74fi7 


37470. .37715, 37498. .37686 




oeq . iNO , 


X X O X J 


Seq. ID 


OJ990820_02.9A21 


PQ 


Gene No. 


24391 


Strand 






Start 


37428 


End 


• 39929 




Name 


nTQQ0R90 09 Qa91 PQ -nr^ 


Method 


AAT/NAP 




O Lar L 


-J / 4 ^ O 


End 


39929 




J. 


OTI TRI 1 
Z O X O O X X 


Score 


123 




Exons 


"^749^ ?7Sd9 ^7S70 ^7fi79 

O f H ^ O m .0/J4^/ O/J/VJ. , ~J / \J / ^ f 


37700. .38136, 39894.. 39929 






fAFOOOSRfi^ ni f ^-1 -i k-fi nrntpi n 


. [Helicobacter pylori 26695 


1 
J 


Seq. No. 


11514 


Seq. ID 


OJ990820_02.9A21 


.CIO 


Gene No. 


24392 


Strand 


+ 






4 D U 


End 


558 




Name 


n.TQQ0ft90 09 QA9T PI 0 o1 rrc; 


Method 


GENSCAN 






4 fiO ~ 

4 D U 


End 


558 




PT 


none 


Score 


.87 






4\JU. (tJ-JO 








Seq. No. 


11514 


Seq. ID 


OJ990820_02.9A21 


.CIO 


Gene No. 


24393 


Strand 








19^4 

J. ^ J) 4 


End 


6985 




Name 


PTQQ0R90 09 Qa91 PI 0 n9 rrcj 


Method 


GENSCAN 






19^4 ~ 

X ^ O 4 


End 


6985 




PT 


none 


Score 


.4 




Exons 


19^4 140? ?7?? ?ft99 fiS^R 


..6636, 6865.. 6985 




O C . L>H.^ . 


11514 


Seq. ID 


OJ990820_02. 9A21 


.CIO 


Gene No. 


24393 


Strand 






Start 


1234 


End 


6985 




Name 


OJ990820 02.9A21.C10.ol.gp 


Method 


AAT/GAP 




Start 


3493 


End 


5330 




GI 


none 


Score 


808 




Exons 


3493. .3822, 5215. .5330 









11975 



Seq. No. 11514 

Gene No. 24394 

Start 9764 

Name OJ990820_02 . 9A21 . CIO . o3 . gs 

Start 9764 

GI none 
Exons 



Seq. ID OJ990820_02.9A21.C10 
Strand 

End 13663 

Method GENSCAN 

End 13578 

Score .41 



9764.-9933, 11050 .. 11152 , 11236 .. 1 1334 , 114 32 .. 11504 , 
11650. .11958, 12063. .12235, 12314 .. 13159, 13255. .13578 



Seq. No. 11514 

Gene No. 24394 

Start 9764 

Name OJ990820_02 . 9A21 . CIO . ol . tw 

Start 12947 

GI none 
Exons 



Seq. ID OJ990820_02,9A21.C10 
Strand 
End 

Method 
End 
Score 



13663 

TBLASTX: Wheat 

13663 

71 



12947. .13165, 1324 9 .. 13323, 13564 13662 , 13610.. 13663 



Seq. No. 11515 Seq. ID OJ9904 30_30 . 9B24 . CI 

Gene No. 24395 Strand + 

Start 192 End 303 

Name OJ990430_30 . 9B24 . CI . ol . np Method AAT/NAP 

Start 192 End 303 

GI 5922620 Score 113 

Exons 192.. 303 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 I dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


11516 


Seq. ID 


OJ990430_30.9B24.C2 


Gene No. 


24396 


Strand 


+ 


Start 


488 


End 


740 


Name 


OJ990430 30. 9B24 .C2.ol.gs 


Method 


GENSCAN 


Start 


488 


End 


547 


GI 


none 


Score 


.94 


Exons 


488.:, 547 






Seq. No. 


11516 


Seq. ID 


OJ990430_30.9B24.C2 


Gene No. 


24396 


Strand 


+ 


Start 


488 


End 


740 


Name 


OJ990430 30.9B24.C2.ol.np 


Method 


AAT/NAP 


Start 


488 


End 


740 


GI 


2498930 


Score 


84 


Exons 


488. .547, 715. .740 






GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gil 1203794 (U18774) 


Sog [Drosophila melanogaster ] 


Seq. No. 


11517 


Seq. ID 


OJ990430_30. 9B24 .C4 


Gene No. 


24397 


Strand 


+ 


Start 


1368 


End 


15088 


Name 


OJ990430 30. 9B24 .C4 .ol.gs 


Method 


GENSCAN 


Start 


1368 


End 


14653 


GI 


none 


Score 


.73 


Exons 


1368. .1444, 3327. .3435, 3500 


..3808, 9273. .9478, 11294. .1171 




12039. .12067, 13206 13313, 


13804. .13963, 14027. .14653 



11976 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11517 
24397 
1368 

OJ990430_30 . 9B24 . C4 . ol . gp 
2736 

23174_1.R1084 
2736.-2866, 3327, 
•3249086 3.0e-63 



Seq. ID OJ990430_30, 9B24.C4 
Strand + 
End 15088 
Method AAT/GAP 
End 4 924 

Score 1544 
.3435, 3539. .3808, 4619.. 4924 

(AC004473) Contains similarity to 21 KD subunit 
of the Arp2/3 protein complex (ARC21) gb_AF006086 from Homo 
sapiens. EST gb_Z37222 comes [Arabidopsis thaliana] * 



11517 
24397 
1368 

OJ9904 30_30 . 9B24 . 04 . ol . np 



Seq. ID 
Strand 
End 

Method 

3289 End 
3249086 Score 
3289. .3435, 3539. .3808, 4573. .4758 

(AC004473) Contains similarity to 21 KD subunit of the Arp2/3 
protein complex (ARC21) gb|AF006086 from Homo sapiens. EST 
gb|Z37222 comes [Arabidopsis thaliana] 



OJ990430_30. 9B24.C4 
+ 

15088 
AAT/NAP 
4758 
697 



Seq. No. 11517 Seq. ID 

Gene No. 24397 Strand 

Start 1368 ' End 

Name OJ9904 30_30 . 9B24 . C4 . o2 . gp Method 

Start 13422 End 

GI uC-osflcyp003g09bl Score 

Exons 13422.. 13807 

GI Descrip. ' 100726/pir M S22377 8.0e-15 aspartate transaminase (EC 2.6.1.1) 
AATl precursor - proso millet >gi_20597_emb_CAA45022_ (X63428) 
aspartate aminotransferase [Panicum miliaceum] * 



OJ990430_30.9B24.C4 

-f 

15088 
AAT/GAP 
13807 
696 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 
Gene No. 
Start 



11517 Seq. ID 

24397 Strand 

1368 End 

OJ990430_30. 9B24 .C4 .o2.np Method 

14313 End 

6630699 Score 
14313... 14536, 15000.. 15088 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 Idbj IBAA89566.il {AP001073) hypothetical protein 

[Oryza sativa] 



OJ990430_30.9B24.C4 
+ 

15088 
AAT/NAP 
15088 
97 



11517 Seq. ID 

24398 Strand 

18708 End 

OJ990430_30.9B24.C4.o4.np Method 

18708 End 

6539570 Score 
18708. .18 911, 19087. .19153 

(AP000836) hypothetical protein [Oryza sativa] 



OJ990430_30.9B24.C4 
-i- 

19153 
AAT/NAP 
19153 
113 



11517 
24399 
14956 



Seq. ID 

Strand 

End 



OJ990430 30.9B24.C4 



18574 



11977 



Name 

Start 

GI 

Exons 



OJ990430_30. 9B24 .C4 .ol. ts Method TBLASTX : Soybean 

3294 End 3773 

none Score 171 

3294. .3434, 3326. .3439, 3537. .3773, 3538. .3735, 3647. .3763 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11517 
24399 
14956 

OJ990430_30. 9B24 .C4 .ol.tm 

3314 

none 



Seq. ID OJ990430__30. 9B24 .C4 
Strand - . 
End 

Method 
End 
Score 



18574 ■ 

TBLASTX: Maize 

4688 

162 



3314. .3430, 3315. .3431, 3325. .3441, 3327. .3464, 3537. .3806, 
3538. .3735, 3538. .3807, 3549. .3809, 4608. .4688, 4612. .4686 



Seq. No. 11517 

Gene No. 24399 

Start 14956 

Name OJ990430_30 . 9B24 . C4 . ol . to 

Start 3326 

GI none 
Exons 



Seq. ID OJ990430_30.9B24.C4 
Strand 
End 

Method 
End 
Score 



18574 

TBLASTX: Cress 

3657 

166 



3326. .3430, 3327. .3434, 3537. .3653, 3538. .3657 



ill 



Seq. No. 11517 Seq. ID 

Gene No. 24399 Strand 

Start " 14956 End 

Name OJ990430_30 . 9B24 . C4 . o2 . tc Method 

Start 4608 End 

GI none Score 

Exons 4608. .4757, 4612. .4761 



OJ990430_30.9B24.C4 
18574 

TBLASTX: Cress 

4761 

232 



Seq. No. 11517 

Gene No. 24399 

Start 14956 

Name OJ990430_30 . 9B24 . C4 . o2 . gs 

Start 14956 

GI none 

Exons 14956. .15082, 16007 .. 16121, 
16970. .17092, 18183. .18207, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16367 

18246 



OJ990430 30.9B24.C4 



18574 
GENSCAN 
18574 
.54 

16496, 16528. .16696, 
18438, 18491. .18574 



OJ990430_30. 9B24 .C4 

18574 
AAT/NAP 
18442 
593 



Seq'. No. 11517 Seq. ID 

Gene No. 24399 Strand 

Start 14956 End 

Name OJ990430_30 . 9B24 . C4 . o3 . np Method 

Start 15228 End 

GI 5922620 Score 

Exons 15228. .15358, 16727. .17092 

18253. .18363, 18404.. 18442 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sat'iva] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



17432. .174 65, 18183. .18207, 



Seq. No. 11518 Seq. ID 

Gene No. 24400 Strand 

Start 7383 End 

Name OJ990430_30 . 9B24 . C5 . ol . gp Method 



OJ990430_30. 9B24 .C5 
+ 

7697 

AAT/GAP . 



11978 



start 
GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7383 End 7697 

72524_1.R1084 Score 401 

7383. .7697 

'5091496/cibj IAB023482.2IAB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence* 



11518 
24401 
8431 

OJ990430_30. 9B24 .C5.ol.np 
8431 
5091513 

8431. .9459, 10114 .. 10931 , 
11962. .12108 

{AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 
End 
Score 
11006. .11053, 



OJ990430_30.9B24.C5 
+ 



24031 
AAT/NAP 
12108 
1942 
11096. , 



11213, 



Seq. No.. 11518 Seq. ID 

Gene No. 24401 Strand 

Start 8431 End 

Name OJ9904 30_30 . 9B24 . C5 . o2 . gs Method 

Start 10152 End 

GI none Score 
Exons 



OJ990430_30.9B24.C5 
+ 

24031 
GENSCAN 
11956 
.52 



10152, 
11630, 



.10787, 10912, 
.11956 



11050, 11075. . 11375, 11395 .. 11506, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11518 
24401 
8431 

OJ990430_30. 9B24 .C5.o2.np 
11075 
6630685 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11075. .11195, 22207. .22299, 23894. .24031 

(AP000969) Similar to copia-type pol polyprotein. {AF105716) 
[Oryza sativa] 



OJ990430_30.9B24.C5 
+ 

24031 ■ 
AAT/NAP 
24031 
122 



Seq. No. 11518 

Gene No. 24401 

Start 8431 

Name OJ990430_30 . 9B24 . 05 . o3 . gp 

Start 16228 

GI 799_1.R1084 

Exons 16228. .16260, 
GI Descrip, 



Seq. ID OJ990430__30.9B24.C5 
Strand 
End 

Method 
End 
Score 

.16462, 16551. . 16593, 16693. .16917 
'1172816/sp|P42795|Rlll_ARATH l.Oe-84 60S RIBOSOMAL PROTEIN LllA 
{L16A) >gi_624 938_emb_CAA57395_ (X81799) ribosomal protein L16 
[Arabidopsis thaliana] * 



OJ990430__30.9B24, 
+ 

24031 
AAT/GAP 
16917 
559 



16355, 



Seq. No. 


11518 




Seq. ID 


OJ990430_ 


_30.9B24, 


.05 


Gene No. 


24401 




Strand 


+ 






Start 


8431 




End 


24031 






Name 


OJ990430 30.9B24.C5 


.o4 .gs 


Method 


GENSCAN 






Start 


16258 




End 


16892 






GI 


none 




Score 


.93 






Exons 


16258. .16338, 16355 


. .16462, 


16551. .16593, 16693. 


.16892 




Seq. No. 


11518 




Seq. ID 


OJ990430_ 


30.9B24. 


.C5 


Gene No. 


24402 




Strand 








Start 


13408 




End 


14516 







11979 



Name 

Start 

GI 

Exons 



OJ9904 30_30.9B24 .C5.o3.gs Method GENSCAN 

13408 End 14516 

none Score .72 

13408. .13517, 13901. .14055, 14326. .14516 



Seq. No. 11518 Seq. ID OJ9904 30_30 . 9B24 . C5 

Gene No. 24402 Strand 

Start - 13408 End 14516 

Name OJ9904 30_30 . 9B24 . C5 . o2 . gp Method AAT/GAP 

Start 13568 End 13882 

GI 72524_1.R1084 Score 406 

Exons 13568. . 13882 

GI Descrip. * 50914 96/dbj | AB0234 82 . 2 | AB0234 82 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 



Seq. No. 11518 

Gene No. 24403 

Start 18639 

Name OJ990430_30 . 9B24 . C5 , 

Start 16321 

GI none 

Exons 16321. .16458, 16355. 

16691. .16897, 16695. 



ol.ts 



,16465, 
,16898 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990430__30.9B24.C5 
24589 

TBLASTX: Soybean 

16898 

169 



16548. .16598, 16550 1 6597 , 



Seq. No. 

"Gene No. 

Start 

Name 

Start 

GI 

Exons 



11518 Seq. ID 

24403 Strand 

18639 End 

OJ9904 30_30 . 9B24 . C5 . ol . tm Method 

16346 End 

none Score 



OJ990430_30. 9B24 .05 
24589 

TBLASTX: Maize 

16898 

125 



16346. .16465, 16375 .. 16455, 1654 8 .. 16598, 16550 16597 , 
16691. .16771, 16695. . 16898, 16838.. 16897 



Seq. No. 11518 Seq. ID 

Gene No. 24403 Strand 

Start 18639 • End 

Name OJ9904 30_30 . 9B24 . C5 . ol . tw Method 

Start 16352 End 

GI none Score 

Exons 16352. .16465, 16360 16458, 16548 

16683. .16892, 16691 .. 16897 , 16695 



16598, 
16898 



OJ990430_30.9B24.C5 
24589 

TBLASTX: Wheat 

16898 

163 

16550. .16597, 



Seq. No. 11518 Seq. ID 

Gene No. 24403 Strand 

Start 18639 End 

Name OJ9904 30_30 . 9B24 . C5 . ol . tc Method 

Start 16354 . End 

GI none Score 

Exons ■ 16354. .16458, 16355 .. 164 65, 

16682. .16897, 16695. .168 98 



OJ990430 30.9B24.C5 



24589 ' 
TBLASTX: 
16898 
166 



Cress 



16533. .16595, 16548 .. 16598 , 



Seq. No. 11518 Seq. ID 

Gene No. 24403 Strand 

Start 18639 End 

Name OJ9904 30_30 . 9B24 . 05 . o2 . tm Method 

Start 18546 End 

GI none Score 



OJ990430_30.9B24.O5 
24589 

TBLASTX: Maize 

18935 

232 



11980 



Exons 



18546. . 18842, 1854 6 18785, 18653 18826, 18873. .18935 



Seq. No. 11518 Seq. ID 

Gene No. 24403 Strand - ^ . 

Start 18639 End 24589 

Name OJ9904 30_30 . 9B24 . C5 . o5 . gs Method GENSCAN 

Start 18639 - End 24589 

GI npne Score . 61 

Exons 18639. .19220, 19323 .. 194 36, 20070 20173, 20650 

21411. .21502, 21850. .21904, 22681 .. 22823, 24526 



OJ990430 30.9B24.C5 



.20806, 
.24589 



Seq. No. 11519 

Gene No. 24404 

Start 2622 

Name OJ9904 30_30 . 9B24 . 08 . ol , gp 

Start 2622 

GI 5005008 

Exons 2622. .2915, 
GI Descrip. 



Seq. ID OJ990430_30.9B24.C8 
Strand + 
End 10091 
Method AAT/GAP 
End 3103 
Score 608 

3035. .3103 

1173327/spl P43333 |RU2A_ARATH 9.0e-19 U2 SMALL NUCLEAR 

RIBONUCLEOPROTEIN A' (U2 SNRNP-A' ) >gi_322619_pir S30580 U2 

snRNP protein A* - Arabidopsis thaliana >gi_17669_emb_CAA48890_ 
(X69137) U2 small nuclear ribonucleoprotein A* [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11519 
24404 
2622 

OJ9904 30_30. 9B24 .C8.ol.gs 



Seq. . ID 
Strand 
End 

_ Method 
2834 " End 

none Score 
2834. .2915, 3035. .3075, 4595. .4724, 4814. .5019, 5773. .5946, 
6210. .6260, 6354. .6518, 9528. .9672, 9739. .9906, 10036. .10091 



OJ990430_30.9B24.C8 
+ 

10091 
GENSCAN 
10091 
.95 



Seq. No. 11519 

Gene No. 24404 

Start 2622 

Name OJ990430_30 . 9B24 .C8.ol.np 

Start 2834 

GI 1173327 

Exons 2834 . .2915, 
6210. .6260, 

GI Descrip. 



3035. 
6354 , 



4595. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4724 



OJ990430_ 
+ 

10091 
AAT/NAP 
6431 ■ 
748 
4814. .5019, 



30.9B24.C8 



5773. .5946, 



3075, 
6431 

U2 SMALL NUCLEAR RIBONUCLEOPROTEIN A* (U2 SNRNP-A' ) 
gi|322619|pir| IS30580 U2 snRNP protein A' - Arabidopsis thaliana 
gil 17669|emb|CAA48890| (X69137) U2 small nuclear 
ribonucleoprotein A' [Arabidopsis thaliana] 



Seq. No, 11519 Seq. ID 

Gene No. 24404 Strand 

Start 2622 End 

Name OJ990430_30 . 9B24 . C8 . o3 . gp Method 

Start 4631 End 

GI LIB34 33-013-Q6-K1-D12 Score 

Exons 4631.. 4724, 4814.. 5034 

GI Descrip. ' 1173327/sp | P4 3333 | RU2A_ARATH 9.0e-19 U2 SMALL NUCLEAR 

RIBONUCLEOPROTEIN A'' (U2 SNRNP-A^ * ) >gi_322619_pir S30580 U2 

snRNP protein A' ' - Arabidopsis thaliana >gi_17 669_emb_CAA4 8890_ 
(X69137) U2 small nuclear ribonucleoprotein A'* [Arabidopsis 



OJ990430_30.9B24.C8 
+ 

10091 
AAT/GAP 
5034 
475 



11981 



thaliana] 



OJ990430_30.9B24 .C8 
+ 

10091- 
AAT/GAP 
5034 
457 



Seq. No. 11519 Seq. ID 

Gene No. 24404 Strand 

Start 2622 End 

Name OJ990430_30 . 9B24 . C8 .o2.gp Method 

Start 4640 End 

GI LIB3433-013-Q6-K1-D12 Score 

Exons 4640.. 4724, 4814.. 5034 

GI Descrip. ' 1173327/sp | P4 3333 | Ra2A_ARATH 9.0e-19 U2 SMALL NUCLEAR 

RIBONUCLEOPROTEIN A'' {U2 SNRNP-A' ' ) >gi_322619_pir S30580 U2 

snRNP protein A' ' - Arabidopsis thaliana >gi_17 669_emb_CAA4 88 90_ 
{X69137) U2 small nuclear ribonucleoprotein A* ' [Arabidopsis 
thaliana] ' 



Seq. No. 11519 Seq. ID OJ9904 30_30 . 9B24 . C8 

Gene No. 24404 Strand + 

Start 2622 ' ' End 10091 

Name OJ990430_30 . 9B24 . C8 . o4 . gp Method AAT/GAP 

Start 4968 End 6845 

GI 1257_1.R1084 Score 1225 ' 

Exons 4968. .5019, 5773. .5946, 6210. .6260, 6354. .6518, 6614. .6845 

GI Descrip. ' 1173327/sp | P43333 | RU2A_ARATH 3.0e-19 U2 SMALL NUCLEAR 

RIBONUCLEOPROTEIN A* ' (U2 SNRNP-A' ' ) >gi_322 619_pir S30580 U2 

. snRNP protein A* ' - Arabidopsis thaliana >gi_17 669_emb_CAA4 88 90_ 
(X69137) U2 small nuclear ribonucleoprotein A' * [Arabidopsis 
thaliana] * 





Seq. No. 


11519 








Seq. ID 


OJ990430 


_30.9B24,C8 


Ui 


Gene No. 


24405 








Strand 








Start 


11139 








End 


18399 






Name 


OJ990430 30 


. 9B24. 


C8.o3. 


tc 


Method 


TBLASTX: 


Cress 




Start 


2822 








End 


6431 






GI 


none 








Score 


149 






Exons 


2822. .2917, 


2833. 


,2916, 


3012. 


.3077, 3028.. 3075, 


4579. .4680, 


•t 




4595. .4723, 


4818. 


.5042, 


4873. 


.5013, 5860.. 5955, 


5877. .5951, 






6192. ,6260, 


6354. 


.6431 












Seq. No. 


11519 








Seq. ID 


OJ990430 


_30.9B24,C8 




Gene No. 


24405 








Strand 








Start 


11139 








End 


18399 






Name 


OJ990430 30 


. 9B24. 


C8 .o3. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


2830 








End 


4914 






GI 


none 








Score 


137 






Exons 


2830. .2916, 


2834. 


.2917, 


3012. 


.3077, 302 


:8. .3075, 


4579. .4674, 






4595. .4723, 


4818. 


.4853, 


4863. 


.4913, 4873. .4914 






Seq. No. 


11519 








Seq. ID 


OJ990430 


_30. 9B24 ,C8 




Gene No. 


24405 








Strand 








Start 


11139 








End 


18399 






Name 


OJ990430 30 


. 9B24. 


C8.o6. 


tm 


Method 


TBLASTX : 


Maize 




Start 


2894 








End 


4723 






GI 


none 








Score 


35 






Exons 


2894 . .2917, 


3028. 


.3075, 


4593. 


.4721, 4595. .4723 






Seq. No. 


11519 








Seq. ID 


OJ990430 


_30. 9B24 .C8 




Gene No. 


24405 








Strand 







11982 



start 
Name 
Start 
GI 

Exons 



11139 End 

OJ990430_30 . 9B24 . C8 . o4 . tm Method 

4851 End 

none Score 



18399 

TBLASTX: Maize 

6519 

253 



4851. .5033, 4870. .5019, 5772. .5861, 5832. .5858, 5868. .5954, 
5869. .5946, 5871. .5972, 6192. .6263, 6207. .6263, 6344. .6406, 
6352.. 6462, 6352.. 6489, 6353.. 6466, 6357.. 6506, 6469.. 6519 



Seq. No. 


11519 








Seq. ID OJ990430 


_30.9B24 




24405 








O L. X d 1 






11139 








FnH 1 ft ^QQ 




Name 


OJ990430 30.9B24.C8. 


\J X a UlLl 


L ie CI 1 J. OXjJ^O X /\ . ] 


Ma r z e 


O L-dX L 


11040 








FnH 1 ^Rfil 

i-jilV,X X ^ ^ \J X 




Kj ± 


none 








Cz-nrp 17 0 






11040. 


.11288, 


11118. 


• ± ± ^ O ^ f 


II^QO 1147Q 11^Q9 


114 7ft 

. .XX^i /Of 




11418. 


.11480, 


11595. 


117 90 


1 1 RQQ 1 1 7 1 R 11 f^OA 
xxj^;?. .xx/xj, xxuu*i 


1 1 (^4 ft 




11609. 


.11716, 


11771. 


1 1 P 


1177ft 11C)R7 117P7 
X X / I 0 * * X xy D f f X X f o / 


1 1 Q94 




11788. 


.11925, 


12016. 


. ± LD\J f 


19n9f^ 191R7 1 909Q 
XZUZO. . X ^ xD / , XZUZi? 


1 9 1 R 1 




12221. 


.12325, 


12222. 


1 9 o 9 n 


19401 19^f;R 19409 






12404. 


.12565, 


12837. 


.12899, 


12848. .12898, 12959 


. .13126, 




12961. 


.13125, 


12977. 


.13132, 


12996. . 13127, 13006 


. .13128, 




- 13445. 


.13561, 


13447. 


. ± o o o u 






"-^ beo. NO. 


11519 








Qci/-f Tn nTQQOzl'50 


'^0 QR94 


'sirr Gene No. 


24405 








C -h V a H — 




•■^rs o J- -1 >-4- 

buart: 


11139 








ijnu. X o J ^ ^ 




I'-]'* Name 


OJ990430 30.9B24.C8. 


oZ . qs 






~ C 4- -4 -»«4- 

brart 


11139 








lijna 1 o o 1 o 






none 








Score .45 




Exons 


11139. 


.11285, 


11398. 


.11478, 


11595. .11708, 11793 


. .11916, 




12035. 


.12150, 


12224. 


1 9 ^1 Q 


19404 19Sf^9 19ft4ft 


1 9ftQ7 


■ S? 


13000. 


.13125, 


13449. 


. X -D ^ \J\J f 


1*^717 1 '^QfiR 14'^ftR 


1 4 4 R 




14573. 


. 14734, 


14830. 


. X U H J , 


iRT^Q i*=;oio ^ 




"S 


16566. 


. 17862, 


18048. 


1 ft 1 9 

• XO XO £^ f 


1ft9fi1 ifl^lft 




■ O ^ ^ . IN w . 


11519 








*^firr Tn n,TQQ04'^0 


?0 QR94 


H= Gene No. 


24405 








Strand 




il Start 


, 11139 








End 18399 




. ! = i KI a TT1 o 


OJ990430 30.9B24.C8. 


■ u ^ 




^r e s 3 




11139 








FnH 1 1 f>dCi 






none 














11139. 


.11285, 


11161. 


1 1 9 ft 

. X X ^ O \J f 


11"^ QO 1147Q 11^Q9 


114 7ft 




11595. 


.11639, 


11596. 


. X X D 4 u 






Seq. No. 


11519 








Seq. ID OJ990430 


_30.9B24 


Gene No. 


24405 








Strand 




Start 


11139 








End 18399 




Name 


OJ990430 30.9B24.C8. 


o4 . ts 


Method TBLASTX:; 


Soybean 


Start 


11139 








End 11424 




GI 


none 








* Score 72 




Exons 


11139. 


.11285, 


11196. 


.11288, 


11198. .11311, 11392 


. . 11424 


Seq. No. 


11519 








Seq. ID OJ990430 


_30.9B24 


Gene No. 


24405 








Strand 




Start 


11139 








End 18399 




Name 


OJ990430 30.9B24.C8. 


o2 . np 


Method AAT/NAP 




Start 


11142 








End 16013 





11983 



GI 


4539400 




Score 1613 




Ej lo 


11142. 


.11478, 11595, 


• . XX / u o , 


11793. .11916, 12035 


. .12150, 




12224. 


.12319, 12404, 


t . X ^ ^ u ^ , 


12848. . 12897, 13000 


. .13125, 




13449. 


.13560, 13831, 


. . X O J U J , 


14385. . 14435, 14573 


. .14734, 




14830. 


.14928, 15817, 


1 • X O U X J 








(AL035526) putative 


^X \J U XI 1 


[Arabidopsis thaliana] 


oecj . NO . 


11519 






Seq. ID OJ990430 


_30.9B24 


oene lno . 


24405 






Strand 




O uSx L 


11139 






End 18399 




Name 


OJ9904 


30_30. 9B24 .C8, 


.o2. ts 


Method TBLASTX:; 


Soybean 


Start 


' 11632 






End 12886 




ox 


none 






Score 84 




Exons 


11632. 


.11709, 11632, 


1 • X X / u ^ , 


11634. .11711, 11793 


. .11843, 




11835. 


.11879, 11836, 


1 • X X O O VJ , 


11860. .11958, 11862 


. ,11957, 




12016. 


.12165, 12028. 


1 • X X \J (J , 


12029. .12181, 12221 


. .12325, 




12401. 


.12565, 12402, 


, • X ^ J u o , 


12407. .12574, 12848 


. .12886 


Iw* C • v • 


11519 






Seq. ID OJ990430 


_30.9B24 


Gene No. 


24405 






Strand 




Start 


11139 






End 18399 




Name 


OJ9904 


30_30.9B24.C8. 


. o5 . gp 


Method AAT/GAP 




Start 


13502 






End 14726 




GI 


LIB347 


4-001-P1-K1-G12 


Score 746 




Exons 


13502. 


.13560, 13717. 


. .13740, 


13831. .13965, 14385 


. .14435, 



14573. .14726 
GI Descrip. ' 4539400/emb | CAB37466 . 1 | 
[Arabidopsis thaliana] * 



2.0e-35 (AL035526) putative protein 



"J: Seq. No. 


11519 








Seq. 


ID 


OJ990430__30. 9B24 


Gene No . 


24405 








Strand 




fU Start 


11139 








End 




18399 


;j Name 


OJ9904 


30 30.9B24.C8, 


. o3 . tm 


Method 


TBLASTX: Maize 


'/--'i Start 


13714 








End 




15048 




none 








Score 


54 


Exons 


13714. 


.13749, 


13718, 


. . 13762, 


13831. . 


13965, 13832. .13963, 




13832. 


.13969, 


14380, 


. .14436, 


14382. . 


14447, 14390. .14446, 




14393. 


.14452, 


14567, 


. .14734,. 


14571. . 


14750, 14573. .14740,, 




14820. 


.14951, 


14827, 


. .14952, 


14827. . 


14922, 14831. .14950, 


: c 


14960. 


.15046, 


14962, 


. .15036, 


15014. , 


15046, 15019. .15048 


Seq. No. 


11519 








Seq. 


ID 


OJ990430_30.9B24 


Gene No. 


24405 








Strand 




Start 


11139 








End 




18399 


Name 


OJ9904 


30 30.9B24.C8. 


, o3.np 


Method 


AAT/NAP 


Start 


15724 








End 




18399 


GI 


286461 


3 






Score 


789 


Exons 


15724. 


.15877, 


16652. 


. .17556, 


18378. . 


18399 


GI Descrip. 


(AL021 


811) S- 


receptor kinase 


-like 


protein [Arabidopsis 



thaliana] gi | 404 9333 | emb | CAA22558 . 1 | {AL034567) 
kinase-like protein [Arabidopsis thaliana] 



S-receptor 



Seq. No. 
Gene No. 
Start 
Name 
Start 



11519 Seq. ID 

24405 Strand 

11139 End 

OJ990430_30 . 9B24 . C8 . o2 . tm Method 

16625 End 



OJ990430_30.9B24.C8 
18399 

TBLASTX: Maize 
17156 



11984 




GI 


none 




Score 


72 




Exons 


16625 .. 16768, 16643. 


. 16753, 


16665. .167 63, 16787. .17155, 






I/TOCO 1^mT I^COOT 


. i / lob 








Seq. No. 


11519 




Seq. ID 


OJ990430_30.9824 


. Lb 


Gene No. 


24 405 




Strand 






Start 


11139 




End 


■ 18399 




Name 


OJ990430_30.9B24.C8. 


ol.tc 


Method ' 


•■ TBLASTX: Cress 




Start 


1 dd4 y 




End 


17500 




GI 


none 




Score 


36 




Exons 


16o4y. . 16756, 16o/4. 


, 16945, 


16887. .1694 6, 16952. .17194, 






i~7Tnc TToni 


, 1 / jyb , 


17232. .17396, 17411. .17500, 






i/4io. .i/4C)U 










Seq. No. 


1 1 5 i y 




Seq. ID 


OJ990430_30. 9B24 


- Uo 


Gene No. 


24405 




Strand 






Start 


11139 




End 


18399 




Name 


ujyyu4ou ou.ybz4.uo. 


Ol.ts 


Method 


TBLASTX : Soybean 




Start 


lo /o / 




End 


17455 




GI 


none 




Score 


48 




Exons 


i/'TOT I/^OjIC I/^OOT 

16787 .. 16945, 16887. 


. 16943, 


16955. .17365, 16959 .. 17312, 






1 /4(J5 . . 1 /4dd, 1/41z. 


. 1 / 4 bU 








Seq. No. 


11519 




Seq. ID 


OJ990430_30.9B24 


.08 


Gene No. 


24 405 




Strand 






Start 


11139 




End 


18399 




Name 


OJ9904 30_30 . 9B2 4 . C8 . 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


16943 




End 


17348 




GI 


none 




Score 


88 




Exons 


i/^ooT) i/^rvo""? 

16943 .. 16993, 16997. 


. 17347 , 


17028. .17195, 17226. .17348 




Seq. No. 


11519 




Seq. ID 


OJ990430_30.9B24 


.08 


Gene No. 


24405 




Strand 






Start 


11139 




End 


18399 




Name 


OJ990430 30.9B24.C8. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


17216 




End 


17512 




GI 


none 




Score 


101 




Exons 


TTOTiT TT/IIA ITOIT 
1 1 D . . 1 / 4 lU , 1/21/. 


1 T o c n 
. 1 /3 d(J , 


17411. .17512 




Seq. No. 


1 loi y 




Seq. ID 


OJ990430_30.9B24 


. Co 


Gene No . 


24405 




Strand 






Start 


11139 




End 


18399 




Name 


OJ990430 30. 9824. CO. 


o4 . np 


Method 


AAT/NAP 




Start 


17339 




End 


17824 




GI 


688421 




Score 


117 




Exons 


17339. . 17390, 17670. 


.17824 








GI Descrip. 


(D26458) tumor-related protein [Nicotiana glauca X Nicotiai 




langsdorf f ii] 










beq. NO. 


11520 




Seq. ID 


OJ990430_30. 9824 


.09 


Gene No. 


24406 




Strand 


+ 




Start 


115 




End 


3419 




Name 


OJ990430 30.9824. 09. 


ol . gs 


Method 


GENSCAN 




Start 


115 




End 


3419 




GI 


none 




Score 


.68 




Exons 


115. .271, 820. .958, 


1227. .1338, 2328.. 


2381, 3092.. 3189, 





3357. .3419 



11985 






oec5. iNo . 


11520 




O • XL/ 






Gene No. 


24407 




Strand 






Start 


3635 




End 


4025 




Name 


OJ990430 30.9B24 


.C9.ol.gp 


Method 






Start 


3635 




bna 


A no ^ 




GI 


uC-osflM202084a07al 


Score 






Exons 


3635. .4025 










GI Descrip. 


'2558938 l.Oe-25 


(AF024625) ^ 


arm repeat 


... . . 
containing protein 






[Brassica napus] ' 








Seq. No. 


11520 




Seq. ID 


OJ990430_30. 9B24 .09 




Gene No. 


24408 




Q-j- r-a nH 

o ur anci 






Start 


3994 




ijna 


D DO fl 




Name 


OJ990430 30.9824 


.C9.o2.gs 


lYie unoa 






Start 


3994 




Hjna 


D JL O U 






none 




Score 






Exons 


3994. . 6180 










Seq. No. 


11520 




Seq. ID 


OJ990430_30.9B24.C9 




Gene No. 


24408 




Strand 






Start 


3994 




End 


6684 




Name 


OJ990430 30.9B24 


.C9.o3. tm 


Method 


TBLASTX: Maize 


Q 


Start 


4054 




End 


4278 




GI 


none 




Score 


106 


•'"ft 


Exons 


4054.. 4155, 4055 


..4144, 4139 


.".4255, .4141. .4278, 4145. .4276 


\ [\ 


Seq. No. 


11520 




Seq. ID 


OJ990430_30.9B24.C9 




Gene No. 


24408 




Strand 






Start 


3994 


.C9.ol.np 


End 


6684 




Name 


OJ990430 30.9B24 


Method 


AAT/NAP 


' i J 

: t 
= r 


Start 


4120 




End 


6153 




GI 


2558938 




Score 


981 


: s; 


Exons 


4120. . 6153 








■.rf 

■'4 


GI Descrip. 


(AF024625) arm repeat containing protein [Brassica napus] 




Seq. No. 


11520 




Seq. ID 


OJ990430_30.9B24.C9 


:\ 


Gene No. 


24408 




Strand 






otari: 


3994 




End 


6684 




Name 


OJ990430 30.9B24 


.C9.ol.ts 


Method 


TBLASTX: Soybean 




Start 


4144 




End 


4903 




GI 


none 




Score 


281 




Exons 


4144. .4671, 4154 


..4603, 4303 


..4614, 4675. .4902, 4681. .4866, 






4709. .4903 










beq . NO . 


11520 




Seq. ID 


OJ990430_30. 9B24 .09 




Gene No. 


24408 




Strand 






Start 


3994 




End 


6684 




Name 


OJ990430 30.9B24 


.C9.o2.gp 


Method 


AAT/GAP 




Start 


4171 




End 


4628 




GI 


3768302 




Score 


884 




Exons 


4171. .4628 










GI Descrip. 


2558938 l.Oe-25 


{AF024625) arm repeat 


containing protein 






[Brassica napus] 










Seq. No. 


11520 




Seq. ID 


OJ990430_30.9B24.C9 




Gene No. 


24408 




Strand 





11986 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start. 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



3994 

OJ990430__30. 

4279 

none 

4279. .4476, 

11520 
24408 
3994 

OJ990430_30, 

4462 

none 

4462. .4626, 

11520 
24408 
3994 

OJ990430_30. 

4471 

none 

4471. .4569, 
4651. .4758, 

11520 
24408 
3994 

OJ990430_30. 

5020 

none 

5020. .5295, 

11520 
24408 
3994 

OJ990430_30. 

5047 

none 

5047. .5310, 

11520 
24408 
3994 

OJ990430_30. 

5074 

none 

5074. .5307, 

11520 
24408 
3994 

OJ990430_30. 

5113 

none 

5113. .5307, 

11520 
24408 



9B24.C9.ol.tm 



End 

Method 

End 

Score 



6684 

TBLASTX: Maize 

4918 

738 



4301. .4918, 4303. .4917, 4316. .4918 



9B24 .C9.02 . tw 



4690. .4917, 4733. 



9B24.C9.ol.tc 



4472. .4576, 4508. 
4819. .5058, 4850. 



9B24 .C9.o4 . tm 



5078. .5290 



9B24 .C9.01 .tw 



5051. .5290... 



9B24 .C9.o2.ts 



5078. .5311, 5092. 



9B24 .C9.o2.tc 



5117. .5308, 5446. 



Seq. ID OJ990430_30.9B24.C9 
Strand 

6684 

TBLASTX: Wheat 
4918 
126 



End 

Method 
End 
Score 
.4918 



Seq. ID OJ990430_30.9B24.C9 
Strand 

End 6684 

Method TBLASTX : Cress 

End 5112 

Score 64 

.4570, 4618. .4767, 4646. .4768, 
.5008, 5062. .5112 

Seq. ID OJ990430_30.9B24.C9 
Strand 

End 6684 

Method TBLASTX : Mai ze 

End 5295 

Score 149 



Seq. ID OJ990430_30.9B24.C9 
Strand 

End 6684 

Method TBLASTX : Wheat 

End 5310 

Score 166 



Seq. ID OJ990430_30.9B24.C9 
Strand 

6684 

TBLASTX : Soybean 
5442 
184 



End 

Method 
End 
Score 
.5442 



Seq. ID OJ990430_30.9B24.C9 
Strand 

6684 

TBLASTX: Cress 
5529 
148 



End 

Method 
End 
Score 
.5529 



Seq. ID OJ990430_30.9B24.C9 
Strand 



11987 



start 
Name 
Start 
GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3994 End 6684 

OJ990430_30 . 9B24 . C9 . o2 . np Method AAT/NAP 

5188 End 6684 

5917666 Score 176 

5188.. 5320, 5395.. 6032, 6301.. 6684 
(AF159297) extensin-like protein [Zea mays] 



11520 
24408 
3994 

OJ9904 30_30. 9B24 .C9.o2.tm 

5329 

none 

5329.. 5685, 5332.. 5685 



Seq. ID OJ990430_30.9B24.C9' 
Strand 

End 6684 

Method TBLASTX : Maize 

End 5685 

Score 238 



Seq. No. 11521 

Gene No. 24409 

Start 1122 

Name OJ990430_30. 9B24 .ClO.ol.gs 

Start 1122 

GI none 
Exons 



Seq. ID OJ990430_30.9B24.C10 

Strand + 

End 3210 

Method GENSCAN 

End 3210 

Score . 63 



1122. .1258, 1569. .1671, 1733. .1843, 3178. .3210 



Seq. No. 11521 

Gene No. 24410 

Start 3938 

Name OJ990430_30 . 9B24 . CIO . o2 . gs 

Start 3938 

GI none 

Exons 3938.. 3950, 9552.. 9688 

Seq. No. 11521 

Gene No. 24411 

Start 20599 

Name OJ990430_30 . 9B24 . CIO . o4 . gs 

Start 20599 

GI none 
Exons 



Seq. ID OJ990430_30. 9B24 .CIO 

Strand + ■ 

End 9688 

Method GENSCAN 

End 9688 

Score .93 



Seq. ID OJ990430_30. 9B24 .CIO 

Strand + 

End 23559 

Method GENSCAN 

End ■ 23327 

Score .44 



20599. .20928, 2277 1 22859, 23177.. 23327 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11521 
24411 
20599 

OJ990430_30.9B24.C10.o2.np 
23115 
4959635 
23115. .23559 

(AF084445) calmodulin mutant SYNCAM17 [synthetic construct] 



Seq. ID OJ990430_30.9B24.C10 
Strand + 

23559 
AAT/NAP 
23559 
201 



End 

Method 

End 

Score 



11521 
24412 
25673 

OJ9904 30_30. 9B24 .C10.o5.gs 

25673 

none 

25673. .26032 



Seq. ID OJ990430_30.9B24.C10 

Strand + 

End 26032 

Method GENSCAN 

End 26032 

Score .45 



Seq. No. 



11521 



Seq. ID OJ990430_30. 9B24 .CIO 



11988 




Gene No. 


24413 




Strand 


+ 


Start 


26388 




End 


29958 


Name 


OJ9904JU oU.yB^4.ClU 


. o3 . np 


Method 


AAT/NAP 


Start 


26388 




End 


28546 


GI 


4538896 




Score 


1582 


Exons 


/^^■^rto o/"r»i(*\ 

26388 26819, 26928. 


.27451, 


27513. .28546 


GI Descrip. 


(ALU4y4o^:) putative 


protein 


[Arabidopsis thaiiana] 


Seq. No. 


lloz 1 




Seq. ID 


OJ990430_30. 9B24 


Gene No. 


24413 




Strand 


+ 


Start 


26388 




End 


29958 


Name 


OJ990430 30.9B24.C10 


. o6 . gs 


Method 


GENSCAN 


Start 


26817 




End 


29958 


GI 


none 




Score 


.61 


Exons 


26817. .26824, 26865. 


.27409, 


27 921. .28412, 29007. .29228, 



29279. .29958 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11521 
24414 
30526 

OJ990430_30. 9B24 .C10.O7 .gs 
30526 
none 

30526. .30548, 30680 .. 3118 1, 32197. .32418 



Seq. ID OJ990430_30.9B24.C10 



Strand 
End 

Method 

End 

Score 



+ 

32418 
GENSCAN 
32418 
.67 



"11521 -Seq. ID 

24415 Strand 
11686 End 17114 

OJ990430_30. 9B24 .ClO.ol.np Method AAT/NAP 
11575 End 17114 

3176691 Score 405 

11575. .11639, 13225. .13440, 13691 .. 137 92 , 14870. 
15422. .15592, 16070 .. 16252 , 17027.. 17114 
{AC003671) Contains homology to serine/threonine 
gb 1X99618 from Mycobacterium tuberculosis. ESTs 



OJ990430 30.9B24.C10 



15110, 

protein kinase 
gbl F14403, 



gbl F14404, 
thaiiana] 



and gb|N96730 come from this gene. [Arabidopsis 



Seq. No. 11521 

Gene No. 24415 

Start 11686 

Name OJ990430_30 . 9B24 . CIO . o3 . gs 

Start 11686 

GI none 

Exons 11686. .11854, 12807 .. 13447, 
15422. ,15592, 16070. .16246, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13707 

16795 



OJ990430 30.9B24.C10 



17114 
GENSCAN 
17111 
.81 

13792, 14901. 
16899, 17027, 



15110, 

,17111 



Seq. No. 11521 Seq. ID 

Gene No. 24415 Strand 

Start 11686 End 

Name OJ9904 30_30 . 9B24 . CIO . ol . gp Method 

Start 14908 End 

GI uC-osflcypl07d01bl Score 

Exons 14908. .15110, 15422.. 15536 

GI Descrip. ' 57 677 1/gb I U16256 | OSU16256 O.Oe+00 Oryza sativa cone SRI 
sucrose-regulated mRNA, 3 * * -end sequence' 



OJ990430_30.9B24.C10 

17114 
AAT/GAP 
15536 
584 



11989 



Seq. No. 


11521 




Seq. ID 


OJ990430__30.9B24 


. CIO 


Gene No. 


24 416 




Strand 






Start 


33937 




End 


34430 




Name 


OJ9904 30_30. 9B24.C10, 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


iz / y J 




End 


13067 




GI 


none 




Score 


38 




Exohs 


lOTno looo/i loonn 

127 93 . . izy 34 , 12oUU., 


, 12o 4 1 , 


12845. .1294 9, 1284 9. .12941, 






loocrt iooc>i lon^ro 

12850 .. 12954 , 12962., 


1 A A O C 

, 129o5 , 


12980. . 13066,, 12990 .. 13067 , 






TOAAA TOACA lOAAT 

13000. .13059, 130,01. . 


T O A ;C 








Seq. No. 


11521 




Seq. ID 


OJ990430_30.9B24 


. ClU 


Gene No. 


24416 




Strand 






Start 


33937 




End 


34430 




Name 


(jjyyu4ou ou . yDZ4 . LIU . 


. oz . ts 


Method 


TBLASTX: Soybean 




Start 






End 


15085 




GI 


none 




Score 


69 




Exons 


lOTOO TUTOT TDTOC 

1 3 /2 3 . . 13 / 9 / , 13/25.. 


T O "7 A 


14902. . 15084, 14 923 .. 15084 , 






14 933 . . 15Uo5 










Seq. No. 


11521 




Seq. ID 


OJ990430_30.9B24 


.CIO 


Gene No. 


24416 




Strand 






Start 


o o n 'D T 

3393 / 




End 


34430 




Name 


^TAAAyl'^A "OA AnA/ /""lA 

OJ990430 30.9B24.C10. 


, ol . tw 


Method 


TBLASTX: Wheat 




Start 


14 900 




End 


15112 




GI 


none 




Sgpre 


134 




Exons 


14900 .. 15112, 14923.. 


, 15111, 


15023. .15112 




Seq. No. 


11521 




Seq. ID 


OJ990430_30. 9B24 


. ClU 


Gene No. 


24416 




Strand 






Start 


33937 




. End 


34430 




Name 


OiTAAA^OA OA AoO/l /^TA 

OJ990430 3U.yB24.ClU. 


, o3 . tm 


Method 


TBLASTX: Maize 




Start 


14 914 




End 


15591 




GI 


none 




Score 


121 




Exons 


l/AI/l ICTT/l T/IOOO 

14 914 .. 15114 , 14923.. 


, 15111 , 


14933. .15124, 15417 15590, 






1541o . . 15591 










Seq. No. 


11521 




Seq. ID 


OJ990430_30. 9B24 


.CIO 


Gene No. 


24416 




Strand 






'■Start 


O O A O T 

3393 / 




End 


34430 




Name 


/^TAAA/tOA OA ADO/1 OIA 

OJ99U43U 3U.yB24,ClU. 


, ol . t s 


Method 


TBLASTX : Soybean 




Start 


15417 




End 


15593 




GI 


none 




Score 


189 




Exons 


■IC/1'1'7 1CCAA TC/110 

1541 / . . 1559U, 1541o.. 


1 C C A 1 

. 155 91, 


15489. .15593 




Seq. No. 


11521 




Seq. ID 


OJ990430_30.9B24 


.CIO 


Gene No. 


24416 




Strand 






Start 


O O A O T 

33 93 / 




End 


34430 




Name 


/^TAAA/IOA OA AOOyi /^TA 

OJ9904 3U 3u . 982 4 , ClU , 


, o5 . tm 


Method 


TBLASTX: Maize 




Start 


2/121 




End 


27342 




GI 


none 




Score 


191 




Exons 


AHTAt ATOVIA OTT'^*! 

27121 .. 27342, 27141., 


A T O A O 

. 27308 , 


27142. .27309 




Seq. No. 


11521 




Seq. ID 


OJ990430_30.9B24 


.CIO 


Gene No. 


24416 




Strand 






Start 


33937 




End 


34430 




Name 


OJ990430 30.9B24.C10. 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


27343 




End 


27736 





11990 





GI 


none 


Score 


201 






Exons 


OTOylT 0T'5/~0 OICIfT 

27343 .. 27516, 27369 .. 27515, 


27530. .27652, 27659. .27736 






Seq. No. 


11521 


Seq. ID 


OJ990430_30.9B24 , 


.CIO 




Gene No. 


24416 


Strand 








Start 


33937 


End 


34430 






Name 


OJ990430_30 . 9B24 . CIO . o4 . tm 


Method 


TBLASTX: Maize . 






Start 


28217 


End 


28645 . 






GI 


none 


Score 


167 






Exons 


28217 .. 28450, 28360 .. 28554 , 


28520. .28645 






Seq. No. 


11521 


Seq. ID 


OJ990430_30.9B24, 


.CIO 




Gene No. 


24 416 


Strand 








Start 


33937 


End , 


34430 






Name 


OJ9904 30_30 . 9B24 . CIO . o2 . gp 


Method 


AAT/GAP 






Start 


33937 


End 


34430 






GI 


576771 


Score 


801 






Exons 


33937 .. 34191, 34218.. 34430 










GI Descrip. 


57677 1/gb 1 U16256 1 OSU16256 0 


.Oe+00 Oryza sativa cone SRI 








sucrose-regulated mRNA, 3*- 


end sequence 






Seq. No. 


11522 


Seq. ID 


OJ990430_30.9B24, 


.C12 




Gene No. 


24417 


Strand 


+ 




•a cf 


Start 


4688 


End 


9473 




: H 
■is? 


Name 


OJ990430 30.9B24.C12.o2.gs 


Method 


GENSCAN 




Cn 


Start 


4688 


End 


9473 




r ; ; 
\ U 


GI 


none 


Score 


.58 






Exons 


4688. .4697, 4749. .5197, 6959. .7136, 8923. .9069, 9262. .9473 


! ■ s 


Seq. No.. 


11522 


Seq. ID 


OJ990430_30.9B24. 


.C12 


> =E 


Gene No. 


24417 


Strand 


+ 




:M J 
! 


Start 


4688 


End 


9473 




13 


Name 


OJ990430 30.9B24.C12.ol.gp 


Method 


AAT/GAP 






Start 


5197 


End 


5580 






GI 


3769093 


Score 


714 






Exons 


5197. .5580 










Seq. No. 


11522 


Seq. ID 


OJ990430_30.9B24. 


.C12 




(aene no . 


24418 


Strand 


+ 






Start 


9701 


End 


13588 






Name 


OJ990430 30.9B24.C12.ol.np 


Method 


AAT/NAP 






Start 


9701 


End 


13588 






GI 


6539553 


Score 


6375 






Exons 


9701. .13588 










GI Descrip. 


(AP0G0836) Similar to Oryza 


australiensis retrotransposon RIREl 



(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | {AP000837) 
Similar to Oryza australiensis retrotransposon RIREl {D85597) 
[Oryza sativa] 



Seq. No. 11522 

Gene No. 24419 

Start 1322 

Name OJ9904 30_30 . 9B24 . C12 . ol . gs 

Start 1322 

GI none 
Exons 



Seq. ID OJ990430_30.9B24.C12 
Strand 

End 3823 

Method GENSCAN 

End 3823 

Score .58 



1322. .1419, 1457. .1592, 1714. .1807, 1812. .1958, 2267. .2390, 
2805.. 3036, 3059.. 3280, 3363.. 3412, 3501.. 3656, 3802.. 3823 



11991 




Seq. No. 


11522 




Seq. ID 


OJ990430_30.9B24 


.C12 




^ *3 'a ^ U 




^"H "ra nH 

O L X di ILl 








470*^ 






S97 ^ 






n.TQQn4^n '^n 


QR94 n 9 n1 










470^ ~~ 

ri / U D 




Eji lU 


S94 S 
J ^ 1 J 










O L.(-/'X c 


*J o o 




Exons 


*i / UD. , %J ^ ^ ^ f 


4ftn'^ snR4 4ftn4 


S94 4 






Seq. No. 


11522 




Seq. ID 


OJ990430_30,9B24 


.C12 




24 420 




Strand 






o Udi. i_ 


470*^ 




End 


5273 




Nhius 


O.TQQn4^n ^0 


^O^^ tV-fX^ .O^* L.O 


Method 


TBLASTX: Soybean 




7"+- 


^097 ~ 




End 


5273 




O -L 


none 




Score 


257 






C. 1 . * 'J ^ rt f 


Sn97 SI 9R Sr)9Q 


..5247, 5175. .5273 




Seq. No. 


11522 




Seq. ID 


OJ990430_30.9B24 


.C12 




?4 4 91 




Strand 








-7 O _/ ^ 




End 


10143 




Nsme 


n.TQQn4^n '^n 


QR94 n 9 n4 +-w 


Method 


TBLASTX: Wheat 






D i/Z 




End 


10081 










Score 


344 




Exons 












Seq. No. 


11522 , 




Seq. ID 


OJ990430_30.9B24 


.C12 




^ T 4 *C X 




Strand 








q*=;q9 




End 


10143 




N3itie 




9B24.C12.o3.tm 


Method 


TBLASTX: Maize 




O L-cLX C 


Qfi ~ 




End 


10143 




O -L 


none 




Score 


358 






QQ 1 ni 4 1 

_700U. .XUXriX/ 


9848. .10138, 9853. .10143 






Seq. No. 


11522 




Seq. ID 


OJ990430_30.9B24 


.C12 




24 4 22 




Strand 






O Lai U 


X U D O -? 




End 


10961 




Mam o 




9B24.C12.o2.tm 


Method 


TBLASTX: Maize 




Start 


10639 ~ 




End 


10961 




GI 


none 




Score 


244 






J. \j \j ^ z/ 1 . ±uo^j 


, 10646. .10960, 


10672. .10959, 10794. .10961 




Seq. No. 


11522 




Seq. ID 


OJ990430_30.9B24 


.C12 




24423 




Strand 








10988 




End 


12184 




Nsme 


OJ990430 30. 


9B24.C12.o6.ts 


Method 


TBLASTX: Soybean 




a rt 


10988 




End 


11374 






none 




Score 


88 






10988. .11143, 11126. .11374 








Seq. No. 


11522 




Seq. ID 


OJ990430_30.9B24 


.C12 


Gene No. 


24423 




Strand 






Start 


10988 




End 


12184 




Name 


OJ990430 30. 


9B24.C12.o5,tm 


Method 


TBLASTX: Maize 




Start 


11162 




End 


11596 




GI 


none 




Score 


293 




Exons 


11162. .11596 


, 11377. .11523 









11992 




Seq. No. 


11522 








Seq. ID 


OJ990430_30.9B24 


.C12 


Gene No. 


24423 








Strand 








X -? O O 








FnH 


12184 




Ns-itie 






QR94 C^ 9 




Mo"i~ h oH 








± J. ^ ^ / 








End 


114 31 














Score 


271 






11237 . 


.11431 


, 11240. 


.11431 








C ^ rr M 

o e q . LN u . 


X X J ^ ^ 










nJ990430 30 9R24 


n 9 

. ^ X ^ 


Gene No. 


24423 








Strand 






Start 


10988 








End 


12184 




Naine 






QR?4 n 7 


. o2 . t s 


"h h or! 


TRT.A<^TX • Sovhp;^n 

J. u ±jn.t^ X £\ • %j w _y ^ CL 1 1 




O U dX U 


i i O O 1 








End 


117 82 




r T 


none 








Score 


185 






i J. J O *i • 


. 11 608 


, 11392. 


. 11559, 


11399 115 


93 11609 11782 

J f X X \J \J ^ » m X X f ij ^ f 






11617 . 


. 11655 












Seq. No. 


11522 








Seq. ID 


OJ990430_30. 9B24 


.C12 


Gene No. 


24423 








Strand 






O L. dX L 


X VJ J o o 








End 


12184 




Nlanri <a 
iNdillc 


\-/U J ^ \J 1 




9B24 . C12 


. o2 , tc 


Mpt" h oH 






O L.dX L 


X X ** JL / 








End 


11806 




oX 


n on o 








^ oo r'P 


111 

XXX 




von c 


11417 
X X *i X ( • 


• X X sj ^ J 


11612 

/ X X V X ^ . 


.11806 








O e q . LN O . 


1 1 S99 

X X w) ^ ^ 








O C . XL/ 


n,T9Q0430 30 QR94 


n 9 

• ^ X ^ 


Gene No. 


24423 








Strand 






Start 


10988 








End 


12184 




Name 


\JU ^ -7 U 1 


30 30 


QR94 PI 7 


O 1 "t~ w 


Mfi'l" h or? 


TRT.A^TX • Whp;^-|- 

X ID XiS\iJ X/\. VViXCCtU 




O U dX L 


1 1 4 "^9 

X X 'i O ^ 








End 


1 91 R4 

X ^ X O rt 




oX 


none 








q O O T~0 


fiOO 




Hi lo 


114^9 

X X 1 ^ ^ • 


1 1 ft ft 1 

• X X O O X 


114 39 

, X X *1 J ^ . 


1 1 ft ft ft 

. X X Q U (J / 


11474 . . 121 


69 1 1 soft 19170 

\J ^ f X X ^ \J \J * m X ^ X 1 \J f 






1 1 Q78 

X X ^ 1 o » 


. 12184 


, 12016. 


. 12183 










11522 








Seq. ID 


OJ990430 30 9B24 


. C12 


Gene No. 


24424 








Strand 






Start 


12107 








End 


12732 




Name 


OJ9904 


30_30. 


9B24 C12 


. ol . ts 


Mpt hod 


TBLASTX • Sovbean 






12107 








End 


12570 




ox 


5509260 






^ OO TP 


4 8 






12107. 


.12184 


12199 

/ X ^ X ^ ^ . 


12570 


12201 124 


19 12492 12551 

X ^ f X ^ *± ^ ^ * a X ^ ^ •J X 




















Seq. No. 


11522 








Seq. ID 


OJ990430_30.9B24 


.C12 


Gene No. 


24424 








Strand 






O L. d X L. 


12107 








End 


12732 




LNdlLLC 


OJ9904 


30_30. 


9B24.C12 


. ol . tc 


MpI" h oH 


TRT.A^TX * Ptpss 




O L. Cl X L. 


12199 








End 


124 59 






none 








Score 


281 




von Q 

Ej A 1 1 0 


12199. 


.12459, 12201. 


. 12377 








Seq. No. 


11522 








Seq. ID 


OJ990430_30. 9B24 


.C12 


Gene No. 


24424 








Strand 






Start 


12107 








End 


12732 




Name 


OJ9904 


30_30. 


9324 .C12 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


12240 








End 


12705 




GI 


none 








Score 


336 





11993 



Exons 



12240. .12422, 1224 1 12705, 12492.. 12602 



Seq. No. 11522 

Gene No. 24424 

Start 12107 

Name OJ9904 30_30 . 9B24 . C12 . o3 . tw 

Start 12241 

GI none 

Exons 12241. .12585, 12258 .. 1237 1, 



Seq. ID OJ990430_30.9B24.C12 
Strand • 

End 12732 

Method TBLASTX : Wheat 

End 12732 

Score 305 
12580. .12732 



Seq. No. 11522 

Gene No. 24425 

Start 12639 

Name OJ9904 30_30 . 9B24 . C12 . o4 . ts 

Start 12639 

GI none 

Exons 12639. .12713, 12640 .. 12732, 



Seq. ID OJ990430_30.9B24.C12 
• Strand 

End 13452 

Method TBLASTX : Soybean 

End 12970 

Score 98 
12706. .12825, 12719. .12970 



Seq. No. 11522 

Gene No. 24425 

Start 12639 

Name OJ990430_30 . 9B24 . C12 . o6 . tm 
Start ■ 12788 

GI none 

Exons 12788. .13120, 12788 .. 13078 , 



Seq. ID OJ990430_30.9B24.C12 
Strand 

End 13452 

Method TBLASTX : Mai ze 

End 13120 

Score 287 
12796. . 13119 



Seq. No. 11522 

Gene No. 24 4^25 

Start 12639 

Name OJ990430_30 . 9B24 . C12 . o2 . tw 

Start 12977 

GI none 

Exons 12977. .13051, 12977 .. 13057 , 
13067. .13414 



Seq. ID OJ990430_30.9B24.C12 
Strand 

End 13452 

Method TBLASTX: Wheat 

End 13452 

Score 93 
13065. .13169, 13066. . 13452, 



Seq. No. 11522 

Gene No. 24425 

Start 12639 

Name OJ990430_30 . 9B24 . C12 . 

Start 12983. 

GI none 

Exons 12983. .13096, 13009.. 
13127. .13303 



o5 . ts 



Seq. ID OJ990430_30.9B24.C12 
Strand 

End 13452 

Method TBLASTX : Soybean 

End 13324 

Score 87 



13089, 13115. .13324, 13120 .. 13245, 



Seq. No. 11523 

Gene No. 24426 

Start 121 

Name OJ9904 30_30 . 9B24 . C13 . ol . gs 

Start 121 

GI none 

Exons 121.. 362, 869.. 916 



Seq. ID OJ990430_30.9B24.C13 

Strand + 

End 916 

Method GENSCAN 

End 916 

Score .82 



Seq. No. 11523 

Gene No. 24427 

Start 1275 

Name OJ990430_30 . 9B24 . C13 . o2 . gs 

Start 1275 



Seq, ID OJ990430_30.9B24.C13 
Strand 

End 2097 

Method GENSCAN 

End 2097 



11994 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

1275. .1369, 1884. .2097 



Score 



.82 



11524 
24428 
629 

OJ9904 30_30. 9B24 .C14 .ol.np 
629 

2832617 
629. .912, 2456. .2484 

{AL021711) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990430_30.9B24.C14 

Strand + 

End 2484 

Method AAT/NAP 

End 2484 

Score 298 



11524 Seq. ID 

24428 Strand 

62 9 End 
OJ990430_30. 9B24 .014 .ol.tc Method 

650 End 

none Score 

650. .844, 736. .843 



Seq. No. 11524 Seq. ID 

Gene No. 24428 Strand 

Start 629 End 

Name OJ9904 30_30 . 9B24 . C14 . ol . tm Method 

Start 650 End 

GI none Score 

Exons 650.. 844, 739.. 840 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



11524 Seq. ID 

24428 Strand 

629 End 
OJ9904 30_30 . 9B24 . 014 . ol . ts Method 

701 End 

none Score 

701. .844, 736. .843 



OJ990430_30.9B24.C14 
+ 

2484 

TBLASTX: Cress 

844 

243 



OJ990430_30. 9B24.C14 
+ 

2484 

TBLASTX: Maize 

844 

232 



OJ990430_30.9B24.C14 
+ 

2484 

TBLASTX : Soybean 

844 

245 



11525 Seq. ID 

24429 Strand 

1 End 
OJ990430_30. 9B2 4 .015.01. np Method 

1 End 

2832617 Score 
1. .333 

(AL021711) putative protein [Arabidopsis thaliana] 



OJ990430_30.9B24.C15 
+ 

333 

AAT/NAP 
333 
189 



11526 Seq. ID OJ990620_36 . 9B04 . 02 

24430 Strand 

1 End 14 68 

OJ990620_36. 9B04 .02.01. np Method AAT/NAP 

1 End 14 68 

4539373 Score 304 

1..31, 1056. .1468 

(AL049525) putative retrotransposon polyprotein [Arabidopsis 
thaliana] 



11526 
24430 



Seq. ID OJ990620_36. 9B04 .02 
Strand 



11995 



start 
Name 
Start 
GI 

Exons 



OJ990620_36 . 9B04 , C2 . ol . gp 
852 

3758977 
852. .1165 



End 

Method 

End 

Score 



1468 
AAT/GAP 
1165 
538 



Seq. No. 11526 Seq. ID 

Gene No. 24430 Strand 

Start 1 End 

Name OJ990620_36 . 9B04 . C2 . ol . tm Method 

Start 1012 End 

GI none Score 

Exons 1012.. 1239, 1261.. 1464 



Seq. No. 11526 

Gene No. 24430 

Start 1 

Name OJ990620_36 . 9B04 . C2 . ol . ts 

Start 1063 

GI none 

Exons 1063.. 1464, 1142.. 1462 

Seq. No. 11526 

Gene No. 24430 

Start 1 

Name OJ990620_36 .'9B04 . C2 . o2 . gp 

Start 1214 

GI -426372 

Exons 1214.. 1413 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990620_36.9B04 .C2 
1468 

TBLASTX: Maize 

1464 

139 



OJ990620_36.9B04.C2 
1468 

TBLASTX: Soybean 

1464 

110 



OJ990620_36.9B04.C2 

1468 
AAT/GAP 
1413 
354 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

■Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



11527 
24431 
1 

OJ990620_36. 9B04.C3.ol.gp 
1 

1621492 
1. .175 

1621493/dbj IBAA12902 I 4.0e-42 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990620_36.9B04 .03 

2373 
AAT/GAP 
175 
342 



{D85876) reverse transcriptase 



OJ990620 36.9B04.C3 



11527 Seq. ID _ 

24431 Strand 
1 End 2373 

OJ990620_36. 9B04 .C3.ol.np Method AAT/NAP 

1 End 2242 

4512618 Score 959 

l.,667, 770. .1812, 1840, .2242 

(AC004793) Strong similarity to gi 13600044 T12H20.12 protease 
homolog from Arabidopsis thaliana BAG gb | AF0801i9 ■ and is a 
member of the reverse transcriptase family PF 100078. 



11527 Seq. ID 

24431 Strand 

1 End 

OJ990620_36 . 9B04 . 03 . o2 . np Method 

1 End 

4996367 Score 



OJ990620_36.9B04.O3 

2373 
AAT/NAP 
2373 
821 



11996 



Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1. .2373 

(AB021266) polyprotein [Arabidopsis thaliana] 



11527 
24431 
1 

OJ99062.0_36. 9B04.C3.ol.ts 
20 

5509260 



Seq. ID OJ990620_36. 9B04 .C3 
Strand 

End 2373 

Method TBLASTX : Soybean 

End 520 

Score 4 0 



20. .109, 47. .112, 110. .520, 111. .191, 255. .497 



11527 
24431 
1 

OJ990620_36. 9B04 .C3.o2.tw 
33 

none 

33. .77, 44. .109, 51. .110, 110, 

11527 
24431 
1 

OJ990620_36. 9B04.C3.ol.tc 

128 

none 

128. .388,^ 216. .383 

11527 
24431 
1 

OJ990620_36. 9B04.C3.o2.tm 
167 
none 

167. .481, 168. .290, 306. .482 

11527 
24431 
1 

OJ990620_36. 9B04.C3.ol.tw 
962 
none 

962.. 1180, 969.. 1169 



Seq. ID OJ990620_36.9B04 .C3 
Strand 

End 2373 

Method TBLASTX : Wheat 

End 475 

Score 50 

..193, 110. .433, 255, .380, 404. .475 

Seq. ID OJ990620_36.9B04.C3 
Strand 

End 2373 

Method TBLASTX: Cress 

End 38 8 

Score 103 



Seq. ID OJ990620_36.9B04.C3 
Strand 

End 2373 

Method TBLASTX : Mai ze 

End 482 

Score 58 



Seq. ID OJ990620_36.9B04.C3 
Strand 

End 2373 

Method TBLASTX : Wheat 

End 1180 

Score 172 



Seq. No. 11527 

Gene No. 24431 

Start 1 

Name OJ990620_36 . 9B04 . C3 . o2 . tc 

Start 965 

GI none 

Exons 965.. 1336, 975.. 1145 

Seq. No. 11527 

Gene No. 24431 

Start 1 

Name OJ990620_36 . 9B04 . C3 . o2 . ts 

Start 965 



Seq. ID OJ990620_36.9B04.C3 
Strand 

End 2373 

Method TBLASTX: Cress 

End 1336 

Score 63 



Seq. ID OJ990620_36.9B04 .C3 
Strand 

End 2373 

Method TBLASTX : Soybean 

End 1343 



11997 




GI 


none 






Score 


37 






965 1336. 1026 


. 1061, 


1119 . 


. 1343 






Seq. No. 


11527 






Seq. ID 


OJ990620_36. 9804 


.C3 


Gene No. 


24431 






Strand 






Start 


1 






End 


2373 




Name 


OJ990620 36 9B04 


.C3.01. 


tm 


Mpt hod 


TBLASTX • Ma i 7e 




Start 


975 ~ 






End 


1443 






none 






Score 


69 




P, V n n c; 


975. . 1187, 980 


1330, 1336.. 


1443 






Seq. No. 


11527 






Seq. ID 


OJ990620_36. 9804 


.03 


Gene No. 


24431 






Strand 






Start 


1 






End 


2373 




Name 


OJ990620 36 9B04 


.C3.04. 


tm 


Method 


T8LASTX: Maize 




Start 


1651 ~ 






End 


1840 




GI 


none 






Score 


77 




Ilk? 


1651 . . 1734 , 1651 


1824, 


1661 


..1840, 1670. .1825 




Seq. No. 


11527 






Seq. ID 


OJ990620_36.9804 


.03 


Gene No. 


24431 






Strand 






Start 


1 






End 


2373 




Name 


OJ990620 36 9B04 


.C3.03. 


tm 


Method 


T8LASTX: Maize 




Q-l- a rt 


1 ft 6S ~ 

X (J U J 






End 


2109 






none 






Score 


192 




R von ^ 


1865 2107 1869 


2054 , 


1870 


..2109, IE 


}97. .2109 




Seq. No. 


11527 






Seq. ID 


OJ990620_36.9B04 


.03 


Gene No. 


24431 






Strand 






Start 


1 






End 


2373 




Name 


OlT9906?0 36 9Rn4 


.C3.o3. 


tw 


Method 


T8LASTX: Wheat 




Start 


18 97 ~ 






End 


2283 




GI 


none 






Score 


88 




F!xnn 

l-J 1 1 k? 


1897 2085 1931 


. .2080, 


2089 


..2283, 2189. .2236 




Seq. No. 


11528 






Seq. ID 


OJ990620_36.9B04 


.05 


Gene No. 


24432 






Strand 


H- 




Start 


1196 






End 


3373 ^. I 




Name 


OJ990620 36 9804 


.C5.01. 


gs 


Method 


GENSCAN 




Start 


1196 ~ 






End 


3373 




GI 


none 






Score 


.46 




Exon 


1196 1327, 1938 


. .1956, 


3303 


. .3373 






Seer No 


11529 






Seq. ID 


OJ990620_36.9804 


C6 


Gene No . 


24433 






Strand 


+ 




Start 


511 






End 


1031 




Name 


OJ990620 36.9804 


.06. ol. 


gp 


Method 


AAT/GAP 




Start 


511 






End 


1031 




GI 


uC-osroM202029b02bl 




Score 


939 




Rxon 


511. .1031 












GI Descrip. 


' 16214 93/dbj |8AA12902| 


4.0e- 


42 (D85876) reverse transcriptase 




[Oryza sativa] ' 












Seq. No. 


11529 






Seq. ID 


OJ990620_36.9804 


.06 


Gene No. 


24434 






Strand 


+ 




Start 


1074 






End 


11836 




Name 


OJ990620 36.9804 


.C6.01. 


np 


Method 


AAT/NAP 





11998 






o rar r 


1074 


End 


5826 




GI 


3402722 


Score 


1965 




Exons 


1074. .1173, 1222. .1610, 3134 


..3264, 3763. .3804, 3890. .3998, 






4229.. 4307, 4409.. .4705, 4799 


..4911, 5124. .5231, 5305. .5367, 






5450. .5617, 5692. .5826 








GI Descrip. 


(AC004261) CPDK-related protein kinase [Arabidopsis thaliana] 






qi|5020366|gb|AAD38058.1|AF153351 1 (AF153351) CDPK-related 






kinase 1 [Arabidopsis thaliana] 






Seq. No. 


11529 


Seq. ID 


OJ990620__36.9B04.C6 




Gene No . 


24434 


Strand 


+ 




Start 


1074 


End 


11836 




Name 


OJ990620 36.9B04.C6.o2.gs 


Method 


GENSCAN 




Start 


3134 


End 


11817 






none 


Score 


.71 




Exons 


3134. .3264, 3763. .3804, 3890 


..3998, 4 


229. .4307, 4409. .4705, 






4799. .4911, 5124. .5231, 5305 


..5367, 5450. .5617, 5738. .5859, 






6591.. 6783, 7072.. 7161, 8094 


..8209, 8 


822. .9193, 9586. .9822, 






9936.. 10038, 10329 .. 104 0'6, 10810 .. 11039, 11607.. 11817 




Seq. No. 


. 11529 


Seq. ID 


OJ990620_36.9B04.C6 




Gene No . 


24434 


Strand 


+ 




Start 


1074 


End 


11836 


'13? 


Name 


OJ990620 36.9B04.C6.o2.np 


Method 


AAT/NAP 


: "J 
'is? 


Start 


8871 


End 


11836 


; 


GI 


3402703 


Score 


1002 


:: ; i 


Exons 


8871. .9193, 9378. .9467, 9583 


..9822, 9936. .10038, 108 10 .. 11039, 






11607. .11836 






Ui 


GI Descrip. 


(AC004261) hypothetical protein [Arabidopsis thaliana] 


!.'! 


Seq. No. 


11529 


Seq. ID 


OJ990620_36.9B04.C6 




Gene No. 


24435 


Strand 


+ 


« 


Start 


14574 


End 


15999 




Name 


OJ990620 36. 9B04 .C6.04 .np 


Method 


AAT/NAP 




Start 


14574 


End 


15999 


SI 




5852084 


Score 


86 


list 


Exons 


14574. .14603, 15916. .15999 






Zi 


GI Descrip. 


{AL117264) 2wh0007.1 [Oryza 


sativa] 




'a a! 


Seq. No. 


11529 


Seq. ID 


OJ990620_36. 9B04 .06 




Gene No. 


24436 


Strand 






otart 


665 


End 


2857 




Name 


OJ990620 36.9B04.C6.ol.gs 


Method 


GENSCAN 




Start . 


665 


End 


2857 






none 


Score 


.41 




Exons 


665.. 950, 982.. 1655, 2186.. 2304, 2635 


. .2857 




Seq. No. 


11529 


Seq. ID 


OJ990620_36.9B04.C6 






24437 


Strand 






Start 


5798 


End 


6273 




Name 


OJ990620 36.9B04.C6.o2.gp 


Method 


AAT/GAP 




Start 


5798 


End 


6273 




GI 


uC-osroM202029b02al 


Score 


909 




Exons 


5798. .6273 








GI Descrip. 


'5803242/dbj | AP000399 . 1 | AP000399 7 . Oe 


-30 Oryza sativa genomic 



DNA, chromosome 6, clone ; P0535G04 * 



11999 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11529 
24438 
10761 

OJ990620_36, 9B04 .C6.ol.tc 

1074 

none 

1074. .1100, 1224., 1259, 1332. 
1446. .1613, 3131. .3265, 3133. 
3882.. 3998, 3887.. 3997, 4226. 
4406. .4660, 4407. .4661, 4407. 
5118. .5231, 5136. .5183, 5304. 
5459. .5617, 5667. .5816, 5692. 

11529 
24438 
10761 

OJ990620_36. 9B04 .C6.o2.tm 
1295 
none 
1295 
3132 
3887 



Seq. ID 
Strand 
End 

Method 

End 

Score 
. 1451, 
.3228, 
.4306, 
.4706, 
.5381, 
.5817 



1411, 1295.. 1609, 1320, 

3269, 3133.. 3267, 3764, 

3931, 5115.. 5231, 5118, 

5304. .5381, 5305. .5370, 5420, 

5451. .5645, 5452. .5619, 5667, 



OJ990620_36.9B04.C6 
15741 

TBLASTX: Cress 
5817 
35 

1334. ,1450, 1445. .1606, 
3219. .3269, 3764. .3805, 
4228. .4320, 4228. .4305, 
4408. .4707, 4801. .4911, 
5305. .5361, 5458. .5619, 



Seq. ID OJ990620_36.9B04.C6 
Strand 

End 15741 
Method TBLASTX: Maize 
End 5832 
Score 125 

.1613, 3131. .3265, 3131. .3208, 
.3805, 3765.. 3800, 3882.. 3932, 
.5231, 5291.. 5365, 5304.. 5366, 
.5617, 5449. .5628, 5450. .5617, 
.5828, 5671. .5829, 5686. .5832 



Seq. No. 11529 Seq; ID 

Gene No. 24438 Strand 

Start 10761 End 

Name OJ990620_36 . 9B04 . C6 . o2 . ts Method 

Start 1332 End 

GI none Score 

Exons 1332.. 1610, 1334.. 1588 



OJ990620_36.9B04.C6 
15741 

TBLASTX: Soybean 

1610 

369 



Seq. No. 11529 

Gene No. 24 4 38 

Start 10761 

Name OJ990620_36 . 9B04 . C6 . o4 . ts 

Start 3131 

GI none 

Exons 3131.. 3265, 3133.. 3267, 3133. 
3882. .4001 



OJ990620_36. 9B04 .C6 
15741 

TBLASTX : Soybean 

4001 

194 



Seq. ID 
Strand 
End 

Method. 
End 
Score 

.3228, 3764.. 3805, 3839.. 4000, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11529 
24438 
10761 
OJ990620 
3934 
none 
3934 
4228 
4801 



36. 9B04 .C6.ol. tm 



3990, 
4308, 
4902, 



3935.. 3997, 3936. 
4389. .4706, 4406. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3998, 
.4702, 



OJ990620_36.9B04.C6 
15741 

TBLASTX: Maize 
4902 
110 

4226.. 4306, 4226.. 4315, 
4408. .4707, 4408. .4722, 



4801. .4899, 4803. .4901 



Seq. No. 11529 Seq. ID 

Gene No. 24438 Strand 

Start 10761 End 

Name OJ990620_36 . 9B04 . C6 . ol . ts Method 

Start 4250 End 



OJ990620_36.9B04.C6 
15741 

TBLASTX : Soybean 
5832 



12000 



